[bookmark: _GoBack]Materials and Methods
[bookmark: _Hlk27128451]Data collection was performed from the medical records of patients in the a French Center for Hidradenitis Suppurativa (Clinique du Val d’Ouest, Lyon). All patients provided informed consent for participation in the study. Demographic data including sex, age, BMI, family history, disease severity (Hurley stage), smoking status, and comorbidities (inflammatory joint disease, inflammatory bowel disease, acne vulgaris, acne conglobata, pilonidal sinus disease, dissecting folliculitis of the scalp) were recorded for each patient. The site of the HS lesions was also analyzed. The neck was considered affected when the patient had involvement of either the anterior part of the neck or the nape. The breast was considered affected when the patient had involvement of either the submammary fold, the intermammary fold, or the areola. The intergluteal fold was considered affected if the patient had an inflammatory skin lesion that was either pilonidal sinus disease, a true HS lesion, or undefined. Patients with incomplete data were excluded.
Multivariate logistic regression analyses were performed to identify factors able to negatively (the risk of site involvement is higher if the factor is absent) or positively (increased risk when the factor is present) predict whether a site is affected independently of other factors. All statistics were performed using Stata® 11.0 (College Station, TX, USA). Age at the study, age at onset, disease duration, and age at intergluteal lesion occurrence were introduced as continuous variables in the model. All other variables were considered dichotomous (1 if present, 0 if absent), except for Hurley stage, which was introduced as a categorical variable (stage I, II, or III). To assess confounding variables in logistic regressions, a backward selection (with a p value of 0.10) and a full multivariable model were used when distinguishing patients with or without the affected site examined. We checked and met the assumptions recommended for logistic regression, including the binary nature of the dependent variables, the linearity of independent variables (using the Stata link test), and the collinearity of the independent variables (because of collinearity, disease duration was consequently excluded for all regression analyses).

