Suppl. Table 1. Polymorphism obtained with different SSR primers generated from eleven isolates of Trichoderma and S. rolfsii.
	Sr No
	SSR primers
	Primer sequence 
(5’-3’)
	Allele/
Band Size
(bp)
	Total no. of Allele/
Bands
	Polymorphic Bands
	% Poly-
morphim
	PIC
	SPI

	
	
	
	
	
	Shared
	Unique
	Total 
	
	
	

	1
	SSR-1
	F:GAAACAACACCGAAATACAC
R:CAAGTCAGATGAAGTTTG
	445-577
	2
	2
	0
	2
	100
	0.50
	1.00

	2
	SSR-2
	F:GACTCATACTTTGTTCTTAGCAG
R:GAACGGAGCGGTCACATTAG
	111-1210
	9
	8
	1
	9
	100
	0.85
	7.67

	3
	SSR-3
	F:CAAGCTGACGCCTATGAAGA
R:CTTTCACTCACTCAACTCTC
	136-920
	10
	8
	2
	10
	100
	0.88
	8.80

	4
	SSR-4
	F:CATGGTGGAATAGTGATGGC
R:CTCCATACACCACTCATTCAC
	113-1996
	7
	5
	3
	7
	100
	0.81
	5.64

	5
	SSR-5
	F:CCAAATACTGCAACACACCG
R:GTTCCCATCAAGGCAGAAGG
	121-1878
	18
	17
	1
	18
	100
	0.93
	16.73

	6
	SSR-6
	F:CCATGCATACGTGACTGC
R:GTTGACTGTTGGTGTAAGTG
	246-1520
	12
	9
	3
	12
	100
	0.89
	10.71

	7
	SSR-7
	F:GTTATCTTCCAGCGTC
R:GATATACAATCAGAGATG
	433-2211
	12
	11
	1
	12
	100
	0.89
	10.72

	8
	SSR-8
	F:GGGAATTTGTGGAGGGAAG
R:CCTCAGAATGTCCCTGTC
	160-1931
	22
	21
	1
	22
	100
	0.94
	20.63

	9
	SSR-9
	F:GCGGCGAGCAAATAAAT
R:GGAGAATAAGAGTGAAATG
	200-1470
	11
	9
	2
	11
	100
	0.85
	9.35

	10
	SSR-10
	F:CCGTAAGAATAGGTGTC
R:GGAAAATAGGGTGGAAAG
	102-2560
	17
	15
	2
	17
	100
	0.92
	15.61

	11
	SSR-12
	F:GAACTCAGTTTCTCATTG
R:GAACATATCCAATTATCATC
	160-1369
	11
	8
	3
	11
	100
	0.89
	9.76

	12
	SSR-13
	F:GTATGTGCTTGTATGCTTC
R:GAACGGAGCGGTCACATTA
	138-1330
	12
	10
	2
	12
	100
	0.90
	10.80

	13
	SSR-14
	F:CCACGTATGTGACTGTATG
R:GAAAGAGAGGCTGAAACTTG
	206-2370
	15
	14
	1
	15
	100
	0.92
	13.80

	14
	SSR-15
	F:GGTAGGTGAGATAGTTG
R:GGAGCAAGAAGAAGCAG
	104-106
	1
	1
	0
	1
	100
	0.00
	0.00

	15
	SSR-16
	F:GGAATTTATCACACTATCTC
R:GACTCCCAACTTGTATG
	113-1549
	17
	15
	2
	17
	100
	0.91
	15.52

	16
	SSR-17
	F:GTACATTGAACAGCATCATC
R:CAATAGGGCATGAAAGGAG
	265-1490
	4
	2
	2
	4
	100
	0.72
	2.88

	17
	SSR-18
	F:CACATATGAAGATTGGTCAC
R:CATTTATGTCTCACACACAC
	105-1615
	13
	10
	3
	13
	100
	0.90
	11.71

	18
	SSR-19
	F:GTGTGTACCTAAAGCCTTG
R:GTAAGTTGATCAAACGCCC
	192-1446
	9
	7
	2
	9
	100
	0.88
	7.88

	
	Total
	202
	172
	31
	202
	-
	-
	-

	
	Average
	11.22
	9.56
	1.72
	11.22
	100
	0.81
	9.95


PIC = Polymorphism information content; SPI (SSR Primer Index) = Total number of Bands X PIC


[bookmark: _GoBack]Suppl. Table 2. Molecular weight (bp) of isolate specific markers generated by SSR primers
	Primer
	Trichoderma isolates

	SSR
	T. harzianum NBAII Th1
	T. harzianum NRRL 13879
	T. harzianum NRRL 20565
	T.harzianum  Local
	T. viride        NBAII Tv23
	T. viride        NRRL 6418
	T. virens       NBAII Tvs12
	T. hamantum NBAII Tha 1
	T. koningi    MTCC 796
	T. pseudokoningi MTCC 2048
	T. species      NRRL 5242

	
	1
	2
	3
	4
	5
	6
	7
	8
	9
	10
	11

	SSR-1
	-
	-
	-
	-
	-
	-
	503
	-
	-
	-
	-

	SSR-2
	-
	-
	-
	-
	-
	-
	-
	256
	-
	-
	-

	SSR-3
	-
	-
	-
	-
	-
	148
	-
	-
	-
	-
	189

	SSR-4
	1324
	-
	-
	-
	-
	-
	608
	-
	-
	1542
	-

	SSR-5
	-
	-
	-
	-
	-
	223
	-
	-
	-
	-
	-

	SSR-6
	-
	-
	-
	-
	-
	-
	1754
	-
	2213
	-
	-

	
	-
	-
	-
	-
	-
	-
	342
	-
	-
	-
	-

	SSR-7
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-
	-

	SSR-8
	-
	-
	-
	-
	-
	216
	-
	-
	-
	-
	-

	SSR-9
	-
	1563
	1498
	-
	-
	-
	-
	-
	-
	-
	-

	SSR-10
	1135
	1642
	-
	-
	-
	-
	-
	-
	-
	-
	-

	SSR-12
	-
	200
	-
	-
	-
	-
	-
	1232
	-
	-
	-

	
	-
	-
	-
	-
	-
	-
	-
	615
	-
	-
	-

	SSR-13
	-
	426
	579
	-
	-
	-
	-
	-
	-
	-
	-

	SSR-14
	-
	-
	-
	786
	-
	-
	-
	-
	-
	-
	-

	SSR-16
	-
	1230
	1456
	-
	-
	-
	-
	-
	-
	-
	-

	SSR-17
	-
	-
	-
	-
	-
	-
	1532
	-
	-
	-
	-

	
	-
	-
	-
	-
	-
	-
	261
	-
	-
	-
	-

	SSR-18
	-
	-
	1748
	-
	-
	-
	299
	-
	-
	-
	-

	
	-
	-
	302
	-
	-
	-
	-
	-
	-
	-
	-

	SSR-19
	-
	-
	-
	-
	-
	-
	-
	-
	-
	412
	215

	Total
	2
	5
	5
	1
	0
	3
	7
	3
	1
	2
	2




