Shown here are NPL (S-pairs) [1] results computed in Merlin [2] comparing the three
maps (MSAT, SNP, MSAT+SNP) for Baseline and Baseline+ data. (See main text for
details.)

Fig S2 1 NPL results comparing three maps for Baseline data set

3.5 (a)
[=_m™sAT+snp

3.0 B

M diy,

1 2 3 4 5 6 7 8 9 10 11 12 13 14 15 16 17 18 19 202122 X
Chromosome (cM)

3.5
[ wmsaT
3.0 i
25} B
o020} = ]
S
&
=15} B

6 7 8 o9 10 11 12 13 14 15 16 17 18 19202122 X
Chromosome (cM)

3.5 =+ SNP
3.0} .
25} 1 ]
i
o 20f " { |
o | 5 '
; : 1 i i : 1
Z1sf ' ' i - . 1
] [] ' " ] n 1 ! A 1
! ' ’ \ . : ! u | ﬁ [ |
1.0t - | \ P! ! nol | g whi oy
v 4 0 TH : i AT SRR
: ' )b L] W 'le oo [ | !
0.5 ! 1] L L1 oo S ?. hi| b
'y | @. FR SRt T P A TR R
0.0l Ly i AP PRI N I vt T A VLI
. 1 2 3 a4 5 6 7 11 12 13 14 15 16 17 18 19 202122 X

8 9 10
Chromosome (cM)



Fig S2 2 NPL results comparing three maps for Baseline” data set
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