VPA cytotoxicity in NET cells

Supplementary Figure S1. Alteration in apoptosis-related genes in GOT1 cells after VPA treatment. Significantly altered genes detected by qRT-PCR arrays (n = 25, P < 0.05 with fold change relative to untreated cells < −1 or > 1) were compared to data from microarray experiments. Similar trends in gene regulation were observed for 22 of the 25 regulated genes. Data from qRT-PCR experiment are shown with light bars and data from microarray experiment with dark bars. (A) upregulated genes, (B) downregulated genes. 
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