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	Description
	GeneRatio
	BgRatio
	FDR
	geneID
	size

	small molecule catabolic process
	17/152
	452/18866
	3.54E-04
	FTCD/CEL/GALM/PCK2/DLST/HAO2/LDHD/ASPA/ACOX2/PIPOX/KHK/DAO/DCXR/MIOX/DHDH/CYP4F3/SORD
	17

	organic acid catabolic process
	13/152
	282/18866
	3.88E-04
	FTCD/CEL/PCK2/DLST/HAO2/LDHD/ASPA/ACOX2/PIPOX/DAO/DCXR/CYP4F3/SORD
	13

	xenobiotic metabolic process
	8/152
	118/18866
	3.06E-03
	AS3MT/GSTM3/NQO2/BPHL/CYP3A7/AOC1/DPEP1/GSTA3
	8

	cellular response to xenobiotic stimulus
	8/152
	123/18866
	3.33E-03
	AS3MT/GSTM3/NQO2/BPHL/CYP3A7/AOC1/DPEP1/GSTA3
	8

	sulfur compound metabolic process
	13/152
	371/18866
	3.58E-03
	PDP2/GGT6/GSTM3/ACOT6/ABHD14B/ACSF2/DLST/SLC25A10/HMGCS2/PIPOX/PC/DPEP1/GSTA3
	13

	response to xenobiotic stimulus
	8/152
	130/18866
	3.58E-03
	AS3MT/GSTM3/NQO2/BPHL/CYP3A7/AOC1/DPEP1/GSTA3
	8

	monocarboxylic acid catabolic process
	8/152
	138/18866
	4.31E-03
	CEL/PCK2/HAO2/LDHD/ACOX2/DCXR/CYP4F3/SORD
	8

	triglyceride biosynthetic process
	5/152
	43/18866
	5.23E-03
	PNPLA3/MOGAT1/PCK2/GPAT3/LPL
	5

	cellular modified amino acid metabolic process
	9/152
	190/18866
	5.23E-03
	GATA3/GGT6/FTCD/GSTM3/IYD/SLC16A10/PIPOX/DPEP1/GSTA3
	9

	neutral lipid biosynthetic process
	5/152
	51/18866
	1.01E-02
	PNPLA3/MOGAT1/PCK2/GPAT3/LPL
	5

	acylglycerol biosynthetic process
	5/152
	51/18866
	1.01E-02
	PNPLA3/MOGAT1/PCK2/GPAT3/LPL
	5

	G1 to G0 transition
	3/152
	10/18866
	1.01E-02
	ECRG4/CAPN3/SLC39A5
	3

	hormone metabolic process
	9/152
	221/18866
	1.21E-02
	ADH1C/GATA3/REN/BACE2/CYP17A1/RDH12/CYP3A7/IYD/SLC16A10
	9

	steroid metabolic process
	11/152
	332/18866
	1.21E-02
	NR1D1/CEL/AGTR1/CYP17A1/DHRS4/HSD11B2/CUBN/CYP3A7/HMGCS2/ACOX2/SERPINA6
	11

	nucleoside bisphosphate metabolic process
	7/152
	138/18866
	1.63E-02
	PDP2/ACOT6/ABHD14B/ACSF2/DLST/HMGCS2/PIPOX
	7

	ribonucleoside bisphosphate metabolic process
	7/152
	138/18866
	1.63E-02
	PDP2/ACOT6/ABHD14B/ACSF2/DLST/HMGCS2/PIPOX
	7

	regulation of fibrinolysis
	3/152
	14/18866
	1.87E-02
	KLKB1/HRG/PLG
	3

	cellular response to copper ion
	2/152
	28/18866
	2.67E-01
	AQP2/AOC1
	2

	cellular zinc ion homeostasis
	2/152
	37/18866
	3.55E-01
	SLC39A7/SLC39A5
	2

	purine nucleotide metabolic process
	7/152
	442/18866
	4.60E-01
	PDP2/ACOT6/ABHD14B/ACSF2/DLST/HMGCS2/PIPOX
	7

	transition metal ion homeostasis
	3/152
	138/18866
	4.60E-01
	SLC39A7/ACO1/SLC39A5
	3

	dicarboxylic acid catabolic process
	1/152
	17/18866
	4.62E-01
	ASPA
	1

	secondary alcohol metabolic process
	3/152
	162/18866
	4.71E-01
	CEL/CUBN/HMGCS2
	3

	neutrophil degranulation
	26/168
	487/18866
	3.70E-10
	RNASE2/LRG1/S100A9/FCGR3B/SERPINA1/OLFM4/HSPA6/SERPINA3/S100A8/IQGAP1/MNDA/PTX3/LCN2/CD14/SLPI/LTF/QPCT/TYROBP/PTPRC/ITGB2/FCER1G/LYZ/GLIPR1/CTSS/HBB/C3
	26

	neutrophil activation involved in immune response
	26/168
	490/18866
	3.70E-10
	RNASE2/LRG1/S100A9/FCGR3B/SERPINA1/OLFM4/HSPA6/SERPINA3/S100A8/IQGAP1/MNDA/PTX3/LCN2/CD14/SLPI/LTF/QPCT/TYROBP/PTPRC/ITGB2/FCER1G/LYZ/GLIPR1/CTSS/HBB/C3
	26

	humoral immune response
	21/168
	377/18866
	1.23E-08
	CFI/S100A9/CFB/S100A8/C2/WFDC2/CD46/LCN2/C1S/VSIG4/SLPI/LTF/C1QB/CCL2/PTPRC/FCGR2B/LYZ/REG1A/RNASE6/C3/C1QC
	21

	detoxification of copper ion
	7/168
	15/18866
	1.23E-08
	MT1HL1/MT2A/MT1F/MT1H/MT1E/MT1X/MT1M
	7

	stress response to copper ion
	7/168
	15/18866
	1.23E-08
	MT1HL1/MT2A/MT1F/MT1H/MT1E/MT1X/MT1M
	7

	cellular zinc ion homeostasis
	9/168
	37/18866
	1.27E-08
	S100A9/MT1HL1/MT2A/S100A8/MT1F/MT1H/MT1E/MT1X/MT1M
	9

	cellular transition metal ion homeostasis
	13/168
	116/18866
	1.34E-08
	S100A9/MT1HL1/MT2A/S100A8/MT1F/MT1H/MT1E/MT1X/LCN2/MT1M/LTF/HIF1A/ERFE
	13

	response to molecule of bacterial origin
	20/168
	356/18866
	1.83E-08
	FOS/S100A9/ICAM1/S100A8/CLDN1/LCN2/LBP/AKAP12/TFPI/CD14/LY96/SLPI/ADAM9/LTF/SELE/IL10RA/HCK/CCL2/TAC1/FCGR2B
	20

	detoxification of inorganic compound
	7/168
	17/18866
	1.83E-08
	MT1HL1/MT2A/MT1F/MT1H/MT1E/MT1X/MT1M
	7

	stress response to metal ion
	7/168
	17/18866
	1.83E-08
	MT1HL1/MT2A/MT1F/MT1H/MT1E/MT1X/MT1M
	7

	response to lipopolysaccharide
	19/168
	334/18866
	3.45E-08
	FOS/S100A9/ICAM1/S100A8/CLDN1/LCN2/LBP/AKAP12/TFPI/CD14/LY96/SLPI/ADAM9/LTF/SELE/IL10RA/HCK/CCL2/TAC1
	19

	acute inflammatory response
	12/168
	111/18866
	6.40E-08
	ICAM1/SERPINA1/SERPINA3/S100A8/OSMR/C2CD4A/LBP/CD163/TAC1/FCGR2B/FCER1G/C3
	12

	cellular response to zinc ion
	7/168
	24/18866
	2.32E-07
	MT1HL1/MT2A/MT1F/MT1H/MT1E/MT1X/MT1M
	7

	cellular response to cadmium ion
	8/168
	38/18866
	2.39E-07
	FOS/MT1HL1/MT2A/MT1F/MT1H/MT1E/MT1X/MT1M
	8

	cellular response to copper ion
	7/168
	28/18866
	6.86E-07
	MT1HL1/MT2A/MT1F/MT1H/MT1E/MT1X/MT1M
	7

	response to cadmium ion
	9/168
	64/18866
	8.43E-07
	FOS/MT1HL1/MT2A/CDK1/MT1F/MT1H/MT1E/MT1X/MT1M
	9

	regulation of immune effector process
	20/168
	470/18866
	1.20E-06
	DHX9/CFI/CFB/ICAM1/C2/CLC/CD46/LBP/C1S/VSIG4/C1QB/NFKBIZ/STAT1/TYROBP/PTPRC/ITGB2/FCGR2B/FCER1G/C3/C1QC
	20



