Supplemental Table S4. Relative protein abundance (2K1C versus sham) of significantly changed proteins related to increased protein turnover pathways.
	
	p-value
	Fold change
	Protein name

	EIF2 Signaling – (protein synthesis)

	RPL10
	0.02
	1.69
	60S ribosomal protein L10

	RPL23
	0.02
	1.40
	60S ribosomal protein L23

	RPL18
	0.04
	1.38
	60S ribosomal protein L18

	RPL13A
	0.05
	1.36
	60S ribosomal protein L13a

	RPL18A
	0.05
	1.32
	60S ribosomal protein L18a

	RPS16
	0.02
	1.29
	40S ribosomal protein S16

	RPS26
	0.01
	1.29
	40S ribosomal protein S26

	RPS15A
	0.03
	1.28
	40S ribosomal protein S15a

	RPS9
	0.05
	1.27
	40S ribosomal protein S9

	RPS3
	0.02
	1.26
	40S ribosomal protein S3

	RPL10A
	0.03
	1.25
	60S ribosomal protein L10a

	RPS14
	0.04
	1.24
	40S ribosomal protein S14 

	RPS19
	0.04
	1.24
	40S ribosomal protein S19

	RPL28
	0.05
	1.23
	60S ribosomal protein L28

	EIF4A1
	0.02
	1.22
	Eukaryotic translation initiation factor 4A1 

	RPLP0
	0.03
	1.21
	60S acidic ribosomal protein P0 

	EIF3B
	0.00
	1.20
	Eukaryotic translation initiation factor 3 subunit B 

	RPL13
	0.04
	1.20
	60S ribosomal protein L13

	EIF4G1
	0.03
	1.20
	Protein LOC100911431

	
	
	
	

	Protein Ubiquitination Pathway – (protein degradation)
	

	HSPA1A/HSPA1B
	0.005
	2.92
	Heat shock 70 kDa protein 1A/1B 

	PSME2
	0.003
	1.50
	Proteasome activator complex subunit 2

	PSME1
	0.01
	1.50
	Proteasome activator complex subunit 1 

	PSMA1
	0.02
	1.38
	Proteasome subunit alpha type-1 

	PSMA5
	0.03
	1.33
	Proteasome subunit alpha type 

	PSMD5
	0.01
	1.29
	Proteasome 26S subunit

	PSMA4
	0.01
	1.28
	Proteasome subunit alpha type-4 

	PSMB1
	0.02
	1.27
	Proteasome subunit beta type-1 

	HSP90AA1
	0.04
	1.24
	Heat shock protein HSP 90-alpha 

	PSMB3
	0.03
	1.23
	Proteasome subunit beta type-3 

	PSMA7
	0.01
	1.22
	Proteasome subunit alpha type-7 

	UBA1
	0.04
	1.19
	Ubiquitin-like modifier-activating enzyme 1 

	PSMD1
	0.05
	1.17
	26S proteasome non-ATPase regulatory subunit 1 

	UBE2V2
	0.04
	1.16
	Ubiquitin-conjugating enzyme E2 variant 2 

	Ubb
	0.01
	1.16
	Polyubiquitin-B 

	PSMD11
	0.04
	1.12
	26S proteasome non-ATPase regulatory subunit 11 

	HSPA12A
	0.02
	-1.35
	Heat shock 70kDa protein 12A 

	DNAJA1
	0.01
	-1.67
	DnaJ homolog subfamily A member 1 


