Supplemental Figures Legends
[bookmark: OLE_LINK80][bookmark: OLE_LINK81][bookmark: _GoBack][bookmark: OLE_LINK77][bookmark: OLE_LINK78][bookmark: OLE_LINK79]Supplemental Fig. 1 Signal-net of Nrdp1 overexpression-related genes. The red circle represents the upregulated gene and the blue circles downregulated genes. The area of the circle represents the degree. Interaction between the genes is shown as a activation, a(u) activation (ubiquination), u ubiquination, inh u inhibition (ubiquination), b binding/association, p phosphorylation, inh(-p) inhibition (dephosphorylation), a(+p) activation (phosphorylation), ind indirect effect, inh inhibition, disso dissociation, ex expression, c compound, a(ind) activation (indirect effect), p(ind) phosphorylation (indirect effect), inh(+p) inhibition (phosphorylation), m missing interaction, inh(ind) inhibition (indirect effect) (Color figure online) . Lines indicate interactions between genes. 

[bookmark: OLE_LINK75][bookmark: OLE_LINK76]Supplemental Fig. 2 Global signal transduction network analysis. The red squares represents the upregulated lncRNAs and the blue squares represents the downregulated lncRNAs. The red circle represents the upregulated genes and the blue circles represents the downregulated genes. Lines indicate the relationship between lncRNAs and genes. 

Supplemental Table. 1 The list of primers used for real-time qPCR.
