Figure S1: Experimental and analyses design
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Microarrays hybridization in dye swap manner:
N=46 (n=22 LF-50 vs LF & n=24 HF-RS vs HF)
Excluded 12 microarrays due poor quality
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Statistical analysis:
N=34 microarrays (n=18 LF-50 vs LF & n=16 HF-RS vs HF)
Corresponding to 17 comparisons (n=9 LF-SO vs LF and 8 HF-RS vs HF)




