Suppl. Table 2. Expression of ARID1B in all sequenced samples displayed in normalised counts after DESeq2 analysis. The second row displays the ratio of ARID1B expression in affected individuals to the mean expression of the unaffected individuals. DESeq2 analysis for ARID1B in the STAR mapping resulted in a log fold change of -0.03 with a padj of 0.999 and in the Salmon quasi-mapping in a log fold change of -0.11 with a padj of 0.999.
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