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	Supplementary Table 1. Relative quantification compared to controls, mean (SEM)

	Gene symbol
	Experi-ment groupa
	Time group
	Statistically significant change with timeb

	
	
		T0h
		T2.5h
		T5h
		T72h
	

	Apaf1
	
	0.86c
	(0.02)
	0.99
	(0.03)
	1.08
	(0.03)
	1.04
	(0.02)
	T0h-T2.5h, T0h-T5h, T0h-T72h

	Apex1
	
	0.86
	(0.02)
	0.66
	(0.02)
	0.88
	(0.03)
	1.05
	(0.03)
	T0h-T2.5h, T0h-T72h, T2.5h-T5h, T2.5h-T72h, T5h-T72h

	Atm
	
	0.77
	(0.02)
	0.79
	(0.04)
	0.91
	(0.02)
	0.89
	(0.04)
	T0h-T5h

	Bax
	
	0.94
	(0.02)
	0.90
	(0.02)
	1.09
	(0.03)
	1.07
	(0.02)
	T0h-T5h, T0h-T72h, T2.5h-T5h, T2.5h-T72h

	Bcl2
	
	1.33
	(0.03)
	0.79
	(0.02)
	0.82
	(0.02)
	0.96
	(0.04)
	T0h-T2.5h, T0h-T5h, T0h-T72h, T2.5h-T72h, T5h-T72h

	Bcl2l1
	
	1.55
	(0.07)
	1.10
	(0.04)
	1.05
	(0.03)
	0.92
	(0.05)
	T0h-T2.5h, T0h-T5h, T0h-T72h

	Bnip3
	
	2.18
	(0.13)
	1.49
	(0.18)
	1.24
	(0.15)
	0.73
	(0.08)
	T0h-T2.5h, T0h-T5h, T0h-T72h, T2.5h-T72h

	Casp3
	
	0.78
	(0.02)
	0.80
	(0.02)
	0.90
	(0.03)
	0.98
	(0.02)
	T0h-T5h, T0h-T72h, T2.5h-T5h, T2.5h-T72h

	Ccl12
	
	0.51
	(0.05)
	0.92
	(0.06)
	1.69
	(0.20)
	0.77
	(0.09)
	T0h-T5h, T2.5h-T5h, T5h-T72h

	Ccl2
	
	0.62
	(0.08)
	0.86
	(0.05)
	0.89
	(0.10)
	1.12
	(0.11)
	T0h-T72h

	Ccl5
	
	0.97
	(0.19)
	1.76
	(0.44)
	1.18
	(0.30)
	0.82
	(0.37)
	

	Ccnb1
	
	1.11
	(0.06)
	1.08
	(0.15)
	1.20
	(0.14)
	0.82
	(0.09)
	

	Ccnd1
	
	0.81
	(0.02)
	0.56
	(0.02)
	0.84
	(0.03)
	0.92
	(0.04)
	T0h-T2.5h, T2.5h-T5h, T2.5h-T72h

	Chek1
	
	0.82
	(0.02)
	0.61
	(0.03)
	0.75
	(0.04)
	1.11
	(0.05)
	T0h-T2.5h, T0h-T72h, T2.5h-T72h, T5h-T72h

	Cxcl10
	
	0.55
	(0.04)
	1.02
	(0.23)
	1.01
	(0.17)
	0.61
	(0.06)
	

	Edn1
	
	1.19
	(0.06)
	1.31
	(0.06)
	1.29
	(0.07)
	0.87
	(0.04)
	T0h-T72h, T2.5h-T72h, T5h-T72h

	Fasl
	
	1.29
	(0.13)
	1.08
	(0.17)
	0.86
	(0.12)
	0.82
	(0.10)
	

	Gadd45g
	H21
	1.40
	(0.10)
	1.28
	(0.07)
	1.07
	(0.05)
	0.99
	(0.05)
	T0h-T72h, T2.5h-T72h

	
	H60
	1.43
	(0.07)
	1.40
	(0.10)
	1.34
	(0.12)
	1.02
	(0.05)
	

	Grin2b
	
	0.83
	(0.06)
	0.32
	(0.03)
	0.98
	(0.04)
	0.75
	(0.05)
	ANOVAd T0h-T2.5h, T2.5h-T5h, T2.5h-T72h, T5h-T72h

	Hif1a
	
	0.98
	(0.04)
	0.87
	(0.03)
	0.91
	(0.04)
	0.81
	(0.04)
	T0h-T72h

	Hmox1
	
	0.76
	(0.04)
	0.97
	(0.04)
	1.09
	(0.04)
	1.07
	(0.05)
	T0h-T2.5h, T0h-T5h, T0h-T72h

	Igf1r
	
	1.11
	(0.04)
	1.26
	(0.05)
	1.03
	(0.05)
	1.08
	(0.07)
	T2.5h-T5h

	Ikbkb
	
	1.03
	(0.03)
	1.05
	(0.03)
	1.09
	(0.03)
	1.02
	(0.02)
	

	Il10
	
	0.47
	(0.04)
	0.61
	(0.03)
	1.06
	(0.10)
	1.03
	(0.16)
	T0h-T5h, T0h-T72h, T2.5h-T5h, T2.5h-T72h

	Il1b
Median (IQR)
	H21
	1.08
	(1.06,1.50)e
	0.99
	(0.79-1.30)
	0.74
	(0.69-0.83)
	0.94
	(0.85-1.08)
	

	
	H60
	0.86
	(0.74,0.97)e
	1.15
	(0.83-1.61)
	1.05
	(0.80-1.32)
	0.97
	(0.75-1.32)
	

	Il6
	
	0.85
	(0.08)
	0.84
	(0.06)
	0.75
	(0.09)
	1.50
	(0.15)
	T0h-T72h, T2.5h-T72h, T5h-T72h

	Jun
	
	0.92
	(0.04)
	0.97
	(0.05)
	1.24
	(0.07)
	1.27
	(0.08)
	T0h-T5h, T0h-T72h, T2.5h-T5h, T2.5hT72h

	Lcn2
	
	1.71
	(0.09)
	1.55
	(0.13)
	0.92
	(0.06)
	0.98
	(0.06)
	T0h-T5h, T0h-T72h, T2.5h-T5h, T2.5h-T72h

	Mapk14
	
	0.90
	(0.02)
	0.97
	(0.02)
	1.04
	(0.03)
	0.94
	(0.02)
	T0h-T5h, T5h-T72h

	Mt1
	
	1.43
	(0.08)
	1.04
	(0.04)
	0.89
	(0.04)
	0.80
	(0.05)
	T0h-T2.5h, T0h-T5h, T0h-T72h, T2.5h-T72h

	Mutyh
	
	0.83
	(0.04)
	0.78
	(0.03)
	1.04
	(0.05)
	1.14
	(0.06)
	T0h-T5h, T0h-T72h, T2.5h-T5h, T2.5h-T72h

	Neil1
	
	0.75
	(0.04)
	0.93
	(0.04)
	1.17
	(0.07)
	1.17
	(0.09)
	T0h-T5h, T0h-T72h, T2.5h-T5h

	Neil3
	
	1.12
	(0.08)
	0.84
	(0.08)
	0.84
	(0.05)
	0.82
	(0.07)
	T0h-T5h, T0h-T72h

	Nfkb1
	
	0.93
	(0.01)
	1.03
	(0.02)
	1.07
	(0.02)
	0.97
	(0.02)
	T0h-T2.5h, T0h-T5h, T5h-T72h

	Ogg1
	
	0.88
	(0.03)
	0.87
	(0.02)
	1.07
	(0.02)
	0.99
	(0.02)
	T0h-T5h, T0h-T72h, T2.5h-T5h, T2.5h-T72h, T5h-T72h

	Prkaa1
	
	1.07
	(0.05)
	0.99
	(0.04)
	0.93
	(0.04)
	0.82
	(0.04)
	T0h-T72h

	Slc2a1
	
	2.43
	(0.15)
	0.93
	(0.03)
	0.95
	(0.05)
	0.95
	(0.08)
	T0h-T2.5h, T0h-T5h, T0h-T72h

	Sod1f
Median (IQR)
	H21
	0.99
	(0.93-1.07)
	0.88
	(0.86-0.97)e
	0.85
	(0.82-0.94)e
	0.80
	(0.78-0.98)
	T0h-T72h, T2.5h-T72h, T5h-T72h

	
	H60
	0.95
	(0.87-1.00)
	1.01
	(0.98-1.06)e
	1.04
	(0.88-1.13)e
	0.86
	(0.82-0.87)
	

	Stat3
	
	1.13
	(0.04)
	1.14
	(0.04)
	1.07
	(0.03)
	0.95
	(0.02)
	T0h-T72h, T2.5h-T72h

	Tgfb1
	
	1.01
	(0.03)
	0.97
	(0.03)
	1.02
	(0.04)
	1.05
	(0.05)
	

	Tlr4
	
	0.92
	(0.03)
	0.95
	(0.04)
	1.01
	(0.04)
	0.83
	(0.04)
	T5h-T72h

	Tnf
	H21
	0.51
	(0.05)
	0.79
	(0.12)
	0.73
	(0.08)
	0.68
	(0.04)
	T0h-T2.5h

	
	H60
	0.64
	(0.07)
	0.88
	(0.08)
	0.86
	(0.12)
	0.83
	(0.13)
	

	Trp53
	
	0.84
	(0.04)
	0.84
	(0.04)
	1.13
	(0.07)
	1.41
	(0.08)
	T0h-T5h, T0h-T72h, T2.5h-T5h, T2.5h-T72h, T5h-T72h

	Vegfa
	
	0.93
	(0.03)
	0.97
	(0.03)
	0.95
	(0.03)
	0.85
	(0.05)
	


aExperiment group: H21 = Group given hypoxia 2h and reoxygenation in air. H60 = Group given hypoxia 2h and reoxygenation in 60% O2. Blank: All intervention animals analyzed together.
bStatistically significant time comparisons in the general linear model
cBold: Significantly different from controls at single time point comparisons
dStatistically significant interaction in the general linear model, comparisons of time groups done with ANOVA of all intervention animals pooled for each time point.
eItalics Statistically significant difference H60 vs H21 in Kruskall-Wallis and Mann Whitney U test at single time point.
fStatistically significant interaction in the general linear model, not normally distributed, Kruskall-Wallis and Mann Whitney U test used for time comparisons.
