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Table S2    Replication Sample: BD genotypes and repeated-measures ANCOVA results for vigilance regulation 

Chr Locus Gene
a
 SNP 

Minor 
allele (A) 

OR from 
literature for 
minor allele 

OR Reference 

 
Genotyping 

 
Genotype 

frequencies 
AA/AB/BB 

 Genotype main effect  Genotype x time on task  

 
IS CR

b
 MAF HWE 

 
 F (df) ηp² p  F (df) ηp² p 

1 1p32.1 NF1A rs472913 C 1.18 Scott et al. (2009) 
 

.999 .994 .429 .865 
 

94/246/166  0.140 (2,500) .001 .870  0.735 (5.6,1408.4) .003 .613  

12 12p13.33 CACNA1C rs1006737 A 1.18 Ferreira et al. (2008) 
 

1 (typed) 1 .321 .188 
 

59/209/241  0.316 (2,503) .001 .729  1.001 (5.6,1418.4) .004 .421  

Chr Chromosome, SNP Single Nucleotide Polymorphism, OR Odds Ratio, IS IMPUTE2 info-score, CR call rate, MAF minor allele frequency, HWE p-value Hardy-Weinberg Equilibrium, NF1A nuclear factor 1 A-type, 
CACNA1C alpha-1C subunit of the L-type voltage-gated calcium channel 

Covariates: sex, age, daytime of EEG-assessment 
a 

Most relevant gene listed 
b 

Considering a posterior probability of best guess genotype ≥ .995 

 
 

 


