
[bookmark: _GoBack]Supplementary Table 2 Taxonomic assignment and relative abundance of the top 100 OTUs of normal rats
	
	OTU name
	Phylum
	Species
	Identity
	Relative abundance (%)

	
	
	
	
	
	Normal
	CKD
	CKD + 
AST-120
	pre-
cecectomy
	cecectomy

	1
	OTU00005
	Firmicutes
	Lactobacillus intestinalis
	100.00
	11.0
	4.1
	3.7
	10.2
	4.9

	2
	OTU00272
	Firmicutes
	Marvinbryantia formatexigens
	89.51
	3.9
	6.4
	2.4
	3.3
	0.0

	3
	OTU00543
	Firmicutes
	Clostridium phytofermentans
	84.05
	3.2
	1.3
	0.0
	1.3
	0.0

	4
	OTU00056
	Firmicutes
	Butyrivibrio fibrisolvens
	88.58
	2.7
	0.1
	1.3
	2.1
	0.0

	5
	OTU00484
	Firmicutes
	Ruminococcus bromii
	93.56
	2.5
	0.1
	0.0
	0.0
	0.0

	6
	OTU00323
	Firmicutes
	Clostridium indolis
	87.20
	2.3
	0.3
	0.0
	0.9
	0.0

	7
	OTU00510
	Firmicutes
	Eubacterium desmolans
	84.26
	1.8
	4.7
	0.1
	1.8
	0.0

	8
	OTU00579
	Firmicutes
	Oscillospira guilliermondii
	83.95
	1.7
	2.3
	0.8
	0.1
	0.0

	9
	OTU00122
	Firmicutes
	Roseburia cecicola
	88.65
	1.7
	1.7
	0.5
	0.7
	0.0

	10
	OTU00165
	Firmicutes
	Oscillibacter valericigenes
	85.23
	1.6
	2.8
	5.4
	0.5
	0.0

	11
	OTU00151
	Firmicutes
	Clostridium sp. Clone-27
	87.38
	1.6
	0.3
	0.0
	0.8
	0.0

	12
	OTU00017
	Firmicutes
	Eubacterium siraeum
	93.83
	1.6
	0.7
	0.3
	0.7
	0.0

	13
	OTU00010
	Firmicutes
	Ruminococcus bromii
	81.85
	1.6
	1.0
	0.0
	0.2
	0.0

	14
	OTU01158
	Firmicutes
	Oscillospira guilliermondii
	83.33
	1.4
	2.6
	0.8
	0.2
	0.0

	15
	OTU00485
	Bacteroidetes
	Parabacteroides goldsteinii
	100.00
	1.4
	1.1
	0.7
	0.1
	0.0

	16
	OTU00520
	Firmicutes
	Clostridium sp. Clone-16
	87.46
	1.4
	0.0
	0.0
	0.8
	0.0

	17
	OTU00527
	Firmicutes
	Clostridium populeti
	85.32
	1.3
	0.5
	0.3
	0.3
	0.0

	18
	OTU00240
	Firmicutes
	Clostridium saccharolyticum
	86.87
	1.3
	1.7
	2.9
	0.3
	0.0

	19
	OTU00041
	Firmicutes
	Ruminococcus flavefaciens
	91.59
	1.3
	0.5
	0.1
	0.4
	0.0

	20
	OTU00072
	Firmicutes
	Ruminococcus callidus
	92.88
	1.2
	0.9
	0.0
	0.4
	0.0

	21
	OTU00038
	Firmicutes
	Ruminococcus flavefaciens
	92.60
	0.9
	0.1
	0.0
	0.8
	0.0

	22
	OTU00082
	Firmicutes
	Lactobacillus murinus
	99.70
	0.9
	4.7
	11.2
	6.0
	55.9

	23
	OTU00415
	Firmicutes
	Oscillibacter valericigenes
	84.62
	0.8
	1.2
	0.8
	0.2
	0.0

	24
	OTU00035
	Firmicutes
	[Clostridium] spiroforme
	96.03
	0.8
	0.9
	0.7
	0.3
	0.0

	25
	OTU00021
	Firmicutes
	Ruminococcus flavefaciens
	85.71
	0.8
	1.2
	0.6
	0.5
	0.0

	26
	OTU00123
	Firmicutes
	Clostridium sp. Clone-16
	88.34
	0.8
	0.0
	0.4
	0.9
	0.0

	27
	OTU00009
	Firmicutes
	Ruminococcus flavefaciens
	92.28
	0.7
	0.4
	0.0
	0.4
	0.0

	28
	OTU00104
	Firmicutes
	Oscillibacter valericigenes
	93.52
	0.7
	0.3
	0.6
	0.3
	0.0

	29
	OTU00007
	Firmicutes
	Ruminococcus albus
	91.53
	0.7
	1.0
	0.4
	0.5
	0.0

	30
	OTU00149
	Firmicutes
	Eubacterium ventriosum
	87.12
	0.6
	0.0
	0.0
	0.3
	0.0

	31
	OTU00496
	Firmicutes
	[Bacteroides] pectinophilus
	88.27
	0.6
	0.3
	0.2
	0.3
	0.0

	32
	OTU00036
	Firmicutes
	Oscillibacter valericigenes
	85.49
	0.6
	0.5
	0.3
	0.4
	0.0

	33
	OTU00014
	Firmicutes
	Ruminococcus bromii
	80.85
	0.6
	0.7
	1.0
	0.4
	0.0

	34
	OTU00004
	Firmicutes
	Clostridium methylpentosum
	84.76
	0.6
	1.1
	0.9
	0.0
	0.0

	35
	OTU00367
	Firmicutes
	Eubacterium ventriosum
	87.42
	0.5
	0.2
	0.0
	0.3
	0.0

	36
	OTU00261
	Firmicutes
	Clostridium aminophilum
	87.31
	0.5
	0.0
	0.0
	0.2
	0.0

	37
	OTU00361
	Firmicutes
	Clostridium hathewayi
	90.77
	0.5
	0.1
	0.0
	0.1
	0.0

	38
	OTU00015
	Firmicutes
	Ruminococcus sp. NK3A76
	91.00
	0.5
	2.1
	2.7
	3.9
	0.0

	39
	OTU00183
	Firmicutes
	Anaerotruncus colihominis
	80.31
	0.5
	0.3
	0.4
	0.0
	0.0

	40
	OTU00202
	Firmicutes
	Eubacterium xylanophilum
	84.71
	0.5
	0.0
	0.1
	0.2
	0.0

	41
	OTU00277
	Firmicutes
	Eubacterium coprostanoligenes
	86.85
	0.5
	0.4
	0.5
	0.5
	0.0

	42
	OTU00079
	Firmicutes
	Parasporobacterium paucivorans
	86.89
	0.4
	0.1
	0.2
	0.1
	0.0

	43
	OTU00573
	Firmicutes
	Ruminococcus bromii
	91.41
	0.4
	0.5
	0.2
	0.0
	0.0

	44
	OTU00001
	Firmicutes
	Ruminococcus flavefaciens
	93.25
	0.4
	0.1
	0.0
	0.4
	0.0

	45
	OTU00258
	Firmicutes
	Clostridium sp. Clone-27
	86.69
	0.4
	0.1
	0.1
	0.1
	0.0

	46
	OTU00425
	Firmicutes
	Clostridium sp. A9
	94.14
	0.4
	1.1
	0.1
	0.5
	0.0

	47
	OTU00054
	Firmicutes
	Clostridium viride
	87.35
	0.4
	0.1
	0.1
	0.1
	0.0

	48
	OTU00324
	Actinobacteria
	Bifidobacterium pseudolongum
	100.00
	0.4
	0.0
	0.0
	0.0
	0.1

	49
	OTU00176
	Firmicutes
	Ruminococcus bromii
	85.54
	0.4
	1.3
	0.6
	0.1
	0.0

	50
	OTU00627
	Firmicutes
	Eubacterium plexicaudatum
	87.12
	0.4
	0.0
	0.0
	0.1
	0.0

	51
	OTU00085
	Firmicutes
	Mogibacterium timidum
	88.27
	0.4
	0.3
	0.2
	0.1
	0.0

	52
	OTU01016
	Firmicutes
	Clostridium populeti
	85.02
	0.3
	0.1
	0.1
	0.1
	0.0

	53
	OTU00528
	Firmicutes
	Clostridium xylanolyticum
	88.58
	0.3
	0.6
	0.0
	0.1
	0.0

	54
	OTU00219
	Firmicutes
	Clostridium sp. Clone-27
	96.81
	0.3
	0.2
	2.2
	0.2
	0.0

	55
	OTU01557
	Firmicutes
	Clostridium indolis
	84.40
	0.3
	0.1
	0.1
	0.1
	0.0

	56
	OTU00362
	Firmicutes
	Lachnobacterium sp. wal 14165
	88.18
	0.3
	0.2
	0.3
	0.3
	0.0

	57
	OTU01030
	Firmicutes
	Eubacterium siraeum
	93.18
	0.3
	0.1
	0.0
	0.0
	0.0

	58
	OTU00142
	Firmicutes
	Flavonifractor plautii
	87.38
	0.3
	0.1
	0.2
	0.0
	0.0

	59
	OTU00916
	Firmicutes
	Clostridium sp. Clone-27
	84.97
	0.3
	0.0
	0.0
	0.1
	0.0

	60
	OTU00164
	Firmicutes
	Clostridium methylpentosum
	85.41
	0.3
	0.4
	0.1
	0.1
	0.0

	61
	OTU00517
	Actinobacteria
	Adlercreutzia equolifaciens
	99.67
	0.3
	0.3
	0.2
	0.1
	0.0

	62
	OTU00512
	Bacteroidetes
	Tannerella sp. 6_1_58FAA_CT1
	83.07
	0.3
	0.0
	0.0
	1.0
	0.0

	63
	OTU00159
	Firmicutes
	Ruminococcus sp. YE281
	80.73
	0.3
	0.4
	0.2
	0.2
	0.0

	64
	OTU00191
	Firmicutes
	Eubacterium hallii
	87.04
	0.3
	0.0
	0.0
	0.1
	0.0

	65
	OTU00088
	Firmicutes
	Clostridium indolis
	86.20
	0.3
	0.1
	0.0
	0.1
	0.0

	66
	OTU00124
	Firmicutes
	Faecalibacterium prausnitzii
	80.06
	0.3
	0.1
	0.1
	0.1
	0.0

	67
	OTU00331
	Firmicutes
	Subdoligranulum variabile
	90.52
	0.3
	0.1
	0.0
	0.1
	0.0

	68
	OTU00457
	Firmicutes
	Clostridium sp. Culture Jar-13
	92.22
	0.3
	0.2
	0.1
	0.1
	0.0

	69
	OTU00110
	Firmicutes
	Lactococcus garvieae
	94.97
	0.3
	0.1
	0.3
	0.1
	0.1

	70
	OTU00253
	Firmicutes
	Eubacterium coprostanoligenes
	86.28
	0.3
	0.0
	0.0
	0.0
	0.0

	71
	OTU00182
	Firmicutes
	Clostridium indolis
	90.55
	0.3
	0.2
	0.0
	0.2
	0.0

	72
	OTU00614
	Firmicutes
	Clostridium hathewayi
	86.87
	0.2
	0.0
	0.0
	0.0
	0.0

	73
	OTU00029
	Firmicutes
	Oscillibacter valericigenes
	86.11
	0.2
	0.2
	0.0
	0.1
	0.0

	74
	OTU00470
	Firmicutes
	Oscillibacter valericigenes
	83.69
	0.2
	0.4
	0.2
	0.0
	0.0

	75
	OTU00379
	Firmicutes
	Clostridium felsineum
	80.62
	0.2
	0.2
	0.2
	0.1
	0.0

	76
	OTU00751
	Firmicutes
	Oscillibacter valericigenes
	84.88
	0.2
	0.4
	0.4
	0.1
	0.0

	77
	OTU00459
	Firmicutes
	Eubacterium oxidoreducens
	91.69
	0.2
	0.6
	0.0
	0.1
	0.0

	78
	OTU00239
	Proteobacteria
	Escherichia coli
	100.00
	0.2
	0.1
	0.1
	0.1
	1.7

	79
	OTU00188
	Firmicutes
	Clostridium jejuense
	85.67
	0.2
	0.0
	0.0
	0.1
	0.0

	80
	OTU00889
	Firmicutes
	Oscillibacter valericigenes
	84.36
	0.2
	0.7
	0.3
	0.2
	0.0

	81
	OTU01678
	Firmicutes
	Oscillibacter valericigenes
	82.52
	0.2
	0.3
	0.1
	0.0
	0.0

	82
	OTU00284
	Firmicutes
	Butyrivibrio fibrisolvens
	86.73
	0.2
	0.1
	0.1
	0.1
	0.0

	83
	OTU00139
	Firmicutes
	Ruminococcus flavefaciens
	89.00
	0.2
	0.3
	0.1
	0.1
	0.0

	84
	OTU00760
	Firmicutes
	Roseburia hominis
	91.72
	0.2
	0.2
	0.0
	0.1
	0.0

	85
	OTU00495
	Firmicutes
	Eubacterium ventriosum
	89.57
	0.2
	0.1
	0.3
	0.2
	0.0

	86
	OTU00370
	Firmicutes
	Clostridium indolis
	86.20
	0.2
	0.2
	0.0
	0.1
	0.0

	87
	OTU00473
	Firmicutes
	Clostridium indolis
	86.81
	0.2
	0.0
	0.0
	0.3
	0.0

	88
	OTU01619
	Firmicutes
	Oscillibacter valericigenes
	83.44
	0.2
	0.6
	0.0
	0.2
	0.0

	89
	OTU00100
	Firmicutes
	[Ruminococcus] obeum
	93.50
	0.2
	0.1
	0.4
	0.4
	0.0

	90
	OTU00863
	Firmicutes
	Clostridium aminophilum
	86.46
	0.2
	0.1
	0.0
	0.2
	0.0

	91
	OTU00453
	Firmicutes
	Butyricicoccus pullicaecorum
	82.26
	0.2
	0.1
	0.1
	0.0
	0.0

	92
	OTU00973
	Firmicutes
	Oscillibacter valericigenes
	91.05
	0.2
	0.1
	0.1
	0.1
	0.0

	93
	OTU00480
	Firmicutes
	Clostridium sp. SY8519
	87.12
	0.2
	0.3
	0.3
	0.1
	0.0

	94
	OTU00200
	Firmicutes
	Subdoligranulum variabile
	91.74
	0.2
	0.0
	0.0
	0.1
	0.0

	95
	OTU00167
	Firmicutes
	Clostridium sp. Clone-3
	94.14
	0.2
	0.0
	0.0
	0.0
	0.0

	96
	OTU00235
	Firmicutes
	Clostridium aminophilum
	84.71
	0.2
	0.1
	0.2
	0.1
	0.0

	97
	OTU00639
	Firmicutes
	Desulfosporosinus meridiei
	82.89
	0.2
	0.3
	0.5
	0.1
	0.0

	98
	OTU00946
	Firmicutes
	Clostridium sp. SY8519
	84.66
	0.2
	0.0
	0.0
	0.0
	0.0

	99
	OTU00177
	Firmicutes
	Eubacterium xylanophilum
	85.88
	0.2
	0.0
	0.0
	0.0
	0.0

	100
	OTU00844
	Firmicutes
	Ruminococcus sp. K-1
	87.80
	0.2
	0.0
	0.0
	0.1
	0.0
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1


 


OTU00005


 


Firmicutes


 


Lactobacillus intestinalis


 


100.00


 


11.0


 


4.1


 


3.7


 


10.2


 


4.9


 


2


 


OTU00272


 


Firmicutes
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89.51
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0.0


 


3
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84.05


 


3.2
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0.0


 


1.3


 


0.0
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OTU00017


 


Firmicutes


 


Eubacterium siraeum
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  Supplementary   Table  2   Taxonomic assignment  and relative abundance  of  the  top 100 OTUs  of normal rats  

 OTU name  Phylum  Species  Identity  Relative abundance (%)  

     Normal  CKD  CKD +    AST - 120  pre -   cecectomy  cecectomy  

1  OTU00005  Firmicutes  Lactobacillus intestinalis  100.00  11.0  4.1  3.7  10.2  4.9  

2  OTU00272  Firmicutes  Marvinbryantia formatexigens  89.51  3.9  6.4  2.4  3.3  0.0  

3  OTU00543  Firmicutes  Clostridium  phytofermentans  84.05  3.2  1.3  0.0  1.3  0.0  

4  OTU00056  Firmicutes  Butyrivibrio fibrisolvens  88.58  2.7  0.1  1.3  2.1  0.0  

5  OTU00484  Firmicutes  Ruminococcus bromii  93.56  2.5  0.1  0.0  0.0  0.0  

6  OTU00323  Firmicutes  Clostridium indolis  87.20  2.3  0.3  0.0  0.9  0.0  

7  OTU00510  Firmicutes  Eubacterium desmolans  84.26  1.8  4.7  0.1  1.8  0.0  

8  OTU00579  Firmicutes  Oscillospira guilliermondii  83.95  1.7  2.3  0.8  0.1  0.0  

9  OTU00122  Firmicutes  Roseburia cecicola  88.65  1.7  1.7  0.5  0.7  0.0  

10  OTU00165  Firmicutes  Oscillibacter  valericigenes  85.23  1.6  2.8  5.4  0.5  0.0  

11  OTU00151  Firmicutes  Clostridium sp. Clone - 27  87.38  1.6  0.3  0.0  0.8  0.0  

12  OTU00017  Firmicutes  Eubacterium siraeum  93.83  1.6  0.7  0.3  0.7  0.0  

13  OTU00010  Firmicutes  Ruminococcus bromii  81.85  1.6  1.0  0.0  0.2  0.0  

14  OTU01158  Firmicutes  Oscillospira guilliermondii  83.33  1.4  2.6  0.8  0.2  0.0  

15  OTU00485  Bacteroidetes  Parabacteroides goldsteinii  100.00  1.4  1.1  0.7  0.1  0.0  

16  OTU00520  Firmicutes  Clostridium sp. Clone - 16  87.46  1.4  0.0  0.0  0.8  0.0  

17  OTU00527  Firmicutes  Clostridium populeti  85.32  1.3  0.5  0.3  0.3  0.0  

18  OTU00240  Firmicutes  Clostridium saccharolyticum  86.87  1.3  1.7  2.9  0.3  0.0  

19  OTU00041  Firmicutes  Ruminococcus flavefaciens  91.59  1.3  0.5  0.1  0.4  0.0  

20  OTU00072  Firmicutes  Ruminococcus  callidus  92.88  1.2  0.9  0.0  0.4  0.0  

