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Supplemental Table 2: Summary of PCR conditions
	Gene
	GeneBank accession [NM_]
	Forward Primer 5’-3’
	Reverse Primer 5’-3’
	Tm [°C]
	# of cycles
	Product length [bp]

	ActRIIA
	001278579.1
	ACAAGATGGCCTACCCTCCT
	TCAACACTGGTGCCTCGTTT
	58
	28
	289

	ActRIIB
	001106.3
	CTCCTCTGGGGATCGCTGT
	CTCCCAGTTGGCGTTGTAGT
	62
	28
	84

	Alk3
	004329
	CACTGCCCCCTGTTGTCATAG
	ATCCTGTTCCAAATCACGATTGT
	58
	25
	179

	Alk6
	001203
	CTTTTGCGAAGTGCAGGAAAAT
	TGTTGACTGAGTCTTCTGGACAA
	56
	30
	130

	BAMBI
	012342.2
	GGATCGCCACTCCAGCTAC
	TGGTGTCCGTGAAAGCTGTA
	58
	35
	603

	BMPRII
	001204.6
	CCACCTCCTGACACAACACC
	GACCTTGTTTACGGTCTCCTG
	62
	30
	154

	DKK1
	012242.2
	GTGCAAATCTGTCTCGCCTG
	GCACAGTCTGATGACCGGAG
	56
	30
	266

	DKK2
	014421.2
	CTCTGGATGGTACTCGGCAC
	TTTCCAGCCCATGAGAACCC
	58
	35
	258

	GAPDH
	002046.4
	GTCAGTGGTGGACCTGACCT
	AGGGGTCTACATGGCAACTG
	56
	25
	420

	LRP5
	002335.2
	GTACCCGCCGATCCTGAAC
	GGGTGGATAGGGGTCTGAGT
	62
	30
	247

	LRP6
	002336
	CCCCTTTCTTTCTTCTCTCGCT
	CAAAGGGGCCGCTCTCAG
	62
	33
	205

	NOG -Noggin
	005450.4
	CAGCGACAACCTGCCCCTGG
	GATCTCGCTCGGCATGGCCC
	56
	33
	249

	OPG
	002546.3
	CCGGAAACAGTGAATCAACTC
	AGGTTAGCATGTCCAATGTG
	60
	33
	313

	RANKL
	033012.3
	TCCCAAGTTCTCATACCCTGA
	CATCCAGGAAATACATAACACTCC
	56
	33
	245

	RGMb
	001012761.2
	CTCCTCTCCCAGAGCTCATTC
	TCTGGATTCGACATTGGGCT
	63
	30
	573

	Smad1
	005900.1
	CAACGGAGTAACTGTGTCACC
	ATTCGCTGTGTCTTGGAACC
	60
	28
	259

	Smad4
	005359.3
	TGAATCCATATCACTACGAAC
	CAGGCTGACTTGTGGAAG
	60
	35
	294

	Smad5
	005903.5
	AACCTGAGCCACAAGAAC
	GGCTGGGAATTATCTTGACC
	56
	35
	245

	Smad6
	U59914
	GGCAAACCCATAGAGACACAA
	GGTAGCCTCCGTTTCAGTGTA
	56
	30
	123

	Smad7
	005904.3
	TTCGGACAACAAGAGTCAGC
	AAGCCTTGATGGAGAAACC
	60
	30
	200

	Smad8
	005905.5
	TTCGGACAACAAGAGTCAGC
	AAGCCTTGATGGAGAAACC
	60
	28
	201

	SOST
	025237.2
	AGACTGGTGTGAGCACATGG
	CACTTGCTGTTGCTGTTGGT
	58
	35
	239



