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Online suppl. fig. 1. Association p values by chromosome position for TSLP. The SNP ID shown on the plot denotes the result for the most significant SNP for each gene. The results for the remaining SNPs were color coded to reflect their linkage disequilibrium with this SNP based on pairwise r2 values from the 1,000 Genomes Project. Estimated recombination rates, also from the 1,000 Genomes Project, are plotted on the right axis to reflect the local linkage disequilibrium structure.
