	Supplementary Table 1. Genes differentially expressed at day 2 following CVB3 infection^

	Gene
	Gene name (determined from the MGI database)
	Fold enrichment
	Padj value

	Upregulated genes in Unc93b1+/+ hearts at day 2 post-infection

	3300002I08RIK
	RIKEN cDNA 3300002I08 gene
	2.36
	1.07E-03

	ACIN1
	apoptotic chromatin condensation inducer 1
	3.93
	3.77E-07

	ACTA2
	actin, alpha 2, smooth muscle, aorta
	2.22
	5.39E-04

	ACTC1
	actin, alpha, cardiac muscle 1
	2.38
	2.02E-07

	AK3
	adenylate kinase 3
	2.13
	7.63E-05

	AQP7
	aquaporin 7
	2.31
	6.63E-05

	BCL2L12
	BCL2-like 12 (proline rich)
	3.07
	1.95E-05

	C8B
	complement component 8, beta polypeptide
	3.26
	5.81E-07

	CCL4
	chemokine (C-C motif) ligand 4
	2.04
	4.96E-03

	CD14
	CD14 antigen
	2.00
	7.90E-03

	CD74
	CD74 antigen (invariant polypeptide of major histocompatibility complex, class II antigen-associated)
	2.09
	5.86E-03

	CD83
	CD83 antigen
	2.07
	9.57E-04

	COL15A1
	collagen, type XV, alpha 1
	2.41
	2.98E-05

	COL5A1
	Collagen, type V, alpha 1
	2.02
	3.01E-04

	COL6A2
	collagen, type VI, alpha 2
	2.32
	2.72E-05

	COL6A3
	collagen, type VI, alpha 3
	2.34
	2.55E-05

	CXCL12
	chemokine (C-X-C motif) ligand 12
	2.15
	3.27E-05

	D0H4S114
	Neuronal regeneration related protein
	4.32
	6.17E-07

	D8ERTD82E
	DNA segment, Chr 8, ERATO Doi 82, expressed
	2.05
	8.75E-04

	DBP
	D site albumin promoter binding protein
	5.22
	5.02E-08

	DDX3Y
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 3, Y-linked
	2.08
	7.37E-03

	EGLN3
	EGL nine homolog 3 (C. elegans)
	2.32
	1.08E-04

	FBXL22
	F-box and leucine-rich repeat protein 22
	2.30
	1.97E-03

	FFAR3
	free fatty acid receptor 3
	3.34
	6.05E-07

	GM129
	predicted gene 129
	2.04
	8.00E-03

	GM14378
	predicted gene 14378
	2.06
	1.42E-03

	GPR22
	G protein-coupled receptor 22
	2.18
	8.12E-04

	GRB14
	growth factor receptor bound protein 14
	2.10
	1.79E-04

	H2-AA
	histocompatibility 2, class II antigen A, alpha
	2.24
	6.29E-04

	H2-AB1
	histocompatibility 2, class II antigen A, beta 1
	2.57
	1.01E-04

	H2-EB1
	histocompatibility 2, class II antigen E beta
	2.76
	1.56E-05

	HERC1
	hect (homologous to the E6-AP (UBE3A) carboxyl terminus) domain and RCC1 (CHC1)-like domain (RLD) 1
	2.40
	3.49E-04

	IP6K3
	inositol hexaphosphate kinase 3
	2.04
	3.54E-03

	ITGA9
	Integrin alpha 9
	2.41
	2.69E-05

	ITPRIPL1
	inositol 1,4,5-triphosphate receptor interacting protein-like 1
	2.27
	2.55E-04

	KLHL3
	Kelch-like 3
	2.01
	1.16E-03

	KY
	kyphoscoliosis peptidase
	2.23
	1.30E-04

	LINGO4
	leucine rich repeat and Ig domain containing 4
	2.09
	9.02E-03

	MMP15
	matrix metallopeptidase 15
	2.02
	8.90E-05

	NDRG4
	N-myc downstream regulated gene 4
	2.22
	4.67E-04

	PAWR
	PRKC, apoptosis, WT1, regulator
	2.00
	8.84E-03

	PISD-PS3
	phosphatidylserine decarboxylase, pseudogene 3
	2.53
	5.56E-04

	PTPRS
	protein tyrosine phosphatase, receptor type, S
	2.12
	1.48E-04

	RGMA
	RGM domain family, member A
	2.00
	2.31E-03

	RNF207
	ring finger protein 207
	2.42
	4.52E-05

	RPTN
	repetin
	2.33
	2.23E-04

	STK16
	serine/threonine kinase 16
	2.36
	6.63E-05

	TNFRSF10B
	tumor necrosis factor receptor superfamily, member 10b
	2.01
	1.13E-03

	TUBA4A
	tubulin, alpha 4A
	2.24
	8.74E-04

	Upregulated genes in Unc93b1Letr/Letr hearts at day 2 post-infection

	1500012F01RIK
	RIKEN cDNA 1500012F01 gene
	0.489
	4.14E-05

	AA467197
	expressed sequence AA467197
	0.314
	4.66E-05

	ACE
	angiotensin I converting enzyme (peptidyl-dipeptidase A) 1
	0.435
	3.52E-05

	ADAMTS15
	a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 15
	0.417
	1.43E-04

	ADAMTS4
	a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 4
	0.371
	8.30E-04

	ADH1
	alcohol dehydrogenase 1 (class I)
	0.345
	1.45E-04

	AI607873
	expressed sequence AI607873
	0.453
	2.15E-03

	ANGPTL7
	angiopoietin-like 7
	0.446
	1.20E-02

	ARHGAP8
	Rho GTPase activating protein 8
	0.361
	1.30E-04

	ARNTL
	aryl hydrocarbon receptor nuclear translocator-like
	0.418
	1.45E-04

	ATF3
	activating transcription factor 3
	0.342
	1.30E-04

	AW011738
	expressed sequence AW011738
	0.497
	5.79E-03

	AXL
	AXL receptor tyrosine kinase
	0.464
	2.26E-05

	BTC
	betacellulin, epidermal growth factor family member
	0.465
	3.31E-03

	C2
	complement component 2 (within H-2S)
	0.493
	4.44E-04

	C330006P03RIK
	RIKEN cDNA C330006P03 gene
	0.438
	5.15E-04

	CASK
	calcium/calmodulin-dependent serine protein kinase (MAGUK family)
	0.459
	2.72E-05

	CCL11
	chemokine (C-C motif) ligand 11
	0.493
	8.81E-03

	CCRL2
	chemokine (C-C motif) receptor-like 2
	0.479
	2.86E-03

	CD274
	CD274 antigen
	0.377
	1.28E-04

	CDKN1A
	cyclin-dependent kinase inhibitor 1A (P21)
	0.245
	8.03E-05

	CDO1
	cysteine dioxygenase 1, cytosolic
	0.109
	7.22E-08

	CDS1
	CDP-diacylglycerol synthase 1
	0.434
	5.39E-04

	CNKSR1
	connector enhancer of kinase suppressor of Ras 1
	0.274
	9.32E-06

	CNTN5
	contactin 5
	0.270
	8.10E-07

	CRELD2
	cysteine-rich with EGF-like domains 2
	0.402
	1.00E-05

	CSRNP1
	cysteine-serine-rich nuclear protein 1
	0.475
	8.56E-04

	CXCL10
	chemokine (C-X-C motif) ligand 10
	0.313
	1.66E-02

	CXCL14
	chemokine (C-X-C motif) ligand 14
	0.437
	3.71E-04

	CXCL9
	chemokine (C-X-C motif) ligand 9
	0.474
	2.61E-04

	DAXX
	Fas death domain-associated protein
	0.382
	4.26E-04

	DDIT4
	DNA-damage-inducible transcript 4
	0.335
	2.23E-04

	DEFA1
	defensin, alpha 1
	0.427
	4.27E-02

	DUSP28
	dual specificity phosphatase 28
	0.446
	4.61E-05

	ECE2
	endothelin converting enzyme 2
	0.392
	3.05E-04

	EIF1A
	eukaryotic translation initiation factor 1A
	0.496
	3.77E-04

	ENPP3
	ectonucleotide pyrophosphatase/phosphodiesterase 3
	0.498
	1.28E-03

	ERRFI1
	ERBB receptor feedback inhibitor 1
	0.450
	1.47E-05

	FAM107A
	family with sequence similarity 107, member A
	0.417
	2.58E-04

	FAM46A
	family with sequence similarity 46, member A
	0.430
	3.28E-04

	FBXW17
	F-box and WD-40 domain protein 17
	0.433
	3.12E-05

	FCGR4
	Fc receptor, IgG, low affinity IV
	0.443
	1.02E-04

	FKBP5
	FK506 binding protein 5
	0.350
	2.72E-05

	FOS
	FBJ osteosarcoma oncogene
	0.430
	4.76E-04

	FXYD6
	FXYD domain-containing ion transport regulator 6
	0.376
	3.60E-07

	GADD45G
	growth arrest and DNA-damage-inducible 45 gamma
	0.456
	1.48E-05

	GBP2
	guanylate binding protein 2
	0.475
	1.17E-04

	GBP5
	guanylate binding protein 5
	0.495
	9.05E-03

	GCNT1
	glucosaminyl (N-acetyl) transferase 1, core 2
	0.425
	3.14E-04

	GLDC
	glycine decarboxylase
	0.396
	1.17E-04

	GM14446
	predicted gene 14446
	0.169
	7.75E-07

	GM694
	predicted gene 694
	0.483
	4.86E-03

	GRRP1
	glycine/arginine rich protein 1
	0.442
	1.43E-04

	HAP1
	huntingtin-associated protein 1
	0.378
	1.72E-06

	HBB-BH1
	hemoglobin Z, beta-like embryonic chain
	0.489
	4.97E-02

	HDC
	histidine decarboxylase
	0.424
	1.72E-05

	HECA
	headcase homolog (Drosophila)
	0.400
	1.24E-04

	HOXB5
	homeobox B5
	0.399
	1.43E-04

	HSD11B1
	hydroxysteroid 11-beta dehydrogenase 1
	0.431
	9.75E-06

	HSPA1A
	heat shock protein 1A
	0.373
	9.37E-05

	IDO1
	indoleamine 2,3-dioxygenase 1
	0.276
	5.39E-04

	IFI205
	interferon activated gene 205
	0.428
	2.56E-02

	IFI35
	interferon-induced protein 35
	0.494
	1.62E-05

	IFIT2
	interferon-induced protein with tetratricopeptide repeats 2
	0.386
	1.45E-04

	IFNB1
	interferon beta 1, fibroblast
	0.143
	3.77E-07

	IL3RA
	interleukin 3 receptor, alpha chain
	0.494
	5.33E-04

	ISG20
	interferon-stimulated protein
	0.361
	1.51E-03

	ITIH4
	inter alpha-trypsin inhibitor, heavy chain 4
	0.491
	4.44E-03

	KRT75
	keratin 75
	0.498
	2.46E-02

	LAMP2
	lysosomal-associated membrane protein 2
	0.491
	4.50E-05

	LBP
	lipopolysaccharide binding protein
	0.492
	2.41E-03

	LCN2
	lipocalin 2
	0.198
	1.53E-05

	LMO2
	LIM domain only 2
	0.467
	7.06E-05

	LYPD6B
	LY6/PLAUR domain containing 6B
	0.378
	5.94E-05

	MAP3K6
	mitogen-activated protein kinase kinase kinase 6
	0.399
	4.76E-04

	MARCH5
	membrane-associated ring finger (C3HC4) 5
	0.418
	2.07E-04

	MCM6
	minichromosome maintenance deficient 6 (MIS5 homolog, S. pombe) (S. cerevisiae)
	0.445
	1.72E-04

	MITD1
	MIT, microtubule interacting and transport, domain containing 1
	0.480
	2.48E-04

	MMP3
	matrix metallopeptidase 3
	0.353
	2.98E-05

	MS4A6D
	membrane-spanning 4-domains, subfamily A, member 6D
	0.474
	8.42E-04

	MTAP1B
	microtubule-associated protein 1B
	0.312
	7.43E-03

	MUSTN1
	musculoskeletal, embryonic nuclear protein 1
	0.411
	6.63E-05

	MX1
	myxovirus (influenza virus) resistance 1
	0.248
	9.61E-05

	MX2
	myxovirus (influenza virus) resistance 2
	0.463
	5.06E-04

	MYD88
	myeloid differentiation primary response gene 88
	0.460
	4.89E-05

	N4BP1
	NEDD4 binding protein 1
	0.418
	6.63E-05

	NMRAL1
	NmrA-like family domain containing 1
	0.444
	3.28E-04

	NSMAF
	neutral sphingomyelinase (N-SMase) activation associated factor
	0.435
	1.60E-05

	OAS1B
	2'-5' oligoadenylate synthetase 1B
	0.479
	5.71E-04

	OAS1G
	2'-5' oligoadenylate synthetase 1G
	0.458
	6.63E-05

	OASL1
	2'-5' oligoadenylate synthetase-like 1
	0.303
	5.39E-04

	OSMR
	oncostatin M receptor
	0.362
	5.80E-05

	PARP14
	poly (ADP-ribose) polymerase family, member 14
	0.494
	3.98E-03

	PFPL
	pore forming protein-like
	0.462
	3.38E-02

	PHF11
	PHD finger protein 11
	0.401
	2.84E-04

	PLAC8
	placenta-specific 8
	0.316
	3.88E-06

	PML
	promyelocytic leukemia
	0.470
	1.16E-03

	POU3F1
	POU domain, class 3, transcription factor 1
	0.275
	3.14E-06

	PRG4
	proteoglycan 4 (megakaryocyte stimulating factor, articular superficial zone protein)
	0.497
	4.63E-02

	PROKR1
	prokineticin receptor 1
	0.498
	1.46E-02

	RBM43
	RNA binding motif protein 43
	0.304
	9.32E-06

	RCAN1
	regulator of calcineurin 1
	0.461
	1.36E-02

	RHOU
	ras homolog gene family, member U
	0.497
	1.53E-02

	RNF19B
	ring finger protein 19B
	0.484
	6.75E-04

	S100A8
	S100 calcium binding protein A8 (calgranulin A)
	0.429
	1.75E-04

	SAA1
	serum amyloid A 1
	0.424
	1.57E-03

	SAMHD1
	SAM domain and HD domain, 1
	0.381
	5.59E-05

	SCN2B
	sodium channel, voltage-gated, type II, beta
	0.466
	8.34E-03

	SDF2L1
	stromal cell-derived factor 2-like 1
	0.468
	8.18E-04

	SERPINA3N
	serine (or cysteine) peptidase inhibitor, clade A, member 3N
	0.157
	3.09E-05

	SETDB2
	SET domain, bifurcated 2
	0.365
	1.21E-03

	SIPA1L1
	signal-induced proliferation-associated 1 like 1
	0.492
	1.86E-03

	SLC10A6
	solute carrier family 10 (sodium/bile acid cotransporter family), member 6
	0.307
	3.82E-04

	SLC16A1
	solute carrier family 16 (monocarboxylic acid transporters), member 1
	0.495
	2.43E-02

	SOCS3
	suppressor of cytokine signaling 3
	0.370
	4.76E-04

	SPHK1
	sphingosine kinase 1
	0.489
	1.66E-03

	ST6GALNAC4
	ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 4
	0.477
	4.73E-03

	TAPBPL
	TAP binding protein-like
	0.481
	7.09E-04

	TBRG1
	transforming growth factor beta regulated gene 1
	0.466
	1.81E-05

	TCP10A
	t-complex protein 10a
	0.418
	3.14E-02

	TLR3
	toll-like receptor 3
	0.340
	5.61E-05

	TMEM106A
	transmembrane protein 106A
	0.438
	1.72E-04

	TNFSF10
	tumor necrosis factor (ligand) superfamily, member 10
	0.431
	7.16E-04

	TNRC6A
	trinucleotide repeat containing 6a
	0.496
	2.46E-02

	TOR3A
	torsin family 3, member A
	0.399
	6.09E-04

	TREX1
	three prime repair exonuclease 1
	0.419
	2.58E-04

	TRIM30
	tripartite motif-containing 30
	0.484
	2.81E-04

	TTPAL
	tocopherol (alpha) transfer protein-like
	0.416
	5.57E-04

	USP34
	ubiquitin specific peptidase 34
	0.446
	4.67E-02

	VWA5A
	von Willebrand factor A domain containing 5A
	0.487
	2.90E-04

	WHAMM
	WAS protein homolog associated with actin, golgi membranes and microtubules
	0.4999
	2.61E-03

	XDH
	xanthine dehydrogenase
	0.423
	2.69E-05

	ZBTB26
	zinc finger and BTB domain containing 26
	0.420
	2.96E-03


^Genes not recognized by MGI or DAVID were excluded from the list for the purpose of analysis
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