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Supplementary table 7
	Common FSs                               
	Cytogenet. Position
	Genomic position                           start-stop                         GRCh37/hg19
	Size, Mb
	Reference

	
	
	
	
	

	
	
	
	
	

	FRA1L
	1p31.1
	chr1:70,912,951-74,368,946
	3.46 
	Le Tallec et al., 2011

	FRA1E
	1p21.3
	chr1:97,749,961-98,119,925
	0.370 
	Hormozian et al.,2007

	FRA1H
	1q41-42.12
	chr1:216,108,180-226,724,379
	10.6 
	Curatolo et al., 2007

	FRA2Ctel
	2p24.3
	chr2:14,931,569-15,681,340
	0.750 
	Blumrich et al., 2011

	FRA2Ccen
	2p24.2
	chr2:18,526,759-19,270,431
	0.750 
	Blumrich et al., 2011

	FRA2F
	2q22.1-2
	chr2:137,487,452-143,079,253
	5.6 
	Le Tallec et al., 2013

	FRA2G
	2q24.3-31.1
	chr2:169,498,510-170,471,920  
	0.970 
	Limongi et al, 2003

	FRA2S
	2q22.3-23.3
	chr2:148,055,009-151,844,210
	3.79 
	Pelliccia et al., 2010

	FRA2T
	2q24.1
	chr2:154,536,486-157,372,104
	2.8 
	Le Tallec et al., 2013

	FRA2H
	2q32.1
	chr2:186,717,985-187,251,137
	0.530 
	Brueckner et al., 2012

	FRA2I
	2q33-34
	chr2:205,181,624-209,723,427
	4.5 
	Le Tallec et al., 2013

	FRA3B
	3p14.2-14.1
	chr3:59,589,353-63,887,141
	4.23 
	Becker et al., 2002

	FRA3R
	3p12.3-12.2
	chr3:75,820,098-80,043,960
	4.22 
	Le Tallec et al., 2013

	FRA3L
	3q13.31-13.32
	chr3:115,720,947-119,071,752
	3.35 
	Le Tallec et al., 2011

	FRA3O
	3q26.31
	chr3:172,850,194-175,611,701
	2.76 
	Le Tallec et al., 2013

	FRA3P
	3q28-29
	chr3:187,852,941-192,666,426
	4.81 
	Le Tallec et al., 2013

	FRA4D
	4p15.31-15.2
	chr4:18,267,148-21,984,342
	3.72 
	Le Tallec et al., 2013

	FRA4F
	4q22.1-22.3
	chr4:89,294,554-97,312,924
	8.02 
	Rozier et al., 2004

	FRA4C
	4q28.3-31.1
	chr4:131,109,752-140,592,371
	9.48 
	Le Tallec et al., 2013

	FRA5E
	5p15.1-13.3
	chr5:16,827,995-31,479,976
	14.65 
	Le Tallec et al., 2013

	FRA6H
	6p22.1-21.2
	chr6:27,804,038-37,156,663 
	3.95 
	Fechter et al., 2007

	FRA6F
	6q21
	chr6:111,577,970-112,568,919
	0.990 
	Morelli et al., 2002

	FRA6E
	6q25.3-26
	chr6:160,305,358-163,626,156
	3.32 
	Denison et al., 2003

	FRA7B
	7p22.3-21.3
	chr7:10,000-13,868,394
	13.6 
	Bosco et al., 2010

	FRA7E
	7q21.11
	chr7:79,941,772-84,889,064
	4.9 
	Zlotorynski et al., 2003

	FRA7K
	7q22.3-31.1
	chr7:105,591,981-114,528,369
	8.94 
	Le Tallec et al., 2013

	FRA7G
	7q31.2
	chr7:115,894,865-116,408,180
	0.514 
	Huang et al., 1998a

	FRA7H
	7q32.3-33
	chr7:130,625,063-133,965,766
	3.34 
	Le Tallec et al., 2013

	FRA7I
	7q35
	chr7:144,197,670-146,168,301
	1.97 
	Ciullo et al.,2002

	FRA8I
	8q11.21
	chr8:48,172,122-48,700,294
	0.530 
	Brueckner et al., 2013

	FRA8C
	8q24.13
	chr8:124,167,615-128,248,315
	4.1 
	Ferber et al., 2003

	FRA9G
	9p22.2
	chr9: 17,148,368-17,497,086
	0.350 
	Sawinska et al., 2007

	FRA9E
	9q31.2-33.1
	chr9:109,354,079-119,198,937
	9.84 
	Callahan et al., 2003

	FRA10C
	10q11.23-21.1
	chr10: 51,533,001-54,128,540
	1.42 
	Gandhi et al., 2010, 

Le Tallec et al., 2013

	FRA10F
	10q26.13-26.2
	chr10:125,586,310-128,256,864
	2.27 
	Ma et al., 2012

	FRA11E
	11p14.1-13
	chr11:27,911,668-33,248,988
	5.34 
	Le Tallec et al., 2013

	FRA11H
	11q13.2-4
	chr11:66,623,372-73,651,843
	7.0 
	Bester et al., 2013

	
	11q14.1-14.3
	chr11:84,164,645-91,733,477
	7.57 
	Reshmi et al., 2007

	FRA11G
	11q23.3
	chr11:113,614,436-118,163,556
	4.55 
	Fechter et al., 2007

	FRA12G
	12p12.3-12.1
	chr12:19,124,567-26,565,600
	7.4 
	Le Tallec et al., 2013

	FRA13A
	13q22.1-22.2
	chr13:73,285,773-77,239,777
	3.95 
	Fechter et al., 2007

	FRA13H
	13q31.3-32.1
	chr13:91,771,620-97,672,541
	5.9 
	Le Tallec et al., 2013

	FRA16D
	16q23.1-23.2
	chr16:77,603,722-79,359,665
	1.76 
	Krummel et al., 2000

	FRA18A
	18.12.2-12.3
	chr18:36,561,247-41,459,091
	4.9 
	Le Tallec et al., 2013

	FRA20B
	20p12.2-1
	chr20:10,389,728-17,851,917
	7.46 
	Le Tallec et al., 2013

	FRAXB
	Xp22.32-22.31
	chrX:5,787,150-12,742,858
	6.96 
	Le Tallec et al., 2013

	FRAXL
	Xq21.33
	chrX:93,760,662-97,050,706
	3.29 
	Le Tallec et al., 2013
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