
Supplemental Tables

Supplemental Table 1. Primers used for cloning the three exons of FGF23.
	Exon
	Forward Primer
	Reverse Primer

	
	5’→3’
	5’→3’

	Exon 1
	GGAGACAUAGCGTTGGCTTGAAATTGAG
	GGGAAAGUACACACGCACACACACACAC

	Exon 2
	GGAGACAUGAGCTCAGAGTGCCCCATAC
	GGGAAAGUAATGGGCAGTGCAGACTAGG

	Exon 3
	GGAGACAUCAGCAGAGGCTTGGAAAAGA
	GGAGACAUCAGCAGAGGCTTGGAAAAGA





Supplemental Table 2. Primers used to generate mutant by site-directed mutagenesis. The mutation is underlined, bold and italics.

	Mutation
	Forward Primer
	Reverse Primer

	
	5’→3’
	5’→3’

	H41Q
	GGGTGGCCTGATCCAACTGTACACAGCCAC
	GTGGCTGTGTACAGTTGGATCAGGCCACCC

	Q54K
	AACAGCTACCACCTGAAGATCCACAAGAAT
	ATTCTTGTGGATCTTCAGGTGGTAGCTGTT

	S71G 
	CCATCAGACCATCTACGGTGAGTAGGGCTTCAGGC
	GCCTGAAGCCCTACTCACCGTAGATGGTCTGATGG

	M96T
	AAGATACCTCTGCACGGATTTCAGAGGCAA
	TTGCCTCTGAAATCCGTGCAGAGGTATCTT

	G123W
	AGACGCTGGAAAACTGGTACGACGTCTACC
	GGTAGACGTCGTACCAGTTTTCCAGCGTCT

	S129F
	GTACGACGTCTACCACTTTCCTCAGTATCACTTCC
	GGAAGTGATACTGAGGAAAGTGGTAGACGTCGTAC

	S129P 
	GTACGACGTCTACCACCCTCCTCAGTATCACTTCC
	GGAAGTGATACTGAGGAGGGTGGTAGACGTCGTAC

	R176Q
	CCCCATACCACGGCAGCACACCCGGAGCGC
	GCGCTCCGGGTGTGCTGCCGTGGTATGGGG

	R179W
	CACGGCGGCACACCTGGAGCGCCGAGGACG
	CGTCCTCGGCGCTCCAGGTGTGCCGCCGTG

	R179Q
	CACGGCGGCACACCCAGAGCGCCGAGGACG
	CGTCCTCGGCGCTCTGGGTGTGCCGCCGTG





Supplemental Table 3. The triprimers used for ARMS-PCR assay. A mismatch nucleotide at position -2 of the 3’ was introduced to the reverse primers of normal and mutant alleles of each set. The mismatched nucleotide is underlined, bold and italicized. 
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	Mutation
	Primers (5’→3’)
	Fragment Size bp

	H41Q 
	Forward primer: CAAGGGAGAAGGAAAAGGCCAGTAAGGCCT               
Reverse normal: TGCAGGTGGTAGCTGTTCCTGGCTGTGGCTGTGTACAAG
Reverse mutant: TGCAGGTGGTAGCTGTTCCTGGCTGTGGCTGTGTACAAT
	260

	Q54K 
	Forward primer: ACCAGCCACTCAGAGCAGGGCACGATGTTG
Reverse normal: GATGGGGTGCGCCATCCACATGGCCATTCTTGTGGATCCG
Reverse mutant: GATGGGGTGCGCCATCCACATGGCCATTCTTGTGGATCCT
	223

	S71G
	Forward primer: ACCAGCCACTCAGAGCAGGGCACGATGTTG
Reverse normal: AGGGTGCTCCCCTTCTTCCCAGCCTGAAGCCCTACTCAGT 
Reverse mutant: AGGGTGCTCCCCTTCTTCCCAGCCTGAAGCCCTACTCAGC
	267

	M96T 
	Forward primer: ATCAATCCAGGGAGGTTTCATGAAGGTAGG 
Reverse normal: AGAAACTCACTGATCCAAAAATGTTGCCTCTGAAATCAA
Reverse mutant: AGAAACTCACTGATCCAAAAATGTTGCCTCTGAAATCAG
	215

	G123W
	Forward primer: GGCTCAACGCCCTAAGAACTGCAGAGCTTC 
Reverse normal: CCAGGAAGTGATACTGAGGAGAGTGGTAGACGTCGTACTC
Reverse mutant: CCAGGAAGTGATACTGAGGAGAGTGGTAGACGTCGTACTA
	217

	S129F 
	Forward primer: GGCTCAACGCCCTAAGAACTGCAGAGCTTC
Reverse normal: TTCGCCCGGCCCAGACTGACCAGGAAGTGATACTGAGGCG 
Reverse mutant: TTCGCCCGGCCCAGACTGACCAGGAAGTGATACTGAGGCA
	236

	S129P 
	Forward Common: GGCTCAACGCCCTAAGAACTGCAGAGCTTC
Reverse normal: TCGCCCGGCCCAGACTGACCAGGAAGTGATACTGAGGATA
Reverse mutant: TCGCCCGGCCCAGACTGACCAGGAAGTGATACTGAGGATG
	236

	R176Q 
	Forward Common: TTCGACCCGGAGAACTGCAGGTTCCAACAC
Reverse normal: GGGTCCCGCTCCGAGTCGTCCTCGGCGCTCCGGGTGTGTC
Reverse mutant: GGGTCCCGCTCCGAGTCGTCCTCGGCGCTCCGGGTGTGTT
	245

	R179W
	Forward Common: CCAGACGCTGGAAAACGGGTACGACGTCTA
Reverse normal: CGTTCAGGGGGTCCCGCTCCGAGTCGTCCTCGGCGCTCAG
Reverse mutant: CGTTCAGGGGGTCCCGCTCCGAGTCGTCCTCGGCGCTCAA
	225

	R179Q
	Forward Common: CCAGACGCTGGAAAACGGGTACGACGTCTA
Reverse normal: ACGTTCAGGGGGTCCCGCTCCGAGTCGTCCTCGGCGCTTC 
Reverse mutant: ACGTTCAGGGGGTCCCGCTCCGAGTCGTCCTCGGCGCTTT
	225


Supplemental Table 3
Development and Validation of a Simple Diagnostic Method to Detect Gain and Loss of Function Defects in Fibroblast Growth Factor-23


