
Shown here are NPL (S-pairs) [1] results computed in Merlin [2] comparing the three 

maps (MSAT, SNP, MSAT+SNP) for Baseline and Baseline+ data. (See main text for 

details.)   

 

Fig S2 1 NPL results comparing three maps for Baseline data set 

 

 

 

 

 



Fig S2 2 NPL results comparing three maps for Baseline
+
 data set 
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