Figure S14: Multiple alignment of all cyanobacterial P-type ATPases (with reference sequences)

A total of fifty-six cyanobacterial P-type ATPases, including standard proteins from TCDB, were used to make this multiple alignment. 

Notes: 

* is the symbol on the multiple alignments for an identity. 

: is the symbol on the multiple alignments representing a closer similarity. 

. is the symbol on the multiple alignments signifying a more distant similarity as determined by the CLUSTAL X program.
CLUSTAL X (1.83.1) multiple sequence alignment

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       ----------------------MPEQERQITAREGASRKILSKLS-LPTR

Cu1.eff-5.6EMeHsa16          MDPSMGVNSVTISVEGMTCNSCVWTIEQQIGKVNGVHHIKVSLEEKNATI

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       AWEPAMKK----SFAFDNVGYEGGLDGLGPSSQVATSTVRILGMTCQSCV

Cu1.eff-5.6EMeHsa16          IYDPKLQTPKTLQEAIDDMGFDAVIHNPDPLPVLTDTLFLTVTASLTLPW

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       KSIEDRISNLKGIISMKVSLEQDSATVKYVPSVVCLQQVCHQIGDMGFEA

Cu1.eff-5.6EMeHsa16          DHIQSTLLKTKGVTDIKIYPQKRTVAVTIIPSIVNANQIKELVPELSLDT

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       SIAEGKAASWPSRSLP-AQEAVVKLRVEGMTCQSCVSSIEGKVRKLQGVV

Cu1.eff-5.6EMeHsa16          GTLEKKSGACEDHSMAQAGEVVLKMKVEGMTCHSCTSTIEGKIGKLQGVQ

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------MKPEKLFSGLGTSDGEYG

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------MKIPGVATVLGG

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------MNRPRIRVLHQLPGRVRL

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       RVKVSLSNQEAVITYQPYLIQPEDLRDHVNDMGFEAAIKSKVAPLSLGPI

Cu1.eff-5.6EMeHsa16          RIKVSLDNQEATIVYQPHLISVEEMKKQIEAMGFPAFVKKQPKYLKLGAI

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              VVNSENISIDAMQDNRGECHRRSIEMHANDNLGLVSQRDCTNRPKITPQE

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  -----MLNLRKRLPRWLKPATRALRRGGRKVWRNDSRIHLALREVGRHQ-

24.4BGaHch1                  ------MFKRWRLPLPGHLLRQALG-QVRQESIYGPWLLLELREGGRN--

24.1BAcMbo1                  VTNGVAQTVRAGARLPGSAAAAVQTLASPVLELTGPVVQSVVQTTGRAIG

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  SLDPYPPDGALAQVRRLPGILAATGNALTGTWLLRVDPALWSTEALLEEL

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               ----MQKFIINFANIHCDKCEGIIRNVVSRYYKISDETDLNANIKPSEVI

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       DIERLQSTNPKRPLSSANQNFNNSETLGHQGSHVVTLQLRIDGMHCKSCV

Cu1.eff-5.6EMeHsa16          DVERLKNT----PVKSSEGSQQRSPSYTNDS----TATFIIDGMHCKSCV

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              CLSETEQICHHGENRTKAGLDVDDAETGGDHTNESRVDECCAEKVNDTET

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------AEELVEALQAALADVEGVDWVRVNAHLAHA

24.4BGaHch1                  --------------------SPEFLRSLERELVESG---------HCLHA

24.1BAcMbo1                  VRGSHNESPDGMTPPVRWRSGRRVHFDLDPLLPFPRWHEHAAMVEEPVRR

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 ----------------MDIPSSNQIQHGQRSERNRRMPRASFSSTATTST

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  AQRLDQSDRAASSGEADSERPGDTASARSRRVRVEHAVTRQVGTVSRRRL

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               FKLENNEVTLYGNDLIDFHGDIKSIIKSLGKSGFDILSWDLHNGDETVSS

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       LNIEENIGQLLGVQSIQVSLENKTAQVKYDPSCTSPVALQRAIEALPPGN

Cu1.eff-5.6EMeHsa16          SNIESTLSALQYVSSIVVSLENRSAIVKYNASSVTPESLRKAIVAVSPGL

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              GLDVDSCCGDAQTGGDHTNESCVDGCCVRDSSVMVEEVTGSCEAVSSKEQ

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  IVSLAPAVSSAHTGDAASDDTAEDAAEALVDRLLAAVAEVEAQLELERHP

24.4BGaHch1                  WYIPELDRLAVKR---------ANAGEESRKAALETVEKLERSYGLHRNL

24.1BAcMbo1                  IPGVAEAHVEGSLGRLVVELEPDVDSDIAVDEVRDVVSAVAADIFLAGSV

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 AATLTSAMVLDQNNSEPYAGATFEAVPSSIVSFHHPHSFQSSNLPSPHSS

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  RLAVPGLEGNPHLAQAIEDALGRLGAAVVRASALTGRVLVELDESINLSE

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               SQIVNTNIQGANEPDGFIDIVGMYHKFINSRNKKKHMKYCKVCQESQQHK

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       FKVSLPDGAEGSGTDHRSSSSHSPGSPPRNQVQGTCSTTLIAIAGMTCAS

Cu1.eff-5.6EMeHsa16          YRVSITSEVES--TSNSPSSSSLQKIPLNVVSQPLTQETVINIDGMTCNS

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              LLTSFEVVPSKSEGLQSIHDIRETTRCNTNSNQHTGKGRLCIESSDSTLK

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  FPSKHP-EQHPGDALPILRAGAELVARVGALGTSSVLRLMRVEPPAYDVN

24.4BGaHch1                  FATDT---RFPEEMTIRYRALLELGLDLSAMGAGMTFGKVSGRTFRFFTD

24.1BAcMbo1                  SSPNSAPFADPGNPLAILVPLTAAAMDLVAMGATVTG--WVARLPAAPQT

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 GNLEQRGRRLTESEPLVLSSAEQSRSSSRNPSHFRFFTQEQISNAEGAST

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  VIASIAGLDLPELPPSARRVISPFDQDLLTYGIVRSTGTALALGLLVARQ

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               KKSTDSDFSSSSEDTVVEIPHQEFRASFLVTGMTCASCAQSITDNLRSIL

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         ------------------------------------------MESTLSAF

Cu1.Chl-5.12EViAth1          ------------------------------------------MASNLLRF

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       CVHSIEGMISQLEGVQQISVSLAEGTATVLYNPSVISPEELRAAIEDMGF

Cu1.eff-5.6EMeHsa16          CVQSIEGVISKKPGVKSIRVSLANSNGTVEYDPLLTSPETLRGAIEDMGF

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------MKSSAILESNPNQNNNVTVVLEVLDLHTAKDITDVI

Cd2-5.14EFuSce9              KRSCKVSRQKIEVSSKPECCNISCVERIASRSCEKRTFKGSTNVGISGSS

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  LAAFLALVHNVPGVRKTLERYVTIAGAELILDLFGAAVNILRQSETGPVL

24.4BGaHch1                  LSAVSILLEQTSPLRKPLDHMLGSENTELLLRFMNAVGESFSHGWSGSLV

24.1BAcMbo1                  TRALAALINHQPRMVSLMESRLGRVGTDIALAATTAAANGLTQSLGTPLL

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 LENTDYDMAWDATPAYEQDRIYGTGLSSRRSSIRSFSRASSLSNAKSYGS

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  LLGRPAALTTSPVPSLIADALTVLRGFPTLREGMRRLLTPIGADIATSSL

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   ----------------------------------------MSECGSKGCG

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               GESKNEDEPNFSVNVIQQSVVVIIPNKQIINKIVDAINDMGFDCKLIEVL

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         STVKATAMARSSGGPSLPLLTISKALNRHFTGARHLHPLLLARCSPSVRR

Cu1.Chl-5.12EViAth1          PLPPPSSLHIR---PSK---------------------FLVNRCFPRLRR

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        -------------------------------------------MSQTIDL

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       EASVVSESCSTNPLGNHSAGNSMVQTTDGTPTSVQEVAPHTGRLPANHAP

Cu1.eff-5.6EMeHsa16          DATLSDTNEPLVVIAQPSSEMPLLTSTN--EFYTKGMTPVQDKEEGKNS-

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            NILDELFPKLKSKDFDHQELTLIYDSNDYDDMSILNAISEIGFPVKILSS

Cd2-5.14EFuSce9              STDSLSEKFFSEQYSRMYNRYSSILKNLGCICNYLRTLGKESCCLPKVRF

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  -------------------------------------------MNKTNSQ

27.3BEpNsp1                  -------------------------------------------MSKIKCD

27.1BBeNme1                  --------------------------------------------MKKTCF

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  GVLQRTLRLRELYLRQRAWENWEPLMCAEPHQHAPTLPELSPRPTELPD-

24.4BGaHch1                  DMALRLQQWRAEEARQQSWDQLRDACLQQIEQLRRGAEPAPQRPRPLPD-

24.1BAcMbo1                  DLVQRSLQISEAAAHRRVWRDREPALASPRRPQAPVVPIISSAGAKSQEP

15.1EnoDdi18                 --------------------MGKETKIDKFEKSKYNKRYNEPNDPLEIDY

16.1EOlTth26                 -------------------------MLSPSSNSTSLTQKLIEKQPFENSV

14.1EFuSce15                 FSKRGRSGSRAPQRLGENSDTGFVYHSATHSSSSLSRYTTRERIPIELES

13.1EMeHsa8                  ------------------MSADSSPLVGSTPTGYGTLTIGTSIDPLSSSV

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  -------------------------MNDDRETPPKRKPGEDDTLFDIDFL

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  -----------------------MSG----------------TFHGDGHA

8.5EFuSce4                   -----------------------MSSPSKPTSPFVDDIEHESGSASNGLS

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  -----------------------------------MQRFTAPVPLAENRF

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  -------------------MGQHYCGAFRPQLWILDDDLSSETRTSENFT

24.2BChTro1                  GIVTQALAGQRIGLLVSFLEALRLLTVLLPWQRAWQRYERQLAESSLPHP

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  ------------------------------------MDNIFEWLLYLQKC

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         ---------------------MAKMTVQLASLPVQESYVTLEEKSGEASI

Ava12                        --------------------------------------MTIATRSG----

Tel2                         --------------------------------------MTTIARSR----

32.8BCyTel1                  --------------------------------------MTTIARSR----

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  -------------------------------------------------M

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  -------------------------MNQPVSHEHKHPHDHAHGDDDHG--

6.4BBeRme1                   CASVATRNPEPSTVGAGLKQARYRIENMDCPTEEALIRDKLAKLPGVGGL

6.14BAlSme6                  ------------------------MTGIFRETRFRVDGMDCASCAAK---

6.2BGaEco4                   -----------------------------------MSTPDNHGKKAP---

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               PVQRSVNTKVTALIGGMTCAACANSIDSAVKELPFILESGINVVTKAAQF

Nsp6                         -----------------------MQLVPQTQLDPELTPTLEKII------

Ter4                         -----------------------MQVTPKRETTIHNS-LPETIT------

Ssp13                        -MAIPDAFASAVRST--LTHKADRPRDPADQNGPTAPSQAGSLI------

Ama3                         ------------------------------MTSLSPPPSTQQVV------

Tel3                         ----------------------------MSLSSSLDSQAPEVAI------

Ssp4                         -----------------MVQLSPTPASTLTYKDANGQNRTASLT------

Pma1                         ------------------------------MSRNDRPLAHPSVA------

Cu1.Chl-5.11EViAth34         LGGFHGSRFTSSNSA--LRSLGAAVLPVIRHRLECLSSSSPSFRSISSGG

Cu1.Chl-5.12EViAth1          ------SRIRRHCSR--PFFLVSNSVEISTQSFESTESSIESVKSITS--

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ----------------------------------MHEHDSHG--------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  -------MRN--------NKK----------------HSSHS--------

Cu1.Ag.eff-5.2BFiEhi2        -------MNNGIDPENETNKKGAIGKNPEEKITVEQTNTKNN--------

5.27AKoKcr1                  ----------------------------------MVKDPVCG--------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        TLDGLSCGHCVKRVKESLEQRPDVEQADVSITEAHVTGTASAEQLIETIK

5.18BFiBsu1                  -----------MSEQKEIAMQVSGMTCAACAARIEKGLKRMPGVTDANVN

Cu2.Fe3.Pb2-5.19BFiSau2      -----------MANTKKTTLDITGMTCAACSNRIEKKLNKLDDVN-AQVN

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  ------------------------MTCASCAQTVEKAAKKVRGVTQASVN

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       DILAKSPQSTRAVAPQKCFLQIKGMTCASCVSNIERNLQKEAGVLSVLVA

Cu1.eff-5.6EMeHsa16          ---------------SKCYIQVTGMTCASCVANIERNLRREEGIYSILVA

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          ---MREVILAVHGMTCSACTNTINTQLRALKGVTKCDISLVTNECQVTYD

Cu1.GA-5.8EFuCal2            TAPQCKTTVNIQGMTCGACSASITEALEKTPGVYKASISLVTENGLIMHS

Cd2-5.14EFuSce9              CSGEGASKKTKYSYRNSSGCLTKKKTHGDKERLSNDNGHADFVCSKSCCT

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  STTTECDHCGNPIQLIRIESKLGDEPKVFCCEGCETVYSIIHSLGGSYYY

27.3BEpNsp1                  HCHLEFDEK------VMIEDEIDGKKHYFCCKGCQGVYHLLRSEGLDSFY

27.1BBeNme1                  HCGLDVPEH------LHLTVRYENEDRETCCAGCQAVAQSIIDAGLGSYY

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  ---------------------------------APIERYMDTASMASLSA

24.4BGaHch1                  ---------------------------------GPIEKYKDTAEKLALAA

24.1BAcMbo1                  RHSWAAAAAGEASHVVVGGSIDAAIDTAKGSRAGPVEQYVNQAANGSLIA

15.1EnoDdi18                 MRGYQTTTLSNILHYG----------------------------------

16.1EOlTth26                 KG---ILGQNVKFVLP----------------------------------

14.1EFuSce15                 QTDEILEDESSTHSLESSDSRRSASENNRGSFSGHDDVHNQHSEYLKPDY

13.1EMeHsa8                  SSVRLSGYCGSPWRVIG---------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  DDTTSHSGSRSKVTNSHANGYYIPPSHVLPEETIDLDADDDNIENDVHEN

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  PMSPFEDTFQFEDNSSNE-DTHIAPT----------HFDDGATSNKYSRP

8.5EFuSce4                   SMSPFDDSFQFEKPSSAHGNIEVAKTGGSVLKRQSKPMKDISTPDLSKVT

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  PDYFLEHDPDHIGVGMLMAHLRHPGDTMNTANLHECAYCRAGTTEPVYCC

29.2BBaFjo4                  -------MSEQSCFHCGLEIPKDEEINFDEKTFCCTGCKTVYEIFSLNDL

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------MFSDPDTAVCRAFLRRVFRVPQIRGATIKA

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  PSERTYGTEQSTWSVSTRSGASDGTQASPMDTSQAAADDDEDALEFEQQN

24.2BChTro1                  GATARVSPGSRLPLPAVLEDGELLTLSPAGTVEHRTRGQTVAAGSFVLYG

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  -----------------------MWSVTDSPLDDAIQEAKSAAQKAGFDT

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------MQSKVNVSTKEYVTFGGINNCIVYSVISQNNNVESKFHEDSH

19.1EOlTth19                 ---------------------------------------MGKQQKLFLYK

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  ---------------------------MAGRIAFGSSWLRIEDTGVFGPG

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 -------------------------MQTAGRPLEDAVRTVLNLEAGDDKV

22.1EApCpa2                  GFFIISTVLLFHLMLAICYQIRTKHVNKGKTGLFQIVGLKKSFFGEFLRQ

Nsp2                         ----------------------------------------MRS-------

Ava9                         ----------------------------------------MTTNI-NSSP

Ssp5                         ----------------------------------------MNS------T

Ava10                        ----------------MTTVQTRLIASLTTDNRLLNFELYMNPVAPTPKA

Gvi5                         ----------------------------------------MQLKN-----

7.1BGaEco3                   --------------------------------------------------

Nsp1                         TPLPYKTVGEQNNRVALTSAQVQSSKKIPHVTYSVVHAIQGRLRLRVPRL

Ava12                        ----------ISKQVALKSSFITG------IDYSVVHKIPGRIRFRVPLV

Tel2                         -----------SPQPEIAERPITTET----VHYQVVHWIRGRFRIRIPRL

32.8BCyTel1                  -----------SPQPEIAERPITTET----VHYQVVHWIRGRFRIRIPRL

Tel6                         ----------------MTATTFSPPP--AKVYYEVVHHLPGRVRLRIPRL

32.6AEuMsm6                  ------------------------------MKYQVMYNNGTRIRVRSGQA

32.7BVeAmu1                  ------------------------------MHYQVIHHTPGRLRVRSGRC

32.3BBaBca1                  PLLPIWTAWKPDDSRGEPPVRLPLFVKEEPMNATILHESRGRIRIRLKQN

32.5BSpTde3                  ------------------------------MNFYIAHRLPGRLRLRYSRR

32.1BBeAar4                  -----------------------MTSGSWFGTLELAHRTRGRARFRYRCR

32.2BAcMtu1                  ------------------------------MTLEVVSDAAGRMRVKVDWV

6.17AEuMac1                  -----------------------------------MVDTMTKNAYKNSKG

Nsp4                         ------------------------------------------MSSLIVKQ

Ssp1                         ---------------------------------------------MVVTP

6.9BFiBsu2                   ------------------------------------------MNEQVIVQ

6.11BGaPpu4                  ------------------------------------------MKSLLERP

Nsp10                        -----MITIVQLNSCSIVVLEYWQLTFCLNSKAAMTQTPSLKTQTLQVGG

6.13BCyNsp1                  -----MITIVQLNSCSIVVLEYWQLTFCLNSKAAMTQTPSLKTQTLQVGG

Ava11                        ----------------------------------MTQTPELKTEILQVSG

6.1BFiSau1                   ------------------------------MSEQKVKLMEEEMNVYRVQG

6.8BFiLmo1                   ------------------------------MAEK---------TVYRVDG

6.12BGaPpu1                  ---------HAAHGHSCCG----AKAAPPLVQLSETASAQAQLSRFRIEA

6.4BBeRme1                   EFNLMQRTLAVSHQMASPGPIEEALSAIGMRAVRMDEATPLQNTVLAIHQ

6.14BAlSme6                  ------IDTAVRRVAGVEDVNVSVAAGTMTVRHAARDDIG-AQVMRKVGV

6.2BGaEco4                   ------QFAAFKPLTTVQNANDCCCDGACSSTPTLSENVSGTRYSWKVSG

Ssp2                         ----------------------------------MTQSSPLKTQQMQVGG

6.5BCyObr1                   ------------------------------------------MQKAKSSD

6.10BFiBsu3                  --------------------------------------MRLVKQEYVLDG

6.3BEpHpy1                   ------------------------------------------MQEYHIHN

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  ---------------------------------------------MPTDP

Cu1-5.9EFuCal1               VLEDDGGSNIAKLKETIEDCGFDFELLSTEKVNYTSGKQKPRSINLKVNG

Nsp6                         ---------------------------------------------LDVGG

Ter4                         ---------------------------------------------LDVSG

Ssp13                        ---------------------------------------------LHVGG

Ama3                         ---------------------------------------------LAVSG

Tel3                         ---------------------------------------------LRVSG

Ssp4                         ---------------------------------------------LDVGG

Pma1                         ---------------------------------------------LDIEG

Cu1.Chl-5.11EViAth34         GSGFGGYNGGSGGGGGGGSESGDSKSKLGANASDGVSVPSSDIIILDVGG

Cu1.Chl-5.12EViAth1          ----------------------DTP------------------ILLDVSG

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ---------------------------------------------EAAHS

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  ---------------------------------------------HHNHG

Cu1.Ag.eff-5.2BFiEhi2        ---------------------------------------------LQEHG

5.27AKoKcr1                  ---------------------------------------------MDVDP

Nsp8                         ------------------------------------MARTHEHHGHRHAS

Ag.eff-5.4BGaSen1            ----------------------MLQICIRRVTVKNDNAVEHNNQDCFLSR

Nsp9                         ----------------------------------------MKNATLKLRG

Nsp11                        ----------------------------------------MENTTLKLRG

Ama4                         ---------------------------------------MTQTVTLKLDG

Ter3                         ----------------------------------------MEIRYLELKG

Ssp12                        ----------------------MSAHKGSSAALSASAPSPEGTWQLALQG

Ssp3                         ---------------------------------------MAQTINLQLEG

Gvi2                         ---------------------------------MSKS------LEVEVRG

Au2-5.20BGaSen5              ---------------------------------MSQSENRHDTISLLIEG

Cu1.Ag.eff-5.5BGaEco2        QAGYDASVSHPKAKPLAESSIPSEALTAVSEALPAATADDDDSQQLLLSG

5.18BFiBsu1                  LATETSNVIYDPAETGTAAIQEKIEKLGYHVVTEK--------AEFDIEG

Cu2.Fe3.Pb2-5.19BFiSau2      LTTEKATVEYNPDQHDVQEFINTIQHLGYGVTVET--------VELDITG

Cu2upt-5.1BFiEhi1            ----------------------------MATNTKM--------ETFVITG

5.15BFiEfa2                  LATEKLSIEYDEPTFSVENLQKAVDNSGYELIAQEGT-----TQTFAIEG

5.23BSpLin1                  ------------------------MKVQQELHLNE--------VTLDVIG

Cu1.Ag.eff-5.3EMeHsa23       LMAGKAEIKYDPEVIQPLEIAQFIQDLGFEAAVMEDYAGSDGNIELTITG

Cu1.eff-5.6EMeHsa16          LMAGKAEVRYNPAVIQPPMIAEFIRELGFGATVIENADEGDGVLELVVRG

Cu1.Ag.eff-5.7AEuAfu2        -----------------MVKDTYISSASKTPPMER---------TVRVTG

Cu2.GA-5.17EFuSce13          NEVTADSIKEIIEDCGFDCEILRDSEITAISTKEG---------LLSVQG

Cu1.GA-5.8EFuCal2            PKLSPENIITIIEDCGFDAQIESSKTKQSSAPESSQDQSKRLNTTIGIIG

Cd2-5.14EFuSce9              KMKDCAVTSTISGTSSSEISRIVSMEPIENHLNLEAGSTGTEHIVLSVSG

Cu1.Ag-5.21BAqAae2           -----------------------------------------MRKAFKVYG

5.25ACrPae1                  ------------------------------MEISVGLKVKGRETVLKILG

5.28ACrApe2                  --------------------------------MSGVTLVKEK---LSIKG

5.24ACrSso1                  ---------------------MDLRECHMATEKKEELRITDNEEQLRIVG

27.2BSpLbi1                  NLKGNTKLS---PVAMEETDVD-LENELVYQKFVRP-SSGHSEVSIQITN

27.3BEpNsp1                  DKLGDTKLT---PAQQKKEDLEKFDLEGFTKKYVKKRPDGLNEIYLIIEG

27.1BBeNme1                  KQRTADAQKTELPPQEILDQIRLYDLPEVQSDFVET-HGGTREAVLMLGG

Cu1-5.13ACrSso2              ----------------------------------MMSQEQNNITKFYVGG

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  FGLGLLATGNMESASGLLFAGAPRPARLGRGAFAAHIGARLSHAGILVL-

24.4BGaHch1                  FSAGMAFTHDLTQSASTFFSSLPRPAHRGRKAFCLALAQRMAKADILLLE

24.1BAcMbo1                  AASALVAGGGTEDAAGAILAGVPRAAHMGRQAFAAVLGRGLANTGQLVL-

15.1EnoDdi18                 -------------------------------------------LIILSAG

16.1EOlTth26                 -------------------------------------------EDIQEEG

14.1EFuSce15                 HEKFYPQYAPNLHYQRFYIAEEDLVIGIAAYQTSKFWYIIYNLCCFLTFG

13.1EMeHsa8                  ----------------------------------------YHVVVWMMAG

8.1EMeBta1                   ----------------------------------------------MPTM

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  LFMSNNHDDQTSWNANRFDSDAYQPQSLRAVKPPGLFARFGNGLKNAFTF

8.6EViAth15                  -------------------------------------------------M

8.4EFuSce14                  QVSFNDETPKNKREDAEEFT--------FNDDTEYDNHSFQPTPKLNNGS

8.5EFuSce4                   FDGIDDYSNDNDINDDDELNGKKTEIHEHENEVDDDLHSFQATPMPNTGG

8.7EViAth19                  -----------------------------------------MDPRKSIDK

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  -----------------------MKNDNLLACEIVHRLRGRIRIKSKAFK

6.7EViAth1                   -----------------------------------MASKKMTKSYFDVLG

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  ------MLYSNYRFYLAKDAQLLNPEESREAIEQILAKTKELELIRVAVD

29.1BDeBba2                  SACETLDLHVRQIPVLSEQQNPYAYLDQPEFRRLYSHDKQDFNFLFFAEG

29.2BBaFjo4                  TCYYDFEKSPGATPQDIKGKYDFLDNESILAKVLEFQESNTSIVSLNIPH

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 APACRAELHFDTKRHAAKEVLGRVADCLVEDEGTPAEGEPVFAPMITARD

Tel4                         ------------------------------MEQQIVHATTGRVRFRVPRV

Ava6                         ------------------------------MIQAIHTSVKGRARYKVKEL

12.1ERhCme8                  IEERLEGFEAFADQYWRIVVYILLNLLTCGLVYAALQSFPSTKVRLLYRR

24.2BChTro1                  QAIVRYRAVEPGAAWRPRPTPLPALTQRYLDLIAPLALGAAAVNGLRAGS

6.6EViAth26                  -----------------------MEPATLTRSSSLTRFPYRRGLSTLRLA

26.1BAcCdi2                  ETFAAVQSKEGRTSFAFELEGLGSASSVSELEEAIEQIEGVDAKIVYPSA

11.1EFuEcu1                  ---------------------MKPLKMFVGIKQEKPFISVEGRKRRISTG

17.1EFuSpo12                 ----------MDSIELKQLVPENDSEPGTPRQLLFQHYDISNEETIGIKP

18.1EApCpa6                  KFDYPVYITPICRRLYLEKVYLIFQIFTLGIISIICHWFPNFYRWMNFKA

19.1EOlTth19                 KKQGLISKTQASKKSQIQQKENIIEQNRVMDEQELKINGQIKIINSQIEG

20.1EOlTth57                 MIQTKDKQEDEKFSNLNYRSRESTCQIDSNQVCIQNSDVEGDLKVIKIEA

31.2BGaMca1                  RAKIARRFARRVFTLPEVESLELEPSRGCALIRHRTAKTGVDAFRRRLAA

10.1EFuSce3                  -------------MTKKSFVSSPIVRDSTLLVPKSLIAKPYVLPFFPLYA

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 TPLHIYVAKKILSSTSTTSTPSEILPPAHLPSPLPLLGLLSALLILIGGT

22.1EApCpa2                  IEIFFLIFYPFVFHVSVVAIMFYKSYTQTFESSFNWHEAVKIYARSLLTV

Nsp2                         -PSRLPHETRDSRQRTPKTDMRGLYQRAIKESFVKLHP------------

Ava9                         RPPRVPQGTRDSRRHTPKADMRGLYQRAIKESFVKLHP------------

Ssp5                         STVRQPGGPRQQRRHTPKANLSDLYQRAFKEAWVKLNP------------

Ava10                        KPPRNRPSDRRQARKKARIKTKGIYPRAIKDAFVKLNP------------

Gvi5                         KPVRDTAAASPDLRRR-KIDNSGIFQRAVVESFVKLNP------------

7.1BGaEco3                   -----------MSRKQLALFEPTLVVQALKEAVKKLNP------------

Nsp1                         RNDADYGQRLQTLLEADPLVTTVKIKPAAASLVVNYKATAV--TDAKMRS

Ava12                        AHDLYYAQRLQELLESDSHVLEVRVNPWAASVAIRYEQSAS--NNRLMQA

Tel2                         GFDAEYGARLLYAVGSLPAVTAARINPPACSLVVEYNPKLFGEALAMIQG

32.8BCyTel1                  GFDAEYGARLLYAVGSLPAVTAARINPPACSLVVEYNPKLFGEALAMIQG

Tel6                         QYDDRYGRQLQALFVQEESVQQIRLNLAAASLIIRYHPEAH--HPLHRFG

32.6AEuMsm6                  AFTKKEGYGISSLLLENNFIKKVFTSHRNGSILIYYDDVKNRDKVFAALD

32.7BVeAmu1                  AFNHDQAYGIECRLLKQKGVYSVKATPCNGGVFILYEGT-SPQAIFRTLD

32.3BBaBca1                  RMTLEQADRLELWLQNKAWARRVTVHERTCCIILQYEGD--RQAVLDDIR

32.5BSpTde3                  GLSRKQAVLVETLVSLQEGIRSISVNPVSGSILIEYSGI-SEDEALSYIK

32.1BBeAar4                  KGTPTDARTIERAAENIPGVLEARVNRAARSLVLHFDDK------EVELE

32.2BAcMtu1                  RCDSRRAVAVEEAVAKQNGVRVVHAYPRTGSVVVWYSPRRADRAAVLAAI

6.17AEuMac1                  KNIRSLITRYQDFLLDPGTLFTMASGLILIIAIVAYPQN-----------

Nsp4                         PEFIIYATLFSTLLSLCVIHIFPICLTLTSMSRFRVKVFLTCATLML---

Ssp1                         P---------------------------SSAFRF----------------

6.9BFiBsu2                   RD-------------------------PHEPLKTDKR-------------

6.11BGaPpu4                  DD-----------------------QAGHEGHSHEHG-------------

Nsp10                        MDCGSCAKTIEVALQQLHGVTEATVNFTTGKARVSYDAEVLSE-------

6.13BCyNsp1                  MDCGSCAKTIEVALQQLHGVTEATVNFTTGKARVSYDAEVLSE-------

Ava11                        MDCGSCAKTIEVGLQQLSGVTEASVSFATGKVRVSYNQEHLSQ-------

6.1BFiSau1                   FTCANCAGKFEKNVKKIPGVQDAKVNFGASKIDVYG-NASVEE-------

6.8BFiLmo1                   LSCTNCAAKFERNVKEIEGVTEAIVNFGASKITVTG-EASIQQ-------

6.12BGaPpu1                  MDCPTEQTLIQDKLSKLAGIEQLEFNLINRVLGVR--HTLDGT-------

6.4BBeRme1                   MDCPTEEALIRSKLAGIPGVASLEFNLVQRTLHVW--HAADTL-------

6.14BAlSme6                  LGYGLSPLDVA-AERQPAQSEHACCGHDHAAGSAHG--EASHD-------

6.2BGaEco4                   MDCAACARKVENAVRQLAGVNQVQVLFATEKLVVDA--DNDIR-------

Ssp2                         MDCTSCKLKIEGSLERLKGVAEASVTVATGRLTVTYDPKQVSEITIQERI

6.5BCyObr1                   SGCCSHDAHHEHSHEN----------------------------------

6.10BFiBsu3                  LDCSNCARKIENGVKGIKGINGCAVNFAASTLTVSADGKEEQWVTN----

6.3BEpHpy1                   LDCPDCASKLERDLNELDYVKKAQINFSTSKLFLDTSDFEK---------

25.1BAcSco3                  -----------------MDRFLLVARLRRSTAVLAS--------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  ----------------------------MKHVTKLG--------------

6.16BGaPae5                  MSEPTAHGSHGGCAHHHHHLPFGGGLLSRDEQRRAA--------------

5.26AEuTvo1                  VCGMYVPETSDLYVDKDGQRYYFCSKGCMEK-------------------

Cu1-5.9EFuCal1               MFCNHCPDIITQYLTNYGDAVVINDPISLDHPVIKFTYVPSQTLKTRKIL

Nsp6                         MKCAGCVKAVERQLTQYSGVKNACVNLATEVAVVESEVGL-VDPDM----

Ter4                         MKCAGCVKAVERQLNQQIGVISARVNLATEVATVECEKDQ-IDPNI----

Ssp13                        MSCAGCVRTVEQALLRQPGVVKASVNLVTESALVEFAPGIRPDPQH----

Ama3                         MKCAGCVQAVEKRLQQQPGVATAVVNLVMEQAAIEYVPQE-IEPAS----

Tel3                         LRCAGCVRSLENQLKEQPGVNAAAVNLVTGTAVVTYSPNE-TTPTA----

Ssp4                         MKCAGCVAAVERQLDQLTGVTDSCVNLVTAVAVVRYEPEK-IQPQA----

Pma1                         MKCGGCVQSVERILLEQPSVARASVNLVARTAWLDLNDPG-QSLDP----

Cu1.Chl-5.11EViAth34         MTCGGCSASVKKILESQPQVASASVNLTTETAIVWPVPEAKSVPDWQKSL

Cu1.Chl-5.12EViAth1          MMCGGCVARVKSVLMSDDRVASAVVNMLTETAAVKFKPEVEVTADT----

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       NSEDMQMIHQHHEHHGHEEEHS--------------------AHHEKM--

Cu2-5.22BAqAae1              -------MHEHHDKHKHELKRK--------------------SEKHEH--

5.16BFiEfa1                  DMEHS--KHDHNEME-HSQMDH---SKMNHSAMDHSKMNHSQMDHSEM--

Cu1.Ag.eff-5.2BFiEhi2        KMENMDQHHTHGHMERHQQMDHGHMSGMDHSHMDHEDMSG--MNHSHM--

5.27AKoKcr1                  KRAEYKLTYQGQEYYFCSKACMEEFS-----------------RDPKR--

Nsp8                         IVPQGG-----MAKDPICGMTVPKATSLKTER-GGRNYYFCSQTCLNTFL

Ag.eff-5.4BGaSen1            TSSRDESHALHKVRESVCGMVILPDKAHSSIRYQDHQLYFCSASCESKFK

Nsp9                         MSCASCAKSIEDTISSVPGVNECSVNFGAEQATVNYDPRKTDLQAIQNAV

Nsp11                        MSCASCASSIEDAINSVPGVNECIVNFGAEQATIEYDPRRTDLEAIQEAV

Ama4                         MSCAACANSIEKVLKNLAGVEDCSVNFGAEQATVHYNPEQIQPKAVAASI

Ter3                         MSCAGCANKIQKAIENVTGVAECQVNFAIGQATVKFNSQKTNLHKIQESV

Ssp12                        MSCASCARSIEQALAQVQGVSHGSVNFASEQATVKGDPRLVDPQALIRAV

Ssp3                         MRCAACASSIERAIAKVPGVQSCQVNFALEQAVVSYHG-ETTPQILTDAV

Gvi2                         MTCASCASRLERVLGGIDGVVAASVNLATERAQVSYVP-PAEPAHLRAAI

Au2-5.20BGaSen5              MTCASCVARVEKGIKAVPGVTDATVNLATERATVRGTA-SAE--AVIAAI

Cu1.Ag.eff-5.5BGaEco2        MSCASCVTRVQNALQSVPGVTQARVNLAERTALVMGSA---SPQDLVQAV

5.18BFiBsu1                  MTCAACANRIEKRLNKIEGVANAPVNFALETVTVEYNPKEASVSDLKEAV

Cu2.Fe3.Pb2-5.19BFiSau2      MTCAACSSRIEKVLNKMNGVQNATVNLTTEQAKVDYYPEETDADKLVTRI

Cu2upt-5.1BFiEhi1            MTCANCSARIEKELNEQPGVMSATVNLATEKASVKYT--DTTTERLIKSV

5.15BFiEfa2                  MTCASCAQTIEKAVGKLSGVDKASVNLATEKMQVSYNPSAISVSDVTGAV

5.23BSpLin1                  MTCANCALRIEKGLKKIPGVKDVRVNFAMETAKIDFES-SISKEILMDKI

Cu1.Ag.eff-5.3EMeHsa23       MTCASCVHNIESKLTRTNGITYASVALATSKALVKFDPEIIGPRDIIKII

Cu1.eff-5.6EMeHsa16          MTCASCVHKIESSLTKHRGILYCSVALATNKAHIKYDPEIIGPRDIIHTI

Cu1.Ag.eff-5.7AEuAfu2        MTCAMCVKSIETAVGSLEGVEEVRVNLATETAFIRFDEKRIDFETIKRVI

Cu2.GA-5.17EFuSce13          MTCGSCVSTVTKQVEGIEGVESVVVSLVTEECHVIYEPSKTTLETAREMI

Cu1.GA-5.8EFuCal2            MTCGACSASITNVLEKLPGVENVSVSLITEEASIVHDSTITTVQQLKEAI

Cd2-5.14EFuSce9              MSCTGCESKLKKSFGALKCVHGLKTSLILSQAEFNLDLAQGSVKDVIKHL

Cu1.Ag-5.21BAqAae2           MSCVNCARAIEITLKRTEGVKNVNVSFELGRVEVEFDEDLISEEEIVKKI

5.25ACrPae1                  MHCATCSLTVQKALLSVPGVKWAEASLASNEAKLVVDPEALDYSELLKAV

5.28ACrApe2                  MHCATCGLTVEKALRSLPGVVEASADPVTGEAVIAYEPGSVRLSDVVKAI

5.24ACrSso1                  MHCATCVTTVSKSLKSVSGVKDAEVNLATGSAKVILS-GNVRLKELVKAV

27.2BSpLbi1                  IHCSACVWINEKVLNEEEGILSAQINFASGRARIRFDESKIKISRILSLI

27.3BEpNsp1                  IHCSACVWLNEKVLHKTPGIIEASINYTNNKAKIVWDPEEIKLSKIIETI

27.1BBeNme1                  ITCAACVWLIEQQLLRTDGIVRIDLNYSTHRCRVVWDDGKIRLSDILLKI

Cu1-5.13ACrSso2              MACAFCASTIEKGLKKIEGVNEVKVVLESSEVFVKYDNSLVSSEIIKKEI

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  EPHVLRRLSRFDCVVVDAALLDDT-------------------PDARKLV

24.4BGaHch1                  EPSVLERLDRIDRVALDEELFRTQR------------------PAVTATR

24.1BAcMbo1                  DPGALRRLDRVRVVVIDGAALRGDNRAVLHAQGDEPGWDDDRVYEVADAL

15.1EnoDdi18                 LLLLVYHWVPRWGIKMRFKECKLNDANYVYVKAKDKKYELSQVKHVLIGK

16.1EOlTth26                 LLYLFTRWSINLKIRLQMVQCKSSEAQFMKIISADN-----TISLVQTEN

14.1EFuSce15                 LVYLLTRWLPHLKVKLYGVKVPLAKAEWVVIENEFGEFVIQPIDRQWYNR

13.1EMeHsa8                  IPLLLFRWKPLWGVRLRLRPCNLAHAETLVIEIRDKEDSSWQLFTVQVQT

8.1EMeBta1                   RRTVSEIRSRAEGYEKTDD-----------------------VSEKTSLA

8.8EMeMmu1                   ------------------------------------------MSRATSVG

8.2EFuSce10                  KRKKGPESFEMNHYNAVTNNELDDNYLDSRNKFNIKILFNRYILRKNVGD

8.6EViAth15                  VRSGSFSVDSSATHQRTPS-----------------------RTVTLGHI

8.4EFuSce14                  GTFDDVELDNDSGEPHTN--YDGMKRFRMGTKRNKKGNPIMGRSKTLKWA

8.5EFuSce4                   --FEDVELDNNEGSNNDSQADHKLKRVRFGTRRNKSGRIDINRSKTLKWA

8.7EViAth19                  PPHHDPILGVSSRWSVSSKDNKEVTFGDLGSKRIRHG-SAGADSEMLSMS

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  YIGNPLKSEIEKQLLQVRYIENVEISLVTGTILIYFEDVSLSDQNLISLI

6.7EViAth1                   ICCTSEVPLIENILNSMDGVKEFSVIVPSRTVIVVHDTLILSQFQIVKAL

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  LTSSNKSISLLSASKENHVIKTKVTQILKEQGLSVIDMMEVEVLQDIEKI

29.1BDeBba2                  LHCSSCVHLLEKLPEFYDRIAMARVNFGQSTVAVKLAEGGSLAQVAHVIA

29.2BBaFjo4                  IHCSSCIWILENLNRLNSGISSSQVNFPEKRVRITFNSEIVSLKEIAYLL

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 RQGVVHYHRFGKRVTGWQVVSDQIGSIRLKNPVLYRKNNLCQAIERELMS

Tel4                         QRDPAYGELLVQLLESLAIVEQVRLNRQAATVVVQYQPHLLDEAAVYERL

Ava6                         YHSLSLKEYLERSLVNQPEIIDVSANISTGNVLVFFSPKYNYKQIAYLID

12.1ERhCme8                  ATNLAEATMLLVTFRRKSRQNKGHYFVIPSEPRARVPSSVLSAYLGRLST

24.2BChTro1                  LAAAGRALVLLNARPALIGTEIADLGAVARALRAGTLVTRLAPGRRLVRP

6.6EViAth26                  RVNSFSILPPKTLLRQKPLRISASLNLPPRSIRLRAVEDHHHDHHHDDEQ

26.1BAcCdi2                  MAWISASRTLDPTLIVDAFQQHGVTATLTDSSLRRRLAWTDVEEGRYRRA

11.1EFuEcu1                  FYNVLCVLTLGGFHMVCRYLPKVKHFLLSSPCSLSDADCVIVTSQNGRRE

17.1EFuSpo12                 FKSIPAKVYILRVTEILTLGLLHLILTWLPEFRLKWIEAPCSNEDVEFVA

18.1EApCpa6                  STISECDSFLVITKESYYSVVNRNKFFSLNKNFSNDELNLLRFLNILPSQ

19.1EOlTth19                 ECYIQEVYALKQQQYKQFLVILLNIITFGGYYLLENWYERSLLKLRYCYT

20.1EOlTth57                 YQLSKFKVFISIAITLLSCLTFGILLKNSIKVRLRCIFNKSSVNKATHFL

31.2BGaMca1                  AVDVEEEGRADRDLPQWPADSPVTLHRHDDLISLFRIGSAANGWLELQHP

10.1EFuSce3                  TFAQLYFQQYDRYIKGPEWTFVYLGTLVSLNILVMLMPAWNVKIKAKFNY

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 ILVPKWSVGTDVLLNYEQLKTDETTSWSTLQHWFDGQSEDEVDPYYQPKK

22.1EApCpa2                  IFCIVFLKLLKAKYGSFEQIFLVPEDLSDCEFISISFPGSCRFSKNNIWC

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         RLDCLIVAASDPGIVLLNPKKVSPSEEEE---------------------

Ava12                        YLVGLLHQAKFSQQSTVNSQQVTKSND-----------------------

Tel2                         QIFESIQVAANPDLPALSAEKATPAVEAH---------------------

32.8BCyTel1                  QIFESIQVAANPDLPALSAEKATPAVEAH---------------------

Tel6                         QLIQAAADEHLPPLAGMLPIDKLVYSPWN---------------------

32.6AEuMsm6                  KITEDDLVEVEPDMYMSSNELTN---------------------------

32.7BVeAmu1                  RLRPETLRSHEPEERAEARKLAR---------------------------

32.3BBaBca1                  CFSWEKAEQQISLPAHSTRALNR---------------------------

32.5BSpTde3                  ALNSSYLENEELLENVEEPIVSE---------------------------

32.1BBeAar4                  TLRTALAALSAPIPAARGSAVVE---------------------------

32.2BAcMtu1                  KGAAHVAAELIPARAPHSAEIRNTDVLRM---------------------

6.17AEuMac1                  MLSDSNATDEGNWLYLLSALIGS---------------------------

Nsp4                         -------------YPQRIHQFTKEH-------------------------

Ssp1                         ------------------SNLFKDH-------------------------

6.9BFiBsu2                   ------------------EKNWAQH-------------------------

6.11BGaPpu4                  -------------------GIFGMN-------------------------

Nsp10                        ------------------KSIYNQIKGLGYTIEQSHQAQSHQQSHSCGGE

6.13BCyNsp1                  ------------------KSIYNQIKGLGYTIEQSHQAQSHQQSHSCGGE

Ava11                        ------------------KTICDRIQALGYTVEQSSQVESEQKTHTCDHD

6.1BFiSau1                   ------------------LEKAGAFENLKVSPEKLANQTIQRVKDDTKAH

6.8BFiLmo1                   ------------------VEQAGAFEHLKIIPEKES--------FTDPEH

6.12BGaPpu1                  ------------------ADIERAIDSLGMKAEPIA--------AQDDGS

6.4BBeRme1                   ------------------SHVLTALKSLGFDAEVRS--------AGAPAA

6.14BAlSme6                  ------------------HGHSTALP-ASTKP-------------SSRFT

6.2BGaEco4                   ------------------AQVESALQKAGYSL-------------RDEQA

Ssp2                         AALGYTLAEPKSSVTLNGHKHPHSHREEGHSHSHGAGEFNLK--------

6.5BCyObr1                   ------------------HNHDHDHG-----HDHGNGDFNLK--------

6.10BFiBsu3                  -------------KVEKKVKSIDPHVTVRQKHIKKSADDGYR--------

6.3BEpHpy1                   --------------VKAFIKQNEPHLSLSFKEATEKP-------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  ----FLSPEG----------------------------------------

Cu1-5.9EFuCal1               FDLNHLKDDGNGGYTITPDEKGAFECEII---------------------

Nsp6                         ---LAQRLTSAGFPTQP-------------RKANS---------------

Ter4                         ---LAQKLTDNGFPTQP-------------RLDNS---------------

Ssp13                        ---LAQILTEAGFPSRYSSEGEALSGGSSVRVSGA---------------

Ama3                         ---LAQVLTIAGFPSHIQ--------------------------------

Tel3                         ---IVESLNQGRFQATLA--------------------------------

Ssp4                         ---IAEHLSQRGFPSQIRHG------------------------------

Pma1                         ---ILAALAARGFSAQPRNTG-----------------------------

Cu1.Chl-5.11EViAth34         GETLANHLTNCGFQSTPRDL------------------------------

Cu1.Chl-5.12EViAth1          AESLAKRLTESGFEAKRRVSGMG---------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         DP------------------------------------------------

Ag.eff-5.4BGaSen1            AHPDHYFTEDASEHHHHHDHHEVSPDKIK---------------------

Nsp9                         DAAG----------------------------------------------

Nsp11                        DAAG----------------------------------------------

Ama4                         DAAG----------------------------------------------

Ter3                         TNIG----------------------------------------------

Ssp12                        ERAG----------------------------------------------

Ssp3                         ERAG----------------------------------------------

Gvi2                         EAAG----------------------------------------------

Au2-5.20BGaSen5              EKTG----------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        EKAG----------------------------------------------

5.18BFiBsu1                  DKLG----------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      QKLG----------------------------------------------

Cu2upt-5.1BFiEhi1            ENIG----------------------------------------------

5.15BFiEfa2                  SNSG----------------------------------------------

5.23BSpLin1                  DFLG----------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       EEIG----------------------------------------------

Cu1.eff-5.6EMeHsa16          ESLG----------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        EDLG----------------------------------------------

Cu2.GA-5.17EFuSce13          EDCG----FDSNIIMDGNGNADMTEKTVILKVT--------KAFEDESPL

Cu1.GA-5.8EFuCal2            EDCGFTPTFNKSINLNQYQNTNDSNEEVTLKIVGVNHTTDLIGLRYNIEA

Cd2-5.14EFuSce9              SKTTEFKYEQISNHGSTIDVVV----------------------------

Cu1.Ag-5.21BAqAae2           EELGYSVERKKD--------------------------------------

5.25ACrPae1                  RRVGYDVFRESAYIAAEFRP------------------------------

5.28ACrApe2                  RSVGYDVVLAEAVIRVPSMSSI----------------------------

5.24ACrSso1                  RKAGYDVATEKFTIKLNVNP------------------------------

27.2BSpLbi1                  RAIG----------------------------------------------

27.3BEpNsp1                  RSIG----------------------------------------------

27.1BBeNme1                  RQIG----------------------------------------------

Cu1-5.13ACrSso2              EKLG----------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------MTS---

PM-2.14EViAth40              --------------------------------------------MSTSSS

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  HAAR-QAKLTLVAACEDGDSVRWAG-------------------------

24.4BGaHch1                  HSGRHRTPVAVLDGLLTEPAVEWKGRTYQWRTPEQEQEVPPRLREWWRAT

24.1BAcMbo1                  LHGEQAPEPDPDELPATGARLRWAPAQGPSATPAQGLEHADLVVDGQCVG

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 PLSTVLPFENYPNPSYEPNDINLSH-------------------------

13.1EMeHsa8                  EAIGEGSLEPSPQSQAEDGRSQAAVGAVPEGAWKDT--------------

8.1EMeBta1                   D-------------------------------------------------

8.8EMeMmu1                   D-------------------------------------------------

8.2EFuSce10                  A-------------------------------------------------

8.6EViAth15                  Q-------------------------------------------------

8.4EFuSce14                  RKNIPNPFEDFTK-------------------------------------

8.5EFuSce4                   KKNFHNAIDEFSTK------------------------------------

8.7EViAth19                  QKEIK---------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  QNTLN---------------------------------------------

6.7EViAth1                   N-------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  EHHHPTHKSKNTHLHP----------------------------------

29.1BDeBba2                  ELGYKPSP------------------------------------------

29.2BBaFjo4                  SSIGYEP-------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 VLGVDRYKTHSLRCTVQIDYDPR---------------------------

Tel4                         NQCFEQAMVAMPQPFPDSAAP-----------------------------

Ava6                         EVILN---------------------------------------------

12.1ERhCme8                  RTILGQSARGRETLRLLSEPVETVLVIEARQRRYLLIQLSG---------

24.2BChTro1                  SVIVLDHPLLLSDGFELDTAISLDDALSLDELLECSARLALEQRLPFASA

6.6EViAth26                  DHHN----------------------------------------------

26.1BAcCdi2                  RARRFGSRVDEESRRFEIARREGFLHKRD---------------------

11.1EFuEcu1                  FVDVLAYS------------------------------------------

17.1EFuSpo12                 ISDPSGTSSIEKVSSICLKN------------------------------

18.1EApCpa6                  YKFSDLKGQKNSNNNISNSHRTSIINCNNTQICHIN--------------

19.1EOlTth19                 DDIKQATHFLIVQLDN----------------------------------

20.1EOlTth57                 ITNQDG--------------------------------------------

31.2BGaMca1                  SLQGNAVRLRTIEAALGALDAVRG--------------------------

10.1EFuSce3                  STTKNVNEATHILIYTTPNNGSDG--------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 PLSPAVLIHEGDLLNPKETICQLLLS------------------------

22.1EApCpa2                  KLFGNYYIRVLEKFPVTKLCRIIKRSEPIN--------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        HDHDHQNHDHNVDIVSLQTLQLQISGMDCGSCAKTIEAGVQKIIGVQEAS

6.13BCyNsp1                  HDHDHQNHDHNVDIVSLQTLQLQISGMDCGSCAKTIEAGVQKIIGVQEAS

Ava11                        HDHHNHHHSLAHDHQLVQVAEAKIPGMNCG--------------------

6.1BFiSau1                   KEEKTPFY------------------------------------------

6.8BFiLmo1                   FTDHQSFI------------------------------------------

6.12BGaPpu1                  ASVPQPAK------------------------------------------

6.4BBeRme1                   AEAPGPAR------------------------------------------

6.14BAlSme6                  APLPWWRT------------------------------------------

6.2BGaEco4                   AEEPQASR------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         ------------------------------------KASE----------

Ter4                         ------------------------------------KN------------

Ssp13                        ------------------------------------EHSQDPSSPPGGWE

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            ------------------------------------------QSHR----

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          ILSSVSERFQFLLDLG------------VKSIEISDD--------MHTLT

Cu1.GA-5.8EFuCal2            YLRSISGVQKFELTLRGMNASSNIMPTQVGTLITEEDTIADVKSLVNELV

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   -----MLLEYLNVDSIQILNDSKNWDDVHNSLLNKIRELEIREEIQNHFQ

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   -------------------------------------------MVHGHGC

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              ---LLKSSPGRRRGGDVESGK-SEHADSDS------DTFYIP-SKNASIE

PM-2.14EViAth40              NGLLLTSMSGRHDDMEAGSAKTEEHSDHEELQHDPDDPFDIDNTKNASVE

Chl-2.11EViAth32             ----MESYLN--------------------------ENFGDVKPKNSSDE

PM-2.12EViAth11              ----MESYLN--------------------------ENF-DVKAKHSSEE

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              -----------------------------------------MGGVRAIAS

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  ---------------------IGDITGG----------------------

24.4BGaHch1                  SQPLDSLRIVTRDNRICAAVLVQEVTDHTLESVLSRMRALELKVTVLNPD

24.1BAcMbo1                  SVDVG---WEVDPYAIPLLQTAHRTGARVVLRHVAGTEDLSASVGSTHPP

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  FPLPTNGRRNGLRDWRRFELTGANGATHPVAQKLLERGSLPVLLCERGCG

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        VSFASERLHISYDPQLVNEKTIYDRIQDLGYTVEEGVETSSNHHTDACGH

6.13BCyNsp1                  VSFASERLHISYDPQLVNEKTIYDRIQDLGYTVEEGVETSSNHHTDACGH

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --EKELKS------------------------------------------

Ag.eff-5.4BGaSen1            QAEKEISEGVWTCPMHPEIRRSG---------------------------

Nsp9                         YSASPLQ-------------------------------------------

Nsp11                        YSAYPLQ-------------------------------------------

Ama4                         FGAEILD-------------------------------------------

Ter3                         FEAQLLQ-------------------------------------------

Ssp12                        YRARLIQ-------------------------------------------

Ssp3                         YHARVLK-------------------------------------------

Gvi2                         FKVP----------------------------------------------

Au2-5.20BGaSen5              YKARPIET------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        YGAEAIED------------------------------------------

5.18BFiBsu1                  YKLKLK--------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      YDASIK--------------------------------------------

Cu2upt-5.1BFiEhi1            YGAILY--------------------------------------------

5.15BFiEfa2                  YAAVLETTET----------------------------------------

5.23BSpLin1                  YRAVVH--------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       FHASLA--------------------------------------------

Cu1.eff-5.6EMeHsa16          FEASLV--------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        YG------------------------------------------------

Cu2.GA-5.17EFuSce13          IKYCCNELGIRDLLRHLERTG-----------------------------

Cu1.GA-5.8EFuCal2            FQYDSDSVGIRDIIDGLNTISDN---------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            ------------------------------------------MKVARFQK

Ca.Mn.GA-2.9EMeHsa2          ---------------------------------------MVEGRVSEFLK

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------MSDN--

2.6EFuNcr3                   --------------------------------------MDRLSAWKDNDD

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   SIPNQTFESIGQSILIPHFRSKKIKSPELFLFILPQGIIVGDKHIRLVLF

Na.K-1.1EMeHsa13             -----------------------------------------------MGK

N.K-1.6EMeSac1               -----------------------------------------------MGK

H.K.NoGas1.4EMeRno1          -----------------------------------------------MRR

H.K.Gas-1.2EMeHsa24          -----------------------------------------------MGK

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   DSAPGKGSSQPQVLAGDQVRSTSDAEEPPCSGYSHSTQQYSRHQQQPHHD

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            -----------MTNPSDRVLPANSMAES----------------------

PM-2.25EMeHsa1               -------MGDMANNSVAYSGVKNSLKEAN---------------------

PM-2.15EMeCel1               ----------------MRLRRGHTYDED----------------------

Vac-2.17EnoDdi23             ---------------MTGSHEMESIMLDS---------------------

PM-2.10EViAth45              RLQQWR-KAALVLNASRRFRYTLDLKKEQETREMRQ----KIRSHAHALL

PM-2.14EViAth40              SLRRWR-QAALVLNASRRFRYTLDLNKEEHYDNRRR----MIRAHAQVIR

Chl-2.11EViAth32             ALQRWRKLCWIVKNPKRRFRFTANLSKRSEAEAIRRSNQEKFRVAVLVSQ

PM-2.12EViAth11              VLEKWRNLCGVVKNPKRRFRFTANLSKRYEAAAMRRTNQEKLRIAVLVSK

Vac-2.2EFuSce6               MSRQDENSALLANNENNKPSYTGNENG-----------------------

Vac-2.18EApTgo1              ALGSDLADGLPILKRHDSSLRASSFDGAAAIRESSHG------------F

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --DIVDAIRNWQARGRGVCFVG--------RGAHLAYVAADCGIGVWDSE

24.4BGaHch1                  KEPVRERIREYQRRGESVMAIG--------GSALLP--EADLAVGLLKEG

24.1BAcMbo1                  GTPLLKLVRELRADRGPVLLITAVHRDFASTDTLAALAIADVGVALDDPR

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  ---------------------------------------------WRHAG

24.2BChTro1                  RVAGVIALRPCLSAAGRELVSRCRQQGIRVLVRGAPDTRLTWLETVGVEV

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         -----------------------------------------KP--WPGMQ

Ava12                        ----------------------------------------------AGVK

Tel2                         -----------------------------------------PINYWERLG

32.8BCyTel1                  -----------------------------------------PINYWERLG

Tel6                         -----------------------------------------ASDFIEKMA

32.6AEuMsm6                  -------------------------------------------------N

32.7BVeAmu1                  -------------------------------------------------S

32.3BBaBca1                  -------------------------------------------------E

32.5BSpTde3                  -------------------------------------------------S

32.1BBeAar4                  -------------------------------------------------Q

32.2BAcMtu1                  -----------------------------------------VIG--GVAL

6.17AEuMac1                  --------------------------------------------------

Nsp4                         ----------------------------------------TDTLAALLCG

Ssp1                         ----------------------------------------PDAVAAIACG

6.9BFiBsu2                   ----------------------------------------AELIAALVSG

6.11BGaPpu4                  ----------------------------------------TELIFALICG

Nsp10                        DHEHHHDHDYSHNHEHSQPINKSKQKQKSDLTSWRFWIENRRGQSVILAG

6.13BCyNsp1                  DHEHHHDHDYSHNHEHSQPINKSKQKQKSDLTSWRFWIENRRGQSVILAG

Ava11                        ----------------------------TDSTNWKFWLTNRRGQSVILTG

6.1BFiSau1                   ----------------------------------------KKHSTLLFAT

6.8BFiLmo1                   ----------------------------------------RKNWRLLLSG

6.12BGaPpu1                  ----------------------------------------AHWWPLALSG

6.4BBeRme1                   ----------------------------------------TNWWPLAVSG

6.14BAlSme6                  ---------------------------------------AKGKLTLACG-

6.2BGaEco4                   ---------------------------------------LKENLPLITLI

Ssp2                         --------------------------------------QELLPVLTAIAL

6.5BCyObr1                   --------------------------------------QELIPVISVVLL

6.10BFiBsu3                  --------------------------------------NRMV---NMLIR

6.3BEpHpy1                   --------------------------------------LSFTPLIITIMV

25.1BAcSco3                  ---------------------------------------PLLERGLLAVT

25.2BAlSme3                  ---------------------------------------------MLAGI

25.3BFiEfa3                  ---------------------------------------ITIITGVLALL

6.16BGaPae5                  ---------------------------------------RQLSLAMLALG

5.26AEuTvo1                  ----------------------------------ESRSLKRRLVIAWLFS

Cu1-5.9EFuCal1               -------------------KPVTVDEHVRKLAHREVLGLAIRLAIATLFA

Nsp6                         ---------------------STIEDSAARQRQQM---QTAFRQLMIAAV

Ter4                         ---------------------YAAQKQTERHRQEI---KQQIWRIAIASL

Ssp13                        ------------------EALDVPADPLSRQRQQT---RHHIRQALTAAF

Ama3                         ----------------------NREEEAEPLPPQP---LKEIQPLVLATV

Tel3                         ----------------------EANVLLELPTTAE---ETSLPRLAIALV

Ssp4                         ---------------------HGAIPATIGEKETR---ENVNWGLTIALV

Pma1                         ----------------------SVEQLTSSTRDSLGAWWSQWRQLMVALV

Cu1.Chl-5.11EViAth34         ------------------VTENFFKVFETKTKDKQARLKESGRELAVSWA

Cu1.Chl-5.12EViAth1          ------------------VAENVKKWKEMVSK-KEDLLVKSRNRVAFAWT

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ----------------------KHSADHGDHHRMMMEDFKKRFYVSTLLT

Cu2-5.22BAqAae1              ----------------------AHHA----------EIIKRKALITTILT

5.16BFiEfa1                  ----------------------DHGAMGGHAH-HHHGSFKEIFLKSLPLG

Cu1.Ag.eff-5.2BFiEhi2        ----------------------GHENMSGMDHSMHMGNFKQKFWLSLILA

5.27AKoKcr1                  ----------------------YLSGGHHEGHVHHSSDLKRRLIASLILT

Nsp8                         --------------------MRTRVTIAMTG----------VLFLAILRA

Ag.eff-5.4BGaSen1            ----------PGSCPVCGMALEPLVATASTGTSDELRDMTRRFWLGLLLA

Nsp9                         --------------------EQNLMAGEDDEEKRYRLQESRDLMRKLTVG

Nsp11                        --------------------KQNLMAGDDDAEKRHRLRESRDLMRKVAVG

Ama4                         --------------------DQDWYKLSDNLTQSPSSTTSQQLRLKVLIG

Ter3                         --------------------ETINLLDKD----RENHQIERKMINKVIFG

Ssp12                        --------------------EDWQLDDLSDPERIAQRAAERELKLKVAIG

Ssp3                         --------------------QQVLSSQQTE-------DRKPVFSAKLVTG

Gvi2                         ---------------------AAADTANTDARTLETEALKASVIFSAAFA

Au2-5.20BGaSen5              --------------------AGQGEDDSEEKKEAERVRLKRDLILASVLA

Cu1.Ag.eff-5.5BGaEco2        --------------------DAKRRERQQETAVATMKRFRWQAIVALAVG

5.18BFiBsu1                  --------------------GEQDSEAAAKKKE--ERKQTARLIFSAVLS

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------DNNKDQTSRKAEA--LQHKLIKLIISAVLS

Cu2upt-5.1BFiEhi1            --------------------DEAHKQKIAEEKQTYLRKMKFDLIFSAILT

5.15BFiEfa2                  --------------------QDNSRAEKREKKEKRMKQLSNRFGISIIFT

5.23BSpLin1                  --------------------EDIEIDGEIQKKE--FKKLKVRVIVSAFLS

Cu1.Ag.eff-5.3EMeHsa23       ---------------------QRNPNAHHLDHKMEIKQWKKSFLCSLVFG

Cu1.eff-5.6EMeHsa16          ---------------------KKDRSASHLDHKREIRQWRRSFLVSLFFC

Cu1.Ag.eff-5.7AEuAfu2        ---------------------VVDEQAAVSAEVEHLSRMKRKLYVAAFAG

Cu2.GA-5.17EFuSce13          ----------YKFTVFSNLDN--TTQLRLLSKEDEIRFWKKNSIKSTLLA

Cu1.GA-5.8EFuCal2            ----------IEFMVINSLDQSSATQLKLLSKVKDINYWKKIFIQSLLFG

Cd2-5.14EFuSce9              -----------------PYAAKDFINEEWPQGVTELKIVE-RNIIRIYFD

Cu1.Ag-5.21BAqAae2           ------------------------------------------------YD

5.25ACrPae1                  ------------------EEAEAAERRVRGWGVFYAKANPATGVIYVEYN

5.28ACrApe2                  -----------------DDERVVEETLLKMKGVAEVYASHTNKTVVVRYN

5.24ACrSso1                  -----------------EEMPKIERKFENVKGVVDVKSNPGLGIVSVEYN

27.2BSpLbi1                  ---------------------YKPVLFSPTEGNLQKSKQLKTLLLRIGVA

27.3BEpNsp1                  ---------------------YNAYPYDPKLQEERAVKTRRDYYARILLA

27.1BBeNme1                  ---------------------YTAAPYDAQKIEAANQKERKQYIVRLAVA

Cu1-5.13ACrSso2              ---------------------YYVSDRSLFSDELLKDSRRRSIISWSLTT

Ssp6                         ---------------------MKACCYFFISMPPSASFQGQPLITWHTLS

Ava3                         ----------------------MSANLSHPQIP--QPFESR---SWHTIE

Nsp5                         ----------------------MTYTMSANSLP-----ESS--TTWHSLE

Tel5                         ----------------------MTSSNASSNID-----RDS---VWHALS

Ssp11                        --------------------MIPPDGSPLASVP-----------AWHSLT

Ssp8                         ---------------------MSDPDVSVSPVK---------AEAWYSYG

Ava5                         ------------------------------------------MSNWYQLD

Ama2                         -------------------------------------------MEWYQLH

Gvi3                         ---------------------MTSGDDAMRNTPMEPSTPVCRPDGWHCLP

2.21BThPmo1                  --------------------------------------------MWFTKS

GA-2.19EViAth27              ------------------------------------------MEDAYARS

ER-2.7EMeHsa25               ------------------------------------------MENAHTKT

Ca.Mn.GA-2.13EViAth13        --------------------MGKGSEDLVKKESLNSTPVNSDTFPAWAKD

2.8EApPfa2                   --------------------------------------MEEVIKNAHTYD

Ssp7                         --------------------------------MDFPTLSSYL---HHHRP

2.4BCySsp6                   --------------------------------MDFPTLSSYL---HHHRP

Ama1                         ----------------------------MLKTMEPVENSSRS---YYQLS

Ava2                         ----------------------------MTATVKEIIQSHQ----WHNLS

Ava4                         ----------------------------MVQAVATVAPGEKQPTVWHSLE

Ssp10                        ----------------------------MAKSVSPDSLPAAP---WHALP

GAeff-2.5EMeHsa12            IP--NG--------------------------ENETMIPVLTSKKASELP

Ca.Mn.GA-2.9EMeHsa2          KLGFSGGGRQYQALEKDEEEALIDEQSELKAIEKEKKVTALPPKEACKCQ

Ca.Mn.GA-2.16EMeCel2         ------------------------------------MIETLTSEQAASHE

GAeff-2.3EFuSce2             --PFNASLLDEDSNREREILDATAEALSKPSP----------SLEYCTLS

2.6EFuNcr3                   VLPFYQKSPGQGTFATPEEIEQSRSGCNTPRHRITSAESRGVADDFSYMT

2.23AEuMva3                  ---------------------------------------MKSSDFFHSLE

2.24BAqAae1                  ---------------------------------------MLKA---HSLS

Ssp9                         -------------------MGWKTIFVAPMNSSTTVWSIAPEA-------

Ava7                         -----------------------------MSLHQPVWTLPIAA-------

1.5BSpLbi2                   QMIPENLPSLHLRLLHGLSSLLPQIFDELMSCEKEVDVLSVVQRGEVNMK

Na.K-1.1EMeHsa13             G--------VGRDKYEPAAVSEQGDKKGKKGKKD-----RDMDELKKEVS

N.K-1.6EMeSac1               G--------TASDKYEPAATSENATKSKKKGKKDKIDKKRDLDELKKEVS

H.K.NoGas1.4EMeRno1          KTEIYSVELNGTKDVKPADQRDDKKFKGAKNKDLEPNKSHEKEELKKELD

H.K.Gas-1.2EMeHsa24          AEN--YELYSVELGPGPGGDMAAKMSKKKKAGGGGGKRKEKLENMKKEME

Na-1.3ERaHak1                ---------MGLMKKKAGGDSNS----------------RRVDDLKKNVV

9.1EFuSce8                   ----------------MSEGTVKENNNEEFN-------------AYHTLT

9.4EFuZro1                   ----------------MNLNEVKEND------------------LFHTLD

9.3EFuDoc1                   -------------MSSINTNVAEKHSYKERVNTDASSLSADGSVEAHRLT

9.5EFuUma1                   ----------------MVHKKEDKFPRSDTVQGPDISIEDALEAAWQHHY

9.2EFuSpo3                   ----------------MVTINISN--------------------PVYFSD

9.6EFuUma2                   QAEKPELGQHHDTIVDVQPHLLSRTPSSTTSRRSSTVAATVDLHQPHSLE

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         ---MRHNWLNYGDFQILLRRVLHRNKKP----KVESDISTKLSAKLLDIS

4.1BGaSen1                   MLKTITRQLFARLNRHLPYRLVHRDPLPGAQTAVNATIPPSLSERCLKIA

4.2BSpLin3                   -----------------------------------MEIEKDKLSHFWSLT

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            ----------------------REGDFGCTVMELRKLMELRSRDALTQIN

PM-2.25EMeHsa1               ----------------------HDGDFGITLAELRALMELRSTDALRKIQ

PM-2.15EMeCel1               -----------------------AKEFGCSLGDLRGLMEARGAEAIVRLS

Vac-2.17EnoDdi23             ----------------------MEEEFPVSVETLGKLVDVPKG---FDTY

PM-2.10EViAth45              AANRFMDMGRESGVEKTTGPATPAGDFGITPEQLVIMSKDHNS----GAL

PM-2.14EViAth40              AALLFKLAGEQQIAFGSSTPAASTGNFDIDLEKLVSMTRNQNM----SNL

Chl-2.11EViAth32             AALQFINSLKLSSEYTLPEEVRKAG-FEICPDELGSIVEGHDL----KKL

PM-2.12EViAth11              AAFQFISGVSPS-DYTVPEDVKAAG-FEICADELGSIVESHDV----KKL

Vac-2.2EFuSce6               ----------------------VYDNFKLSKSQLSDLHNPKSIRSFVRLF

Vac-2.18EApTgo1              ETVVVRTLGSLQTGDAATGVTLGRSETREAPQRPRCLQTRPAGSDADPLT

3.1EFuNcr1                   --MADHSASGAPALSTNIESGKFDEKAAEAAAYQPKPKVEDDEDEDIDAL

3.6EFuSce5                   --MTDTSSSSSSSSASSVS--AHQPTQEKPAKTYDDAASESSDDDDIDAL

3.4AEuMja1                   -----------------------------------MWG--------VVMN

3.7EViAth21                  -----------------------------------MSGLEDIKNETVDLE

3.2ETrLma9                   ----------MSSKKYQLDAAAFEDKPESQSDEEMTPQKPQRRQSVLSKA

3.5ETrTbr5                   ----------MG------DTGPKGVPGTNDAGEVHKPQKPQRRQSVLSKA

Ter1                         --------------------------------------MNDRQNIHNTSI

23.3BCyTer4                  --------------------------------------MNDRQNIHNTSI

Tel1                         ----------------------------------------------MTTP

23.1BAcSco4                  ---------------------MTHLDADRLDPEHPAHAVDA------PSP

23.2BFiEfa2                  ----------------------MCLRRKKEMQENEPIAVTANAERYYPED

24.3BDeHoc1                  AGACWGAHMVCR-DSAQVAALFTMMATARKADDHSTQLAMLEAAVGVTLS

24.4BGaHch1                  EPWPFGAHILTSTPLDTIWRLLSAIAQTRTMAAQSVELAKIDAFSGLILS

24.1BAcMbo1                  GATPWTADLITGTDLAAAVRILSALPVARAASESAVHLAQGGTTLAGLLL

15.1EnoDdi18                 ------------------------KDLEFSESEKKDKYIEFKFTRLFYNV

16.1EOlTth26                 ------------------------RTMAFQDQPELYTYFYIQNSNCFYPI

14.1EFuSce15                 -----------------------HHANEINPNVPILITFEYRYIKFIYSP

13.1EMeHsa8                  ------------------AQLHKSEEAVSVGQKRVLRYYLFQGQRYIWIE

8.1EMeBta1                   ----------------------------------------QEE--IRTIF

8.8EMeMmu1                   ----------------------------------------QLEAPARIIY

8.2EFuSce10                  ----------------------------------------EGNGEPRVIH

8.6EViAth15                  ----------------------------------------PQAPTYRTVY

8.4EFuSce14                  -------------------------------DDIDPGAIN-RAQELRTVY

8.5EFuSce4                   ------------------------------EDSLENSALQNRSDELRTVY

8.7EViAth19                  ------------------------------------------DEDARLIY

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  ----------------------SHIFEICKNEKVEKSSKYIIERKLQEES

6.7EViAth1                   ---------------------QAQLEANVRVTGETNFKNKWPSPFAVVSG

8.3ETrLdo1                   ----------------------MPNQPPCWRKCLSTRIFPDKLSKSFCCF

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  ----------------VKKHQKKAKHDHSHGHGHHHGHHHENHWIKAALG

29.1BDeBba2                  --------------------LAAQDNLAARYQSENRSFLKRIAVAGFCAG

29.2BBaFjo4                  --------------------YISLENYETGKTKVDRSLTYKLGVAFFCFG

30.1BDeBba3                  ---------------------------------------------MKTTS

31.1BGaMca11                 --------------------RLSQTNLIEILDSALETAEHQEALDRLDLD

Tel4                         -----------------------ADAIALEDYQAQVEADARLETDWERLG

Ava6                         ---------------------YQKSNQQVQPFTSHKIVKKTQRISGVKQQ

12.1ERhCme8                  QRGMHQRFICLRIHSAFIPAFEEYYRLPTDESSLITPSMHPIPEHEVALP

24.2BChTro1                  LADSDPATTIAGLRRSGQRVFYVADHLGNPSAFREADLGIGLQPNGVVLD

6.6EViAth26                  -----------------HHHHHHQHGCCSVELKAESKPQKMLFGFAKAIG

26.1BAcCdi2                  -------------------ETTRVVETTEVLFTARSLMTKARLFTSIACT

11.1EFuEcu1                  ---------------------TEEIPSLRRYSLEGKARVVDSLFSRLIYD

17.1EFuSpo12                 --------------------DIQTSSFVLPSGKTRYFEYKKLRFYLEPLN

18.1EApCpa6                  ------------------SQLFIPSIEITFFTFCGSIYVFDSVLNKFIIT

19.1EOlTth19                 ---------------------TFQIVKHFEIQLQSAISFDNRFLRYIYSE

20.1EOlTth57                 ------------------YQQIVNRIKTKDKNKILFINRHMKYQYFDDFN

31.2BGaMca1                  --------------------VSGHAASGTIRIRYHAGSLEPAALLRVAEG

10.1EFuSce3                  --------------------IVEIQRVTEAGSLQTFFQFQKKRFLWHENE

2.20BFiCac3                  ------------------------------------------MADWYGLA

21.1EBaTps13                 --------------------PEYNGNLVDGQHRRYYFEFNQKRYYYDPSK

22.1EApCpa2                  -------------------FFGTETDRYFEYRREKYWWYENEFTWSREIL

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         LSVLATGLAVLGGPFGV---------------------------------

Ava12                        LPALATILALLG--LGF---------------------------------

Tel2                         LPALGLGLSVAS-LMGV---------------------------------

32.8BCyTel1                  LPALGLGLSVAS-LMGV---------------------------------

Tel6                         LPTLALAIVALL-PVQT---------------------------------

32.6AEuMsm6                  FWVSLSGMLVRRVLGKI---------------------------------

32.7BVeAmu1                  FFLRIAGKASSFLFCKV---------------------------------

32.3BBaBca1                  FEEKLVSKVMMKAACTL---------------------------------

32.5BSpTde3                  LTVSLG-MLLAEFFIRR---------------------------------

32.1BBeAar4                  GGPAPMVASLVTLAVTR---------------------------------

32.2BAcMtu1                  ALLGVRRYVFARPPLLG---------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         VLLFFGWFALHLGWLG----------------------------------

Ssp1                         GLVFLGWQMLNLGWLG----------------------------------

6.9BFiBsu2                   ALILAGWLLSGYQVLS----------------------------------

6.11BGaPpu4                  ALLGAGALAGKLGLIDR---------------------------------

Nsp10                        IGLVLGLLTQYLVLP-I---------------------------------

6.13BCyNsp1                  IGLVLGLLTQYLVLP-I---------------------------------

Ava11                        IGLGLGLLAQYLGLP-I---------------------------------

6.1BFiSau1                   LLIAFGYLSHFVNGEDN---------------------------------

6.8BFiLmo1                   LFIAVGYASQIMNGEDF---------------------------------

6.12BGaPpu1                  VAAIAAEIVHFAALAPE---------------------------------

6.4BBeRme1                   VAATLAEVVYWLHGGNH---------------------------------

6.14BAlSme6                  VALASAYAIGQFVPA-----------------------------------

6.2BGaEco4                   VMMAISWGLEQFNHP-----------------------------------

Ssp2                         FTIAILFEQPLHNTPGQ---------------------------------

6.5BCyObr1                   FIGGLIFEEKLHNTPYS---------------------------------

6.10BFiBsu3                  MAAAVILGAAAYLVQSG---------------------------------

6.3BEpHpy1                   FLGAILILHLNPSPLIE---------------------------------

25.1BAcSco3                  TAALTGGGVAHFLDADG---------------------------------

25.2BAlSme3                  VTWLAG--------RPD---------------------------------

25.3BFiEfa3                  FEFILH--------QPN---------------------------------

6.16BGaPae5                  LLLLGLAWRWLAADQAG---------------------------------

5.26AEuTvo1                  IPVLILSYALFPQK------------------------------------

Cu1-5.9EFuCal1               IPTFIFGIVAMSLLPKHHPFRI----------------------------

Nsp6                         LLVFSGIGHLGNIGN-----------------------------------

Ter4                         LLILSSIGHLGHFIG-----------------------------------

Ssp13                        LLLISAAGHLDLFAR-----------------------------------

Ama3                         LVVLSGVGHLGHIPG-----------------------------------

Tel3                         LLILSSVGHGINLLP-----------------------------------

Ssp4                         LLLLSGLGHLSHFGG-----------------------------------

Pma1                         LLLLSVLGHLAAGGH-----------------------------------

Cu1.Chl-5.11EViAth34         LCAVCLVGHLTHFLG-----------------------------------

Cu1.Chl-5.12EViAth1          LVALCCGSHTSHILHSLGIHI-----------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       IPILILSPAIQTFLG-----------------------------------

Cu2-5.22BAqAae1              VPVVVLSPSIQELIG-----------------------------------

5.16BFiEfa1                  IAILLITPMMDIQLP-----------------------------------

Cu1.Ag.eff-5.2BFiEhi2        IPIILFSPMMGMSFP-----------------------------------

5.27AKoKcr1                  IPIFFTS-DVAEDLG-----------------------------------

Nsp8                         AAFLGLAAGVSILSW-----------------------------------

Ag.eff-5.4BGaSen1            FPVLILEMGSHLFPA-----------------------------------

Nsp9                         GIIGIVLVIGSLPMM-----------------------------------

Nsp11                        GIISTVLVIGSLPMM-----------------------------------

Ama4                         GIISVLLMVGSLPMM-----------------------------------

Ter3                         GTISVILIIGSLPMM-----------------------------------

Ssp12                        VGISTVLVIGSLPMM-----------------------------------

Ssp3                         LVISAVLFFGSLPMM-----------------------------------

Gvi2                         VPLAVLAMLPMLWPA-----------------------------------

Au2-5.20BGaSen5              LPVFVLEMGSHLIPG-----------------------------------

Cu1.Ag.eff-5.5BGaEco2        IPVMVWGMIGDNMMV-----------------------------------

5.18BFiBsu1                  FPLLWAMVSHFTFTS-----------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      LPLLMLMFVHLFN-------------------------------------

Cu2upt-5.1BFiEhi1            LPLMLAMIAMMLG-S-----------------------------------

5.15BFiEfa2                  IPLLIISMGPMVGMP-----------------------------------

5.23BSpLin1                  LPLLLSMIGHFENNL-----------------------------------

Cu1.Ag.eff-5.3EMeHsa23       IPVMALMIYMLIPSN-----------------------------------

Cu1.eff-5.6EMeHsa16          IPVMGLMTYMMVMDHHFATLHHNQNMSK------------------EEMI

Cu1.Ag.eff-5.7AEuAfu2        VLLLFLAHFISLP-------------------------------------

Cu2.GA-5.17EFuSce13          IICMLLYMIVPMMWPTIVQDRIFPY-------------------------

Cu1.GA-5.8EFuCal2            IPVLFLNHTK--NWPIWKTTMIFP--------------------------

Cd2-5.14EFuSce9              PKVIGARDLVNEGWSVPVSIAPFSCH----PTIEVGRKHLVRVGCTTALS

Cu1.Ag-5.21BAqAae2           KLFLGLG----------------------------------------VLS

5.25ACrPae1                  PLELDADMVAKRLEEAGYKVREVKKG---DVEVDVDRRVAELEARDIRRR

5.28ACrApe2                  PHATKPEEVLEALRKAGYKAEMAEGKSLVEAEAEEERRLLLDGLISITAS

5.24ACrSso1                  PETTTPEEILK---EAGVKGEIVNEQ-------RSEKSILYKDFHDLLRR

27.2BSpLbi1                  GFCFGNIMILSVALYSG---------------------------------

27.3BEpNsp1                  VFATMNIMWIAIAKYVG---------------------------------

27.1BBeNme1                  GLGMMQTMMFALPTYL----------------------------------

Cu1-5.13ACrSso2              LLGLLYFFEYYN--------------------------------------

Ssp6                         ADQVVSDLHGD---------------------------------------

Ava3                         AQKTLWLLKSD---------------------------------------

Nsp5                         VDKALGLLNSN---------------------------------------

Tel5                         ADEAISHLGSD---------------------------------------

Ssp11                        LAAAIQKLQTD---------------------------------------

Ssp8                         IDKTLHRLTTA---------------------------------------

Ava5                         VAEVLHRLGSE---------------------------------------

Ama2                         PEDVLHHLDTS---------------------------------------

Gvi3                         VEQVLAALATE---------------------------------------

2.21BThPmo1                  KDEVIKDLQVN---------------------------------------

GA-2.19EViAth27              VSEVLDFFGVD---------------------------------------

ER-2.7EMeHsa25               VEEVLGHFGVN---------------------------------------

Ca.Mn.GA-2.13EViAth13        VAECEEHFVVS---------------------------------------

2.8EApPfa2                   VEDVLKFLDVN---------------------------------------

Ssp7                         GEDILADLHTD---------------------------------------

2.4BCySsp6                   GEDILADLHTD---------------------------------------

Ama1                         VTESIELFDSN---------------------------------------

Ava2                         VSKVAQYLDAN---------------------------------------

Ava4                         ISEAIARLQTD---------------------------------------

Ssp10                        EEDVARQIVAVDLPLAAL--------------------------------

GAeff-2.5EMeHsa12            VSEVASILQAD---------------------------------------

Ca.Mn.GA-2.9EMeHsa2          KEDLARAFCVD---------------------------------------

Ca.Mn.GA-2.16EMeCel2         VVPCTHQLRTN---------------------------------------

GAeff-2.3EFuSce2             VDEALEKLDTD---------------------------------------

2.6EFuNcr3                   PAEAATHLDTS---------------------------------------

2.23AEuMva3                  VDKVFSDLDSS---------------------------------------

2.24BAqAae1                  PEEILRILKTD---------------------------------------

Ssp9                         -----------VYERLET--------------------------------

Ava7                         -----------VYELLGT--------------------------------

1.5BSpLbi2                   PSYKNLNHSQIAFELQTD--------------------------------

Na.K-1.1EMeHsa13             MDDHKLSLDELHRKYGTD--------------------------------

N.K-1.6EMeSac1               MDDHKLSLDELHNKYGTD--------------------------------

H.K.NoGas1.4EMeRno1          LDDHRLSNTELEQKYGTN--------------------------------

H.K.Gas-1.2EMeHsa24          INDHQLSVAELEQKYQTS--------------------------------

Na-1.3ERaHak1                MTEHKEEWEELFAKLG-S--------------------------------

9.1EFuSce8                   TEEAAEFIGTS---------------------------------------

9.4EFuZro1                   IAQTAQVVGTD---------------------------------------

9.3EFuDoc1                   IEQVAKIFNTD---------------------------------------

9.5EFuUma1                   TSVMRALGVED---------------------------------------

9.2EFuSpo3                   IKDVESEFLTS---------------------------------------

9.6EFuUma2                   ADQVIAHFQSD---------------------------------------

Ava8                         ------MIYNI---------------------------------------

30.4BCyAva17                 ------MIYNI---------------------------------------

30.3BSpLbi4                  MQSIPKQIFEY---------------------------------------

30.2BBaFjo5                  ----MTTYNIP---------------------------------------

Ava1                         TKDLEILLRSLN-----T--------------------------------

4.1BGaSen1                   AMEQETLWRVFD-----T--------------------------------

4.2BSpLin3                   SNECLTLTQ--------S--------------------------------

Ter2                         ----MKTTEEPRQKHSRH--------------------------------

2.22BFiSth8                  --------------MKKF--------------------------------

PMeff-2.1EMeHsa11            VHYGGVQNLCSRLKTSPV--------------------------------

PM-2.25EMeHsa1               ESYGDVYGICTKLKTSPN--------------------------------

PM-2.15EMeCel1               TEHEGVEGLCKKLKTDSL--------------------------------

Vac-2.17EnoDdi23             AELGGLSGLSTKLKSNIK--------------------------------

PM-2.10EViAth45              EQYGGTQGLANLLKTNPE--------------------------------

PM-2.14EViAth40              QQYGGVKGVAEKLKSNME--------------------------------

Chl-2.11EViAth32             KIHGGTEGLTEKLSTSIA--------------------------------

PM-2.12EViAth11              KFHGGVDGLAGKLKASPT--------------------------------

Vac-2.2EFuSce6               GYESNSLFKYLKTDKNAG--------------------------------

Vac-2.18EApTgo1              GLASQESWITRLLRRSIG--------------------------------

3.1EFuNcr1                   IEDLESHDGHDAEEEEEE--ATPGGGRV----------------------

3.6EFuSce5                   IEELQSNHGVDDEDSDNDGPVAAGEARP----------------------

3.4AEuMja1                   VEEIEEEYKTS---------------------------------------

3.7EViAth21                  KIPIEEVFQQLK--------------------------------------

3.2ETrLma9                   VSEHDERATGPATDLLP---------------------------------

3.5ETrTbr5                   ISEHREGDDG-SVPLVP---------------------------------

Ter1                         IHGLTKDQVINL--------------------------------------

23.3BCyTer4                  IHGLTKDQVINL--------------------------------------

Tel1                         LIGLTAAEVAER--------------------------------------

23.1BAcSco4                  ATGLTAAGVAER--------------------------------------

23.2BFiEfa2                  KQGLTAAQVEER--------------------------------------

24.3BDeHoc1                  YTGLDGKTTRRI--------------------------------------

24.4BGaHch1                  LEKMDRRMLKRV--------------------------------------

24.1BAcMbo1                  VTGEQDKTTNPA--------------------------------------

15.1EnoDdi18                 EKDLFIRPISNTDYHR----------------------------------

16.1EOlTth26                 QFALSLLTNN----------------------------------------

14.1EFuSce15                 LDDLFKTNNNWIDPDW----------------------------------

13.1EMeHsa8                  TQQAFYQVSLLDHGRS----------------------------------

8.1EMeBta1                   INQPQLT-------------------------------------------

8.8EMeMmu1                   LNQSHLN-------------------------------------------

8.2EFuSce10                  INDSLANSSF----------------------------------------

8.6EViAth15                  CNDRESNQPV----------------------------------------

8.4EFuSce14                  YNMPLPKDMIDEE-------------------------------------

8.5EFuSce4                   YNLPLPEDMLDED-------------------------------------

8.7EViAth19                  INDPDRTNER----------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  PKEIMKKIVTTAGLLGYN--------------------------------

6.7EViAth1                   ILLLLSFFKYLYSPFR----------------------------------

8.3ETrLdo1                   SAEADVDEDDEVIVYLND--------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  LIWGIGLLVLSIGTFNIP--------------------------------

29.1BDeBba2                  NTMLFVIPVYSGLAGTWATVFN----------------------------

29.2BBaFjo4                  NIMLLSFPEYFEMKEFWLDS------------------------------

30.1BDeBba3                  FGNLKGLVYRS---------------------------------------

31.1BGaMca11                 LTICSLSIPLAATAQFAVP-------------------------------

Tel4                         LPLVALGLSLLSGPLELP--------------------------------

Ava6                         KIENWHLMPASTVVDTFN--------------------------------

12.1ERhCme8                  VAGFHEEDEAAWDRPSDP--------------------------------

24.2BChTro1                  YPVDVLASDLAAVMTLLDIGERRDQAVRDTTLVSLASN------------

6.6EViAth26                  WVRLANYLREHLHLCCS---------------------------------

26.1BAcCdi2                  IPVLAVSFWRELQFDYWQ--------------------------------

11.1EFuEcu1                  VVSRRFVVPPEQKAVFR---------------------------------

17.1EFuSpo12                 LQWVLMPLETSAYSLVTS--------------------------------

18.1EApCpa6                  IPSLDNNPYSVIRNRFGKLVG-----------------------------

19.1EOlTth19                 EEKYFKCIHFNYTNFLEK--------------------------------

20.1EOlTth57                 KKSFYPVYYHQLEKQSLR--------------------------------

31.2BGaMca1                  LLIAETASCIPEPAAVDFR-------------------------------

10.1EFuSce3                  QVFSSPKFLVDESPKIG---------------------------------

2.20BFiCac3                  AVDVVNLFRSN---------------------------------------

21.1EBaTps13                 SPSLISGGPSLHEESPS---------------------------------

22.1EApCpa2                  SRKAAESFPVENTDFLKVR-------------------------------

Nsp2                         -------------------------KIAVRNPVMFIVWVGTIVTFLVTLN

Ava9                         -------------------------RIAVKNPVMFVVWVGTIVTFLVTLD

Ssp5                         -------------------------KIMVKNPVMFMVWVGTLITGMLTLN

Ava10                        -------------------------QSAIKNPVMFVVWVATLVTLSVTIN

Gvi5                         -------------------------LTLYKNPVMFVVLVGTLVTLALTFE

7.1BGaEco3                   -------------------------QAQWRNPVMFIVWIGSLLTTCISIA

Nsp1                         -----------------------AVPPIVTAGTIALATLPVFKRAVDGIV

Ava12                        -----------------------PIPRAIIAATVGLAALPIAKRAYASIT

Tel2                         -----------------------PIPGYVIAAVVIAGAMPVFQRAWEAIQ

32.8BCyTel1                  -----------------------PIPGYVIAAVVIAGAMPVFQRAWEAIQ

Tel6                         -----------------------PFYPAIVATVIVAVALPTFQEALENLE

32.6AEuMsm6                  -----------------------VLPIPIRNLLTVYRATKYIWHALDSLT

32.7BVeAmu1                  -----------------------FLPPPLRMAKAFWNYSSYLRRGMAGLG

32.3BBaBca1                  -----------------------FLPSPLRIARIVWHMIPFVRRGLHCLL

32.5BSpTde3                  -----------------------LLPIPVRRILALFSIMPRVKGGMRALK

32.1BBeAar4                  -----------------------FLPQPLQLPVTLGAAAPLLRHALEDLV

32.2BAcMtu1                  -----------------------TTGRTVATGVTIFTGYPFLRGALRSLR

6.17AEuMac1                  ---------------------------------------SFIWWSAYQGI

Nsp4                         ------------------------FALLLLPAAYVIGGYESAREGLTTLI

Ssp1                         ------------------------IAFFVLTAAYVIGGFDNAREGLTTLF

6.9BFiBsu2                   ------------------------IILFLL--AFVIGGFAKAKEGIEETL

6.11BGaPpu4                  ------------------------LPLILYVSAYVFGGWFTTKEAVTN-I

Nsp10                        -----------------------WIARAFYGIGIVIAGYPIARAGLFELR

6.13BCyNsp1                  -----------------------WIARAFYGIGIVIAGYPIARAGLFELR

Ava11                        -----------------------WIARAFYSVGIVIAGYPIAKAGLFELR

6.1BFiSau1                   -----------------------LVTSMLFVGSIVIGGYSLFKVGFQNLI

6.8BFiLmo1                   -----------------------YLTNALFIFAIFIGGYSLFKEGFKNLL

6.12BGaPpu1                  -----------------------WVVAGLALAAILGCGLGTYKKGWIALK

6.4BBeRme1                   -----------------------WGVVALALAAIFTGGLTTYKRGWIALR

6.14BAlSme6                  ------------------------TEPWIFTLAMLVGLLPIARRALMAAL

6.2BGaEco4                   ------------------------FGQLAFIATTLVGLYPIARQALRLIK

Ssp2                         -----------------------IAEFAVIIPAYLLSGWTVLKTAGRNIL

6.5BCyObr1                   -----------------------IAEYLVFIPAYLLSGWNVLTSAGRNIL

6.10BFiBsu3                  -----------------------TIEFFLFLGAYLIIGGDIIIRAVKNII

6.3BEpHpy1                   -----------------------KAMFFVLALVYLVSGKDVILGAFRGLR

25.1BAcSco3                  -----------------------IAELFWGLGTVAAVIPAVGWVLVALRR

25.2BAlSme3                  -----------------------LSAASWAAGTAVILASLLTEIAISLGR

25.3BFiEfa3                  -----------------------WAYGIILITGSVMALMMFWEMIQTLRE

6.16BGaPae5                  -----------------------VSQILLGVASLLVALPVARSAWDSLRH

5.26AEuTvo1                  ----------------------DWVLFILSIPVVFYSGFPFYRG--AYSA

Cu1-5.9EFuCal1               --------WVEDPLWVGNVSRNSWILFILATPVYFFAADTFHRK--AIKE

Nsp6                         --------------SILPILNNIWFHFGLATVALLIPGRPILVD--GWLG

Ter4                         --------------SEIPILGNIWFHAVLASLALLVPGREIIID--GARS

Ssp13                        --------------LGLPLLNDVWLHWGLATLTFVGPARGIVLD--GWRG

Ama3                         --------------FTLPWLTSIQFHWGLATLALLGPGRPILQE--GWQG

Tel3                         --------------GHWPMLEAMIWHWGLATIALVLPGWEILRE--GIAG

Ssp4                         --------------PMIPFFHHPIFHWSLATLAIAIPGREIFLD--GWRG

Pma1                         --------------LELVIVGALPFHAGLATVALLGPGRPILVG--GARA

Cu1.Chl-5.11EViAth34         -----------VNAPWIHAIHSTGFHVSLCLITLLGPGRKLVLD--GIKS

Cu1.Chl-5.12EViAth1          -----------AHGGIWDLLHNSYVKGGLAVGALLGPGRELLFD--GIKA

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------FRVEFAGSLYILFLLSSAVYFYGGYPFLKG--IFDE

Cu2-5.22BAqAae1              --------------IKVSFPYSNWVILLLSTAVFIYGGTFFLKG--MLEE

5.16BFiEfa1                  --------------FQIIFPYADVVAAVLATILYIYGGKPFYMG--AKDE

Cu1.Ag.eff-5.2BFiEhi2        --------------FQVTFPGSNWVVLVLATILFIYGGQPFLSG--AKME

5.27AKoKcr1                  --------------ISLGIHQG-IIGLISASLLFLYGGYPFLRG--AVSE

Nsp8                         --------VPIS---ALPWFTWGVWLFILATPVQFIGGWSFYVG--AWNA

Ag.eff-5.4BGaSen1            --------LRNT---VPPQYNT-WLQLLLASPVVLWCGWPFFAR--AGMS

Nsp9                         --------TGLDLPLIPIWLHNPWLQLVLTTPVQFWCGYSFYIN--TWKA

Nsp11                        --------TGLHLPFIPVWLHNPWVQLILTTPVQFWCGYSFYIN--GWKA

Ama4                         --------TGIPMAWIPAWAHHPILQFILTVPVQFWCGYSFYGG--ALKA

Ter3                         --------TGLNLSWIPSWLGNPLIQLILTTLVMIWCGKSFFFA--AIKG

Ssp12                        --------LGMDIPGFPMWLHNPGLQLLLTAPVQFWVGKHFYRG--AWAA

Ssp3                         --------LGVNIPHFPHIFHDPWLQWLLATPVQFWSGAEFYRG--AWKS

Gvi2                         --------LETAMMAAAPEAVWRWLMFALATPVQFGPGLRFYRS--GWAS

Au2-5.20BGaSen5              --------MHEWVIKTIGLQQSWYWQFALTLLVLTIPGRRFYLK--GFPA

Cu1.Ag.eff-5.5BGaEco2        --------TADNRSLWLVIG-------LITLAVMVFAGGHFYRS--AWKS

5.18BFiBsu1                  --------FIWVPD----IFLNPWMQFALATPVQFLIGWPFYVG--AYKA

Cu2.Fe3.Pb2-5.19BFiSau2      ---------MHIPA----LFTNPWFQFILATPVQFIIGWQFYVG--AYKN

Cu2upt-5.1BFiEhi1            --------HGPIVS----FFHLSLVQLLFALPVQFYVGWRFYKG--AYHA

5.15BFiEfa2                  --------LPNIVDPMINAFNFSLLQLILTLPIMVVS-WEYFQK--GFKT

5.23BSpLin1                  --------NFEYLS----FLMNPWLQFVLATPIQFWIGASFYKG--SFRA

Cu1.Ag.eff-5.3EMeHsa23       EPHQSMVLDHNIIPG---LSILNLIFFILCTFVQLLGGWYFYVQ--AYKS

Cu1.eff-5.6EMeHsa16          NLHSSMFLERQILPG---LSVMNLLSFLLCVPVQFFGGWYFYIQ--AYKA

Cu1.Ag.eff-5.7AEuAfu2        --------------------YEDFVQLLIALPAIFYSGSSIFKA--AFSA

Cu2.GA-5.17EFuSce13          ----------KETSFVRGLFYRDILGVILASYIQFSVGFYFYK--AAWAS

Cu1.GA-5.8EFuCal2            -----------------GLYLVSLLELILSTYIQFYLGSVFIKKFSSFLR

Cd2-5.14EFuSce9              IILTIPILVMAWAPQLREKISTISASMVLATIIQFVIAGPFYLN--ALKS

Cu1.Ag-5.21BAqAae2           SLFFLVGMFFTFP-------LKYELQFLLSSIVQFTAGWKFYRG--AYSS

5.25ACrPae1                  LIPAVLISTVLAPTMLGIKVVPPLAQMALTAIVQFYSGWRFISG--AARA

5.28ACrApe2                  IVYYILLALERLAGVEAAGAVLPYYGAVVFAIVLLGPGRRFLVG--AYRS

5.24ACrSso1                  LAVGIIFTPLTY-------LLPFFFGILVSIAVQFYSGLRFHKG--AYRA

27.2BSpLbi1                  ---------YFTGIDLNLKRMFHYASWVFATPAYLYSGFPFMSG--FLTS

27.3BEpNsp1                  ---------FFTGMRGDIKQILDIAEFALATPTLFYSGWVFFKG--AYYG

27.1BBeNme1                  ---------YGGDIEPDFLQILHWGGFLMVLPVVFYCAVPFYQG--ALRD

Cu1-5.13ACrSso2              -------------------IIFRVTIILLVTTNLFYIALPIYKG--ASHA

Ssp6                         ----------------------------RQQGLSQ-QQVAENLQVYGKNE

Ava3                         ----------------------------RTHGLTQ-EQIDENLQHYGTNE

Nsp5                         ----------------------------ADSGLTT-EEVEQRLQKYGPNE

Tel5                         ----------------------------RQQGLSF-AEVQRRQTQYGRNE

Ssp11                        ----------------------------PDRGLTT-QQVIQRQRQYGPNE

Ssp8                         ----------------------------PHRGLAE-KTVMERRRTYGLNE

Ava5                         ----------------------------ASWGLST-PEASHRLEKYGFNE

Ama2                         ----------------------------LDQGLSQ-TEVTNRQQTHGLNE

Gvi3                         ----------------------------AERGLPG-AEAARRLAEGGANE

2.21BThPmo1                  ----------------------------TIQGLST-QEAKERLSRYGENK

GA-2.19EViAth27              ----------------------------PTKGLSD-SQVVHHSRLYGRNV

ER-2.7EMeHsa25               ----------------------------ESTGLSL-EQVKKLKERWGSNE

Ca.Mn.GA-2.13EViAth13        ----------------------------REKGLSS-DEVLKRHQIYGLNE

2.8EApPfa2                   ----------------------------KDNGLKN-EELDDRRLKYGLNE

Ssp7                         ----------------------------PGLGLTA-EAVAQRYEQYGRNE

2.4BCySsp6                   ----------------------------PGLGLTA-EAVAQRYEQYGRNE

Ama1                         ----------------------------SEWGLTS-EEVANRYEIYGWNQ

Ava2                         ----------------------------LDTGLTS-NQVAKRQESFGANE

Ava4                         ----------------------------AEIGLSS-NQAQHLLTSGGANE

Ssp10                        ----------------------------LERGLSQ-AEVIQRQKQYGPNE

GAeff-2.5EMeHsa12            ----------------------------LQNGLNK-CEVSHRRAFHGWNK

Ca.Mn.GA-2.9EMeHsa2          ----------------------------LHTGLSE-FSVTQRRLAHGWNE

Ca.Mn.GA-2.16EMeCel2         ----------------------------LEEGLTT-AEATRRRQYHGYNE

GAeff-2.3EFuSce2             ----------------------------KNGGLRSSNEANNRRSLYGPNE

2.6EFuNcr3                   ----------------------------LTHGLTP-AEALSRLHDYGPNE

2.23AEuMva3                  -----------------------------PNGISK-KDADERLNRFGENI

2.24BAqAae1                  -----------------------------RRGLSE-EEAKKRLKIYGKNE

Ssp9                         ----------------------------SPQGLSG-EEAARRLQRYGLNE

Ava7                         ----------------------------TENGLTE-YEATQSLERYGANE

1.5BSpLbi2                   ----------------------------LQIGLTE-KEAKIRLSTFGKNV

Na.K-1.1EMeHsa13             ----------------------------LSRGLTS-ARAAEILARDGPNA

N.K-1.6EMeSac1               ----------------------------LTRGLTN-ARAKEILARDGPNS

H.K.NoGas1.4EMeRno1          ----------------------------IIQGLSS-VRATELLARDGPNT

H.K.Gas-1.2EMeHsa24          ----------------------------ATKGLSA-SLAAELLLRDGPNA

Na-1.3ERaHak1                ----------------------------SVEGLSQ-EEAQKRNREFGDDR

9.1EFuSce8                   ----------------------------LTEGLTQ-DESLRRLKAVGENT

9.4EFuZro1                   ----------------------------TEHGLNA-NEAHARLKHGGPNN

9.3EFuDoc1                   ----------------------------IINGLST-SQANQTLKDFGANT

9.5EFuUma1                   ----------------------------AEHGLNK-KDIESRRQEFGQNM

9.2EFuSpo3                   ----------------------------IPNGLTH-EEAQNRLSEYGENR

9.6EFuUma2                   ----------------------------INIGLSE-GQATTRLNEYGPNQ

Ava8                         ----------------------------ESITGLSASAVGDRLQQEGYNE

30.4BCyAva17                 ----------------------------ESITGLSASAVGDRLQQEGYNE

30.3BSpLbi4                  ----------------------------IELG-LTYEMVKKNRSVYGPNE

30.2BBaFjo5                  ----------------------------NHLKGLTVNEVKVSRERYGYNR

Ava1                         ----------------------------SIEGLSE-IESEIHLEKYGLNE

4.1BGaSen1                   ----------------------------HPEGLNA-AEVTRAREKHGENR

4.2BSpLin3                   ----------------------------NRNGLSE-EEAKKRLLQFGENK

Ter2                         ----------------------------QGLTEAEVEASR---QKYGYNL

2.22BFiSth8                  ----------------------------KGLTSAEVQASK---NAHGDNR

PMeff-2.1EMeHsa11            ----------------------------EGLSGNPADLEK-RRQVFGHNV

PM-2.25EMeHsa1               ----------------------------EGLSGNPADLER-REAVFGKNF

PM-2.15EMeCel1               ----------------------------VGLNGEQADLDR-RRHVYGANT

Vac-2.17EnoDdi23             ----------------------------TGLPLEKSSTEENRVLKYSKNI

PM-2.10EViAth45              ----------------------------KGISGDDDDLLK-RKTIYGSNT

PM-2.14EViAth40              ----------------------------QGINEDEKEVID-RKNAFGSNT

Chl-2.11EViAth32             ----------------------------SGISTSEDLLSV-RKEIYGINQ

PM-2.12EViAth11              ----------------------------DGLSTEAAQLSQ-RQELFGINK

Vac-2.2EFuSce6               ----------------------------ISLPEISNYRKTNRYKNYGDNS

Vac-2.18EApTgo1              -------------------------------SEQGGDLVQTQQRRFGVNR

3.1EFuNcr1                   -------------------VPEDMLQTDTRVGLTS-EEVVQRRRKYGLNQ

3.6EFuSce5                   -------------------VPEEYLQTDPSYGLTS-DEVLKRRKKYGLNQ

3.4AEuMja1                   ----------------------------IKTGLST-EEAKKRLKIYGYNE

3.7EViAth21                  ---------------------------CTREGLTT-QEGEDRIVIFGPNK

3.2ETrLma9                   ----------------------------PSKGLTT-EEAEELLTKYGRNE

3.5ETrTbr5                   ----------------------------PSKGLTS-AEAEELLLKYGRNE

Ter1                         ----------------------------RAVGRGNNIKLDTSRS------

23.3BCyTer4                  ----------------------------RAVGRGNNIKLDTSRS------

Tel1                         ----------------------------QARGRINRQVSESNRT------

23.1BAcSco4                  ----------------------------IARGQVNDVPVRSSRS------

23.2BFiEfa2                  ----------------------------QRKGLVNAAVDTEFIT------

24.3BDeHoc1                  ----------------------------MKVGQGLSILAMGNAVRLAAAI

24.4BGaHch1                  ----------------------------RLAASLASLCAMLNSYRLARNV

24.1BAcMbo1                  ----------------------------SFRRWLNPVNAAAATALVSGMW

15.1EnoDdi18                 -----------------------SKINELVKTGLSMNKYQEGRDLFGPNL

16.1EOlTth26                 -----------------------QIYEKYGRGVPSEENLKQQVSIYGLNN

14.1EFuSce15                 -----------------------VDLSTVSN-GLTKGVQEDRELAFGKNQ

13.1EMeHsa8                  -----------------------CDDVHRSRHGLSLQDQMVRKAIYGPNV

8.1EMeBta1                   ----------------------------------KFCNNHVSTAKYNIIT

8.8EMeMmu1                   ----------------------------------KFCDNRISTAKYSVLT

8.2EFuSce10                  ----------------------------------GYSDNHISTTKYNFAT

8.6EViAth15                  ----------------------------------RFKGNSISTTKYNVFT

8.4EFuSce14                  -----------------------------GNPIMQYPRNKIRTTKYTPLT

8.5EFuSce4                   -----------------------------GLPLAVYPRNKIRTTKYTPLT

8.7EViAth19                  ---------------------------------FEFTGNSIKTAKYSVFT

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  -------------------------LFFKSKSTVALTGIRRFLNYNTLST

6.7EViAth1                   ---------------------------WLAVAAVVAGIYPILAKAVASLA

8.3ETrLdo1                   ---------------------------PELNAQFNYPSNFIRTSKYTLIS

Mn.Cd-3.3BFiLpl1             -----------------------------MIEDLTEQQAAAKLAADGFND

28.1BGaLpn4                  -------------------LVAYYVITGLTSLMTLYLGHTVYQSAWQALK

29.1BDeBba2                  -----------------------WLSFALFLPILLYSAQPFYKGAWNSLK

29.2BBaFjo4                  -----------------YKPFFRLLIFVLALPSFFYSASGYYVSAYKSIK

30.1BDeBba3                  -------------------------------GGLIDSELAEQRSRFPAND

31.1BGaMca11                 ------------------------ALLPLSAAVFAYTSIPCFRGAYERLS

Tel4                         --------------------------LAVVGTTVLASAWPWFQRVGHQIS

Ava6                         ----------------------------TSALGLSSESAAANLRKYGANV

12.1ERhCme8                  --------------RGNQESAVADVEDPAAPEAEVQPASLVLHRPLGIDL

24.2BChTro1                  ---------------LAALALGFGLPVSPTLAAILLGGSALLAIVLSWVR

6.6EViAth26                  -----------------------AAAMFLAAAVCPYLAPEPYIKSLQNAF

26.1BAcCdi2                  -----------------------WALAALSLPVVLYGAWPFHRATIGGAR

11.1EFuEcu1                  -------------------DFEELYSTEISKSPETERAEAIQRNIFYGRN

17.1EFuSpo12                 -------------------------TPAYIQNGLDTFTIAKLRQVYGSNS

18.1EApCpa6                  ----------------------SFLNNENTDDSNNMDSIEYIQEDSIRQN

19.1EOlTth19                 --------------------------NQLGRKGLNQQQLQLLEQCYGKCI

20.1EOlTth57                 ------------------------DIKSIHAEGLNDHKVEAHLEKYGNCE

31.2BGaMca1                  -------------------VANASVGLGAVGELMLPLATPLAAGLLVAGN

10.1EFuSce3                  ---------------------------DFQKCKGHSGDLTHLKRLYGENS

2.20BFiCac3                  -----------------------------YTTGLSDEEVLQNRKLYGSNK

21.1EBaTps13                 ----------------------YLLSNDIIRGLCSNAKLLHAQERFGPYA

22.1EApCpa2                  ---------------------------DQVIESFGNHDKDKILEFVGTNS

Nsp2                         PNLFG---------------------------------------------

Ava9                         PNLFG---------------------------------------------

Ssp5                         PNLFG---------------------------------------------

Ava10                        PDLFG---------------------------------------------

Gvi5                         PSLFG---------------------------------------------

7.1BGaEco3                   MASGA---------------------------------------------

Nsp1                         KERK----------------------------------------------

Ava12                        QKRK----------------------------------------------

Tel2                         EEKQ----------------------------------------------

32.8BCyTel1                  EEKQ----------------------------------------------

Tel6                         HR-H----------------------------------------------

32.6AEuMsm6                  SFR-----------------------------------------------

32.7BVeAmu1                  SGR-----------------------------------------------

32.3BBaBca1                  RRR-----------------------------------------------

32.5BSpTde3                  GGRP----------------------------------------------

32.1BBeAar4                  ANG-----------------------------------------------

32.2BAcMtu1                  SGK-----------------------------------------------

6.17AEuMac1                  KERD----------------------------------------------

Nsp4                         KEKE----------------------------------------------

Ssp1                         EEKE----------------------------------------------

6.9BFiBsu2                   ESKT----------------------------------------------

6.11BGaPpu4                  RQKR----------------------------------------------

Nsp10                        L-RR----------------------------------------------

6.13BCyNsp1                  L-RR----------------------------------------------

Ava11                        L-RR----------------------------------------------

6.1BFiSau1                   R-FD----------------------------------------------

6.8BFiLmo1                   K-FE----------------------------------------------

6.12BGaPpu1                  N-RN----------------------------------------------

6.4BBeRme1                   N-RN----------------------------------------------

6.14BAlSme6                  SGTL----------------------------------------------

6.2BGaEco4                   SGSY----------------------------------------------

Ssp2                         RGQI----------------------------------------------

6.5BCyObr1                   RGRV----------------------------------------------

6.10BFiBsu3                  RGQV----------------------------------------------

6.3BEpHpy1                   KGQF----------------------------------------------

25.1BAcSco3                  GHAG----------------------------------------------

25.2BAlSme3                  KEFG----------------------------------------------

25.3BFiEfa3                  GKYG----------------------------------------------

6.16BGaPae5                  PSLH----------------------------------------------

5.26AEuTvo1                  IRNFS---------------------------------------------

Cu1-5.9EFuCal1               IKSLWFHKNSFKSRL-----------------------------------

Nsp6                         WRRNA---------------------------------------------

Ter4                         LSRNA---------------------------------------------

Ssp13                        ARRLA---------------------------------------------

Ama3                         LWQNR---------------------------------------------

Tel3                         LSQGR---------------------------------------------

Ssp4                         LRFGH---------------------------------------------

Pma1                         ALALT---------------------------------------------

Cu1.Chl-5.11EViAth34         LLKGS---------------------------------------------

Cu1.Chl-5.12EViAth1          FGKRS---------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       LRRRQ---------------------------------------------

Cu2-5.22BAqAae1              LKKKN---------------------------------------------

5.16BFiEfa1                  FNSKA---------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        LKQKS---------------------------------------------

5.27AKoKcr1                  LKERS---------------------------------------------

Nsp8                         IKSRN---------------------------------------------

Ag.eff-5.4BGaSen1            LRNRS---------------------------------------------

Nsp9                         FQRHA---------------------------------------------

Nsp11                        LKRHA---------------------------------------------

Ama4                         LKQRT---------------------------------------------

Ter3                         LKNRY---------------------------------------------

Ssp12                        WQRRS---------------------------------------------

Ssp3                         VRTRS---------------------------------------------

Gvi2                         LRHGA---------------------------------------------

Au2-5.20BGaSen5              LARLA---------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        LLNGA---------------------------------------------

5.18BFiBsu1                  LRNKS---------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      LRNGG---------------------------------------------

Cu2upt-5.1BFiEhi1            LKTKA---------------------------------------------

5.15BFiEfa2                  LFKGH---------------------------------------------

5.23BSpLin1                  LRNGG---------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       LRHRS---------------------------------------------

Cu1.eff-5.6EMeHsa16          LKHKT---------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        LRRRT---------------------------------------------

Cu2.GA-5.17EFuSce13          LKHGS---------------------------------------------

Cu1.GA-5.8EFuCal2            KKFKG---------------------------------------------

Cd2-5.14EFuSce9              LIFSR---------------------------------------------

Cu1.Ag-5.21BAqAae2           LKKG----------------------------------------------

5.25ACrPae1                  FRNK----------------------------------------------

5.28ACrApe2                  LKNG----------------------------------------------

5.24ACrSso1                  LKNK----------------------------------------------

27.2BSpLbi1                  IRRRT---------------------------------------------

27.3BEpNsp1                  LKNRF---------------------------------------------

27.1BBeNme1                  LKNRR---------------------------------------------

Cu1-5.13ACrSso2              IGKGI---------------------------------------------

Ssp6                         LI------------------------------------------------

Ava3                         LV------------------------------------------------

Nsp5                         LE------------------------------------------------

Tel5                         LV------------------------------------------------

Ssp11                        LI------------------------------------------------

Ssp8                         IT------------------------------------------------

Ava5                         LI------------------------------------------------

Ama2                         LI------------------------------------------------

Gvi3                         LV------------------------------------------------

2.21BThPmo1                  LA------------------------------------------------

GA-2.19EViAth27              LP------------------------------------------------

ER-2.7EMeHsa25               LP------------------------------------------------

Ca.Mn.GA-2.13EViAth13        LE------------------------------------------------

2.8EApPfa2                   LE------------------------------------------------

Ssp7                         LK------------------------------------------------

2.4BCySsp6                   LK------------------------------------------------

Ama1                         LP------------------------------------------------

Ava2                         LK------------------------------------------------

Ava4                         LT------------------------------------------------

Ssp10                        LK------------------------------------------------

GAeff-2.5EMeHsa12            FD------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          FV------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         FD------------------------------------------------

GAeff-2.3EFuSce2             IT------------------------------------------------

2.6EFuNcr3                   IP------------------------------------------------

2.23AEuMva3                  IE------------------------------------------------

2.24BAqAae1                  IE------------------------------------------------

Ssp9                         LA------------------------------------------------

Ava7                         LP------------------------------------------------

1.5BSpLbi2                   IE------------------------------------------------

Na.K-1.1EMeHsa13             LT------------------------------------------------

N.K-1.6EMeSac1               LT------------------------------------------------

H.K.NoGas1.4EMeRno1          LT------------------------------------------------

H.K.Gas-1.2EMeHsa24          LR------------------------------------------------

Na-1.3ERaHak1                LT------------------------------------------------

9.1EFuSce8                   LG------------------------------------------------

9.4EFuZro1                   LG------------------------------------------------

9.3EFuDoc1                   LG------------------------------------------------

9.5EFuUma1                   LE------------------------------------------------

9.2EFuSpo3                   LE------------------------------------------------

9.6EFuUma2                   LK------------------------------------------------

Ava8                         LP------------------------------------------------

30.4BCyAva17                 LP------------------------------------------------

30.3BSpLbi4                  IS------------------------------------------------

30.2BBaFjo5                  ME------------------------------------------------

Ava1                         IA------------------------------------------------

4.1BGaSen1                   LP------------------------------------------------

4.2BSpLin3                   LS------------------------------------------------

Ter2                         LT------------------------------------------------

2.22BFiSth8                  LS------------------------------------------------

PMeff-2.1EMeHsa11            IP------------------------------------------------

PM-2.25EMeHsa1               IP------------------------------------------------

PM-2.15EMeCel1               IP------------------------------------------------

Vac-2.17EnoDdi23             LP------------------------------------------------

PM-2.10EViAth45              YP------------------------------------------------

PM-2.14EViAth40              YP------------------------------------------------

Chl-2.11EViAth32             FT------------------------------------------------

PM-2.12EViAth11              FA------------------------------------------------

Vac-2.2EFuSce6               LP------------------------------------------------

Vac-2.18EApTgo1              IP------------------------------------------------

3.1EFuNcr1                   MK------------------------------------------------

3.6EFuSce5                   MA------------------------------------------------

3.4AEuMja1                   IP------------------------------------------------

3.7EViAth21                  LE------------------------------------------------

3.2ETrLma9                   LP------------------------------------------------

3.5ETrTbr5                   LP------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  DIP-EHDPHAAAAAAALPWHNMDIAEVLSAVRTSDDGLSESVALQRR---

24.4BGaHch1                  S-----ELPLSLRHDSTPWHAMDAEAVLERLQQRE---PLPVALEQS---

24.1BAcMbo1                  SAAKVLRMPDPTPQPLTAWHALDPEIVYSRLAGGSRPLAVEPGIPAWRRI

15.1EnoDdi18                 ISVPL---------------------------------------------

16.1EOlTth26                 TEIPD---------------------------------------------

14.1EFuSce15                 INLRM---------------------------------------------

13.1EMeHsa8                  ISIPV---------------------------------------------

8.1EMeBta1                   FLPRF---------------------------------------------

8.8EMeMmu1                   FLPRF---------------------------------------------

8.2EFuSce10                  FLPKF---------------------------------------------

8.6EViAth15                  FLPKG---------------------------------------------

8.4EFuSce14                  FLPKN---------------------------------------------

8.5EFuSce4                   FFPKN---------------------------------------------

8.7EViAth19                  FLPRN---------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  LALAMP--------------------------------------------

6.7EViAth1                   RFR-----------------------------------------------

8.3ETrLdo1                   FLPLS---------------------------------------------

Mn.Cd-3.3BFiLpl1             VPEPTFN-------------------------------------------

28.1BGaLpn4                  EKK-----------------------------------------------

29.1BDeBba2                  YKVIN---------------------------------------------

29.2BBaFjo4                  SG------------------------------------------------

30.1BDeBba3                  IVEVTG--------------------------------------------

31.1BGaMca11                 KEKR----------------------------------------------

Tel4                         QGHPP---------------------------------------------

Ava6                         LSETEVR-------------------------------------------

12.1ERhCme8                  LEADVIRAIVG---------------------------------------

24.2BChTro1                  LWGQPPSSVAPVYVDPEPERWGDRAPDELFREFATSPHG-----------

6.6EViAth26                  MIVGFPLVG-----------------------------------------

26.1BAcCdi2                  RG------------------------------------------------

11.1EFuEcu1                  VTSLP---------------------------------------------

17.1EFuSpo12                 LVSTK---------------------------------------------

18.1EApCpa6                  LQKIFG--------------------------------------------

19.1EOlTth19                 MQIPIP--------------------------------------------

20.1EOlTth57                 IHIPLP--------------------------------------------

31.2BGaMca1                  LR------------------------------------------------

10.1EFuSce3                  FDIPIP--------------------------------------------

2.20BFiCac3                  IVSTK---------------------------------------------

21.1EBaTps13                 HITIP---------------------------------------------

22.1EApCpa2                  LGSYP---------------------------------------------

Nsp2                         -----------------------------TVQANINQQRLLNGLIT----

Ava9                         -----------------------------TIQADVNQQRLLNGIIT----

Ssp5                         -----------------------------VTGT----SAMFNGLVT----

Ava10                        -----------------------------PNQQ--KNPHLFNGLLT----

Gvi5                         -----------------------------EQPE---GTRVLNGLIT----

7.1BGaEco3                   -----------------------------MPGN-----ALFSAAIS----

Nsp1                         -------------------------LSIDFLDFIAIAITTVQGQFL----

Ava12                        -------------------------LNIDCLDFIAIALTSAQGNLL----

Tel2                         -------------------------LTIDFLDGLAIFLHTTQGHYF----

32.8BCyTel1                  -------------------------LTIDFLDGLAIFLHTTQGHYF----

Tel6                         -------------------------LNVTQLESLWTILHTLQGEYL----

32.6AEuMsm6                  -------------------------VDVALLDGAAVTGSLLKRDFD----

32.7BVeAmu1                  -------------------------LNVAVLDAVSIGVSIGTKAYG----

32.3BBaBca1                  -------------------------IKVELLDALSISISACRGDFG----

32.5BSpTde3                  -------------------------FCAETLDATALSLSYATGDLN----

32.1BBeAar4                  -------------------------ISSHVLEAMAVSISLARGDYT----

32.2BAcMtu1                  -------------------------AGTDALVSAATVASLILRENV----

6.17AEuMac1                  -------------------------FTADIPVTIATIAAIAIGQYS----

Nsp4                         -------------------------LDVDLLMIVAALGAASLGLWRREYH

Ssp1                         -------------------------FDVDLLMIVAALGAAGLGLWRREYT

6.9BFiBsu2                   -------------------------LNVELLMIFAAIGSALIGYWA----

6.11BGaPpu4                  -------------------------FEIDSLMLLAAVGAASIGAWA----

Nsp10                        -------------------------ADMNLLMTISVIGAVILGDWF----

6.13BCyNsp1                  -------------------------ADMNLLMTISVIGAVILGDWF----

Ava11                        -------------------------ADMNLLMTISVIGAVILGDWF----

6.1BFiSau1                   -------------------------FDMKTLMTVAVIGATIIGKWA----

6.8BFiLmo1                   -------------------------FTMETLMTIAIIGAAFIGEWA----

6.12BGaPpu1                  -------------------------LNINALMSIAVTGAVLIGQWP----

6.4BBeRme1                   -------------------------LNMNALMSIAVTGAMLIGHWP----

6.14BAlSme6                  -------------------------FSIEMLMTIAAAGAVFIGAGE----

6.2BGaEco4                   -------------------------FAIETLMSVAAIGALFIGATA----

Ssp2                         -------------------------FDENFLMTIATLGALAIHQLP----

6.5BCyObr1                   -------------------------FDENFLMTVATLGAVAIHKLP----

6.10BFiBsu3                  -------------------------FDEHFLMALATIGAFLIQQYP----

6.3BEpHpy1                   -------------------------FDENALMLIATIAAFFVGAYE----

25.1BAcSco3                  ---------------------------VDLIAVLALGGTLAVGEYL----

25.2BAlSme3                  ---------------------------LDLIAALAMGGALILGEYL----

25.3BFiEfa3                  ---------------------------VDILAITAIVATLAVGEYW----

6.16BGaPae5                  -------------------------GVTDQLIALAMLGAWASGDLL----

5.26AEuTvo1                  -------------------------GNMDLLISIGVLTAFFFSLFVSIFP

Cu1-5.9EFuCal1               ----------------------LKFGSMNLLMSLGTTVAYFASIVLIGLS

Nsp6                         -------------------------PNMNTLVGLGTLTAYTASVVALLFP

Ter4                         -------------------------PNMNTLVGLGAVTAYTTSIVALLVP

Ssp13                        -------------------------PNMNTLVTLGSGSAYLASLVGLLAP

Ama3                         -------------------------PNMNTLISLGSITAYLASVVAVVWP

Tel3                         -------------------------PNMNTLVALGALGAYLTSTVAWLWP

Ssp4                         -------------------------ANMNTLVALGTGSAYLTSCIAWAWP

Pma1                         -------------------------PTMDTLVGLGVSSAYLASLVALLWP

Cu1.Chl-5.11EViAth34         -------------------------PNMNTLVGLGALSSFSVSSLAAMIP

Cu1.Chl-5.12EViAth1          -------------------------PNMNSLVGLGSMAAFSISLISLVNP

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       -------------------------PGMMTLIAVAISVAYFYSSAVVFG-

Cu2-5.22BAqAae1              -------------------------PGMMTLVGLAISVAYIYS-VYTFF-

5.16BFiEfa1                  -------------------------PGMMSLITLGITVSYAYSVYAVAAR

Cu1.Ag.eff-5.2BFiEhi2        -------------------------PAMMTLIAMGITVAYVYSVYSFIAN

5.27AKoKcr1                  -------------------------PGMMLLVSIGISASFFYSLYSFLS-

Nsp8                         -------------------------VNMDFLIALGTSVAYFYSVAVIFFP

Ag.eff-5.4BGaSen1            -------------------------LNMFTLVAMGTGVAWVYSVIATVFP

Nsp9                         -------------------------ATMDTLITLGTSAAYFYSLFATLFP

Nsp11                        -------------------------ATMDTLIALGTSAAYFYSLFPTLFP

Ama4                         -------------------------ATMDTLIALGTSAAFFYSLVVTFIP

Ter3                         -------------------------VDMNTLVAIGTGAAYLYSLFPTFSP

Ssp12                        -------------------------ADMNTLVALGTSAAFFYSVFPTVFP

Ssp3                         -------------------------ATMDTLVALGTSAAYFYSVAITLFP

Gvi2                         -------------------------PDMNALVMIGTCAAYFYSATAVLFA

Au2-5.20BGaSen5              -------------------------PDMNSLVAVGTAAAFGYSLVATFTP

Cu1.Ag.eff-5.5BGaEco2        -------------------------ATMDTLVALGTGVAWLYSMSVNLWP

5.18BFiBsu1                  -------------------------ANMDVLVALGTTAAYAYSLYLTF-Q

Cu2.Fe3.Pb2-5.19BFiSau2      -------------------------ANMDVLVAVGTSAAYFYSIYEMV-R

Cu2upt-5.1BFiEhi1            -------------------------PNMDVLVAIGTSAAFALSIYNGF-F

5.15BFiEfa2                  -------------------------PNMDSLIALGTAAAFVYSLAATIGA

5.23BSpLin1                  -------------------------ANMDVLVVLGTSAAYFYSVYLTFIF

Cu1.Ag.eff-5.3EMeHsa23       -------------------------ANMDVLIVLATSIAYVYSLVILVVA

Cu1.eff-5.6EMeHsa16          -------------------------ANMDVLIVLATTIAFAYSLIILLVA

Cu1.Ag.eff-5.7AEuAfu2        -------------------------LNMDVMYSMGVGAAFLASVLSTAGV

Cu2.GA-5.17EFuSce13          -------------------------GTMDTLVCVSTTCAYTFSVFSLVHN

Cu1.GA-5.8EFuCal2            -------------------------ATMDVLVCISTMCSYIFSLTTIIVS

Cd2-5.14EFuSce9              ------------------------LIEMDLLIVLSTSAAYIFSIVSFGYF

Cu1.Ag-5.21BAqAae2           ------------------------IGSMDTLVALGTTGAYVYSVLSYFNL

5.25ACrPae1                  ------------------------TANMDTLVTLGTLSAFLYSSYAVFSG

5.28ACrApe2                  ------------------------TPGMDALVSLGTLSIYFYSLAATLNI

5.24ACrSso1                  ------------------------TTNMDVLVSLASNILWLSSIFLHN--

27.2BSpLbi1                  -------------------------LSMDFLLFLGISMAYFYSVYVTLTD

27.3BEpNsp1                  -------------------------INMDFLVATGALLTYIYSIYAMVTR

27.1BBeNme1                  -------------------------VGMDTPITVAIIMTFIAGVYSLATN

Cu1-5.13ACrSso2              -------------------------LNEHVLYGVAGISSYILGIVGFLEF

Ssp6                         ----------------ETGGRTSWNILVDQFTNIMLLLLIAVAVISAAID

Ava3                         ----------------EISGRSPWEIFWDQFKNIMLLMLIAVAIISMLLD

Nsp5                         ----------------EHGGRSAWEILFDQFKNIMLLMLIAVAFISGSLD

Tel5                         ----------------DNGRRPRWQIFTDQFRNVMLIMLLVVAFISGTLE

Ssp11                        ----------------TTSGRSSWQVLLDQFRNIMLLMLIAVAAISATLD

Ssp8                         ----------------TIAGRNNWQILLDQFTNVMLLMLIGVAIISGALD

Ava5                         ----------------EPGLKQSWQILWEQLSETLVIILIAAAVISALLG

Ama2                         ----------------EQDRESPWQMLWKQLTATMVLILIVAAVLSGLLG

Gvi3                         ----------------DRGARSPWIILWEQLSAVMVLILLGAAGLSLVLG

2.21BThPmo1                  ----------------TQKNRSLLQLFFAQLNDAMIYVLLGAALISAILG

GA-2.19EViAth27              ----------------EEKRTPFWKLVLKQFDDLLVKILIVAAIVSFVLA

ER-2.7EMeHsa25               ----------------AEEGKTLLELVIEQFEDLLVRILLLAACISFVLA

Ca.Mn.GA-2.13EViAth13        ----------------KPEGTSIFKLILEQFNDTLVRILLAAAVISFVLA

2.8EApPfa2                   ----------------VEKKKSIFELILNQFDDLLVKILLLAAFISFVLT

Ssp7                         ----------------FKPGKPAWLRFLLQFHQPLLYILLIAGTVKAFLG

2.4BCySsp6                   ----------------FKPGKPAWLRFLLQFHQPLLYILLIAGTVKAFLG

Ama1                         ----------------IKPGKPIWLRFLLQFHQPLLYILLIAGGVKAFLG

Ava2                         ----------------GKQGSSPIVRFLLQFNQPLLYILLIAGAIKALIG

Ava4                         ----------------GKKGKPWWLKFLLQFNQPLLIILLCAGLVKALSG

Ssp10                        ----------------AKAATPAWVKFLQQFNQSLLYILMVAGAVKAFLG

GAeff-2.5EMeHsa12            ----------------ISEDEPLWKKYISQFKNP-LIMLLLASAVISVLM

Ca.Mn.GA-2.9EMeHsa2          ----------------ADNSEPVWKKYLDQFKNP-LILLLLGSALVSVLT

Ca.Mn.GA-2.16EMeCel2         ----------------VGEEEPIYKKYLEQFQNP-LILLLLASAFVSIVM

GAeff-2.3EFuSce2             ----------------VEDDESLFKKFLSNFIEDRMILLLIGSAVVSLFM

2.6EFuNcr3                   ----------------HDPPEPLWLRFVKQFQEP-LILLLLASAGASILV

2.23AEuMva3                  ----------------NYE-RSKLSIFLKQFMSPVIYVLIFAAILAFFIG

2.24BAqAae1                  ----------------EEE-ESLIKVFFRQFNNPFVYILFVASGISAYIG

Ssp9                         ----------------EPVQRPLWLRFVDQMTHFMALLLWVAGILAFVS-

Ava7                         ----------------ETPQRPMWLRFTDQLTHFMALLLWVAGILAFIS-

1.5BSpLbi2                   ----------------KEKSVPMIWKFIKSFFNLFAILLWVATGLCFVPG

Na.K-1.1EMeHsa13             ----------------PPPTTPEWIKFCRQLFGGFSMLLWIGAILCFLAY

N.K-1.6EMeSac1               ----------------PPPTTPEWIKFCRQLFGGFSILLWIGAILCFLAY

H.K.NoGas1.4EMeRno1          ----------------PPKQTPEIIKFLKQMVGGFSILLWIGAALCWIAF

H.K.Gas-1.2EMeHsa24          ----------------PPRGTPEYVKFARQLAGGLQCLMWVAAAICLIAF

Na-1.3ERaHak1                ----------------PPPTTPKWVKFLKEMTGFFSLLLWGGGILCFIRY

9.1EFuSce8                   ----------------DDTKIDYKAMVLHQVCNAMIMVLVISMAISFAVR

9.4EFuZro1                   ----------------EDTGIDYKSLVIHQVCNAMVMVLFISMVISFAIR

9.3EFuDoc1                   ----------------DGDKISLTKIIAHQVCNAMILVLIISMVIALAIK

9.5EFuUma1                   ----------------GGDEISIWKIMAHQIANAMTLVLILAMGVSLGIG

9.2EFuSpo3                   ----------------ADSGVSAWKVLLRQVLNAMCVVLILAAALSFGTT

9.6EFuUma2                   ----------------ETNRVSATSILIRQMANALTLVLLAAMALSFGVK

Ava8                         ----------------STQQRTIWGIALEIFQEPIFLLLLGCGVIYLFLG

30.4BCyAva17                 ----------------STQQRTIWGIALEIFQEPIFLLLLGCGVIYLFLG

30.3BSpLbi4                  ----------------STKKLGLFRMLFGVVTEPMILLLISISIVYLLLG

30.2BBaFjo5                  ----------------AIGKNSLLDMLINILKEPMLILLFAISIIYVIVG

Ava1                         ----------------RERPPKWYIQIFKTFQNPLVILLISLAIVSLMTG

4.1BGaSen1                   ----------------AQKPSPWWVHLWVCYRNPFNILLTILGGISYATE

4.2BSpLin3                   ----------------SKKETTAIGLFFSQFKSPIVLLLLFAAGLSVIVQ

Ter2                         ----------------PPKRLPWWKLWLEKFEDPIIRILIIAA-------

2.22BFiSth8                  ----------------SKEANSLLSIFIEAFQDQWILILLAALGLKIIFN

PMeff-2.1EMeHsa11            ----------------PKKPKTFLELVWEALQDVTLIILEIAAIISLVLS

PM-2.25EMeHsa1               ----------------PKKPKTFLQLVWEALQDVTLIILEIAAIVSLGLS

PM-2.15EMeCel1               ----------------PAKSKGFVRLVLDACKDPTLVILVLSGFINLALS

Vac-2.17EnoDdi23             ----------------DPPHQPLWSIVLDALSDHILILLIVAAVVSIVLG

PM-2.10EViAth45              ----------------RKKGKGFLRFLWDACHDLTLIILMVAAVASLALG

PM-2.14EViAth40              ----------------KKKGKNFFMFLWEAWQDLTLIILIIAAVTSLALG

Chl-2.11EViAth32             ----------------ESPSRGFWLFVWEALQDTTLMILAACAFVSLIVG

PM-2.12EViAth11              ----------------ESEMRGFWVFVWEALQDMTLMILGVCAFVSLIVG

Vac-2.2EFuSce6               ----------------ERIPKSFLQLVWAAFNDKTMQLLTVAAVVSFVLG

Vac-2.18EApTgo1              ----------------HRPLTSFWTLLIEAASDATLRVLMLCGLLSVVLA

3.1EFuNcr1                   ----------------EEK-ENHFLKFLGFFVGPIQFVMEGAAVLAAGLE

3.6EFuSce5                   ----------------DEK-ESLVVKFVMFFVGPIQFVMEAAAILAAGLS

3.4AEuMja1                   ----------------EKK-VHPIIKFLSYFWNPIAWMIEIAAILSAIIK

3.7EViAth21                  ----------------EKK-ESKILKFLGFMWNPLSWVMEAAALMAIALA

3.2ETrLma9                   ----------------EKK-TPSWLIYVRGLWGPMPAALWIAIIIEFALE

3.5ETrTbr5                   ----------------EKK-TPSWLIFLRNLWGPMPIVLWIVIIIQFALQ

Ter1                         ----------------------YRQILKENLFTFINTVFLSISLVLISLS

23.3BCyTer4                  ----------------------YRQILKENLFTFINTVFLSISLVLISLS

Tel1                         ----------------------YGEILRENLFTFINGVFAFISVILIFLG

23.1BAcSco4                  ----------------------LADIVRANVFTRFNAIIGVLWVIMLFVA

23.2BFiEfa2                  ----------------------TKQIVINNVFTYFNLIFVVLGVLLMLVQ

24.3BDeHoc1                  ----------PPPALEPSKVSHWLHMFGEELATPMVPILAAGAGLSILAG

24.4BGaHch1                  ----------AAPQP-------LWRLWLEEMTTPLVPILLTGAGLAIFTG

24.1BAcMbo1                  LDDLSYEPVMAPLRGPARTLAQLAVATRHELADPLTPILAVGAAASAIVG

15.1EnoDdi18                 ------------------------KSIPSLLLDEILHPFFIFQIYSIILW

16.1EOlTth26                 ------------------------KSTVKILIDEVLSPFYIFQIFSVTLW

14.1EFuSce15                 ------------------------KTTSEILFNEVLHPFYVFQVFSIILW

13.1EMeHsa8                  ------------------------KSYPQLLVDEALNPYYGFQAFSIALW

8.1EMeBta1                   --------------------------LYSQFRRAANSFFLFIALLQQIPD

8.8EMeMmu1                   --------------------------LYEQIRRAANAFFLFIALLQQIPD

8.2EFuSce10                  --------------------------LFQEFSKYANLFFLCTSAIQQVPH

8.6EViAth15                  --------------------------LFEQFRRIANIYFLGISCLSMTP-

8.4EFuSce14                  --------------------------ILFQFHNFANVYFLVLIILGAFQI

8.5EFuSce4                   --------------------------ILFQFHNFANIYFLILLILGAFQI

8.7EViAth19                  --------------------------LFEQFHRVAYIYFLVIAVLNQLPQ

Nsp3                         --------------------------MLQGWTQIALTLLIVVAITPVFGR

Nsp7                         --------------------------MGQGLLQIGLTLCIVIAITPVLGR

Gvi4                         -------------------------MAFEGVLQIVATLVLMVAIVPFFGT

32.4BFuFnu1                  ----------------------VLKNGINSLIKNKRPNADTLSSSAIISS

6.7EViAth1                   -------------------------IDINILVVVTVGATIGMQDYT----

8.3ETrLdo1                   -----------------------LLLEFKKVSNLYFLMNVIFSLIPGVSP

Mn.Cd-3.3BFiLpl1             ----------------------FFKAVVSRLWEPSAWILEGALVIEVVLG

28.1BGaLpn4                  -------------------------WDTTTLYSISTLTILAVSIASVFVP

29.1BDeBba2                  ---------------------------VDLPIAIAMLSGFALSTANLVRG

29.2BBaFjo4                  ------------------------MLNIDIPIALGIIVMFIRSTYDMLMD

30.1BDeBba3                  --------------------NPWIEIFADTIKDPMIWFLVGVGLAFFLTG

31.1BGaMca11                 -------------------------IGCDFLDSIVVLGCLGTLQLLP---

Tel4                         --------------------------NVDLLDSLWMVLHTINGQFL----

Ava6                         ---------------------SSLSILVDQFKSLPVALLGVAAGVSVFTG

12.1ERhCme8                  ----------------DNSIEVEMAPLLRLFLQSVTHPFFLFQFFSIALW

24.2BChTro1                  -LSASEALRRLAIEPSDSQLSPWVQAALEQLSSPLVAIMAAGAALSLAVN

6.6EViAth26                  -----------------------VSASLDALMDIAGGKVNIHVLMALAAF

26.1BAcCdi2                  ------------------------MSALDSASSVAILMAWGWSIVMMLFS

11.1EFuEcu1                  -----------------------IPGVFDIVVKNTLNITFLSNIICLFVW

17.1EFuSpo12                 ------------------------KSIVTILLNEVLHPFYLFQAVSVLIW

18.1EApCpa6                  ----------------KCSCDIPIVPIAYLIKNEILHPFFIFQVCAVCIW

19.1EOlTth19                 -------------------------SYWSYLHKELINPFFMFQIFSVCIW

20.1EOlTth57                 -------------------------SLIEYLFDNLTSVFFIFQYISMILW

31.2BGaMca1                  -----------------------VLQDAGKQISHGKLGVAVFHTALLACS

10.1EFuSce3                  -------------------------TFMELFKEHAVAPLFVFQVFCVALW

2.20BFiCac3                  -------------------NKNLMLSMIKEIVNPWFIFLIFCSCAFFYIG

21.1EBaTps13                 -------------------VPTLSSAFAQRVSSPLVALQLLGRLLSILED

22.1EApCpa2                  ------------------------LSLWKLIFSEFTSVLNIIRIMTLLDA

Nsp2                         -----------------------------------------------LIL

Ava9                         -----------------------------------------------LIL

Ssp5                         -----------------------------------------------VIL

Ava10                        -----------------------------------------------GIL

Gvi5                         -----------------------------------------------AIL

7.1BGaEco3                   -----------------------------------------------GWL

Nsp1                         ---------------------------------------------TPSLM

Ava12                        ---------------------------------------------TPALV

Tel2                         ---------------------------------------------APSFM

32.8BCyTel1                  ---------------------------------------------APSFM

Tel6                         ---------------------------------------------APVLA

32.6AEuMsm6                  ---------------------------------------------PASSM

32.7BVeAmu1                  ---------------------------------------------TANSI

32.3BBaBca1                  ---------------------------------------------TAGAV

32.5BSpTde3                  ---------------------------------------------TAGTI

32.1BBeAar4                  ---------------------------------------------AANTT

32.2BAcMtu1                  ---------------------------------------------VALTV

6.17AEuMac1                  ---------------------------------------------AAAVV

Nsp4                         LII------------------------------------------DGAIL

Ssp1                         LIV------------------------------------------DGAVL

6.9BFiBsu2                   ---------------------------------------------EGAIL

6.11BGaPpu4                  ---------------------------------------------EGALL

Nsp10                        ---------------------------------------------EGGLV

6.13BCyNsp1                  ---------------------------------------------EGGLV

Ava11                        ---------------------------------------------EAALV

6.1BFiSau1                   ---------------------------------------------EASIV

6.8BFiLmo1                   ---------------------------------------------EGSIV

6.12BGaPpu1                  ---------------------------------------------EAAMV

6.4BBeRme1                   ---------------------------------------------EAAMV

6.14BAlSme6                  ---------------------------------------------EAAMV

6.2BGaEco4                   ---------------------------------------------EAAMV

Ssp2                         ---------------------------------------------EAVAV

6.5BCyObr1                   ---------------------------------------------EAVGV

6.10BFiBsu3                  ---------------------------------------------EGVAV

6.3BEpHpy1                   ---------------------------------------------ESVSI

25.1BAcSco3                  ---------------------------------------------AGVLI

25.2BAlSme3                  ---------------------------------------------TGTIV

25.3BFiEfa3                  ---------------------------------------------ASLMI

6.16BGaPae5                  ---------------------------------------------TAALL

5.26AEuTvo1                  QAIP----------------------------------NSSVYFDSSDFI

Cu1-5.9EFuCal1               ATQKPM--THHG--------------------------LHTTYFDSVVFL

Nsp6                         QMG-----------------------------------WEC-FFDEPVMM

Ter4                         ELG-----------------------------------WEC-FFDEPVMI

Ssp13                        QVG-----------------------------------WEC-FFDEPVMM

Ama3                         QLY-----------------------------------WDC-FFDAPVMI

Tel3                         ALG-----------------------------------WQC-FFDEPVMI

Ssp4                         GLG-----------------------------------WEC-FFDEPVML

Pma1                         QVG-----------------------------------WPC-FFNEPVML

Cu1.Chl-5.11EViAth34         KLG-----------------------------------WKT-FFEEPVML

Cu1.Chl-5.12EViAth1          ELE-----------------------------------WDASFFDEPVML

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       -----------L--------------------------KGKFFFWELATL

Cu2-5.22BAqAae1              -----------F--------------------------GGKEFFWELTTL

5.16BFiEfa1                  YVT-------GE--------------------------HVMDFFFEFATL

Cu1.Ag.eff-5.2BFiEhi2        LINP------HT--------------------------HVMDFFWELATL

5.27AKoKcr1                  -----------G--------------------------GSKAFYLELALL

Nsp8                         NALPVGVEERS------------------------------VYFEVSAVV

Ag.eff-5.4BGaSen1            SWFPASFRNMDG--------------------------LVAIYFEAAAVI

Nsp9                         SFFIAQGLMPD------------------------------VYYETAAIV

Nsp11                        SFFINQGLTPD------------------------------VYYETAAVV

Ama4                         ---AGTDQDLG------------------------------VYYETSAVV

Ter3                         IFFTRQGLNPD------------------------------VYYEAAATI

Ssp12                        DYFHRQGLHPD------------------------------VYYEVSAVV

Ssp3                         QWLTSQGLAAH------------------------------VYFEAAAVV

Gvi2                         GWFPAG--TGH------------------------------VYFEASAVV

Au2-5.20BGaSen5              DLLPEG--TVN------------------------------VYYEAAAVI

Cu1.Ag.eff-5.5BGaEco2        QWFPME--ARH------------------------------LYYEASAMI

5.18BFiBsu1                  SIGSHGHTDGL-------------------------------YYETSAIL

Cu2.Fe3.Pb2-5.19BFiSau2      WLNGSTTQPHL-------------------------------YFETSAVL

Cu2upt-5.1BFiEhi1            PS----HSHDL-------------------------------YFESSSMI

5.15BFiEfa2                  GLGYGNFSDLL-------------------------------YYEVTGVI

5.23BSpLin1                  NEKYIHKTANL-------------------------------YYETSSVL

Cu1.Ag.eff-5.3EMeHsa23       VAEKAERSPVT-------------------------------FFDTPPML

Cu1.eff-5.6EMeHsa16          MYERAKVNPIT-------------------------------FFDTPPML

Cu1.Ag.eff-5.7AEuAfu2        LP-----REYS-------------------------------FYETSVLL

Cu2.GA-5.17EFuSce13          MFHPSSTGKLPR-----------------------------IVFDTSIMI

Cu1.GA-5.8EFuCal2            VWNGQKNGPPP------------------------------VLFDTLVML

Cd2-5.14EFuSce9              VVGRPL--------------------------------STEQFFETSSLL

Cu1.Ag-5.21BAqAae2           IN-------------------------------------STPFFETNVFL

5.25ACrPae1                  EP---------------------------------------TFFEVSAVI

5.28ACrApe2                  IRG-------------------------------------ELYYEGIGLI

5.24ACrSso1                  -----------------------------------------TFYADASLL

27.2BSpLbi1                  -RGE-------------------------------------VYFDSVAMI

27.3BEpNsp1                  -SGE-------------------------------------VYFDSVTMI

27.1BBeNme1                  -AGQG------------------------------------MYFESIAML

Cu1-5.13ACrSso2              NKNLF------------------------------------GFLFISSLL

Ssp6                         IY---QAQQL----------------------------GKFIFPKDAVAI

Ava3                         VR---ESLVK----------------------------GQFIFPKDAVAI

Nsp5                         FISWQAGELK----------------------------PGEIPFKDTIAI

Tel5                         IL---ESLQE----------------------------NRIPLPKDATAI

Ssp11                        LQ-------E----------------------------GE--FPKDALAI

Ssp8                         LISLRLGEET----------------------------MEGFPFKDTIAI

Ava5                         DY------------------------------------------KDGLGI

Ama2                         DI------------------------------------------KDALAI

Gvi3                         KW------------------------------------------LEAGAI

2.21BThPmo1                  EL------------------------------------------SDAIII

GA-2.19EViAth27              LAN-----GE----------------------------TGLTAFLEPFVI

ER-2.7EMeHsa25               WFEE----GE----------------------------ETITAFVEPFVI

Ca.Mn.GA-2.13EViAth13        FFDGDE-GGE----------------------------MGITAFVEPLVI

2.8EApPfa2                   LLDMK--HKK----------------------------IEICDFIEPLVI

Ssp7                         SW------------------------------------------TNAWVI

2.4BCySsp6                   SW------------------------------------------TNAWVI

Ama1                         SW------------------------------------------TNAVVI

Ava2                         QW------------------------------------------VNAWVI

Ava4                         SL------------------------------------------VNAGVI

Ssp10                        SW------------------------------------------RNAIVI

GAeff-2.5EMeHsa12            HQ-----------------------------------------FDDAVSI

Ca.Mn.GA-2.9EMeHsa2          KE-----------------------------------------YEDAVSI

Ca.Mn.GA-2.16EMeCel2         KQ-----------------------------------------YDDAISI

GAeff-2.3EFuSce2             GN-----------------------------------------IDDAVSI

2.6EFuNcr3                   GN-----------------------------------------VDDAVSI

2.23AEuMva3                  DT------------------------------------------NDFLII

2.24BAqAae1                  KK------------------------------------------EDSLII

Ssp9                         -----------------------------------------GTPQLGWAI

Ava7                         -----------------------------------------RTPELGWAI

1.5BSpLbi2                   ----------------------------------------VDMPELGLAI

Na.K-1.1EMeHsa13             SIQAATE-EE----------------------------PQNDNLYLGVVL

N.K-1.6EMeSac1               GIQAATE-DE----------------------------PANDNLYLGVVL

H.K.NoGas1.4EMeRno1          VIQYVN--NS----------------------------ASLDNVYLGAIL

H.K.Gas-1.2EMeHsa24          AIQASEG-DL----------------------------TTDDNLYLAIAL

Na-1.3ERaHak1                GLRKEV-----------------------------------DNMYLGIVL

9.1EFuSce8                   DW------------------------------------------ITGGVI

9.4EFuZro1                   DW------------------------------------------ITGGVI

9.3EFuDoc1                   DW------------------------------------------ISGGVI

9.5EFuUma1                   SW------------------------------------------IEGGVL

9.2EFuSpo3                   DW------------------------------------------IEGGVI

9.6EFuUma2                   DW------------------------------------------VEGGVV

Ava8                         DV------------------------------------------QEALIL

30.4BCyAva17                 DV------------------------------------------QEALIL

30.3BSpLbi4                  DR------------------------------------------GEALLL

30.2BBaFjo5                  DY------------------------------------------GEALFM

Ava1                         DI------------------------------------------KAAVII

4.1BGaSen1                   DL------------------------------------------FAAGVI

4.2BSpLin3                   DS------------------------------------------VDATII

Ter2                         -VIAITVGIF------------------------------EGNYVEGLGI

2.22BFiSth8                  FVAMIFPAIG------------------------------EANWYEAISL

PMeff-2.1EMeHsa11            FYRPAGEENE--------------LCGQVATTPEDENEAQ-AGWIEGAAI

PM-2.25EMeHsa1               FYQPPEGDNA--------------LCGEVSVG-EEEGEGE-TGWIEGAAI

PM-2.15EMeCel1               FYEPTSAAEDATQHLVNATTAAILANGTFMSTTEAPSEGHGTAWIEGVAI

Vac-2.17EnoDdi23             SIDYTSDHPE-------------------------------TGWIDGVAI

PM-2.10EViAth45              IKTEGIKE----------------------------------GWYDGGSI

PM-2.14EViAth40              IKTEGLKE----------------------------------GWLDGGSI

Chl-2.11EViAth32             ILMEGWPI----------------------------------GAHDGLGI

PM-2.12EViAth11              IATEGWPK----------------------------------GSHDGLGI

Vac-2.2EFuSce6               LYELWMQPPQ---------------------YDPEGNKIKQVDWIEGVAI

Vac-2.18EApTgo1              LLFSKEPE---------------------------------VEILEGIAI

3.1EFuNcr1                   D------------------------------------------WVDFGVI

3.6EFuSce5                   D------------------------------------------WVDFGVI

3.4AEuMja1                   H------------------------------------------WVDFVII

3.7EViAth21                  NGDNRPP-----------------------------------DWQDFVGI

3.2ETrLma9                   N------------------------------------------WPDGAIL

3.5ETrTbr5                   H------------------------------------------FADGAVL

Ter1                         RY------------------------------------------GDAFLV

23.3BCyTer4                  RY------------------------------------------GDAFLV

Tel1                         RP------------------------------------------GDVVAI

23.1BAcSco4                  PI------------------------------------------QDSLFG

23.2BFiEfa2                  SY------------------------------------------KNMTFL

24.3BDeHoc1                  AF------------------------------------------TDAALV

24.4BGaHch1                  AV------------------------------------------GDALLI

24.1BAcMbo1                  SN------------------------------------------IDALLV

15.1EnoDdi18                 CTED--------------------------------------YYVYAGAI

16.1EOlTth26                 MLEP--------------------------------------YYYYASVI

14.1EFuSce15                 GIDE--------------------------------------YYYYAACI

13.1EMeHsa8                  LADH--------------------------------------YYWYALCI

8.1EMeBta1                   VSPTG-------------------------------------RYTTLVPL

8.8EMeMmu1                   VSPTG-------------------------------------RYTTLVPL

8.2EFuSce10                  VSPTN-------------------------------------RYTTIGTL

8.6EViAth15                  ISPVS-------------------------------------PITNVAPL

8.4EFuSce14                  FGVTN-------------------------------------PGLSAVPL

8.5EFuSce4                   FGVTN-------------------------------------PGFASVPL

8.7EViAth19                  LAVFG-------------------------------------RGASIMPL

Nsp3                         YMAR------------------------------------IYQEQRTVFD

Nsp7                         YIAR------------------------------------VFLGERTILD

Gvi4                         YMAR------------------------------------VFQGESTWLD

32.4BFuFnu1                  ILLGKE--------------------------------------SAALTI

6.7EViAth1                   ---------------------------------------------EAAVV

8.3ETrLdo1                   LSP----------------------------------------ATSIAPL

Mn.Cd-3.3BFiLpl1             ------------------------------------------KEIQAGFI

28.1BGaLpn4                  GLP--------------------------------------MMFEAAPLV

29.1BDeBba2                  DGD--------------------------------------IYFDSTASF

29.2BBaFjo4                  HGPG--------------------------------------FFDSLASL

30.1BDeBba3                  ------------------------------------------EVADGITL

31.1BGaMca11                 ----------------------------------------------GAVL

Tel4                         ---------------------------------------------APALK

Ava6                         G------------------------------------------LIDAVVI

12.1ERhCme8                  ILEAY--------------------------------------YYYSATI

24.2BChTro1                  AP------------------------------------------LDVLII

6.6EViAth26                  ASVFMG------------------------------------NALEGGLL

26.1BAcCdi2                  SVGDPTYRAQPKWIAIDPTKFVSG----------------ALFFDVACGM

11.1EFuEcu1                  RAVD---------------------------------------YHNYAFV

17.1EFuSpo12                 LCDS--------------------------------------FVFYSCCI

18.1EApCpa6                  FKN---------------------------------------SYVEYAIF

19.1EOlTth19                 AYDD--------------------------------------YYAFCIAI

20.1EOlTth57                 TLEG--------------------------------------YLQFAILM

31.2BGaMca1                  IATG----------------------------------------QVLAYA

10.1EFuSce3                  LL-------------------------------------------DEFWY

2.20BFiCac3                  KFN------------------------------------------YFFVV

21.1EBaTps13                 ESIGKSLANLARLG-------------------------IQHVSDAKRSI

22.1EApCpa2                  LFYS------------------------------------FIVWPLCWSI

Nsp2                         FFTVLFANFAEAVAEG--RGKAQADSLKATRSDTIAWKVLP---------

Ava9                         FFTVLFANFAEAVAEG--RGKAQADSLKSTRSDTIARKVLP---------

Ssp5                         LFTVLFANFAEAVAEG--RGKAQADALRSTQTQTYAQRILA---------

Ava10                        FFTVWFANFAEAIAEG--RGKAQADTLRSTKSEAIAKQLSP---------

Gvi5                         FVTVLFGNFAEAVAEG--RGRAQAAALRSTKQATRARRVLA---------

7.1BGaEco3                   WITVLFANFAEALAEG--RSKAQANSLKGVKKTAFARKLREPK-------

Nsp1                         LSLIEIGENIRDRTAR--SSKMQTLDLLGSLGQFAWVER-----------

Ava12                        MTLHEIGDMIRDRTAR--VTENHAADLLASLGHYAWVAQP----------

Tel2                         LGLIEGGEVIRDLTAR--RSERANLDLLDCLGKTAFVER-----------

32.8BCyTel1                  LGLIEGGEVIRDLTAR--RSERANLDLLDCLGKTAFVER-----------

Tel6                         AFMNRLGEALRDMTAQ--GGEKQVFDPLDQQ-RTYWVER-----------

32.6AEuMsm6                  MFLLSISDLLEDYTLQ--KTKNTLKESLTLNIDTVWVVNE----------

32.7BVeAmu1                  MFLLSISDLLENYTRK--KTRAALAASLSINIDRVWRVEE----------

32.3BBaBca1                  MFLLELGELLEEWTRK--KSVEDLARCMSLNVDRVWLRTS----------

32.5BSpTde3                  AMMLEMGEILEDYTRR--KSYENLTRSFLNTKETVHVLKD----------

32.1BBeAar4                  TFMLALGEYLEISIAR--RSDDLLKHLLRPASDEIWIERG----------

32.2BAcMtu1                  LWLLNIGEYLQDLTLR--RTRRAISELLRGNQDTAWVRLTDPS-------

6.17AEuMac1                  AVLLLLGGMLEELVSA--RAGKALESLAKLLPDRVTVRRD----------

Nsp4                         ILIFAISGALEGYAMR--HTERSIRSLMSLTPDTATIVNQ----------

Ssp1                         ILIFAISGALEGYAMQ--RTERSIQGLMSLTADVARVLRN----------

6.9BFiBsu2                   IFIFSLSGALETYTMN--KSSRDLTSLMQLEPEEATLMVN----------

6.11BGaPpu4                  LFLFSLGHSLESYAMG--RAKKAIEALSKLAPATAIVRRA----------

Nsp10                        VFLFSLGTTLQVFTFG--RTRNAIRSLMDLTPPTATVKRG----------

6.13BCyNsp1                  VFLFSLGTTLQVFTFG--RTRNAIRSLMDLTPPTATVKRG----------

Ava11                        LFLFSFGTTLQIFTFG--RTRHAISALMDLTPPTATVRRG----------

6.1BFiSau1                   VILFAISEALERFSMD--RSRQSIRSLMDIAPKEALVRRN----------

6.8BFiLmo1                   VILFAVSEALERYSMD--KARQSIRSLMDIAPKEALVRRS----------

6.12BGaPpu1                  MVLFTVAELIEARSLD--RARNAIGGLMQLTPDMATVQQAD---------

6.4BBeRme1                   MVLFALAEVIEAKSLD--RARNAIRGLMDLAPDTALIQQAD---------

6.14BAlSme6                  VFLFLIGELLEGVAAG--KARASIQALTALVPKSALLEEN----------

6.2BGaEco4                   LLLFLIGERLEGWAAS--RARQGVSALMALKPETATRLRK----------

Ssp2                         MLFFRVGELFQEYSVG--RSRRSIKALLEARPDTANLKRN----------

6.5BCyObr1                   MLFFKIGELFQEFAVG--RSRQSIKSLLEIRPDSANLKEN----------

6.10BFiBsu3                  MLFYQIGELFQGAAVS--RSRKSISALMDIRPDYANLKTK----------

6.3BEpHpy1                   MVFYSAGEFLQKLAVS--RSKKSLKALVDVAPNLAYLKKG----------

25.1BAcSco3                  ALMLATGRTLEGAAQR--RASHDLHALLAHAPRSARRRTGD---------

25.2BAlSme3                  ALMYTGGEALEDFAQR--RARRELTALLNRVPRTAVRYADG---------

25.3BFiEfa3                  LIMLTGGDSLEDYAAG--KANQELKSLLDNSPQKAHRLNGE---------

6.16BGaPae5                  PIIMIFGHVLEERSVI--GSQEAIAALGELTRSHARRIEAD---------

5.26AEuTvo1                  VSLILTGSYIENISKK--RASSAGDKLLQMMPKIVH--------------

Cu1-5.9EFuCal1               SFFLLIGKLLQSYSKS--KTADAISELSKLKQTEAT--------------

Nsp6                         LGFILLGRTLEQQARG--KAAAAFRQLLALQPQVAR--------------

Ter4                         LGFILLGKTLEQQARY--RAASTLHSLIALQPATAR--------------

Ssp13                        LSFILLGRALEQHSRL--RAASSLQSLVSLCPSLARRVQLAEKAGS----

Ama3                         VGLILLGRALEAQARG--RTKASLEKLLALQPMVAR--------------

Tel3                         LGFILLGRSLEQRVRQ--QAQRDLRSLLALQPKQAL--------------

Ssp4                         LGMLLLGRTLESKARQ--KAKSALTELLALQPSLAR--------------

Pma1                         LGFVLLGRFLEERARF--RTGRALQQLAQLQPDTAR--------------

Cu1.Chl-5.11EViAth34         IAFVLLGRNLEQRAKI--KATSDMTGLLSVLPSKAR--------------

Cu1.Chl-5.12EViAth1          LGFVLLGRSLEERAKL--QASTDMNEPLSLISTQSR--------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       IDIMLLGHYIEMRSVL--GASRALEELVKIMPSEAH--------------

Cu2-5.22BAqAae1              IVVMLWGHYVEMKSVL--GAGRALEELVKLIPSKAH--------------

5.16BFiEfa1                  ILIMLLGHWIEMKALG--EAGDAQKALAELVPKDAH--------------

Cu1.Ag.eff-5.2BFiEhi2        IVIMLLGHWIEMNAVS--NASDALQKLAELLPESVK--------------

5.27AKoKcr1                  IDIMLIGHFIEAKVIS--AATSSMDLLVRLLPYGAH--------------

Nsp8                         IAFVLLGKYMEEIIKK--NSSAAVRKLLDLKPATAR--------------

Ag.eff-5.4BGaSen1            TVLVLLGQVLELRARE--QTSGAITALLNLAPKTAR--------------

Nsp9                         ITLILLGRLFENRAKG--QTSEAIRKLIGLQVKTAR--------------

Nsp11                        ITLILLGRLFENRAKG--QTSEAIRKLIGLQAKTAR--------------

Ama4                         ITLILLGRWFEDRAKG--QTSTAIRQLMGLQAKTAR--------------

Ter3                         ITLILLGKLLEHRARK--QTSAAIQKLMGLQAKTAR--------------

Ssp12                        TTLILVGKWMEQRAKG--QTSEAIRKLIGLQPKTAR--------------

Ssp3                         ITLILLGRSLEQRARR--ETSAAIRKLMGLQPQTAL--------------

Gvi2                         ITLILLGRYFESLAKG--RASEAMKRLLNLQPPTAR--------------

Au2-5.20BGaSen5              VALILLGRFLEARAKG--RTSEAIKRLVGLQARVAH--------------

Cu1.Ag.eff-5.5BGaEco2        IGLINLGHMLEARARQ--RSSKALEKLLDLTPPTAR--------------

5.18BFiBsu1                  LTLILLGKLFETKAKG--RSSDAIKKLMKLQAKTAT--------------

Cu2.Fe3.Pb2-5.19BFiSau2      LTLILFGKYLEARAKS--QTTNALGELLSLQAKEAR--------------

Cu2upt-5.1BFiEhi1            ITLILLGKYLEHTAKS--KTGDAIKQMMSLQTKTAQ--------------

5.15BFiEfa2                  LTLHTLGLFLEERSKG--QMSSAIEKLVNLVPKTAR--------------

5.23BSpLin1                  ITLILFGKLLEHIVKG--KSSKAIQSLVNLQPKKAN--------------

Cu1.Ag.eff-5.3EMeHsa23       FVFIALGRWLEHLAKS--KTSEALAKLMSLQATEAT--------------

Cu1.eff-5.6EMeHsa16          FVFIALGRWLEHIAKG--KTSEALAKLISLQATEAT--------------

Cu1.Ag.eff-5.7AEuAfu2        LAFLLLGRTLEARAKS--RTGEAIKKLVGLQAKTAV--------------

Cu2.GA-5.17EFuSce13          ISYISIGKYLETLAKS--QTSTALSKLIQLTPSVCSIISDVE--------

Cu1.GA-5.8EFuCal2            ISFVSFGKLLENKAKG--ATSTALSSLLSLTPSTCTIINDIPGYQK----

Cd2-5.14EFuSce9              VTLIMVGRFVSELARH--RAVKSISVRSLQASSAILVD------------

Cu1.Ag-5.21BAqAae2           ITFVRLGKFIEEKAKE--RAVKGLKELVNLSFRKVKVL------------

5.25ACrPae1                  ITFILAGRYIEILMKL--RTGDAVRKLAQLQPPKARVK------------

5.28ACrApe2                  IGFVLIGRYIESKVKK--GTGKAVENLAKLKPQKARVL------------

5.24ACrSso1                  ITFILVGKTLEAYIKA--KMSAEIR----IEPYKATLK------------

27.2BSpLbi1                  YFFILVGKYFEEKARV--FASDKLESILCKLPETSNRITET---------

27.3BEpNsp1                  ITFVLVGKYLEVLSKK--QAVDTIDSLLGSVPTEVVVVQNN---------

27.1BBeNme1                  LFFLLGGRFMEHIARR--KAGDAAERLVKLIPAFCHHMPDYP--------

Cu1-5.13ACrSso2              TSLHLSAGWMGAILNN--KVEKALHKVIELRPPYAHLINGE---------

Ssp6                         FTVVLLNGILGYVQER--GAEKALAALKDLS--TSRVR------------

Ava3                         FAVVLLNGLLGYLQES--GAEKALAALKNMA--SSKVR------------

Nsp5                         LAIVILNGILGYVQES--RAEQALAALKKLA--SPSVR------------

Tel5                         LVVVILNAILGYVQEA--RAEEALAALKNMA--APKVR------------

Ssp11                        LLIVGLNGGLGYLQES--RAEKALAALKKLA--SPTVR------------

Ssp8                         FAIVILNGLLGYFQES--RAEKALAALKKMA--SPKVQ------------

Ava5                         IAIILLITFLGFSQEY--RAQKAIANLKQLS--APNVK------------

Ama2                         FAIVIFNAGLGFFQDY--QAEQAIAALKKLA--VPSVR------------

Gvi3                         LAIVVLFVVLGFLQDY--RAEKAIAALRKLA--VPDVR------------

2.21BThPmo1                  AVVILINAVVGLIQEY--RAEQALEALKKLS--TPKSI------------

GA-2.19EViAth27              LLILAANAAVGVITET--NAEKALEELRAYQ--ANIAT------------

ER-2.7EMeHsa25               LLILVANAIVGVWQER--NAENAIEALKEYE--PEMGK------------

Ca.Mn.GA-2.13EViAth13        FLILIVNAIVGIWQET--NAEKALEALKEIQ--SQQAT------------

2.8EApPfa2                   VLILILNAAVGVWQEC--NAEKSLEALKELQ--PTKAK------------

Ssp7                         WGVTLVNAIIGYIQEA--KAEGAIASLAKAV--TTEAT------------

2.4BCySsp6                   WGVTLVNAIIGYIQEA--KAEGAIASLAKAV--TTEAT------------

Ama1                         WGVTVINAVIGYVQEA--KAEGAIASLAKVV--TTETT------------

Ava2                         WGVTLINAIIGFVQES--KAESAIAALASSV--QTNAT------------

Ava4                         WGVTTTNAIIGFIQEA--KAESAIAALAKAI--TTEAT------------

Ssp10                        WAVVVINALIGYIQES--KAEEAIAALAQSV--VTEVT------------

GAeff-2.5EMeHsa12            TVAILIVVTVAFVQEY--RSEKSLEELSKLV--PPECH------------

Ca.Mn.GA-2.9EMeHsa2          ATAVLVVVTVAFIQEY--RSEKSLEELTKMV--PPECN------------

Ca.Mn.GA-2.16EMeCel2         TVAVVIVVTVGFVQEY--RSEKTLEQLTKLV--PPTCH------------

GAeff-2.3EFuSce2             TLAIFIVVTVGFVQEY--RSEKSLEALNKLV--PAECH------------

2.6EFuNcr3                   SVAVTIVVSVGFIQEY--RSEKSIEALNHLV--PNHAH------------

2.23AEuMva3                  IGIVIINSLLGFWQES--KAESSLKALKKLT--EQRAF------------

2.24BAqAae1                  LAIIFVNSLLGFFQEF--RAITSLKALKKLT--EVKTK------------

Ssp9                         WAVIWINGLFSFSQEF--RAEKALATLKKVL--PAQVK------------

Ava7                         WAVIWINAVFSFWQEF--QAEQALSALKNVL--PMQVK------------

1.5BSpLbi2                   FIVVLINGIFSFFQES--KSDHAVEALRKLL--ANECP------------

Na.K-1.1EMeHsa13             SAVVIITGCFSYYQEA--KSSKIMESFKNMV--PQQAL------------

N.K-1.6EMeSac1               STVVIVTGCFSYYQEA--KSSRIMDSFKNMV--PQQAL------------

H.K.NoGas1.4EMeRno1          VLVVILTGIFAYYQEA--KSTNIMASFSKMI--PQQAL------------

H.K.Gas-1.2EMeHsa24          IAVVVVTGCFGYYQEF--KSTNIIASFKNLV--PQQAT------------

Na-1.3ERaHak1                FAVVFVTGCFSFFQNS--KSENLMKSFEKLL--PPSIN------------

9.1EFuSce8                   SFVIAVNVLIGLVQEY--KATKTMNSLKNLS--SPNAH------------

9.4EFuZro1                   AFVVGVNVSIGVFQEF--KASKTMNSLKSLT--SPTAT------------

9.3EFuDoc1                   GFVVLINISVGFVQEY--KAEKTMGSLRSLS--SPTAR------------

9.5EFuUma1                   AGVVAINIIVGFFQEL--SAEKTMNALRNLA--SPTAR------------

9.2EFuSpo3                   SAIIVLNITVGFIQEY--KAEKTMDSLRTLA--SPMAH------------

9.6EFuUma2                   TAVIVTNVLIGFIQEY--KAERTMASLRTLS--SPNAN------------

Ava8                         LGFVFFIVGINLYQEQ--KTEKSLEALRDLS--SPRAL------------

30.4BCyAva17                 LGFVFFIVGINLYQEQ--KTEKSLEALRDLS--SPRAL------------

30.3BSpLbi4                  LCSVVGIIGITFYQEK--KTETAISALRSLA--SPRTN------------

30.2BBaFjo5                  FLAIIAVSAISFYQDN--RSKKALAELEKLN--EPLST------------

Ava1                         FIMVVFSVLLRFSQEF--RSSLAAEKLREMV--KTTAT------------

4.1BGaSen1                   ALMVGISTLLNFVQEA--RSTKAADALKAMV--SNTAT------------

4.2BSpLin3                   LGIVFLSGLLGFWQEK--GAINAVRKLLAMV--QIRVS------------

Ter2                         IAAILIATTVAFLNEY--KANQEFEILNRVN-DEIPIT------------

2.22BFiSth8                  IFAILMSTGFSAVSQY--RNEQKFNILQEEA-SKTNAK------------

PMeff-2.1EMeHsa11            LFSVIIVVLVTAFNDW--SKEKQFRGLQCRIEQEQKFS------------

PM-2.25EMeHsa1               LLSVVCVVLVTAFNDW--SKEKQFRGLQSRIEQEQKFT------------

PM-2.15EMeCel1               LLCVIVVVLVTAVNDY--SKERQFRSLQEKIETGQKFS------------

Vac-2.17EnoDdi23             LVAVILVVGITSLNDF--KNQARFRELNDKS-NDKEVK------------

PM-2.10EViAth45              AFAVILVIVVTAVSDY--KQSLQFQNLNDEK-RNIHLE------------

PM-2.14EViAth40              AFAVLLVIVVTAVSDY--RQSLQFQNLNDEK-RNIQLE------------

Chl-2.11EViAth32             VASILLVVFVTATSDY--RQSLQFKDLDAEK-KKIVVQ------------

PM-2.12EViAth11              AASILLVVFVTATSDY--RQSLQFRDLDKEK-KKITVQ------------

Vac-2.2EFuSce6               MIAVFVVVLVSAANDY--QKELQFAKLNKKK-ENRKII------------

Vac-2.18EApTgo1              WVAVLVVVVVTAGNDW--MKEQQFAKLSVVK-DDKKCT------------

3.1EFuNcr1                   CGLLLLNAVVGFVQEF--QAGSIVDELKKTL--ALKAV------------

3.6EFuSce5                   CGLLMLNAGVGFVQEF--QAGSIVDELKKTL--ANTAV------------

3.4AEuMja1                   LILLLVNGVVGFWEEY--KAENVIEFLKQKM--ALNAR------------

3.7EViAth21                  ICLLVINSTISFIEEN--NAGNAAAALMAGL--APKTK------------

3.2ETrLma9                   LAIQIANATIGWYETI--KAGDAVAALKNSL--KPIAT------------

3.5ETrTbr5                   LGIQLANALIGWYETI--KAGDAVAALKNSL--KPIAT------------

Ter1                         IIVILGGVIVSVCQEI--WAKQKLDQIALLA--RPLAT------------

23.3BCyTer4                  IIVILGGVIVSVCQEI--WAKQKLDQIALLA--RPLAT------------

Tel1                         VVVVFLNAIISIIQEI--RAKRQLDAISLLS--RPRVK------------

23.1BAcSco4                  FVILAN-TGIGIIQEW--RAKKTLDSLALIG--EVRPT------------

23.2BFiEfa2                  PVVIIN-TVIGIYQEI--KSKKVLDSLNILN--ATKVT------------

24.3BDeHoc1                  AAALGINGVFGGAQRY--HVEKALREFSRNE--QRRVR------------

24.4BGaHch1                  GTVVGLNGLIGGLQRR--KTEQQLQQLGMSA--AQLYT------------

24.1BAcMbo1                  AGVMTVNAITGGVQRL--RAEAAAAELFAEQ--DQLVRRVVVPAVATTRR

15.1EnoDdi18                 LFIALVTAIFTLRETR--NNLLRLNEIATYRCDVTVLRDG----------

16.1EOlTth26                 FFTSLLSAVVSLLETK--NNYKKLKQMSFFETPVFVFREAAEYIEPYEGQ

14.1EFuSce15                 FLISVLSIFDSLNEQK--KVSRNLAEMSHFHCDVRVLRDK----------

13.1EMeHsa8                  FLISSISICLSLYKTR--KQSQTLRDMVKLSMRVCVCRPGG---------

8.1EMeBta1                   LFILAVAAIKEIIEDI--KRHKADNAVNKKQTQVLRNG------------

8.8EMeMmu1                   VIILTIAGIKEIIEDF--KRHKADNAVNKKKTIVLRNG------------

8.2EFuSce10                  LVVLIVSAMKECIEDI--KRANSDKELNNSTAEIFSEAHD----------

8.6EViAth15                  SMVLLVSLIKEAFEDW--KRFQNDMSINNSTVEILQDQ------------

8.4EFuSce14                  VVIVIITAIKDAIEDS--RRTVLDLEVNNTKTHILEGVENENVSTDNISL

8.5EFuSce4                   IVIVIITAIKDGIEDS--RRTVLDLEVNNTRTHILSGVKNENVAVDNVSL

8.7EViAth19                  AFVLLVSAIKDAYEDF--RRHRSDRVENNRLALVFE--------------

Nsp3                         PLLNPVERLIYVLIGV--QTRENMTGWQYARAILYSN-------------

Nsp7                         RVMNPIERSVYVISGV--RPKDEMTGWQYIRAILYTN-------------

Gvi4                         RVLGPIENLVYRLGGV--RPELTMDWWSYARAVLASN-------------

32.4BFuFnu1                  MFLEEVSELLTVYTME--KTRGAIKDMLSVGENYVWKEISE---------

6.7EViAth1                   VFLFTIAEWLQSRASY--KASAVMQSLMSLAPQKAVIAETG---------

8.3ETrLdo1                   SFVLIVALIKEGVEDI--KRHQADNRANSILVQVLRNG------------

Mn.Cd-3.3BFiLpl1             ALMLVFAAVNGAIQSR--RAALVLQELAHQLTPTSSVRRAG---------

28.1BGaLpn4                  LGFWHLGEGIEHTLVG--KINKKLDVRDCVPPLVLLKGN-----------

29.1BDeBba2                  MFFILSARYLLKRVQQNYLSPSRMKSFFQMEKYERISG------------

29.2BBaFjo4                  VFFMLLGKMFQIKTYSFLSFERDFKSYFPIAVTRINSDAS----------

30.1BDeBba3                  FVAVLPLLFMDAFLHW--RTQASTAALRGDLSSSVKVYRN----------

31.1BGaMca11                 AWCLSFGRLLVKKTED--NSKKMLLNAFGKQPRHVWLVKDG---------

Tel4                         TTLAGARADVRDRQRR--QQLHRYPSVLMAHCEYLTVERQG---------

Ava6                         LGVVGVNAVIGYATET--QSERIIHSLKHQEQTSAWVMRDG---------

12.1ERhCme8                  AFASFMSALLEAMEMR--SNAERLARIAASEGDVLVIRRSPTN-------

24.2BChTro1                  VGTIAVNTLLGTWQDV--RVARATSELARLTETTARVRRDG---------

6.6EViAth26                  LAMFNLAHIAEEFFTS--RSMVDVKELKESNPDSALLIEVHNG-------

26.1BAcCdi2                  TVILLAGRILVRRARS--DLLEDLKRYRPNPSSTVTVVGKNRKTG-----

11.1EFuEcu1                  MGMLMLYSFVFTNWEEISHSIGMKKLVKRRTVKILRGG------------

17.1EFuSpo12                 VFISSYSIFLSVKESK--ESENRIHSIIGAPQPVTVIRN-----------

18.1EApCpa6                  IILITIVSLINSIYETR-CSHIKMNEISKLEYKVSIISRNPTS-------

19.1EOlTth19                 TLILSISTASNICQIR--SNLASFTKIAFYETEIMIKRD-----------

20.1EOlTth57                 ISVSVFITLINYYLLK--ASLNKLKKFAKIDLNVQVIRNG----------

31.2BGaMca1                  LTEWSLRYWQQNWRKHLTRETRALLEDNLPIPAQTVLLSPE---------

10.1EFuSce3                  YSLFNLFMIISMEAAAVFQRLTALKEFRTMGIKPYTINVFR---------

2.20BFiCac3                  LLLDIFALIISILPYY--RSYKTIKNIEKINLSKVSVLRNG---------

21.1EBaTps13                 ESAITLAKEVKDNEDIDDTEEKSRIWAVRPKDCNTTTKGHKSK-------

22.1EApCpa2                  ITFYTISWSIIKSRRNYIETEKVLTQHDWDIYRYLTGPYKPHSYSN----

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  ----IVSGASI---------------------------------------

Cu1-5.9EFuCal1               ----LIEDNKD---------------------------------------

Nsp6                         ----LIANPDLEKMG-----------------------------------

Ter4                         ----LVSAPKCNNN------------------------------------

Ssp13                        ----LASSPEGNLDL-----------------------------------

Ama3                         ----WLPNPETQPD------------------------------------

Tel3                         ------WQPSLTAS------------------------------------

Ssp4                         ----LVGRGEDQGE------------------------------------

Pma1                         -----LLAGDGTIR------------------------------------

Cu1.Chl-5.11EViAth34         ----LLLDGDLQNS------------------------------------

Cu1.Chl-5.12EViAth1          ----LVITSSDNNTPVDS--------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ----LLKDGEIVEVK-----------------------------------

Cu2-5.22BAqAae1              ----LVTQKGLIDVP-----------------------------------

5.16BFiEfa1                  ----VVLEDDSIETRP----------------------------------

Cu1.Ag.eff-5.2BFiEhi2        ----RLKKDGTEETVS----------------------------------

5.27AKoKcr1                  ----LISDGSYRDVP-----------------------------------

Nsp8                         ----VIR-DGM---------------------------------------

Ag.eff-5.4BGaSen1            ----RLDQDGH---------------------------------------

Nsp9                         ----LIR-NGR---------------------------------------

Nsp11                        ----LIR-NGR---------------------------------------

Ama4                         ----VIQ-DGQ---------------------------------------

Ter3                         ----VIR-DGK---------------------------------------

Ssp12                        ----VIR-HGV---------------------------------------

Ssp3                         ----VKR-GEH---------------------------------------

Gvi2                         ----VVR-DGI---------------------------------------

Au2-5.20BGaSen5              ----VLR-EGR---------------------------------------

Cu1.Ag.eff-5.5BGaEco2        ----LVT-DEG---------------------------------------

5.18BFiBsu1                  ----VVR-DGQ---------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      ----ILK-DGN---------------------------------------

Cu2upt-5.1BFiEhi1            ----VLR-DGK---------------------------------------

5.15BFiEfa2                  ----VIR-NGV---------------------------------------

5.23BSpLin1                  ----VIR-EKE---------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       ----VVT-LGEDNLII----------------------------------

Cu1.eff-5.6EMeHsa16          ----IVT-LDSDNILL----------------------------------

Cu1.Ag.eff-5.7AEuAfu2        ----VIR-DGK---------------------------------------

Cu2.GA-5.17EFuSce13          -------------RNE----------------------------------

Cu1.GA-5.8EFuCal2            ----FIEDQQSLEKSEKSN-------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         ----VIREG-----------------------------------------

Ava3                         ----LIREG-----------------------------------------

Nsp5                         ----VIRSG-----------------------------------------

Tel5                         ----VLREG-----------------------------------------

Ssp11                        ----VERDG-----------------------------------------

Ssp8                         ----VLRDG-----------------------------------------

Ava5                         ----VRRDG-----------------------------------------

Ama2                         ----VRRQN-----------------------------------------

Gvi3                         ----VRRDG-----------------------------------------

2.21BThPmo1                  ----VKRDG-----------------------------------------

GA-2.19EViAth27              ----VLRNG-----------------------------------------

ER-2.7EMeHsa25               ----VYRQDR----------------------------------------

Ca.Mn.GA-2.13EViAth13        ----VMRDG-----------------------------------------

2.8EApPfa2                   ----VLRDG-----------------------------------------

Ssp7                         ----VLRDG-----------------------------------------

2.4BCySsp6                   ----VLRDG-----------------------------------------

Ama1                         ----VLRDG-----------------------------------------

Ava2                         ----IFRNG-----------------------------------------

Ava4                         ----IIRDG-----------------------------------------

Ssp10                        ----VIREG-----------------------------------------

GAeff-2.5EMeHsa12            ----CVR-------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          ----CLR-------------------------------------------

Ca.Mn.GA-2.16EMeCel2         ----VLR-------------------------------------------

GAeff-2.3EFuSce2             ----LMR-------------------------------------------

2.6EFuNcr3                   ----LVRKHTGAKPVDGDDS------------------------------

2.23AEuMva3                  ----VFRNG-----------------------------------------

2.24BAqAae1                  ----VYRDG-----------------------------------------

Ssp9                         ----VYRDG-----------------------------------------

Ava7                         ----VYRDG-----------------------------------------

1.5BSpLbi2                   ----VIRGG-----------------------------------------

Na.K-1.1EMeHsa13             ----VIRNG-----------------------------------------

N.K-1.6EMeSac1               ----VIRDG-----------------------------------------

H.K.NoGas1.4EMeRno1          ----VIRDA-----------------------------------------

H.K.Gas-1.2EMeHsa24          ----VIRDG-----------------------------------------

Na-1.3ERaHak1                ----AKRNG-----------------------------------------

9.1EFuSce8                   ----VIRNG-----------------------------------------

9.4EFuZro1                   ----VIREG-----------------------------------------

9.3EFuDoc1                   ----VTRNG-----------------------------------------

9.5EFuUma1                   ----VIRNG-----------------------------------------

9.2EFuSpo3                   ----VTRSS-----------------------------------------

9.6EFuUma2                   ----VLRSS-----------------------------------------

Ava8                         ----VIRDG-----------------------------------------

30.4BCyAva17                 ----VIRDG-----------------------------------------

30.3BSpLbi4                  ----VIRDG-----------------------------------------

30.2BBaFjo5                  ----VIRNS-----------------------------------------

Ava1                         ----VSRKDQRQ--------------------------------------

4.1BGaSen1                   ----VLR-------------------------------------------

4.2BSpLin3                   ----VMR-------------------------------------------

Ter2                         ----VIRDN-----------------------------------------

2.22BFiSth8                  ----VYRDG-----------------------------------------

PMeff-2.1EMeHsa11            ----IIRNG-----------------------------------------

PM-2.25EMeHsa1               ----VIRGG-----------------------------------------

PM-2.15EMeCel1               ----VIRNG-----------------------------------------

Vac-2.17EnoDdi23             ----GIRGG-----------------------------------------

PM-2.10EViAth45              ----VLRGG-----------------------------------------

PM-2.14EViAth40              ----VMRGG-----------------------------------------

Chl-2.11EViAth32             ----VTRDK-----------------------------------------

PM-2.12EViAth11              ----VTRNG-----------------------------------------

Vac-2.2EFuSce6               ----VIRND-----------------------------------------

Vac-2.18EApTgo1              ----VVRSG-----------------------------------------

3.1EFuNcr1                   ----VLRDG-----------------------------------------

3.6EFuSce5                   ----VIRDG-----------------------------------------

3.4AEuMja1                   ----VLRDG-----------------------------------------

3.7EViAth21                  ----VLRDG-----------------------------------------

3.2ETrLma9                   ----VYRDS-----------------------------------------

3.5ETrTbr5                   ----AYRDG-----------------------------------------

Ter1                         ----VIRET-----------------------------------------

23.3BCyTer4                  ----VIRET-----------------------------------------

Tel1                         ----VLRDR-----------------------------------------

23.1BAcSco4                  ----VRRDG-----------------------------------------

23.2BFiEfa2                  ----VVRDG-----------------------------------------

24.3BDeHoc1                  ----VRRAG-----------------------------------------

24.4BGaHch1                  ----FQRGE-----------------------------------------

24.1BAcMbo1                  RLEAARHAT-----------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 FKI-----------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  WRRFKKANSRLLFKFIQYCKEHLTEEGKKKRMQRKRHELRVQKTVGTSGP

8.5EFuSce4                   WRRFKKANTRALIKIFEYFSENLTAAGREKKLQKKREELRRKRNSRSFGP

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  -----------------------------------------------AGS

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          -----------------------------------------------VLS

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            ----------------------------------------------SLSM

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   ----------------------------------SDIGDVAGSVTPPEDV

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         ----------------------------------DIPPEMLQEYGITLHP

4.1BGaSen1                   ---------------------------------------VINENG-----

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 -----------------------------------------------ERD

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  RSSLDSIDSYRVSADYGRPSLDYDNLEQGAGEAN-------IVDRSLPPR

8.5EFuSce4                   RGSLDSIGSYRMSADFGRPSLDYENLNQTMSQANRYNDGENLVDRTLQPN

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  -------------------------------------------------R

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  ---------------------------------------------NVPNI

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         -NGSLEKIGSTQLRRGDVIKVVAND--------MIPGDGEVIQGIG----

Ava9                         -DGTIVQVNSTELRRNDLVKVIAND--------MIPADGEVIQGIG----

Ssp5                         -DGSLEMVSSTHLRKGDRIVVSVGD--------IIPADGEVLEGVA----

Ava10                        -DGTIREVPSTNLKQGDTVYVVAGD--------IIPADGEVIMGVA----

Gvi5                         -DGRTEEVDAAQLRKGDIVQVVAGD--------LIPADGEVVEGVA----

7.1BGaEco3                   YGAAADKVPADQLRKGDIVLVEAGD--------IIPCDGEVIEGGA----

Nsp1                         -DGEKTQIPIQQVLPGDTVIVYPGE--------QVPIDGTILRGKA----

Ava12                        -DGQKKRLLATEVQPQDTVIVYPGE--------QIPVDGQILRGKA----

Tel2                         -DGVEVEVEVKDLVEGDRVVVYPGD--------QIPVDGLILRGTG----

32.8BCyTel1                  -DGVEVEVEVKDLVEGDRVVVYPGD--------QIPVDGLILRGTG----

Tel6                         -GGTRQNVSVGELQVGDRVIVAAGS--------AVPVDGTVLWGSA----

32.6AEuMsm6                  -DGEEIQQPISQINKDDKIKVHMGD--------VIPVDGKVVDGEG----

32.7BVeAmu1                  -GG-MRQVPMEQIRPGEKIRVDAGN--------VIPVDGTVLSGEA----

32.3BBaBca1                  -EG-EVLIPISQVQPGDAVVVRAGG--------IIPVDGVLLEGEI----

32.5BSpTde3                  -GN-ETEISANLLQAGDTVILRIGS--------VIPADGTVVSGEA----

32.1BBeAar4                  -GQ-EVLVAAGEVAVGDTVIVADGA--------VVPVDGTVLGGEA----

32.2BAcMtu1                  DAATEIQVPIDTVQIGDEVVVHEHV--------AIPVDGEVVDGEA----

6.17AEuMac1                  --GHDTVISLEDVQVGDTILVKSGE--------RIAVDGTVLSGTA----

Nsp4                         --TGEETIPISQLQVGDEIVVKPGE--------LIPTDAVIVSGYS----

Ssp1                         --GQEQTIPISELKMGDQVLVKPGE--------LVPTDGLVIEGFS----

6.9BFiBsu2                   --GETKRVPVSDLQAGDMIVIKPGE--------RVAADGIIESGST----

6.11BGaPpu4                  --NGTVEMPVELLVPGDVVIVRPND--------RLPADGFVVVGSS----

Nsp10                        --NQEFTVPVESIQLGEILTIRPGG--------RVALDGVVVSGNS----

6.13BCyNsp1                  --NQEFTVPVESIQLGEILTIRPGG--------RVALDGVVVSGNS----

Ava11                        --NQEVTVPVESVQVGEILTIRPGG--------RIALDGVVVSGAS----

6.1BFiSau1                   --GQEIIIHVDDIAVGDIMIVKPGE--------KIAMDGIIVNGLS----

6.8BFiLmo1                   --GTDRMVHVDDIQIGDIMIIKPGQ--------KIAMDGHVVKGYS----

6.12BGaPpu1                  --GQWRELDVREVAIGALVRVRPGE--------RIGLDGEVTRGQS----

6.4BBeRme1                   --GSWAEVDAKAVAVGSRIRVKPGE--------RIALDGQVIEGRS----

6.14BAlSme6                  --GRTVEVPAESLAPGAIVLVRPGD--------RLPADGIIVSGES----

6.2BGaEco4                   --GEREEVAINSLRPGDVIEVAAGG--------RLPADGKLLSPFA----

Ssp2                         --GTVQQVSPETVQVDDLILVKPGE--------KVPLDGEILGGTS----

6.5BCyObr1                   --GDIKKVSPETVAVGDIILVKPGE--------KIPLDGEIIDGNS----

6.10BFiBsu3                  --NGIEQVSSEDVQTGDIIVVNPGE--------SIPLDGKVVQGSA----

6.3BEpHpy1                   --DELVSVAPEDLRVNDIVVVKVGE--------KVPVDGVVVKGES----

25.1BAcSco3                  ---GVVRVPLSEITAGDALVVGPGE--------VVPVDGRVESTEA----

25.2BAlSme3                  ---QLQEVSIEELNPGDRILIRRGE--------VVPVDGSVMDGIA----

25.3BFiEfa3                  ---NLEDVSVEEINVGDELVVKPGE--------LVPVDGLVKTGTS----

6.16BGaPae5                  --GSLSEVDNASLRPGDQVEVRAGD--------RVPADGRVLQGQA----

5.26AEuTvo1                  -----KDAEASSLKAGVTLQVRPGE--------IIAVDGTILEGRS----

Cu1-5.9EFuCal1               -----TRVDIQLLEIGDQIRIGTGE--------SPPVDCVLVEGST----

Nsp6                         LGTNTVEIPAEQVRVGEWLQVLPGD--------KIPVDGEVRFGQT----

Ter4                         -SSEPLEIPASQVKVGEYLQVLPGE--------KFPVDGKICDGKT----

Ssp13                        GSQTGEWCPVEQVRVGDWLQVRAGE--------QIPVDGEVIAGQA----

Ama3                         ---RTVDIPVRDVQIGAWLQVLPGD--------KFPVDGRVLEGST----

Tel3                         ---DRWPIPVSRIQVGDWLWVDAGE--------PFPADGTIVTGET----

Ssp4                         ---TGIEIPVEQVRVGEWVQVLPGE--------KIPVDGILVAGKT----

Pma1                         ------EVRVGALRPGERVQLLAGD--------RIPVDGMVLEGHS----

Cu1.Chl-5.11EViAth34         ----TVEVPCNSLSVGDLVVILPGD--------RVPADGVVKSGRS----

Cu1.Chl-5.12EViAth1          SDSICINVSVDDIRVGDSLLVLPGE--------TFPVDGSVLAGRS----

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ---------VENLKPGDKVLVKPGE--------KIPVDGIVVEGES----

Cu2-5.22BAqAae1              ---------VEKLKKGDLVLVRPGE--------KIPTDGTVVEGNT----

5.16BFiEfa1                  ---------VSELQVGDVIRVQAGE--------NVPADGIIIRGES----

Cu1.Ag.eff-5.2BFiEhi2        ---------LKEVHEGDRLIVRAGD--------KMPTDGTIDKGHT----

5.27AKoKcr1                  ---------VRELKPGDIVLVKPGE--------RVPADGVIIEGVS----

Nsp8                         ----EMEIPAEQLMVDETVVVRPGE--------KVPTDGIVLDGSS----

Ag.eff-5.4BGaSen1            ----ETDINAEDVLPGDKLRIRPGE--------SIPVDGIVVEGKT----

Nsp9                         ----EVDVPIEEVEIGDVVLVRPGE--------KIPVDGEVVDGTS----

Nsp11                        ----EVDVPIEEVQIGDVILVRPGE--------KIPVDGEVVDGTS----

Ama4                         ----VVEIEIASVQPGDTVLVRPGE--------KIPVDGEIIEGQS----

Ter3                         ----EIDIMIEKVKIGDLIVVRPGE--------KIPVDGKIKEGFS----

Ssp12                        ----EQDIPIREVQVGDRIRVRPGE--------KVPVDGVILEGSS----

Ssp3                         ----WETVAIAELAINDVVRVRPGE--------KIPVDGVVVAGNS----

Gvi2                         ----EQEVPVEAVAVGDVVAVRPGE--------KVPVDGEVISGAS----

Au2-5.20BGaSen5              ----IVDIPVDEVVLGDCVEVRPGE--------RIPVDGEVTEGRS----

Cu1.Ag.eff-5.5BGaEco2        ----EKSVPLAEVQPGMLLRLTTGD--------RVPVDGEITQGEA----

5.18BFiBsu1                  ----EQIIPIDEVLVNDIVYVKPGE--------RIPVDGEVVEGRS----

Cu2.Fe3.Pb2-5.19BFiSau2      ----EVMIPLNEVHVGDTLIVKPGE--------KIPVDGKIIKGMT----

Cu2upt-5.1BFiEhi1            ----EETIAIDEVMIDDILVIRPGE--------QVPTDGRIIAGTS----

5.15BFiEfa2                  ----EQEITVDEVALGDVIRVRPGE--------SMPVDGVVVEGRT----

5.23BSpLin1                  ----IQEIPLLAVRSGDLILVKPGE--------SIPVDGIIEEGSS----

Cu1.Ag.eff-5.3EMeHsa23       ---REEQVPMELVQRGDIVKVVPGG--------KFPVDGKVLEGNT----

Cu1.eff-5.6EMeHsa16          ---SEEQVDVELVQRGDIIKVVPGG--------KFPVDGRVIEGHS----

Cu1.Ag.eff-5.7AEuAfu2        ----EIAVPVEEVAVGDIVIVRPGE--------KIPVDGVVVEGES----

Cu2.GA-5.17EFuSce13          ----TKEIPIELLQVNDIVEIKPGM--------KIPADGIITRGES----

Cu1.GA-5.8EFuCal2            QEFPTRVISIDLVQPNDIAIVLPGG--------KVPADGEIVFGET----

Cd2-5.14EFuSce9              KTGKETEINIRLLQYGDIFKVLPDS--------RIPTDGTVISGSS----

Cu1.Ag-5.21BAqAae2           EGEKEVEKNVREVFKGEKVVYRSGE--------QILLDGVIIKGEG----

5.25ACrPae1                  RGDEWVEVNASEVKPGEVVEVREGE--------RIPVDGYVDEGAG----

5.28ACrApe2                  RGRREVEVDVSEVKPGDLVVVRQGE--------RIPVDGYVVQGKA----

5.24ACrSso1                  DGR---VVNSNELKVGDVVIVRAGE--------RIPADGIIENGEG----

27.2BSpLbi1                  ---GDQTIPSSEIKLGDKIQVAPGK--------RIPVDAILVSKET----

27.3BEpNsp1                  ---EKSLVPVENVEVGDTIEIKAGD--------KVVIDGVIISGEG----

27.1BBeNme1                  DTQETCEAAVVKLKAGDIVLVKPGE--------TIPVDGTVLEGSS----

Cu1-5.13ACrSso2              ------DVPVTKLKKGDIVIVKPGE--------KIPLDGVVVDGES----

Ssp6                         ---KTTEVESTELVPGDLILLEAGV--------KVPADGRILEGAN----

Ava3                         ---KVVEAESKELVPGDIMLLEAGV--------KVAADGRILEAAN----

Nsp5                         ---KLVDVAAKDIVPGDVMLLEAGV--------QISADGRLIEQAN----

Tel5                         ---KVMDIDSPELVVGDIFFLETGV--------KVAADGRLLETVN----

Ssp11                        ---LWQEVPASQLVPGDRVLLEAGV--------QIPADGRLAEAVN----

Ssp8                         ---DRQEIKAASLVPGDIILLEAGS--------QLCADGQLIEAAN----

Ava5                         ---RVQEISARRLVPGDIVLIEAED--------IVPADCRLLSISG----

Ama2                         ---SWQEVGAQSLVPGDIIAIEAGN--------LVPADCRVVDSAS----

Gvi3                         ---ALRTVGARELVPGDVIVLEAGN--------LVPADVRFIECTN----

2.21BThPmo1                  ---KILEIPSEEVVPGDIVIIDAGR--------YIPCDLRLIETVN----

GA-2.19EViAth27              ---CFSILPATELVPGDIVEVTVGC--------KIPADLRMIEMSSN--T

ER-2.7EMeHsa25               --KSVQRIKAKDIVPGDIVEIAVGD--------KVPADIRLTSIKST--T

Ca.Mn.GA-2.13EViAth13        --TKVSSLPAKELVPGDIVELRVGD--------KVPADMRVVALISS--T

2.8EApPfa2                   ---KWEIIDSKYLYVGDIIELSVGN--------KTPADARIIKIYST--S

Ssp7                         ---QNLRIPSQDLVIGDIVSLASGD--------KVPADLRLLKVRN----

2.4BCySsp6                   ---QNLRIPSQDLVIGDIVSLASGD--------KVPADLRLLKVRN----

Ama1                         ---QTLRIPSQDLVPGDIVLLTSGD--------KVPADLRLISIKN----

Ava2                         ---QKVQVPSKELVPGDLVLLTSGD--------KVPADLRLIQSRN----

Ava4                         ---QKIRIPSRELVPGDVVLLTSGD--------KVPADLRLIQVRN----

Ssp10                        ---QKLRVPSRELVPGDVVLLSSGD--------KVPADLRLLSVRN----

GAeff-2.5EMeHsa12            -EGKLEHTLARDLVPGDTVCLSVGD--------RVPADLRLFEAVD----

Ca.Mn.GA-2.9EMeHsa2          -EGKLQHLLARELVPGDVVSLSIGD--------RIPADIRLTEVTD----

Ca.Mn.GA-2.16EMeCel2         -DGKEAMMLARELVPGDIVLLNTGD--------RIPSDLRIAESFS----

GAeff-2.3EFuSce2             -CGQESHVLASTLVPGDLVHFRIGD--------RIPADIRIIEAID----

2.6EFuNcr3                   LDAKSSKVMAAQLVPGDLVLFTTGD--------RIPADVRVTKATD----

2.23AEuMva3                  ---EVIEIPSSKIVPGDVLMLSEGN--------VISADLRLYDTKG----

2.24BAqAae1                  ---KLKVIPASELVPGDVVYIQEGD--------VVPADIRLIESVG----

Ssp9                         ---TLQSVLARELVRGDVVQLEEGD--------RVSADLRLVSADS----

Ava7                         ---ELKQIPARELVRGDIMQLEEGD--------HVSADARLVKSES----

1.5BSpLbi2                   ---NVLTVPADEIVPGDLLVLAEGD--------IVPADCRIIESED----

Na.K-1.1EMeHsa13             ---EKMSINAEEVVVGDLVEVKGGD--------RIPADLRIISANG----

N.K-1.6EMeSac1               ---EKSTINAEFVVAGDLVEVKGGD--------RIPADLRIISAHG----

H.K.NoGas1.4EMeRno1          ---EKKVISAEQLVVGDVVEIKGGD--------QIPADIRLVFSQG----

H.K.Gas-1.2EMeHsa24          ---DKFQINADQLVVGDLVEMKGGD--------RVPADIRILAAQG----

Na-1.3ERaHak1                ---EFIKVPSEKLVKGDVIRLEGGE--------LVPCDVRIITCTDN---

9.1EFuSce8                   ---KSETINSKDVVPGDICLVKVGD--------TIPADLRLIETKN----

9.4EFuZro1                   ---KHVSVESATVVVGDICEVRVGD--------SVPADLRLVEASN----

9.3EFuDoc1                   ---DDTTIPAEEVVPGDIVHIKVGD--------TVPADLRLIDLMN----

9.5EFuUma1                   ---DGETISANEVVPGDIIELTTGD--------TVPADCRLIDSMN----

9.2EFuSpo3                   ---KTDAIDSHLLVPGDVVVLKTGD--------VVPADLRLVETVN----

9.6EFuUma2                   ---SIRQVPSAELVPGDIIHFRAGD--------LVPADVRLVTISN----

Ava8                         ---KRQRIAGREVVREDVIVLSEGD--------RVPADAVVLWSTH----

30.4BCyAva17                 ---KRQRIAGREVVREDVIVLSEGD--------RVPADAVVLWSTH----

30.3BSpLbi4                  ---KIIRIEGKDVVFDDLIILNEGD--------RIPADAKLLSDRM----

30.2BBaFjo5                  ---EVVKIATHDIVIGDLCITEEGR--------IINADGRIVHSND----

Ava1                         HEAERKEISIKFLVPGDIIYLSAGD--------MIPADVRLITAKD----

4.1BGaSen1                   -ENAWLELPIDQLVPGDIIKLAAGD--------MIPADLRIIQARD----

4.2BSpLin3                   -NSSIREIPSEEVVPGDILKLSAGD--------MIPADCILLESKD----

Ter2                         ---NITTIPKKDLVVGDLVIIETGD--------EIPADGQVIEAVS----

2.22BFiSth8                  ---KLKEILVDDVVKGDQILLQSGD--------KIPVDGIILEGK-----

PMeff-2.1EMeHsa11            ---QLIQLPVAEIVVGDIAQVKYGD--------LLPADGILIQGND----

PM-2.25EMeHsa1               ---QVIQIPVADITVGDIAQVKYGD--------LLPADGILIQGND----

PM-2.15EMeCel1               ---EAIDVPVSDLVVGDIARVKYGD--------LLPADGFLIQSND----

Vac-2.17EnoDdi23             ---EQCQISIFDVKVGDIISLDTGD--------IICADGVFIEGHA----

PM-2.10EViAth45              ---RRVEISIYDIVVGDVIPLNIGN--------QVPADGVLISGHS----

PM-2.14EViAth40              ---RTVKISIYDVVVGDVIPLRIGD--------QVPADGVLISGHS----

Chl-2.11EViAth32             ---LRQKISIYDLLPGDVVHLGIGD--------QIPADGLFISGFS----

PM-2.12EViAth11              ---FRQKLSIYDLLPGDIVHLAIGD--------QVPADGLFLSGFS----

Vac-2.2EFuSce6               ---QEILISIHHVLVGDVISLQTGD--------VVPADCVMISG-K----

Vac-2.18EApTgo1              ---HKEQISVFQLVVGDILHLEAGD--------EVPADALVVQGRD----

3.1EFuNcr1                   ---TLKEIEAPEVVPGDILQVEEGT--------IIPADGRIVTDDA---F

3.6EFuSce5                   ---QLVEIPANEVVPGDILQLEDGT--------VIPTDGRIVTEDC---F

3.4AEuMja1                   ---KWQIIPAKELVPGDVVRIRIGD--------IVPADIILVDGD----Y

3.7EViAth21                  ---KWSEQEAAILVPGDIVSIKLGD--------IIPADARLLEGD----P

3.2ETrLma9                   ---KWQQIDAAVLVPGDLVKLASGS--------AVPADCSINEGV-----

3.5ETrTbr5                   ---TWQQIDAALLVPGDLVKLGSGS--------AVPADCTINEGV-----

Ter1                         ---KQQNIDPSEIVVGDILVVHSGD--------QIVVDGQVVGKGQ----

23.3BCyTer4                  ---KQQNIDPSEIVVGDILVVHSGD--------QIVVDGQVVGKGQ----

Tel1                         ---QQVIIDPAEVVEGDILLLAPGD--------QIVADGRVVGDGQ----

23.1BAcSco4                  ---KPVGISTSEIVLDDVIEIGPGD--------KAVVDGVCVEADG----

23.2BFiEfa2                  ---QEQEISPDELVLDDVVLFKSGE--------QISGDAIVLSGE-----

24.3BDeHoc1                  ---RIVEMDTAALVVGDIIELSSGE--------VVPADCRIASAEH----

24.4BGaHch1                  ---EYLEGPAKALRPGDVLTLTAGD--------VAPADARILKAEA----

24.1BAcMbo1                  ---RTATVSAKSLRVGDVIDLAAPE--------VVPADARLLVAED----

15.1EnoDdi18                 ---KLQVVSSETLVPGDIIEIQKS--L------VLPCDFCLLTGTV----

16.1EOlTth26                 IIKVKKQISSLELVPGDIIEIPDG--Q------ILPCDVILLNGSC----

14.1EFuSce15                 ---FWTTISSSELVPGDIYEVSDPNIT------ILPCDSILLSSDC----

13.1EMeHsa8                  ---EEEWVDSSELVPGDCLVLPQEG-G------LMPCDAALVAGEC----

8.1EMeBta1                   ---AWEIVHWEKVNVGDIVIIKGKE--------YIPADTVLLSSSEPQAM

8.8EMeMmu1                   ---MWHTIMWKEVAVGDIVKVLNGQ--------YLPADMVLFSSSEPQGM

8.2EFuSce10                  ---DFVEKRWIDIRVGDIIRVKSEE--------PIPADTIILSSSEPEGL

8.6EViAth15                  ---QWVSIPWRKLQVGDIVKIKKDG--------FFPADILFMSSTNSDGI

8.4EFuSce14                  TDCKFAKNYWKGVKVGDIVRIHNND--------EIPADIILLSTSDTDGA

8.5EFuSce4                   PECRFAKDYWKNVKVGDIVRVHNND--------EIPADMILLSTSDVDGA

8.7EViAth19                  -DHQFREKKWKHIRVGEVIKVQSNQ--------TLPCDMVLLATSDPTGV

Nsp3                         --LVMGLFVFLLMMNQGWLPLNPTNIG------APTWDTALHTAIS--FI

Nsp7                         --LFMGILVYSLIYFQRLLPWNPNGLG------VPSWDIVLHTVIS--FV

Gvi4                         --AAMFVPVFAVLLLQGSLPLNPNGIS------GMSWDLALHTAIS--FL

32.4BFuFnu1                  --DNVKRVPIEEIQKDDIIVVQTGE--------KISVDGKIIRGEA----

6.7EViAth1                   -----EEVEVDELKTNTVIAVKAGE--------TIPIDGVVVDGNC----

8.3ETrLdo1                   ---KLVSVHSKDIHPGDVMRIKNGE--------EVRADVVMLASSVEEGQ

Mn.Cd-3.3BFiLpl1             ---HWQLIDAKALVVGDLISLQVGS--------VIPADIRVLTNPIY---

28.1BGaLpn4                  ---PDKEISVKTLIPNDMIIVKKGQ--------VIPVDGVLTQKAL----

29.1BDeBba2                  --DTSAVIPWSSVNAGDVLKLKQGQ--------SLPSDATLLSSHA----

29.2BBaFjo4                  ----EESVPIYDVLKGNRLLIRNQE--------LIPVDGILISEKA----

30.1BDeBba3                  --AVEVEVDSRDLVPGDLVLLRQGD--------VVPADGVFESLQG----

31.1BGaMca11                 ---VEIEVPMDKVQKGDIVAVHTGD--------TVPVDGHIVEGMA----

Tel4                         ---HSLTIERQELQAADLLWLRPGD--------LVPADGVVVAGLA----

Ava6                         ---KAQEIPVDNVVLGDVLILKPGS--------YVAADARLIEADN----

12.1ERhCme8                  SCDCCERISSRELVPGDVIIVESGM--------VMPCDCTLLQGSA----

24.2BChTro1                  ---DEQLIPASELVPGDIVLLRFGD--------LVPADARLIETNN----

6.6EViAth26                  SDLSYKSVPVHSVEVGSYVLVGTGE--------IVPVDCEVYQGSA----

26.1BAcCdi2                  -EVRKEEVAIQKLNVGDDILIAPYA--------LIPADGYVVGGAS----

11.1EFuEcu1                  ---RFVEVDSREVYPGNIIYIEPCK--------EFPCDALVIRGDA----

17.1EFuSpo12                 --QVKQTVLADDLVIGDLLYFSNLDLK------TCPVDGILFSSSC----

18.1EApCpa6                  REPYERTINSSDLLPGDLIILKPGM--------VLPCDAIILTSNV----

19.1EOlTth19                 ---KIEKQTSSNILPGDLFYINDQM--------KVPCDCILIQGQA----

20.1EOlTth57                 ---VQQTIDCIDLLPGDLFLFQNNM--------LMPCDSLLLSGDA----

31.2BGaMca1                  --GIESRVAPSDLRAGDRVKVSAPR--------IIPVDGVVLAGQA----

10.1EFuSce3                  -NKKWVALQTNELLPMDLVSITRTAEES-----AIPCDLILLDGSA----

2.20BFiCac3                  ---KLMNINSEDLVVGDIVIFSKGN--------TIPGDIRIIECSG----

21.1EBaTps13                 NRSQWVQLSPTDLLPGDVFLIAPLETKKRAKSLIIPVDALLLEGTC----

22.1EApCpa2                  --AGSSFVLSKELFPGTVIFIDKAMR--------IPADLLLLNGNV----

Nsp2                         -SVDESAITGESAPVLKQPGTD----------------------------

Ava9                         -SVDESAITGESAPVLKQPGTD----------------------------

Ssp5                         -SVDESAITGESAPVLKEPGSD----------------------------

Ava10                        -SVDESAITGESAPVLKESGSD----------------------------

Gvi5                         -SVDESAITGESAPVIKEPGSD----------------------------

7.1BGaEco3                   -SVDESAITGESAPVIRESGGD----------------------------

Nsp1                         -LLDEQKLTGESVPILKK--------------------------------

Ava12                        -LIDQQKLTGESMPVLRQ--------------------------------

Tel2                         -LIDQCKLTGESVPVTRT--------------------------------

32.8BCyTel1                  -LIDQCKLTGESVPVTRT--------------------------------

Tel6                         -VIQRQFLTGESDLLPCE--------------------------------

32.6AEuMsm6                  -MVNEATMTGEPLAVHKM--------------------------------

32.7BVeAmu1                  -EVNQAAMTGESEAASKR--------------------------------

32.3BBaBca1                  -TVNQASLTGESIPVPKR--------------------------------

32.5BSpTde3                  -SVNQASMTGEGLPVHKV--------------------------------

32.1BBeAar4                  -TVNEATMTGESAAVAKG--------------------------------

32.2BAcMtu1                  -IVNQSAITGENLPVSVV--------------------------------

6.17AEuMac1                  -SVNQAAITGESLPVDKQ--------------------------------

Nsp4                         -TINQAAITGESLPVEKT--------------------------------

Ssp1                         -TLNQASITGESMPVEKA--------------------------------

6.9BFiBsu2                   -SLDESALTGESMPVEKN--------------------------------

6.11BGaPpu4                  -SINQAPVTGESVPVDKQPVPDAELARSKPDAVD----------------

Nsp10                        -AIDQSPITGESIPEDKD--------------------------------

6.13BCyNsp1                  -AIDQSPITGESIPEDKD--------------------------------

Ava11                        -TIDQSSITGESIPEDKQ--------------------------------

6.1BFiSau1                   -AVNQAAITGESVPVSKA--------------------------------

6.8BFiLmo1                   -AVNQAAITGESIPVEKN--------------------------------

6.12BGaPpu1                  -SVDQAPITGESLPVEKG--------------------------------

6.4BBeRme1                   -TVNQAPITGESLPVEKI--------------------------------

6.14BAlSme6                  -SVDEAPVTGESTPVLKE--------------------------------

6.2BGaEco4                   -SFDESALTGESIPVERA--------------------------------

Ssp2                         -QVDTSALTGESVPGTVK--------------------------------

6.5BCyObr1                   -QIDTSALTGESVPRTVK--------------------------------

6.10BFiBsu3                  -MVDTSALTGESVPRKAA--------------------------------

6.3BEpHpy1                   -LLDERALSGESMPVNVS--------------------------------

25.1BAcSco3                  -VLDESVLTGEPLQVTRQ--------------------------------

25.2BAlSme3                  -VLDESALTGEAMPIRRR--------------------------------

25.3BFiEfa3                  -TVDESSLTGESKPIEKN--------------------------------

6.16BGaPae5                  -SLDTAPITGESVPLEVA--------------------------------

5.26AEuTvo1                  -EVDESSITGEQEPVLKT--------------------------------

Cu1-5.9EFuCal1               -EFDESALTGESTPVKHQ--------------------------------

Nsp6                         -TLDESMLTGEAVPVMKQ--------------------------------

Ter4                         -TVDESMLTGESIPVVKE--------------------------------

Ssp13                        -TVNEGMLTGEPLPVLKQ--------------------------------

Ama3                         -LVDEAMLTGEAMPVPKA--------------------------------

Tel3                         -LVDESMLTGESLPVAKG--------------------------------

Ssp4                         -LVDESLLTGESLPVAKN--------------------------------

Pma1                         -AVDVSSITGEPLPLEAA--------------------------------

Cu1.Chl-5.11EViAth34         -TIDESSFTGEPLPVTKE--------------------------------

Cu1.Chl-5.12EViAth1          -VVDESMLTGESLPVFKE--------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       -FVNEAMLTGESKPVAKK--------------------------------

Cu2-5.22BAqAae1              -HVDESMLTGESRPVPKK--------------------------------

5.16BFiEfa1                  -RVNEALVTGESKPIEKN--------------------------------

Cu1.Ag.eff-5.2BFiEhi2        -IVDESAVTGESKGVKKQ--------------------------------

5.27AKoKcr1                  -SFDESILTGESAPVVRG--------------------------------

Nsp8                         -SVDESMLTGESLPVEKQ--------------------------------

Ag.eff-5.4BGaSen1            -TVDESMVTGESMPVTKT--------------------------------

Nsp9                         -TVDEAMVTGESIPVKKQ--------------------------------

Nsp11                        -TIDEGMVTGESVPVKKQ--------------------------------

Ama4                         -TVDEAMVTGESQPVQKQ--------------------------------

Ter3                         -TVDESMVTGESVPVEKK--------------------------------

Ssp12                        -TLDESMVTGESLPVLKS--------------------------------

Ssp3                         -TVDESLVTGESFPVDKT--------------------------------

Gvi2                         -YVDESMITGEPLPVAKG--------------------------------

Au2-5.20BGaSen5              -FVDESMITGEPIPVEKS--------------------------------

Cu1.Ag.eff-5.5BGaEco2        -WLDEAMLTGEPIPQQKG--------------------------------

5.18BFiBsu1                  -AVDESMITGESLPVDKN--------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      -AIDESMLTGESIPVEKN--------------------------------

Cu2upt-5.1BFiEhi1            -ALDESMLTGESVPVEKK--------------------------------

5.15BFiEfa2                  -SVDESMLTGESIPVEKE--------------------------------

5.23BSpLin1                  -TIDESMLTGESIPVEKT--------------------------------

Cu1.Ag.eff-5.3EMeHsa23       -MADESLITGEAMPVTKK--------------------------------

Cu1.eff-5.6EMeHsa16          -MVDESLITGEAMPVAKK--------------------------------

Cu1.Ag.eff-5.7AEuAfu2        -YVDESMISGEPVPVLKS--------------------------------

Cu2.GA-5.17EFuSce13          -EIDESLMTGESILVPKK--------------------------------

Cu1.GA-5.8EFuCal2            -EIDESLITGEPLPVYKK--------------------------------

Cd2-5.14EFuSce9              -EVDEALITGESMPVPKK--------------------------------

Cu1.Ag-5.21BAqAae2           -LVNEAVITGEPVPILKK--------------------------------

5.25ACrPae1                  -AVDESAFTGEPLPVEKK--------------------------------

5.28ACrApe2                  -YVDESVFTGEPIPVEKK--------------------------------

5.24ACrSso1                  -EVNEAILTGEQKPVLKK--------------------------------

27.2BSpLbi1                  -YIDESFLTGESVPIRKQ--------------------------------

27.3BEpNsp1                  -SFDESSLTGESEPAYKK--------------------------------

27.1BBeNme1                  -AVNESMLTGESLPVAKM--------------------------------

Cu1-5.13ACrSso2              -EVSEAIITGESEPVSKG--------------------------------

Ssp6                         LQIREAALTGEAEAVMKQGD------------------------------

Ava3                         LQVREAALTGEAHAVEKQAN------------------------------

Nsp5                         LQVRESALTGEAEAVNKQAS------------------------------

Tel5                         LQIREAALTGEAEAVSKDAA------------------------------

Ssp11                        LQVREAALTGEATPVTKQAD------------------------------

Ssp8                         LLIRESALTGEAQPVEKNASN-----------------------------

Ava5                         LRTQEAALTGAAEPVDKNIQ------------------------------

Ama2                         LRIQEASLTGESEPVDKIRD------------------------------

Gvi3                         LRVQEAALTGESEAVEKDTA------------------------------

2.21BThPmo1                  LQIDESALTGESVPVDKNADL-----------------------------

GA-2.19EViAth27              FRVDQAILTGESCSVEKDVDC-----------------------------

ER-2.7EMeHsa25               LRVDQSILTGESVSVIKHTDP-----------------------------

Ca.Mn.GA-2.13EViAth13        LRVEQGSLTGESEAVSKTTKH-----------------------------

2.8EApPfa2                   LKVEQSMLTGESCSVDKYAEK-----------------------------

Ssp7                         LQVDESALTGEAVPVEKAVE------------------------------

2.4BCySsp6                   LQVDESALTGEAVPVEKAVE------------------------------

Ama1                         LQADESALTGESVPVDKSIQ------------------------------

Ava2                         LQVNESALTGESVAIEKNTE------------------------------

Ava4                         LQIDESGLTGESVAVEKHTQ------------------------------

Ssp10                        LQVDESALTGESVPVEKRLG------------------------------

GAeff-2.5EMeHsa12            LSIDESSLTGETTPCSKVT-------------------------------

Ca.Mn.GA-2.9EMeHsa2          LLVDESSFTGEAEPCSKTD-------------------------------

Ca.Mn.GA-2.16EMeCel2         LQIDESSLTGETEPKHKETR------------------------------

GAeff-2.3EFuSce2             LSIDESNLTGENEPVHKTSQTIEKS-------------------------

2.6EFuNcr3                   LTVDASNLTGENEPVRIVAEARTR--------------------------

2.23AEuMva3                  MLIDESTITGESIPVEKDGK------------------------------

2.24BAqAae1                  LMVDESVLTGESVPVEKNAD------------------------------

Ssp9                         LYVDVSVMTGESLPVARFAESAQIREVVPKRGGQVLVH------------

Ava7                         LYLDVSVLTGESLPVARNAYPVRVREVASIRGGKTLPA------------

1.5BSpLbi2                   VEVDNSSLTGESTSARRYKSENQI--------------------------

Na.K-1.1EMeHsa13             CKVDNSSLTGESEPQTRSPDFTNE--------------------------

N.K-1.6EMeSac1               CKVDNSSLTGESEPQTRSPEFSSE--------------------------

H.K.NoGas1.4EMeRno1          CKVDNSSLTGESEPQARSTEFTHE--------------------------

H.K.Gas-1.2EMeHsa24          CKVDNSSLTGESEPQTRSPECTHE--------------------------

Na-1.3ERaHak1                CVVDNASLTGEAEPQKRKNEATHD--------------------------

9.1EFuSce8                   FDTDESLLTGESLPVSKDANLVFGK-------------------------

9.4EFuZro1                   FETDEALLTGESLPVAKDYQAVYDS-------------------------

9.3EFuDoc1                   LETDEALLTGESLPITKNHLDVYDDY------------------------

9.5EFuUma1                   FETDEALLTGESLPVAKDHNQIYSA-------------------------

9.2EFuSpo3                   FETDEALLTGESLPVIKDAHATFQM-------------------------

9.6EFuUma2                   LEIDEAPLTGESVPAIKTTGPLLRP-------------------------

Ava8                         LSVDESLLTGESLPVRKQSVKDSTDLAN----------------------

30.4BCyAva17                 LSVDESLLTGESLPVRKQSVKDSTDLAN----------------------

30.3BSpLbi4                  FACDESLLTGESIPVNK-------DIG-----------------------

30.2BBaFjo5                  FSVNEASLTGESFSVFKNSDPGN---------------------------

Ava1                         LFISQGALTGESLPVEKHPTLPAGQ-------------------------

4.1BGaSen1                   LFVAQASLTGESLPVEKVATTRE---------------------------

4.2BSpLin3                   LFVNEATLTGETFPIEKFIETIS---------------------------

Ter2                         LEVNEASLTGEAMSVTKTVETNLS--------------------------

2.22BFiSth8                  LKVNQAVLNGESEDATKLPLGDRE--------------------------

PMeff-2.1EMeHsa11            LKIDESSLTGESDHVKKSLDKD----------------------------

PM-2.25EMeHsa1               LKIDESSLTGESDHVKKSLDKD----------------------------

PM-2.15EMeCel1               LKIDESSLTGESDHIKKSIESD----------------------------

Vac-2.17EnoDdi23             LKCDESSITGESDPIKKGQPQDNM--------------------------

PM-2.10EViAth45              LALDESSMTGESKIVNKDANKD----------------------------

PM-2.14EViAth40              LAIDESSMTGESKIVHKDQ-KS----------------------------

Chl-2.11EViAth32             VLINESSLTGESEPVSVSV-EH----------------------------

PM-2.12EViAth11              VVIDESSLTGESEPVMVNA-QN----------------------------

Vac-2.2EFuSce6               CEADESSITGESNTIQKFPVDNSLRDFKKFNSIDSHNHSKPL--------

Vac-2.18EApTgo1              LTVDESSLTGESDMIRKAPFQQCLNEALSRETAFSSALDSAENLPAPGSS

3.1EFuNcr1                   LQVDQSALTGESLAVDKHKG------------------------------

3.6EFuSce5                   LQIDQSAITGESLAVDKHYG------------------------------

3.4AEuMja1                   LVVDESALTGESLPVEKKIG------------------------------

3.7EViAth21                  LKVDQSALTGESLPVTKHPG------------------------------

3.2ETrLma9                   IDVDEAALTGESLPVTMGPE------------------------------

3.5ETrTbr5                   IDVDEAALTGESLPVTMGTE------------------------------

Ter1                         IEVDESLLTGESDLVPKQAG------------------------------

23.3BCyTer4                  IEVDESLLTGESDLVPKQAG------------------------------

Tel1                         IQVDESLLTGESDLIPKQAG------------------------------

23.1BAcSco4                  LEIDESLLTGEADPVVKQPG------------------------------

23.2BFiEfa2                  VRVNESLLTGESDEITKVAD------------------------------

24.3BDeHoc1                  LEVDESSLTGESLPVTKDAKPVDTD-------------------------

24.4BGaHch1                  LEMDESSLTGESLPVKKHTAPSFSP-------------------------

24.1BAcMbo1                  LEVDESFLTGESLPVDKQVDPVAVN-------------------------

15.1EnoDdi18                 -ILNESMLTGESIPVTKYSLEECSGDQLSVDPLVNKRC------------

16.1EOlTth26                 -VMNESMLTGESIPIIKSSLPFNNNKYHPNE--DGKQS------------

14.1EFuSce15                 -IVNESMLTGESVPVSKFPATEETMYQLCDDFQSTQISS-----------

13.1EMeHsa8                  -MVNESSLTGESIPVLKTALPEGLGPYCAETHRRH---------------

8.1EMeBta1                   CYIETSNLDGETNLKIRQGLPATSDIKDIDSLMRLSGRIECESPNRHLYD

8.8EMeMmu1                   CYVETANLDGETNLKIRQGLSHTTDMQTRDVLMKLSGRIECEGPNRHLYD

8.2EFuSce10                  CYIETANLDGETNLKIKQSRVETAKFIDVKTLKNMNGKVVSEQPNSSLYT

8.6EViAth15                  CYVETANLDGETNLKIRKALERTWDYLVPEKAYEFKGEIQCEQPNNSLYT

8.4EFuSce14                  CYVETKNLDGETNLKVRQSLKCTNTIRTSKDIARTKFWIESEGPHSNLYT

8.5EFuSce4                   CYVETKNLDGETNLKVRQSLKCSKIIKSSRDITRTKFWVESEGPHANLYS

8.7EViAth19                  VYVQTTNLDGESNLKTRYAKQET--LLKAADMESFNGFIKCEKPNRNIYG

Nsp3                         TNTNQQHYSGETSLSYGS--------------------------------

Nsp7                         TNTDQQHYAGETTLSYFS--------------------------------

Gvi4                         TNTNQQHYSGETGASHLA--------------------------------

32.4BFuFnu1                  -LIDQSSITGEYMPIKKS--------------------------------

6.7EViAth1                   -EVDEKTLTGEAFPVPKLK-------------------------------

8.3ETrLdo1                   AFIDTCNLDGETNLKSRKALEATWALCEVEAIMN----------------

Mn.Cd-3.3BFiLpl1             --TDESSITGESVAVIHT--------------------------------

28.1BGaLpn4                  --LYTTRIDGSPKLKEFHP-------------------------------

29.1BDeBba2                  -TLDMSLFNGESLPKVFS--------------------------------

29.2BBaFjo4                  -EIDYSFVTGEAVPITKK--------------------------------

30.1BDeBba3                  LQVDESVLTGESFPIVKKATPLEPFFR-----------------------

31.1BGaMca11                 -MIDQHTLTGESSPAEKG--------------------------------

Tel4                         -EVEPAHFEASREVWVCR--------------------------------

Ava6                         LSIDESALTGESLPVSKNTASLTG--------------------------

12.1ERhCme8                  -VVTEANLTGEAAPLFKSSWHSAYEEPSSRVPPRIPIESYQHSSGLAAVS

24.2BChTro1                  FAVDESALTGESIPVQKDAAARD---------------------------

6.6EViAth26                  -TITIEHLTGEVKPLEAK--------------------------------

26.1BAcCdi2                  -TIDGTALGIGRLKVKVN--------------------------------

11.1EFuEcu1                  -ITNECLLTGETVPIYKNADQLSVVYSG----------------------

17.1EFuSpo12                 -LLDESMVTGESVPARKFPLEDNS--------------------------

18.1EApCpa6                  -IVNEAALTGESVPVLKSPIPKYSSELFDFE-------------------

19.1EOlTth19                 -LVNEASLTGESVPVLKYN-------------------------------

20.1EOlTth57                 -LVNESSLTGESIPIPKISILQNQQQDDLFN-------------------

31.2BGaMca1                  -LVQESSLRGRPGLVRKT--------------------------------

10.1EFuSce3                  -IVNEAMLSGESTPLLKESIKLRPSEDN----------------------

2.20BFiCac3                  LKVSEVSVTGDESIMEKFSAKIYLET------------------------

21.1EBaTps13                 -VTEEAALTGESVPQAKVPLDLALDESQDEK-------------------

22.1EApCpa2                  -VVDESCLTGEATPQCKTGGIQIAPSEFS---------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              VDHRRRSRGSFGAPSSGAPL------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   FVGNIRLDGRST--------------------------------------

8.8EMeMmu1                   FTGNLHLDGKSS--------------------------------------

8.2EFuSce10                  YEGTMTLNDRQ---------------------------------------

8.6EViAth15                  FTGNLVVQKQT---------------------------------------

8.4EFuSce14                  YQGNMKWRNLADG-------------------------------------

8.5EFuSce4                   YQGNFKWQDTQNG-------------------------------------

8.7EViAth19                  FQANMEIDG-----------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  EVTTQEASAHQGAESSAHFINMEESEGNEEDEQSSGESEGYFMGAYSASN

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         ------------------------------------IASSVTGGTRLLSD

Ava9                         ------------------------------------IASSVTGGTRLLSD

Ssp5                         ------------------------------------VASSVTGGTRIISD

Ava10                        ------------------------------------VASSVTGGTRIISD

Gvi5                         ------------------------------------VASTVTGGTRILSD

7.1BGaEco3                   ------------------------------------FAS-VTGGTRILSD

Nsp1                         ------------------------------------QGQSVFASTLVREG

Ava12                        ------------------------------------VGEAVYASTLLREG

Tel2                         ------------------------------------EGMEVFASTLLVDG

32.8BCyTel1                  ------------------------------------EGMEVFASTLLVDG

Tel6                         ------------------------------------PGQTVLASSLVVRG

32.6AEuMsm6                  ------------------------------------PGKTVHAGTVVEEG

32.7BVeAmu1                  ------------------------------------EGSVVFAGTTLETG

32.3BBaBca1                  ------------------------------------PGGAVYAGTVVEEG

32.5BSpTde3                  ------------------------------------SGDTVFASTVVEEG

32.1BBeAar4                  ------------------------------------RGDAVLSGTLVEEG

32.2BAcMtu1                  ------------------------------------VGTRVHAGSVVVRG

6.17AEuMac1                  ------------------------------------SGDTVFAGTLNETG

Nsp4                         ------------------------------------VGEEVFAGTLNGYG

Ssp1                         ------------------------------------IGDEVFAGTINGNG

6.9BFiBsu2                   ------------------------------------TGDTVFTGTVNRNG

6.11BGaPpu4                  ------------------------------------AASKVFAGTINGET

Nsp10                        ------------------------------------VGDTVFAGTLNQTG

6.13BCyNsp1                  ------------------------------------VGDTVFAGTLNQTG

Ava11                        ------------------------------------KGDTVFAGTVNQSG

6.1BFiSau1                   ------------------------------------VDDEVFAGTLNEEG

6.8BFiLmo1                   ------------------------------------IDDSVFAGTLNEEG

6.12BGaPpu1                  ------------------------------------VGDKLFAGTINQAG

6.4BBeRme1                   ------------------------------------EGDPVFAGTINESG

6.14BAlSme6                  ------------------------------------AGANVFAGTVNGDG

6.2BGaEco4                   ------------------------------------TGDKVPAGATSVDR

Ssp2                         ------------------------------------PGDTILAGMINQSG

6.5BCyObr1                   ------------------------------------VGETVLAGTINQTG

6.10BFiBsu3                  ------------------------------------EGQDVMSGFINQNG

6.3BEpHpy1                   ------------------------------------ENSKVLGGSLNLKA

25.1BAcSco3                  ------------------------------------RGEGARSGAVNAGG

25.2BAlSme3                  ------------------------------------SGEPVTSGTTNAGD

25.3BFiEfa3                  ------------------------------------PGDELMSGSVNGDG

6.16BGaPae5                  ------------------------------------PGMEVYGGAINLDG

5.26AEuTvo1                  ------------------------------------AGDRVISGTKNLNG

Cu1-5.9EFuCal1               ------------------------------------EGHQIFSGTVNIGN

Nsp6                         ------------------------------------PGDIVTAGTINQSG

Ter4                         ------------------------------------FGSNVAAGTINKSS

Ssp13                        ------------------------------------AGDPVVAGTLNQSG

Ama3                         ------------------------------------SGDEVVAGTLNQSA

Tel3                         ------------------------------------VGAFVLAGSRNVGA

Ssp4                         ------------------------------------VDDAVIAGAWNQSG

Pma1                         ------------------------------------PGIELTSGSLNLEA

Cu1.Chl-5.11EViAth34         ------------------------------------SGSQVAAGSINLNG

Cu1.Chl-5.12EViAth1          ------------------------------------EGCSVSAGTINWDG

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ------------------------------------PGDTVIGGAINGEG

Cu2-5.22BAqAae1              ------------------------------------PGDKVIGGSVNLEG

5.16BFiEfa1                  ------------------------------------PGDEVIGGSTNGGG

Cu1.Ag.eff-5.2BFiEhi2        ------------------------------------VGDSVIGGSINGDG

5.27AKoKcr1                  ------------------------------------KGGSVIAGSINLEG

Nsp8                         ------------------------------------AESAVIGGTLNRTG

Ag.eff-5.4BGaSen1            ------------------------------------EGEPVIGGTINQTG

Nsp9                         ------------------------------------PGDEVIGATINKTG

Nsp11                        ------------------------------------PGDEVIGATINKTG

Ama4                         ------------------------------------PGDLVIGATLNKTG

Ter3                         ------------------------------------PGDEVIGVTINQTG

Ssp12                        ------------------------------------AGDEVIGATLNRTG

Ssp3                         ------------------------------------VGTEVIGATLNKSG

Gvi2                         ------------------------------------EGAAVVGGTINQNG

Au2-5.20BGaSen5              ------------------------------------AGSAVVGGTVNQKG

Cu1.Ag.eff-5.5BGaEco2        ------------------------------------EGDSVHAGTVVQDG

5.18BFiBsu1                  ------------------------------------PGDSVTGSTVNANG

Cu2.Fe3.Pb2-5.19BFiSau2      ------------------------------------VDDTVIGSTMNKNG

Cu2upt-5.1BFiEhi1            ------------------------------------EKDMVFGGTINTNG

5.15BFiEfa2                  ------------------------------------SGDEVIGASINKNG

5.23BSpLin1                  ------------------------------------ISNFVYGGSLNQNG

Cu1.Ag.eff-5.3EMeHsa23       ------------------------------------PGSTVIARSINAHG

Cu1.eff-5.6EMeHsa16          ------------------------------------PGSTVIAGSINQNG

Cu1.Ag.eff-5.7AEuAfu2        ------------------------------------KGDEVFGATINNTG

Cu2.GA-5.17EFuSce13          ------------------------------------TGFPVIAGSVNGPG

Cu1.GA-5.8EFuCal2            ------------------------------------LKDKVIGGSINGPH

Cd2-5.14EFuSce9              ------------------------------------CQSIVVAGSVNGTG

Cu1.Ag-5.21BAqAae2           ------------------------------------EGDEVYSGSVLEKG

5.25ACrPae1                  ------------------------------------AGDLVLAGTVLIKG

5.28ACrApe2                  ------------------------------------PGDLVLAGSMVSSG

5.24ACrSso1                  ------------------------------------KGDNVLAGGILVNG

27.2BSpLbi1                  ------------------------------------KGDSILAGSLTMDN

27.3BEpNsp1                  ------------------------------------EGDEVLSGSILLDS

27.1BBeNme1                  ------------------------------------PSEKVTAGTLNTQS

Cu1-5.13ACrSso2              ------------------------------------KGDFVIGGSTNGSG

Ssp6                         ------------------------VLLPADSALGD-RLNLVYSGTEVVQG

Ava3                         ------------------------AILQEDAPLGD-RINLVFSGTEVVQG

Nsp5                         ------------------------LQLPEDTSLGD-RINVVYQGTEVVQG

Tel5                         ------------------------KILPIDTEVGD-RANLVFAGTEVSQG

Ssp11                        ------------------------CVLPPDIELGE-RRNMAFMGTEVIQG

Ssp8                         ------------------------TGLPLDTPLGD-RQNMVFSGTEVVQG

Ava5                         ------------------------RLTNSEVMLGD-RHNMVYMQTIVTYG

Ama2                         ------------------------ALGN-QCPLAE-RHNMVYMGTAVTYG

Gvi3                         ------------------------PLARADVPLGD-RLNMGYMGTVVTYG

2.21BThPmo1                  ------------------------ILETLDTPLGD-QKNMAFMSTFATYG

GA-2.19EViAth27              ------------------------TL--TTNAVYQDKKNILFSGTDVVAG

ER-2.7EMeHsa25               ------------------------VP--DPRAVNQDKKNMLFSGTNIAAG

Ca.Mn.GA-2.13EViAth13        ------------------------V---DENADIQGKKCMVFAGTTVVNG

2.8EApPfa2                   ------------------------MEDSYKNCEIQLKKNILFSSTAIVCG

Ssp7                         -------------------------LLPEETPLAE-RLNMAYAGSFVTFG

2.4BCySsp6                   -------------------------LLPEETPLAE-RLNMAYAGSFVTFG

Ama1                         -------------------------SLPEEISLSE-RTNMAFAGSFITFG

Ava2                         -------------------------PVDADAVLAE-RSNMAYAGSFVTFG

Ava4                         -------------------------VLTPDTGLGE-RKNMAYAGGFVTFG

Ssp10                        -------------------------SLAEDTPLAD-RQNMAYAGSFVTFG

GAeff-2.5EMeHsa12            -----------------------APQPAATNGDLASRSNIAFMGTLVRCG

Ca.Mn.GA-2.9EMeHsa2          -----------------------SPLTGG--GDLTTLSNIVFMGTLVQYG

Ca.Mn.GA-2.16EMeCel2         ----------------------SVPAASATGSDVEHLTCIAFMGTLVCAG

GAeff-2.3EFuSce2             ----------------------SFNDQPNSIVPISERSCIAYMGTLVKEG

2.6EFuNcr3                   ------------------------HGATGPAADKDNSTNVVYMGTLVKSG

2.23AEuMva3                  -------------------------VILPEKTLPYDLKNMALSGTVVVRG

2.24BAqAae1                  -------------------------VVLPEDTPVYNRSNVVFKGTHVVKG

Ssp9                         ----------------------GGERALQDPVKAQEIRNLVLAGSTIATG

Ava7                         ----------------------G-EQPLQEPTNLAEIPNLVLAGSTVSSG

1.5BSpLbi2                   --------------------------VLEGKFLWLEMPNILFAGSSLIKG

Na.K-1.1EMeHsa13             --------------------------------NPLETRNIAFFSTNCVEG

N.K-1.6EMeSac1               --------------------------------NPLETRNIAFFSTNCVEG

H.K.NoGas1.4EMeRno1          --------------------------------NPLETKNIGFYSTTCLEG

H.K.Gas-1.2EMeHsa24          --------------------------------SPLETRNIAFFSTMCLEG

Na-1.3ERaHak1                --------------------------------EPLETANLAFFGTNVPEG

9.1EFuSce8                   ----------------------------EEETSVGDRLNLAFSSSAVVKG

9.4EFuZro1                   ----------------------------DKDTPVGDRLNLAYSSSSVVKG

9.3EFuDoc1                   ----------------------------SVPIPVGDRLNLAYSSSVVSKG

9.5EFuUma1                   ----------------------------GEDVGVGDRLNMAFTSSTVSKG

9.2EFuSpo3                   ----------------------------NEDVPIGDRINLAYSSSIVTKG

9.6EFuUma2                   ------------------------------HLGPADRTNLAYAGTTVTKG

Ava8                         -----------------------TTRTATQHRPGGEDLPFVYSGTLIVQG

30.4BCyAva17                 -----------------------TTRTATQHRPGGEDLPFVYSGTLIVQG

30.3BSpLbi4                  --------------------------------------QMVFCGALVVGG

30.2BBaFjo5                  --------------------------------------NKIFSGTIAVSG

Ava1                         ----------------------------TQSENPLELVNICFMGTNIVSG

4.1BGaSen1                   ----------------------------PRQNNPLECDTLCFMGTNVVSG

4.2BSpLin3                   -----------------------------KNSSLSQRTNSLWMGTHVVSG

Ter2                         ---------------------------FNNHNSDAYPPNKVLRDTVVNDG

2.22BFiSth8                  ---------------------------EPDS-SDLFTEFKVFRGTVVTSD

PMeff-2.1EMeHsa11            --------------------------------------PMLLSGTHVMEG

PM-2.25EMeHsa1               --------------------------------------PLLLSGTHVMEG

PM-2.15EMeCel1               --------------------------------------PVLLSGTYAMEG

Vac-2.17EnoDdi23             -------------------------------------DPFLISGSMVIEG

PM-2.10EViAth45              --------------------------------------PFLMSGCKVADG

PM-2.14EViAth40              --------------------------------------PFLMSGCKVADG

Chl-2.11EViAth32             --------------------------------------PFLLSGTKVQDG

PM-2.12EViAth11              --------------------------------------PFLMSGTKVQDG

Vac-2.2EFuSce6               ------------------------DIGDVNEDGNKIADCMLISGSRILSG

Vac-2.18EApTgo1              ---QAQTCTTSSACADTLKSEGGVCTQLELARHHEVASPVLLSGTTVSTG

3.1EFuNcr1                   --------------------------------------DQVFASSAVKRG

3.6EFuSce5                   --------------------------------------DQTFSSSTVKRG

3.4AEuMja1                   --------------------------------------DIAYSGSIVKKG

3.7EViAth21                  --------------------------------------QEVFSGSTCKQG

3.2ETrLma9                   --------------------------------------HMPKMGSNVVRG

3.5ETrTbr5                   --------------------------------------HMPKMGSNVVRG

Ter1                         --------------------------------QPVYSGSFCVSGTAHYEA

23.3BCyTer4                  --------------------------------QPVYSGSFCVSGTAHYEA

Tel1                         --------------------------------DRLYSGSFCVRGAAAYVA

23.1BAcSco4                  --------------------------------DQVMSGSFVVAGGGAFRA

23.2BFiEfa2                  --------------------------------SQLLSGSFIVSGSCYARI

24.3BDeHoc1                  --------------------------------VIAERRSMVYEGTAVTTG

24.4BGaHch1                  --------------------------------NLAERSSMLFEGATVVQG

24.1BAcMbo1                  --------------------------------DPD-RASMLFEGSTIVAG

15.1EnoDdi18                 --------------------------------AMSGGTKVVKTQAKEK-D

16.1EOlTth26                 --------------------------------TLFAGTKCIETRYHLKGQ

14.1EFuSce15                 ---------------------------FVSKSFLYNGTNIIRARIAPG-Q

13.1EMeHsa8                  --------------------------------TLFCGTLILQARAYVG--

8.1EMeBta1                   --------------------------------------VPLGADQILLRG

8.8EMeMmu1                   --------------------------------------VALGPDQILLRG

8.2EFuSce10                  --------------------------------------IPLSPDQMILRG

8.6EViAth15                  --------------------------------------LPLSPDQLLLRG

8.4EFuSce14                  ----------------------------------EIRNEPITINNVLLRG

8.5EFuSce4                   ----------------------------------NIRNEPVNINNLLLRG

8.7EViAth19                  ------------------------------------RRLSLGPSNIILRG

Nsp3                         ----------------------------------QMFGLGYHMFTSAATG

Nsp7                         ----------------------------------QVAALGFLMFTSAATG

Gvi4                         ----------------------------------QMVCFQFLMFTSAATG

32.4BFuFnu1                  ------------------------------------EGEEVYAGTIIKNG

6.7EViAth1                   -------------------------------------DSTVWAGTINLNG

8.3ETrLdo1                   -------------------------STAVLHTSKPDPGLLSWAGLLEING

Mn.Cd-3.3BFiLpl1             ------------------------------------SGETAFAGTMVVAG

28.1BGaLpn4                  -------------------------------------GDVVKAGMQLADH

29.1BDeBba2                  ------------------------------------SGMTLFAGTKILDD

29.2BBaFjo4                  ------------------------------------SGDKVFAGGKQIGK

30.1BDeBba3                  -----------------------------SCADEVRVPSEILGAAGTRVL

31.1BGaMca11                 ------------------------------------VGDRVFASTVMVAG

Tel4                         ------------------------------------PGDALYAGSQILTG

Ava6                         -----------------------------EDVPLGDRLNMIYRGTYITGG

12.1ERhCme8                  EAEDLLPTPAFHHMSVGGLSAWLQPASAAEASAVGSALDASVEHSYTTAA

24.2BChTro1                  ------------------------------------ERAVVLAGSAVVSG

6.6EViAth26                  ------------------------------------AGDRVPGGARNLDG

26.1BAcCdi2                  --------------------------------------DHVYAGCVNGSN

11.1EFuEcu1                  --------------------------------TDVLKSISTIPMSTNLRN

17.1EFuSpo12                 ------------------------------LDSWMIASCNIFSPHLIHAG

18.1EApCpa6                  -----------------------------KDNKHIAYSRTVIMGVQGANN

19.1EOlTth19                 ----------------------------------YEFNEEVDKKCILYEG

20.1EOlTth57                 --------------------------------METMKNHILYEGTKVIQI

31.2BGaMca1                  ------------------------------------AGDEVLAGTVVANG

10.1EFuSce3                  -----------------------------LQLDGVDKIAVLHGGTKALQV

2.20BFiCac3                  -------------------------------LEVSEMGNMLFKSSVVYAG

21.1EBaTps13                 ----------------------------TLDMNGHHRTSCVFAGTKLLHS

22.1EApCpa2                  -----------------------------LACDVLSNSRHLYAGSQVLEV

Nsp2                         ---ELIIRITADPGQGFIDRMISLVEGAERSK------------------

Ava9                         ---ELTIRITADPGQGFIDRMISLVEGAERTK------------------

Ssp5                         ---ELIIRVTADPGKGFIDRMIDLVEGAERSK------------------

Ava10                        ---ELIVRVTSDPGKGFIDRMIALVEGAERSK------------------

Gvi5                         ---SLVLRIGSNPGEGFIDRMIALIEGAKRQK------------------

7.1BGaEco3                   ---WLVIECSVNPGETFLDRMIAMVEGAQRRK------------------

Nsp1                         ---KVYILAERIGNDTRAGQSIKLMEEAPVHD------------------

Ava12                        ---EIYIQAERVGTATRAGASIELVQQAPVHD------------------

Tel2                         ---QLVILAERVGNNTRAGVIVGLMQSAPVHD------------------

32.8BCyTel1                  ---QLVILAERVGNNTRAGVIVGLMQSAPVHD------------------

Tel6                         ---QICVVAQAVGEETQVGKTLQLARQAPQLD------------------

32.6AEuMsm6                  ---NLIVQVYSFDKETRLNKIINLIENSEELK------------------

32.7BVeAmu1                  ---SLVIRVDAAGDQSRINNIIALIDHSEELK------------------

32.3BBaBca1                  ---ECVLEVKKASGQSRYDQIVHMIEQSEQMK------------------

32.5BSpTde3                  ---EIHVCVKACGRETRVSKIADMIDRSQSLK------------------

32.1BBeAar4                  ---RLRVYAEQVGSRTAAARIADYVEQSLTAK------------------

32.2BAcMtu1                  ---RVVVRAHAVGNQTTIGRIISRVEEAQLDR------------------

6.17AEuMac1                  ---AMEILATKVGKETTLGQIHRLIEEAQTQK------------------

Nsp4                         ---ALTLKVHKPAASSLIQRVIRLVEQAQTEA------------------

Ssp1                         ---VLRLKIHQPPESSLIQRVIRLVQQAQTEA------------------

6.9BFiBsu2                   ---SLTVRVTKANEDSLFRKIIKLVESAQNSV------------------

6.11BGaPpu4                  ---LIEVEVTRRSTESTLARVIKMVSEAEVRK------------------

Nsp10                        ---FLEVKVTHTSSDTTVAKIINLVEQAQESR------------------

6.13BCyNsp1                  ---FLEVKVTHTSSDTTVAKIINLVEQAQESR------------------

Ava11                        ---FLEVKVTHTANDTTVAKIIHLVEQAQESR------------------

6.1BFiSau1                   ---LIEVKITKYVEDTTITKIIHLVEEAQGER------------------

6.8BFiLmo1                   ---LLEVAVTKRVEDTTISKIIHLVEEAQGER------------------

6.12BGaPpu1                  ---ALEFRVTAAAGQSTLARIIKAVEEAQGAR------------------

6.4BBeRme1                   ---SFEFRVTAAANASTLARIIHAVEAAQGSR------------------

6.14BAlSme6                  ---ALRVRVTAAAADNTIARVIRLVEEAQEKK------------------

6.2BGaEco4                   ---LVTLEVLSEPGASAIDRILKLIEEAEERR------------------

Ssp2                         ---VLTIRVTKLFSESSIAKVLDLVENASSKK------------------

6.5BCyObr1                   ---VLTVKVTKIFGESSISRILELVENARSKK------------------

6.10BFiBsu3                  ---VLHIEVTKGYQESAVSKILDLVQNASSRK------------------

6.3BEpHpy1                   ---VLEIQVEKMYKDSSIAKVVDLVQQATNEK------------------

25.1BAcSco3                  ---AFDLRATAIEQDSTYAGIVRLAQQAGAES------------------

25.2BAlSme3                  ---AFEMVASSAASDSTYAAIVRLVEAAKAAK------------------

25.3BFiEfa3                  ---SLKMVAEKTVADSQYQTIVNLVKESAARP------------------

6.16BGaPae5                  ---LLRIEITRTGEASTLGKVIGLMQQAERAK------------------

5.26AEuTvo1                  ---MLIVKAEAVGADTTVSKIHGLIVMASSGR------------------

Cu1-5.9EFuCal1               S--SVVGKVTSLEGDSLLNQIVNTVRDGQMRK------------------

Nsp6                         ---AIAIQATRTGNDTTLAHIVALVEAAQTRK------------------

Ter4                         ---TIVMQTTHTGSETTLAQIIKLVETAQTRK------------------

Ssp13                        ---LLLCRATRTGKDTTLAQIIRLVEEAQARK------------------

Ama3                         ---LITIEATRTGQQTTLAQIIDLVETAQTRK------------------

Tel3                         ---AVTLRVERCGRASFLGQILDLVVQAQNRK------------------

Ssp4                         ---AIIIAATHIGAETTLARIIQLVETAQTQK------------------

Pma1                         ---TLLLEVRHVGAETALARIISLVEQAQARK------------------

Cu1.Chl-5.11EViAth34         ---TLTVEVHRSGGETAVGDIIRLVEEAQSRE------------------

Cu1.Chl-5.12EViAth1          ---PLRIKASSTGSNSTISKIVRMVEDAQGNA------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ---SLVVEVEKTGKDTYLNQVIELVRQAQESK------------------

Cu2-5.22BAqAae1              ---SIKVRVEKTGEETYLKQVIKLVKEAQESK------------------

5.16BFiEfa1                  ---VLYVEIKQTGDKSFISQVQALISQAQGQS------------------

Cu1.Ag.eff-5.2BFiEhi2        ---TIEITVTGTGENGYLAKVMEMVRKAQGEK------------------

5.27AKoKcr1                  ---AVKIEVKRTGEDSYLGQVERLIKEIRSSR------------------

Nsp8                         ---LFRFRATRVGAETALAQIIKIVEEAQTST------------------

Ag.eff-5.4BGaSen1            ---SLIIRAEKVGDETMLSRIVQMVADAQRSR------------------

Nsp9                         ---SFKFRATRVGKDTVLAQIVQLVQQAQGSK------------------

Nsp11                        ---SFKFRATRVGSDTVLAQIVQLVQQAQGSK------------------

Ama4                         ---SFQFRATHVGKETVLAQIVKLVQEAQGSK------------------

Ter3                         ---SFKFEAARVGKDTVLAQIIKLVQQAQASK------------------

Ssp12                        ---SFVMEARRVGKDTVLAQIVRLVQEAQGSK------------------

Ssp3                         ---SLDIQVSKLGQDSVLAQIIQLVQQAQASK------------------

Gvi2                         ---AFRFRVSRVGAGTVLAQIMRLVETAQASK------------------

Au2-5.20BGaSen5              ---ALTLRATAVGGQTMLAQIIRLVEQAQGSK------------------

Cu1.Ag.eff-5.5BGaEco2        ---SVLFRASAVGSHTTLSRIIRMVRQAQSSK------------------

5.18BFiBsu1                  ---FLKIKAVNVGKDTALSHIIKIVEEAQGSK------------------

Cu2.Fe3.Pb2-5.19BFiSau2      ---TITMTATKVGGDTALANIIKVVEEAQSSK------------------

Cu2upt-5.1BFiEhi1            ---LIQIQVSQIGKDTVLAQIIQMVEDAQGSK------------------

5.15BFiEfa2                  ---SIDYRATRVGSDTTLSQIIKLVEDAQGSK------------------

5.23BSpLin1                  ---TFKFRALKVGKETLLSGIIRAVREAQGTK------------------

Cu1.Ag.eff-5.3EMeHsa23       ---SVLIKATHVGNDTTLAQIVKLVEEAQMSK------------------

Cu1.eff-5.6EMeHsa16          ---SLLICATHVGADTTLSQIVKLVEEAQTSK------------------

Cu1.Ag.eff-5.7AEuAfu2        ---VLKIRATRVGGETLLAQIVKLVEDAMGSK------------------

Cu2.GA-5.17EFuSce13          ---HFYFRTTTVGEETKLANIIKVMKEAQLSK------------------

Cu1.GA-5.8EFuCal2            ---LIHIKVTHTGKKSQLQQIINLVKESQVNK------------------

Cd2-5.14EFuSce9              ---TLFVKLSKLPGNNTISTIATMVDEAKLTK------------------

Cu1.Ag-5.21BAqAae2           ---YIITKVTKTFESSFINTMKKLVEESLKEK------------------

5.25ACrPae1                  ---RLLIRATRTGGATYLAEVVKLVRQAQNAR------------------

5.28ACrApe2                  ---WLHISATRTSGDTAIDRIARLIAYSQAGK------------------

5.24ACrSso1                  ---YLEVYVTRNWDRSYIVQVTESVRGAYNTR------------------

27.2BSpLbi1                  ---PALIIASSDYHASTLSSLKLRLEEALHLK------------------

27.3BEpNsp1                  ---VIRYKATKDFSTSLLANIADLLEDSIAKK------------------

27.1BBeNme1                  ---PLIIRTDRTGGGTRLSHIVRLLDRALAQK------------------

Cu1-5.13ACrSso2              ---YLKVKITEDYNNSYLSKIIGLVNYSKQKKS-----------------

Ssp6                         R--GTVIVTATGMKTELG-KIASALQ------------------------

Ava3                         R--ATVVVTSTGMQTELG-KIATALQ------------------------

Nsp5                         R--GKVLVTNTGMTTELG-KIATMLQ------------------------

Tel5                         R--GVAVVTAIGMDTELG-KIAAALQ------------------------

Ssp11                        R--GILLVTATGMNTELG-KVAKLLQ------------------------

Ssp8                         R--GKVVITNTGMATELG-KIAEMLQ------------------------

Ava5                         R--GEAVVTETGMQTELG-HITNMIQ------------------------

Ama2                         R--GQAVVIDTGMKTELG-QIAAAIQ------------------------

Gvi3                         R--GRAVVVETGMGTELG-KIATLIQ------------------------

2.21BThPmo1                  R--GVGVAVATGMKTEIG-KIAKMLE------------------------

GA-2.19EViAth27              R--GRAVVIGVGSNTAMG-SIHDSML------------------------

ER-2.7EMeHsa25               K--AMGVVVATGVNTEIG-KIRDEMV------------------------

Ca.Mn.GA-2.13EViAth13        N--CICLVTDTGMNTEIG-RVHSQIQ------------------------

2.8EApPfa2                   R--CIAVVINIGMKTEIG-HIQHAVI------------------------

Ssp7                         Q--GTGVVVATANATEMG-QISQSME------------------------

2.4BCySsp6                   Q--GTGVVVATANATEMG-QISQSME------------------------

Ama1                         Q--GTGIVVATADATEVG-QISQSMM------------------------

Ava2                         T--GKGIVVAIGEATETG-RISQLME------------------------

Ava4                         Q--GTGVVVATGNNTETG-KISQLME------------------------

Ssp10                        Q--GAGVVVAIGNQTQTG-RISELVE------------------------

GAeff-2.5EMeHsa12            K--AKGVVIGTGENSEFG-EVFKMMQ------------------------

Ca.Mn.GA-2.9EMeHsa2          R--GQGVVIGTGESSQFG-EVFKMMQ------------------------

Ca.Mn.GA-2.16EMeCel2         R--GRGIVISTAANSQFG-EVVKMMM------------------------

GAeff-2.3EFuSce2             H--GKGIVVGTGTNTSFG-AVFEMMN------------------------

2.6EFuNcr3                   Y--GQGVVFATGGNTHFG-TIATSVS------------------------

2.23AEuMva3                  S--GKGIVVKTGKNTYLA-SIAEKVK------------------------

2.24BAqAae1                  W--AVGVVYATGRQTEFG-KISEKAK------------------------

Ssp9                         R--GVGVVYATGAETEFG-HMAHLTT------------------------

Ava7                         R--GVAIVYATGAQTEFG-HVAHLTT------------------------

1.5BSpLbi2                   K--TKAVVFGTGQSTEIG-QIAGLTS------------------------

Na.K-1.1EMeHsa13             T--ARGIVVYTGDRTVMG-RIATLAS------------------------

N.K-1.6EMeSac1               T--ARGVVVYTGDRTVMG-RIATLAS------------------------

H.K.NoGas1.4EMeRno1          T--ATGIVINTGDRTIIG-RIASLAS------------------------

H.K.Gas-1.2EMeHsa24          T--AQGLVVNTGDRTIIG-RIASLAS------------------------

Na-1.3ERaHak1                S--LEGVVVNIGDDTVMG-RIASLTL------------------------

9.1EFuSce8                   R--AKGIVIKTALNSEIG-KIAKSLQ---GDSGL----------------

9.4EFuZro1                   R--ARGIVIRTGLDTEIG-KVADSLR---SKQTI----------------

9.3EFuDoc1                   R--GTGIVIATALDTQIG-QIAKSLR---NNNSV----------------

9.5EFuUma1                   R--ATGVVVGTGMNTEIG-KIADALRGAAKAQKI----------------

9.2EFuSpo3                   R--AKGICYATGMQTQIG-AIAAGLR---QKGKL----------------

9.6EFuUma2                   R--AVGIVVATAMNTQIG-QIATALAK-----------------------

Ava8                         Q--GIAQVYATGMQTEMG-KIGKALQ------------------------

30.4BCyAva17                 Q--GIAQVYATGMQTEMG-KIGKALQ------------------------

30.3BSpLbi4                  E--GVCRVMAVGNHTEIG-KIGRKIA------------------------

30.2BBaFjo5                  L--AVFEVEQIGKQTQIG-KIGESIL------------------------

Ava1                         T--GTAVVVQTGSNTYLG-ALAQTLVG-----------------------

4.1BGaSen1                   T--AQAVVMATGADTWFG-QLAGRVSE-----------------------

4.2BSpLin3                   E--AIALVIQTGKKTEFG-KISERLK------------------------

Ter2                         H--GIIEITAIGDATEIG-KTARCVLDITD--------------------

2.22BFiSth8                  E--AVIEATQIGDNTVLG-SIN-TSLQEDS--------------------

PMeff-2.1EMeHsa11            S--GRMVVTAVGVNSQTG-IILTLLGVNED-----DEGEKKKKGKK----

PM-2.25EMeHsa1               S--GRMVVTAVGVNSQTG-IIFTLLGAGGEEEEKKDEKKKEKKNKK----

PM-2.15EMeCel1               S--GKMLITAVGVNSQTG-IIMTLLGAGKA--------------------

Vac-2.17EnoDdi23             F--GTMLVTAVGVNSFNG-KTMMGLRVASE--------------------

PM-2.10EViAth45              N--GSMLVTGVGVNTEWG-LLMASISEDNG--------------------

PM-2.14EViAth40              V--GNMLVTGVGINTEWG-LLMASISEDTG--------------------

Chl-2.11EViAth32             S--CKMLVTTVGMRTQWG-KLMATLSEGGD--------------------

PM-2.12EViAth11              S--CKMMITTVGMRTQWG-KLMATLTEGGD--------------------

Vac-2.2EFuSce6               L--GRGVITSVGINSVYG-QTMTSLNAEPE--------------------

Vac-2.18EApTgo1              S--GTALVVAVGRYSQVG-QMFQKLAYDAEP-------------------

3.1EFuNcr1                   E--AFVVITATGDNTFVG-RAAALVN------------------------

3.6EFuSce5                   E--GFMVVTATGDNTFVG-RAAALVN------------------------

3.4AEuMja1                   E--MTGIVKATGLNTYFG-KTVKLVE------------------------

3.7EViAth21                  E--IEAVVIATGVHTFFG-KAAHLVD------------------------

3.2ETrLma9                   E--VEGTVQYTGSLTFFG-KTAALLQ------------------------

3.5ETrTbr5                   E--VDATVQYTGQSTFFG-KTATLLQ------------------------

Ter1                         Q--KVGTESFAYQLTVSARAFR----------------------------

23.3BCyTer4                  Q--KVGTESFAYQLTVSARAFR----------------------------

Tel1                         E--QVGEESTAHQLTAAAKTHH----------------------------

23.1BAcSco4                  T--KVGREAYAAQLAEEASRFT----------------------------

23.2BFiEfa2                  D--KIGAEAYVHQLTLEAKSIKK---------------------------

24.3BDeHoc1                  T--VTGVVVAIGDDTEARRALRL---------------------------

24.4BGaHch1                  T--VEAVVVTERSRSEARRSHYL---------------------------

24.1BAcMbo1                  H--ARAIVVATGVGTAAHRAISA---------------------------

15.1EnoDdi18                 A--KIFAMVTNTSWLTTKGGLVLSMLYPKESH------------------

16.1EOlTth26                 V--PILGLVSQTSFNTMKGQLVRSILYPKQNS------------------

14.1EFuSce15                 T--AALAMVVRTGFSTTKGSLVRSMVFPKPTG------------------

13.1EMeHsa8                  P--HVLAVVTRTGFCTAKGGLVSSILHPRPIN------------------

8.1EMeBta1                   A--QLRNTQWVHGIVVYTGHDTKLMQNSTSPP------------------

8.8EMeMmu1                   T--QLRNTQWVFGVVVYTGHDSKLMQNSTKAP------------------

8.2EFuSce10                  A--TLRNTAWIFGLVIFTGHETKLLRNATATP------------------

8.6EViAth15                  C--SLRNTEYIVGAVVFTGHETKVMMNAMNAP------------------

8.4EFuSce14                  C--TLRNTKWAMGVVMFTGGDTKIMLNSGITP------------------

8.5EFuSce4                   C--TLRNTKWAMGMVIFTGDDTKIMINAGVTP------------------

8.7EViAth19                  C--ELKNTAWALGVVVYAGGETKAMLNNSGAP------------------

Nsp3                         L--AVAITFIRGLTGRPLGNFYVDLTRT----------------------

Nsp7                         L--AVGIAFIRGLTGRKLGNFYVDLTRG----------------------

Gvi4                         L--AVGIAFIRGLLGKPLGNFYVDLTRS----------------------

32.4BFuFnu1                  ---NISIIAEKVGDDRTVSRIIKLVEDANSNK------------------

6.7EViAth1                   ---YITVNTTALAEDCVVAKMAKLVEEAQNSK------------------

8.3ETrLdo1                   E--EHALSLNQFLYRGCVLRNTDWVWGMVAYAG-----------------

Mn.Cd-3.3BFiLpl1             E--TLARVLATGSHSRAGKTVSLINQNNAPG-------------------

28.1BGaLpn4                  IP-SLEMQVTKTYQNSYLSLIAENINKANDEK------------------

29.1BDeBba2                  G---VLVRMNLQFSESKLGQLLQQLDHGALKK------------------

29.2BBaFjo4                  VI-EMEVLHSVSQSYLTQLWSNEVFQKKVQQK------------------

30.1BDeBba3                  TG-HGTLRVIFTGASTSYGEIVRSVSRVPHER------------------

31.1BGaMca11                 ---KIFVSVEQSGGETASAKISQILNDTAGYK------------------

Tel4                         ---QVQLWVIRSGWQTRLGLITHLLHTEPVYD------------------

Ava6                         Q--GLAVVVATGQFTEMG-HIQTLVGAANATE------------------

12.1ERhCme8                  AT-TAAATAPAAAGADADVNVRQVSRDGERYRRERGARSVPRMMTAGRQH

24.2BChTro1                  T--AVAVVVATGPRTRLGALRRSLELSEENR-------------------

6.6EViAth26                  R---MIVKATKAWNDSTLNKIVQLTEEAHSNK------------------

26.1BAcCdi2                  P---LKIRVLQTGHRTWFAGITRWVSQASVHQN-----------------

11.1EFuEcu1                  EN-LCRVRSLTSKNRSRAAGMVGSIDVLGNSAVG----------------

17.1EFuSpo12                 TK-FLKIDSTPSTPCLISVVRTGFRSNKGQLIRN----------------

18.1EApCpa6                  VQ-GVGLVIRIGFSTLQGRFLQTMYCDVITNR------------------

19.1EOlTth19                 TS-VIQIQNNTSEHGCLALAIRTGFTTHRGQLVR----------------

20.1EOlTth57                 KGNQVYGIVLRTGYTSFRGQIFRSMLYP----------------------

31.2BGaMca1                  ---SLDIQAVCTGPETRAAGLTRQVLDTASLMP-----------------

10.1EFuSce3                  TPPEHKSDIPPPPDGGALAIVTKTGFETSQGS------------------

2.20BFiCac3                  E--GQGIVVAVGDNTEFGKIVAPILNYDKNRN------------------

21.1EBaTps13                 ANDDVGVSDMSSDSVSILSNLRTGTYSSRGEIIQALIRN-----------

22.1EApCpa2                  SSTGITLAMVTRTGSATLHGTFTSGHSNANDEHG----------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   -----------------------------------ISRD------PSKSW

9.4EFuZro1                   -----------------------------------VSRD------PAKSW

9.3EFuDoc1                   -----------------------------------IRKVDKSNGKPKKRE

9.5EFuUma1                   -----------------------------------RDVKRNAYGKALPHH

9.2EFuSpo3                   -----------------------------------FQRPEKDE-PNYRRK

9.6EFuUma2                   --------------------------------------------KGNKED

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            -------------------------Q-GVPENRNKAKTQDGVALEIQPLN

PM-2.25EMeHsa1               -------------------------QDGAIENRNKAKAQDGAAMEMQPLK

PM-2.15EMeCel1               ---------------------------GIGDDDSTSTSSSSSSSSSSSGS

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  QAPAAHHLAWDQVNHVLYAGTRVIEARPERSVPSTQQSTAAATDAGFSSA

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  -----------------------------------------------FTE

Nsp2                         -----------------------TPNEIALTVLLAVLTQVFLIVVATMPS

Ava9                         -----------------------TPNEIALTVLLAVLTQVFLIVVATMPP

Ssp5                         -----------------------TPNEIALTVLLAVLTLVFLIVVATLPP

Ava10                        -----------------------TPNEVALTVLLAVLSLVFLFVIATLPA

Gvi5                         -----------------------TPNEIALTVLLAVLTLIFLIVVATLPP

7.1BGaEco3                   -----------------------TPNEIALTILLIALTIVFLLATATLWP

Nsp1                         ----------------------TRMENHATKIAEIAVVPTLLLGAAVFAI

Ava12                        ----------------------TRMGNYAADIADQAILPSLIFAGLVFAA

Tel2                         ----------------------TRIENYAAAVANQMVVPTLAIGTGVGLL

32.8BCyTel1                  ----------------------TRIENYAAAVANQMVVPTLAIGTGVGLL

Tel6                         ----------------------TRIQNYAEEISNQAILPAMGVAAIVYGA

32.6AEuMsm6                  ----------------------ADAQSKAEELADSIVPYSFLTTFLTYLI

32.7BVeAmu1                  ----------------------ARIQSRAEKLADSIVPYTLLTAGALFLF

32.3BBaBca1                  ----------------------SAAESKAAHLADKLVPYTFAGSLLSFVL

32.5BSpTde3                  ----------------------AASQIKSERTADKLVFYNFLLAGLTYAF

32.1BBeAar4                  ----------------------SAAQLDAARLADRLVPIVLGLAGATYFI

32.2BAcMtu1                  ----------------------APIQTVGENFSRRFVPTSFIVSAIALLI

6.17AEuMac1                  ----------------------PKIERLLNRHAKVYTPTAIILGGLLWWW

Nsp4                         ----------------------PPSQQFIEVFERGYARVIVIAGILLATL

Ssp1                         ----------------------PPSQQFIERFECGYAKVIVIAGLLLGTL

6.9BFiBsu2                   ----------------------SPAQAFIERFENAYVKGVLIAVALLLFV

6.11BGaPpu4                  ----------------------SPTQRFTDRFQRIFVPLVLLLVVGLLFA

Nsp10                        ----------------------APSQQWVDKFAQVYTPIVILAAIAIALI

6.13BCyNsp1                  ----------------------APSQQWVDKFAQVYTPIVILAAIAIALI

Ava11                        ----------------------APSQQWVDRFAERYTPIVIFMAIAIAVI

6.1BFiSau1                   ----------------------APAQAFVDKFAKYYTPIIMVIAALVAVV

6.8BFiLmo1                   ----------------------APAQAFVDTFAKYYTPAIIVIAALIATV

6.12BGaPpu1                  ----------------------APTQRFVDRFSRIYTPVVFAIALAVALI

6.4BBeRme1                   ----------------------APTQRFVDQFARLYTPVVFAVALAVAVL

6.14BAlSme6                  ----------------------APTERFIDRFSRYYTPGVVLVAALVAVI

6.2BGaEco4                   ----------------------APIERFIDRFSRIYTPAIMAVALLVTLV

Ssp2                         ----------------------ASTEKFITQFARYYTPVIVFLSLAVALL

6.5BCyObr1                   ----------------------AETEKFISKFASYYTPFVVFASLGVALI

6.10BFiBsu3                  ----------------------ARTENFITKFAKYYTPAVVIIAVLLAFV

6.3BEpHpy1                   ----------------------SETEKFITKFSRYYTPSVLFIALMIAVL

25.1BAcSco3                  ----------------------APVVRLADRYAAWFLPLALATAALAWLV

25.2BAlSme3                  ----------------------APIVRLADRYALGFLAVTLLLAGGAWAI

25.3BFiEfa3                  ----------------------AHFVRLADRYAVPFTLVAYLIAGVAWFV

6.16BGaPae5                  ----------------------PPITRLLERYAGQYMLLVLLIAAVTWFV

5.26AEuTvo1                  ----------------------TKVQRIADIFSSYFVPVVLVAATASFLF

Cu1-5.9EFuCal1               ----------------------APMERTADLITGYFVPLIIACAVITWVI

Nsp6                         ----------------------APIQKLADTVAGYFTYGILTASLLTFIF

Ter4                         ----------------------APIQNLADTVAGYFTYGVMTIAAITFLF

Ssp13                        ----------------------APIQGIADQVAGYFTYGVVTLAILTFGF

Ama3                         ----------------------APIQQFADRVAGYFTYGVLAIATLTFLF

Tel3                         ----------------------APVQQMADVVAGYFGYGVLLLAAGTALF

Ssp4                         ----------------------APMQRLADQVAGWFAYGVLAIALVTLGF

Pma1                         ----------------------APIQGLADRVAGRFCYGVVSLALLTFLF

Cu1.Chl-5.11EViAth34         ----------------------APVQQLVDKVAGRFTYGVMALSAATFTF

Cu1.Chl-5.12EViAth1          ----------------------APVQRLADAIAGPFVYTIMSLSAMTFAF

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ----------------------SRTQDLANRAALLLTVIALTVGSVTLAI

Cu2-5.22BAqAae1              ----------------------TKLQSLADRAAFYLTVIAVSLGSISLLF

5.16BFiEfa1                  ----------------------SRAENLAQKVAGWLFYIAVIVALIALVI

Cu1.Ag.eff-5.2BFiEhi2        ----------------------SKLEFLSDKVAKWLFYVALVVGIIAFIA

5.27AKoKcr1                  ----------------------SRFKEIADKAAFFLTIFVIASGAITLAY

Nsp8                         ----------------------AQVQRLADKVTGYFVPAVVGIAVLAFLG

Ag.eff-5.4BGaSen1            ----------------------APIQRMADSVSGWFVPLVILIAVVAFMI

Nsp9                         ----------------------APIQRLADQVTGWFVPAVIAIAILTFII

Nsp11                        ----------------------APIQRLADQVTGWFVPAVIAIALLTFII

Ama4                         ----------------------APIQRLADQVTGWFVPAVITIAVLTFIV

Ter3                         ----------------------APIQKLADMVISWFVPVVMGVAIATFLI

Ssp12                        ----------------------APIQQVADRVTAWFVPAVIGVAVLTFVL

Ssp3                         ----------------------APIQHFVDRITHWFVPTVIVVAIAAFCI

Gvi2                         ----------------------PAIQGLADRVVAYFVPVVLVIAALTFVL

Au2-5.20BGaSen5              ----------------------LPIQAVVDKVTLWFVPMVMLIAALTFVV

Cu1.Ag.eff-5.5BGaEco2        ----------------------PEIGQLADKISAVFVPVVVVIALVSAAI

5.18BFiBsu1                  ----------------------APIQRLADQISGIFVPIVLGIAVLTFLI

Cu2.Fe3.Pb2-5.19BFiSau2      ----------------------APIQRLADIISGYFVPIVVGIALLIFIV

Cu2upt-5.1BFiEhi1            ----------------------APIQQIADKISGIFVPIVLFLALVTLLV

5.15BFiEfa2                  ----------------------APIARMADIITRYFVPIVIALAVLAGIA

5.23BSpLin1                  ----------------------APIQRIADQISEIFVPVIVLISVITLCV

Cu1.Ag.eff-5.3EMeHsa23       ----------------------APIQQLADRFSGYFVPFIIIMSTLTLVV

Cu1.eff-5.6EMeHsa16          ----------------------APIQQFADKLSGYFVPFIVFVSIATLLV

Cu1.Ag.eff-5.7AEuAfu2        ----------------------PPIQRLADKVVAYFIPTVLLVAISAFIY

Cu2.GA-5.17EFuSce13          ----------------------APIQGYADYLASIFVPGILILAVLTFFI

Cu1.GA-5.8EFuCal2            ----------------------APVQKFSDYIAARFVPFVLLLAIFTFIL

Cd2-5.14EFuSce9              ----------------------PKIQNIADKIASYFVPTIIGITVVTFCV

Cu1.Ag-5.21BAqAae2           ----------------------PKIQRISDKVSHYFVLFVVILSVITFLT

5.25ACrPae1                  ----------------------LPIQRLVDRVSGVFTWAVMGVATATFAA

5.28ACrApe2                  ----------------------MDIQRLADRVSGMFFWAVLCIASLTFTA

5.24ACrSso1                  ----------------------VSIQNLVDKVSSIFVPIVISISALTFLV

27.2BSpLbi1                  ----------------------PKIQIVTERIASYFISIVFLLAFVCFGV

27.3BEpNsp1                  ----------------------PKLEQLANQISGYFSLIILTLALLTFAG

27.1BBeNme1                  ----------------------PRTAELAEQYASSFIFGELLLAVPVFIG

Cu1-5.13ACrSso2              ----------------------AILTFFDKVIDKIWVPLALAISIITVIA

Ssp6                         --------------SVEP--EPTPLQKRMTQLGNVLVSGSLILVAIVVVG

Ava3                         --------------SVET--EPTPLQKRMAQLGNTLVTGSLIIVAIVILG

Nsp5                         --------------SVEN--EPTPLQQRMTQLGNVLVSGSLVLVAIVVVG

Tel5                         --------------GVEQ--EPTPLQKRMTELGNRLVGFSLVLVSIVVIA

Ssp11                        --------------TVEN--EPTPLQRRMSQLGNVLVSGSLALVALVVGI

Ssp8                         --------------RVAP--EPTPLQKRMENLAGVLVSGSLLLVTLVIIL

Ava5                         --------------TVEP--ELTPLQKRLDVLGRWLAIASFALVGIILAL

Ama2                         --------------TAKP--SPTLLQQRLDQFGQQLAIAITILILIIFLI

Gvi3                         --------------EVKA--ELTPLQQRLDAVGKQLAAAGIAVAGLIMTV

2.21BThPmo1                  --------------ETDT--EQTPLQKKLTELSKILGFAALGISIAMFLV

GA-2.19EViAth27              --------------QTDD--EATPLKKKLDEFGSFLAKVIAGICVLVWVV

ER-2.7EMeHsa25               --------------ATEQ--ERTPLQQKLDEFGEQLSKVISLICIAVWII

Ca.Mn.GA-2.13EViAth13        --------------EAAQHEEDTPLKKKLNEFGEVLTMIIGLICALVWLI

2.8EApPfa2                   --------------ESNSEDTQTPLQIKIDLFGQQLSKIIFVICVTVWII

Ssp7                         --------------KQVS--LMTPLTRKFAKFSHTLLYVIVTLAAFTFAV

2.4BCySsp6                   --------------KQVS--LMTPLTRKFAKFSHTLLYVIVTLAAFTFAV

Ama1                         --------------HRIN--LSTPLTRKFTKFSRILLYGILTLATLTFVI

Ava2                         --------------QGTS--LKTPLTRKFDKFSRTLLYIILGIAALTFAV

Ava4                         --------------QHTD--ISTPLTRKFNKFSQNWLYMVLGLATLCFVV

Ssp10                        --------------KGGS--LQTPLTRKFEEFSLMLLRIILSLAGLTFLV

GAeff-2.5EMeHsa12            --------------AEEA--PKTPLQKSMDLLGKQLSFYSFGIIGIIMLV

Ca.Mn.GA-2.9EMeHsa2          --------------AEET--PKTPLQKSMDRLGKQLTLFSFGIIGLIMLI

Ca.Mn.GA-2.16EMeCel2         --------------GEES--PKTPLQKSMDDLGKQLSIYSFGVIAVIFLI

GAeff-2.3EFuSce2             --------------NIEK--PKTPLQLTMDKLGKDLSLVSFIVIGMICLV

2.6EFuNcr3                   --------------GTES--PRSPLQLSMDDLGSQLSKMSFVIIGLISLV

2.23AEuMva3                  --------------EKSP---ESPLTKAIGQFSKKYIVLLFIILFTVGSF

2.24BAqAae1                  --------------EKSP---ETPLMRALKKFSLAWMVIIFFLLSILFLI

Ssp9                         --------------NVKR--EPSTLEVQISQIVRVITLIAVGMGVLVFVL

Ava7                         --------------VVQR--EPSTLEVQVAQVVRVITAIALTMGVLVFLL

1.5BSpLbi2                   --------------KIKR--VESPLQKQLRQTVISISLFAFSIGVVFLIL

Na.K-1.1EMeHsa13             --------------GLEG--GQTPIAAEIEHFIHIITGVAVFLGVSFFIL

N.K-1.6EMeSac1               --------------GLEV--GRTPIAIEIEHFIHIITGVAVFLGVSFFIL

H.K.NoGas1.4EMeRno1          --------------GVGS--EKTPIAIEIEHFVHIVAGVAVSIDIIFFIT

H.K.Gas-1.2EMeHsa24          --------------GVEN--EKTPIAIEIEHFVDIIAGLAILFGATFFIV

Na-1.3ERaHak1                --------------QVGA--QQTPINKEIHHFILIISSIAIFLGVTFFII

9.1EFuSce8                   LQNTWI-STKKVTGAFLGTNVGTPLHRKLSKLAVLLFWIAVLFAIIVMAS

9.4EFuZro1                   VVNAYR-TVHNTAGAFLGTTIGTPLHRKLSKLAILLFFIAVLFAIVVMAS

9.3EFuDoc1                   YSKAFCGTIKDIFYNILGINVGTPLQRKLSWLAIFLFWGCRYFCNYCNGI

9.5EFuUma1                   YVQAGALTIWDKINNFLGTNKGTPLQRRLSQLAVALFFVAVLFAVIVFLS

9.2EFuSpo3                   LNKYYLKVTSYYVQRVLGLNVGTPLQRKLTVLAYILFCIAIILAIIVMAA

9.6EFuUma2                   AQRPWYKRTWDAVATFLGVREGTPLQIKLNKFAYVLLFLAIICAIIVFGV

Ava8                         --------------TVEP--QQTVLERETRRIVSKLTFVAIAICVAVVVI

30.4BCyAva17                 --------------TVEP--QQTVLERETRRIVSKLTFVAIAICVAVVVI

30.3BSpLbi4                  --------------DETV--GRTLLEIEVTKLVRNLFFVAASLCIILALY

30.2BBaFjo5                  --------------TIKE--EISPLQVQIRKFVKWMAVAGILIFLMVWMF

Ava1                         -----------------QKT-LSSFDKGVNGISFLLLRFMLVIAPLVFFI

4.1BGaSen1                   -----------------QDNEQNAFQKGISRVSMLLIRFMLVMAPVVLII

4.2BSpLin3                   -----------------LRPMETEFEVGVRKFGFFLLHVTLLLVITIFIA

Ter2                         --------------------VETPLNLQLARLSNLIGILGLGVAVLIDMA

2.22BFiSth8                  --------------------KNSPSKEKLNKLARNIGVLGYSAGAAYSVI

PMeff-2.1EMeHsa11            SQEGIDNEEKDKKAVKVPKKEKSVLQGKLTRLAVQIGKAGLLMSALTVFI

PM-2.25EMeHsa1               SEEGGDGDEKDKKKANLPKKEKSVLQGKLTKLAVQIGKAGLLMSAITVII

PM-2.15EMeCel1               SSNGSSDSSKSGDDD---LTAKSVLQAKLSKLALQIIYCGTTIAIIALIV

Vac-2.17EnoDdi23             ---------------------DTPLQMKLSVLASRIGYFGMGAAILMLLI

PM-2.10EViAth45              --------------------EETPLQVRLNGVATFIGSIGLAVAAAVLVI

PM-2.14EViAth40              --------------------EETPLQVRLNGLATFIGIVGLSVALVVLVA

Chl-2.11EViAth32             --------------------DETPLQVKLNGVATIIGKIGLFFAVITFAV

PM-2.12EViAth11              --------------------DETPLQVKLNGVATIIGKIGLFFAVVTFAV

Vac-2.2EFuSce6               ---------------------STPLQLHLSQLADNISVYGCVSAIILFLV

Vac-2.18EApTgo1              ----------------------TPLQRKLNALAEDIGTFGLISAVVAFFV

3.1EFuNcr1                   ----------------AASGGSGHFTEVLNGIG-TILLILVIFTLLIVWV

3.6EFuSce5                   ----------------KAAGGQGHFTEVLNGIG-IILLVLVIATLLLVWT

3.4AEuMja1                   ----------------KAE-KVSSYQKMIIKIGDYLIVLAVILIAIMVAV

3.7EViAth21                  ----------------STN-QVGHFQKVLTSIGNFCICSIAIGIAIEIVV

3.2ETrLma9                   ----------------SVESDLGNIHVILRRVMFSLCAISFLLCMCCFIY

3.5ETrTbr5                   ----------------SVEADIGSIRIILMRVMVISSSFSFVLCLICFIY

Ter1                         ---------------QIYTPLQQEINLVIRVFLLLSCFLWIL---VSINW

23.3BCyTer4                  ---------------QIYTPLQQEINLVIRVFLLLSCFLWIL---VSINW

Tel1                         ---------------HKLTPLQQEINLIIRVILALAVFLWLL---VLFSL

23.1BAcSco4                  ---------------LVQSELRSGISTILKYVTWMMVPTAIG---LILSQ

23.2BFiEfa2                  ---------------GEQSEMVGSINRLVKWVGIIIIPIGCV---LFFQS

24.3BDeHoc1                  ---------------GENAPRSGGVEERLGELLALTGPVAAAGGVALAAA

24.4BGaHch1                  ---------------TE--PPSNGVEKRLDQLTDMTLPIAAFSGIALLLA

24.1BAcMbo1                  ---------------VADVETAAGVQARLRELTSKVLPMTLAGGAAVTAL

15.1EnoDdi18                 ----------------------FKFFEQSLKFLGVLCFIALIGFGVSVWR

16.1EOlTth26                 ----------------------FSFYVDSLKFVAVLALISLFGFFFSLPF

14.1EFuSce15                 ----------------------FKFYRDSFKYIGFMSLIAIFGFCVSCVQ

13.1EMeHsa8                  ----------------------FKFYKHSMKFVAALSVLALLGTIYSIFI

8.1EMeBta1                   -------------------LKLSNVERITNVQILILFCILIAMSLVCSVG

8.8EMeMmu1                   -------------------LKRSNVEKVTNVQILVLFGILLVMALVSSVG

8.2EFuSce10                  -------------------IKRTAVEKIINRQIIRLFTVLIVLILISSIG

8.6EViAth15                  -------------------SKRSTLEKKLDKLIITIFCVLVTMCLIGAIG

8.4EFuSce14                  -------------------TKKSRISRELNFSVVINFVLLFILCFVSGIA

8.5EFuSce4                   -------------------TKKSRISRELNFSVILNFVLLFILCFTAGIV

8.7EViAth19                  -------------------SKRSRLETRMNLEIILLSLFLIVLCTIAAAT

Nsp3                         ------------------------ITRILLPICIVGGIALMAAGVPETLA

Nsp7                         ------------------------ITRILLPISVIGAIALVLLGVPQTIG

Gvi4                         ------------------------VSRILMPISIAFAVVLLSQGVPQSLG

32.4BFuFnu1                  ----------------------ADIQNYADTFSAQLIPLNFILAGIVYAS

6.7EViAth1                   ----------------------TETQRFIDKCSKYYTPAIILISICFVAI

8.3ETrLdo1                   ----------VDTKLFRNLKPKPPKSSNLDRKLNYFIIAILIFQNIMLFI

Mn.Cd-3.3BFiLpl1             -----------------------HLQRLLGKIIGYLALLDSALALIIVGI

28.1BGaLpn4                  ----------------------APIEMFADKVLKYFIPGLIAVALLSGIV

29.1BDeBba2                  ----------------------SRFIALTDRLAQWLIITVFSIAVLFFIA

29.2BBaFjo4                  ------------------------HKTITDAISRYFTPILLLIAFAGFGY

30.1BDeBba3                  ----------------------TPLQQAIGRLVQILIFLSVALCLILAMV

31.1BGaMca11                 ----------------------LSSQNKGEKLADRAAAPTLVVGAIAWAT

Tel4                         ----------------------SALAHQQGEFARHAVLPTLALSGALWLG

Ava6                         ----------------------TPLARQLDQVGSQLVVIGMGLCGLVFGM

12.1ERhCme8                  GTWQGTGITGADNGASATPATDDQMQSLDSAVLALVIRTRLDTAKGTLLH

24.2BChTro1                  ----------------------DHLTERLAQYTRLSLPISFATAAAVTLS

6.6EViAth26                  ----------------------PKLQRWLDEFGENYSKVVVVLSLAIAFL

26.1BAcCdi2                  -----------------------HADAVATRAASMLVPVSFVIAATDFAL

11.1EFuEcu1                  -MVLRTGFQTTRGQILKNMLNAKPVHNRFIREAEIIILGIVMVAMAVGIG

17.1EFuSpo12                 ----------------LLYPNLRPSQLYLDSMSFLKTMAILSFVSIVFIA

18.1EApCpa6                  -----------------LHYQNDKLYQDSMRFVKFCFFIGIIGSIITASI

19.1EOlTth19                 -----------------SILFPRPHSFKFYEESIKFLKFLFALTFVAFAI

20.1EOlTth57                 ----------------------KHISFKFYTNATYFLLLMIVMGVTTYFV

31.2BGaMca1                  --------------------ADRTMRRRAEELADRTVFPTLATAGVGWAV

10.1EFuSce3                  --------------LVRVMIYSAERVSVDNKEALMFILFLLIFAVIASWY

2.20BFiCac3                  ----------------------FLIRKVRVGMNYLAIFSFISWFGLTFFM

21.1EBaTps13                 ------------------KMNTGTLSNKDDEIVSMRLIGVLATFAVGACA

22.1EApCpa2                  GLPPLLTSNSRRDFTSESISSLGRHCDLYKSIKRNWNFTPEPLWILCFIY

Nsp2                         FVNYIANFISTAFG------------------------------------

Ava9                         FVNYIANFISTVFG------------------------------------

Ssp5                         PANYID--------------------------------------------

Ava10                        FAYYAD--------------------------------------------

Gvi5                         IAAFVG--------------------------------------------

7.1BGaEco3                   FSAWGG--------------------------------------------

Nsp1                         TRNPVR--------------------------------------------

Ava12                        TRNPAR--------------------------------------------

Tel2                         SGDLNR--------------------------------------------

32.8BCyTel1                  SGDLNR--------------------------------------------

Tel6                         TLDAHR--------------------------------------------

32.6AEuMsm6                  TRDTTK--------------------------------------------

32.7BVeAmu1                  TRNISK--------------------------------------------

32.3BBaBca1                  TRNVAR--------------------------------------------

32.5BSpTde3                  TRNFAK--------------------------------------------

32.1BBeAar4                  SGDWRR--------------------------------------------

32.2BAcMtu1                  TGDVRR--------------------------------------------

6.17AEuMac1                  SGDLTR--------------------------------------------

Nsp4                         PPFIWGWDWE----------------------------------------

Ssp1                         PPFLLGWSWE----------------------------------------

6.9BFiBsu2                   PHFALGWSWS----------------------------------------

6.11BGaPpu4                  G-IFLDEPFR----------------------------------------

Nsp10                        PPLAFAQPFN----------------------------------------

6.13BCyNsp1                  PPLAFAQPFN----------------------------------------

Ava11                        PPLAFAQPGD----------------------------------------

6.1BFiSau1                   PPLFFGGSWD----------------------------------------

6.8BFiLmo1                   PPLLFGGNWE----------------------------------------

6.12BGaPpu1                  PPLFLAGAWF----------------------------------------

6.4BBeRme1                   PPLVFGGPWL----------------------------------------

6.14BAlSme6                  PPLFFGGLWQ----------------------------------------

6.2BGaEco4                   PPLLFAASWQ----------------------------------------

Ssp2                         PPLFIPGADRAD--------------------------------------

6.5BCyObr1                   PPLFISGATNADRL------------------------------------

6.10BFiBsu3                  PPLVLSGAALSD--------------------------------------

6.3BEpHpy1                   PPLFSMGSFD----------------------------------------

25.1BAcSco3                  SGSAVR--------------------------------------------

25.2BAlSme3                  SGEPVR--------------------------------------------

25.3BFiEfa3                  SKSPTR--------------------------------------------

6.16BGaPae5                  TNDAQA--------------------------------------------

5.26AEuTvo1                  WYFYLKS-------------------------------------------

Cu1-5.9EFuCal1               WLALGYSGAL----------------------------------------

Nsp6                         WYCFGTHIWP----------------------------------------

Ter4                         WYFVGTNIWS----------------------------------------

Ssp13                        WYWIGIPLWGSGGAE-----------------------------------

Ama3                         WVGIGVHLWP----------------------------------------

Tel3                         WGAIAPHFFP----------------------------------------

Ssp4                         WAMVGQSLFP----------------------------------------

Pma1                         WWQLGARLWP----------------------------------------

Cu1.Chl-5.11EViAth34         WNLFGAHVLP----------------------------------------

Cu1.Chl-5.12EViAth1          WYYVGSHIFP----------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       WLAYIADFAF----------------------------------------

Cu2-5.22BAqAae1              WWYYLGDLNF----------------------------------------

5.16BFiEfa1                  WM-IIADVPT----------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        WL-FLANLPD----------------------------------------

5.27AKoKcr1                  WSLNGHSLGF----------------------------------------

Nsp8                         WLLVG---------------------------------------------

Ag.eff-5.4BGaSen1            WSVWGPEP------------------------------------------

Nsp9                         WYNFMGN-------------------------------------------

Nsp11                        WFNFTGN-------------------------------------------

Ama4                         WLLTTQT-------------------------------------------

Ter3                         WINLTGN-------------------------------------------

Ssp12                        WWVLADN-------------------------------------------

Ssp3                         WWLTTGN-------------------------------------------

Gvi2                         WVVFGGPA------------------------------------------

Au2-5.20BGaSen5              WLAFGPSP------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        WYFFGPAP------------------------------------------

5.18BFiBsu1                  WYLWAAP-------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      WITLVTP-------------------------------------------

Cu2upt-5.1BFiEhi1            TGWLTK--------------------------------------------

5.15BFiEfa2                  WLIAGQS-------------------------------------------

5.23BSpLin1                  WYFWILP-------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       WIVIGFIDFGV---------------------------------------

Cu1.eff-5.6EMeHsa16          WIVIGFLNFEI---------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        WYFIAHAP------------------------------------------

Cu2.GA-5.17EFuSce13          WCFILN-ISANP--------------------------------------

Cu1.GA-5.8EFuCal2            WMIICFTIHQDK--------------------------------------

Cd2-5.14EFuSce9              WIAVGIRVEKQS--------------------------------------

Cu1.Ag-5.21BAqAae2           WFIK----------------------------------------------

5.25ACrPae1                  WIALGAP-------------------------------------------

5.28ACrApe2                  WLFLGG--------------------------------------------

5.24ACrSso1                  WKFVLDYN------------------------------------------

27.2BSpLbi1                  WMFLTSGDLEQS--------------------------------------

27.3BEpNsp1                  WFWYT-AEFEKS--------------------------------------

27.1BBeNme1                  WTLYA--DAHTA--------------------------------------

Cu1-5.13ACrSso2              WGLYGILIGKDL--------------------------------------

Ssp6                         GTLFKP--------------------------------------------

Ava3                         GTLFNP--------------------------------------------

Nsp5                         GVIQAGN-------------------------------------------

Tel5                         GGLYDP--------------------------------------------

Ssp11                        GLLQAGS-------------------------------------------

Ssp8                         GVWQSG--------------------------------------------

Ava5                         GLLRGE--------------------------------------------

Ama2                         GLLQGE--------------------------------------------

Gvi3                         GLSAGE--------------------------------------------

2.21BThPmo1                  GIIQGR--------------------------------------------

GA-2.19EViAth27              NIGHFS-----D--------------------------------------

ER-2.7EMeHsa25               NIGHFN-----D--------------------------------------

Ca.Mn.GA-2.13EViAth13        NVKYFLSWEYVD--------------------------------------

2.8EApPfa2                   NFKHFS-----D--------------------------------------

Ssp7                         GWGRGG--------------------------------------------

2.4BCySsp6                   GWGRGG--------------------------------------------

Ama1                         GLGQGE--------------------------------------------

Ava2                         GLGYGN--------------------------------------------

Ava4                         GLSFR---------------------------------------------

Ssp10                        GLAQGQ--------------------------------------------

GAeff-2.5EMeHsa12            GWLLGK--------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          GWSQGK--------------------------------------------

Ca.Mn.GA-2.16EMeCel2         GMFQGR--------------------------------------------

GAeff-2.3EFuSce2             GIIQGR--------------------------------------------

2.6EFuNcr3                   GWLQGK--------------------------------------------

2.23AEuMva3                  GLYGGI--------------------------------------------

2.24BAqAae1                  GIYQGR--------------------------------------------

Ssp9                         ASLVTHL-------------------------------------------

Ava7                         TSLLVGM-------------------------------------------

1.5BSpLbi2                   GYWVAGL-------------------------------------------

Na.K-1.1EMeHsa13             S-LILEY-------------------------------------------

N.K-1.6EMeSac1               S-LILGY-------------------------------------------

H.K.NoGas1.4EMeRno1          A-VCMKY-------------------------------------------

H.K.Gas-1.2EMeHsa24          A-MCIGY-------------------------------------------

Na-1.3ERaHak1                G-LALGT-------------------------------------------

9.1EFuSce8                   QKFDVDK-------------------------------------------

9.4EFuZro1                   QKFNVDR-------------------------------------------

9.3EFuDoc1                   PKNRVNK-------------------------------------------

9.5EFuUma1                   NN-WTDN-------------------------------------------

9.2EFuSpo3                   HSFHVTN-------------------------------------------

9.6EFuUma2                   AEFDINN-------------------------------------------

Ava8                         YGASTSN-------------------------------------------

30.4BCyAva17                 YGASTSN-------------------------------------------

30.3BSpLbi4                  FGIVKSL-------------------------------------------

30.2BBaFjo5                  SFIRTGN-------------------------------------------

Ava1                         NGLIKGN-------------------------------------------

4.1BGaSen1                   NGYTKGD-------------------------------------------

4.2BSpLin3                   NVFLHKS-------------------------------------------

Ter2                         LVVRGIFTGELNLTFRQWYIISILAISLVTALTRVWLPIIIDGLESVGKE

2.22BFiSth8                  NLVLGFIA------------------------------------------

PMeff-2.1EMeHsa11            LILYFVI-------------------------------------------

PM-2.25EMeHsa1               LVLYFVI-------------------------------------------

PM-2.15EMeCel1               LVTRFCL-------------------------------------------

Vac-2.17EnoDdi23             AIP-----------------------------------------------

PM-2.10EViAth45              LLTRYFTGHTK---------------------------------------

PM-2.14EViAth40              LLVRYFTGTTQ---------------------------------------

Chl-2.11EViAth32             LVQGLANQKRL---------------------------------------

PM-2.12EViAth11              LVQGMFMRKLS---------------------------------------

Vac-2.2EFuSce6               LFTRYLF-------------------------------------------

Vac-2.18EApTgo1              LLLEFWV-------------------------------------------

3.1EFuNcr1                   SSFYRSNP------------------------------------------

3.6EFuSce5                   ACFYRTNG------------------------------------------

3.4AEuMja1                   EL-FRGKS------------------------------------------

3.7EViAth21                  MYPIQHRK------------------------------------------

3.2ETrLma9                   LLARFYET------------------------------------------

3.5ETrTbr5                   LMVNFKQK------------------------------------------

Ter1                         YFGFYKF-------------------------------------------

23.3BCyTer4                  YFGFYKF-------------------------------------------

Tel1                         LVRLTTL-------------------------------------------

23.1BAcSco4                  LLAKDND-------------------------------------------

23.2BFiEfa2                  YFINHQG-------------------------------------------

24.3BDeHoc1                  SMVRGQS-------------------------------------------

24.4BGaHch1                  GLSRRRP-------------------------------------------

24.1BAcMbo1                  ALLRRAS-------------------------------------------

15.1EnoDdi18                 LIKAGEQ-------------------------------------------

16.1EOlTth26                 MIRGYHNGYLD---------------------------------------

14.1EFuSce15                 FIKLGLD-------------------------------------------

13.1EMeHsa8                  LYRNRVP-------------------------------------------

8.1EMeBta1                   SAIWNRRHSGRDWYLNLNYGG-ANNFG-----------------------

8.8EMeMmu1                   ALFWNGSHGGKSWYIKKMDTN-SDNFG-----------------------

8.2EFuSce10                  NVIMSTADAKHLSYLYLEGTNKAGLFF-----------------------

8.6EViAth15                  CSIVTDREDKYLGLHNSDWEYRNGLMIG----------------------

8.4EFuSce14                  NGVYYDKKGRSRFSYEFGTIAGSAATNG----------------------

8.5EFuSce4                   NGVYYKQKPRSRDYFEFGTIGGSASTNG----------------------

8.7EViAth19                  AAVWLRTHRDDLDTILFYRRKDYSERPGG---------------------

Nsp3                         GPIVLPTIENPNI-------------------------------------

Nsp7                         ETLTITTLEGG---------------------------------------

Gvi4                         GTTEAQLVDPYRTE------------------------------------

32.4BFuFnu1                  TRSITK--------------------------------------------

6.7EViAth1                   PFALKVHN------------------------------------------

8.3ETrLdo1                   LASMAVWWNSKYRETPYLRFFISFRKN-----------------------

Mn.Cd-3.3BFiLpl1             ALIRHAD-------------------------------------------

28.1BGaLpn4                  IGSLFNP-------------------------------------------

29.1BDeBba2                  YASIDIS-------------------------------------------

29.2BBaFjo4                  WIFIDAN-------------------------------------------

30.1BDeBba3                  RFNQGYG-------------------------------------------

31.1BGaMca11                 IGPSG---------------------------------------------

Tel4                         TTGVYGP-------------------------------------------

Ava6                         GVMRGYG-------------------------------------------

12.1ERhCme8                  QILLADDQTSSYERGNPGPRDTRDTKLSVWAALWRRLRSRSPPGDAHLGD

24.2BChTro1                  GILRGLPP------------------------------------------

6.6EViAth26                  GPFLFKWPFLS---------------------------------------

26.1BAcCdi2                  WALITNN-------------------------------------------

11.1EFuEcu1                  MAYVLNKMG-----------------------------------------

17.1EFuSpo12                 IYLNLYN-------------------------------------------

18.1EApCpa6                  GFTIGIEP------------------------------------------

19.1EOlTth19                 LLPRLYQT------------------------------------------

20.1EOlTth57                 ELYFIIKIELP---------------------------------------

31.2BGaMca1                  GDLITVG-------------------------------------------

10.1EFuSce3                  VWVEGTKMG-----------------------------------------

2.20BFiCac3                  NSNGKALN------------------------------------------

21.1EBaTps13                 YLFVDNPGDRRK--------------------------------------

22.1EApCpa2                  GTFIALTDSYTLS-------------------------------------

Nsp2                         ----------------------------------------------AEAA

Ava9                         ----------------------------------------------AEAA

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  ------------------------------------------IGNPLAPE

Cu1-5.9EFuCal1               ------------------------------------------PQSYLDID

Nsp6                         --------------------------DITVSGGDMEMMMNHAAHITNNSP

Ter4                         --------------------------EVLQTSSHQGIMT------YSTSP

Ssp13                        --------------------------HFVLAGFSLHAHLHLGDHPPHPTP

Ama3                         --------------------------DVLASG-TLPMMHSPDVGMAEMAP

Tel3                         -------------------------------------------EITNNTP

Ssp4                         ----------------------------------------EMVADTGLSP

Pma1                         ---------------------------QVLHASGQGLVHGYGHHVPLGGV

Cu1.Chl-5.11EViAth34         ----------------------------------------SALHN-----

Cu1.Chl-5.12EViAth1          ----------------------------------------DVLLNDIAGP

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       ------------------------------------VQKYFPNPNKHISQ

Cu1.eff-5.6EMeHsa16          ------------------------------------VETYFPGYNRSISR

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          ------------------------------------------PVAFTANT

Cu1.GA-5.8EFuCal2            ------------------------------------------LPKIFQNE

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------PSHGG-

ER-2.7EMeHsa25               --------------------------------------------PVHGGS

Ca.Mn.GA-2.13EViAth13        ------------------------------------------GWPRNFKF

2.8EApPfa2                   --------------------------------------------PIHGS-

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         IEVPGWLEDDSKIAWSRNLLTALVIFGIGMGVGYYLEWVPASPTDWIATD

2.22BFiSth8                  ---------------------------------------LNKANNLNGGS

PMeff-2.1EMeHsa11            ---------------------------------DNFVINRRPWLPECTPI

PM-2.25EMeHsa1               ---------------------------------DTFWVQKRPWLAECTPI

PM-2.15EMeCel1               ---------------------------------DHYVFEKN----EFSLV

Vac-2.17EnoDdi23             ----------------------------------KYFIQRKVHDIEITRE

PM-2.10EViAth45              ---------------------------------DNNGGPQFVKGKTKVGH

PM-2.14EViAth40              ---------------------------------DTNGATQFIKGTTSISD

Chl-2.11EViAth32             ---------------------------------DN---SHWIWT----AD

PM-2.12EViAth11              ---------------------------------TG---THWVWS----GD

Vac-2.2EFuSce6               ----------------------------------YIIPEDGRFHDLDPAQ

Vac-2.18EApTgo1              -----------------------------------MYFLQDPSKRESAVD

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  -------------------------------------------KNYKYYG

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  GELDDPESSDKRLSQMYLDAYKAMVVLLFG-------GVLATVYSFTLLR

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         NSLRAGASIAILISLLVALIPTTIGGLLSAIGIAGMDRVAQFNVIATSGR

Ava9                         NSLRAGASVAILISLLVALIPTTIGGLLSAIGIAGMDRVAQFNVIATSGR

Ssp5                         ----SPVSITLLIALLVALIPTTIGGLLSAIGIAGMDRVAQFNVVATSGR

Ava10                        ----TPVNVPTLIALLVALIPTTIGGLLSAIGIAGMDRVAQFNVIATSGR

Gvi5                         ----APVSIALLVSLLVALIPTTIGGLLSAIGIAGMDRVAQFNVIATSGK

7.1BGaEco3                   ----NAVSVTVLVALLVCLIPTTIGGLLSAIGVAGMSRMLGANVIATSGR

Nsp1                         -----------VASILTLDLCTGIRVSIPTTVLAALSYAARQGILIRSGR

Ava12                        -----------AASILTLDFVTGIRVSLPTTFLAALHHATRHGVLIRSGR

Tel2                         -----------AIALLTLDLGTGIRVSVPTTILSALTYAAQHGVLIRSGR

32.8BCyTel1                  -----------AIALLTLDLGTGIRVSVPTTILSALTYAAQHGVLIRSGR

Tel6                         -----------AIAPLQLDFGSGIGIAIPTAILAALTHAPHVGVYFRNGR

32.6AEuMsm6                  -----------ALSVLMVDFSCALKLTTPLSVISAMKEASDNRMMVKGGK

32.7BVeAmu1                  -----------ALSVLMVDYSCAIKLATPISVISAMKEAAARKIMIKGGK

32.3BBaBca1                  -----------ALSVLMVDFSCALKLAMPLAVLSAMREAGDAHITVKGGK

32.5BSpTde3                  -----------AASTLLVDYSCAMKLSAPVCVLSAMKNCAEHGITVKGGK

32.1BBeAar4                  -----------AASVLQADYSCALKLATPVAFKSAMYGAGRAGILVKGGS

32.2BAcMtu1                  -----------AMTMLLIACPCAVGLSTPTAISAAIGNGARRGILIKGGS

6.17AEuMac1                  -----------AITMLIVFCPCVMVLATPTALVASVGNAALRGNLIKKGA

Nsp4                         ------TTIYRALTFLVVASPCALMAAIMPTLLSGIANGARQGILFKNGA

Ssp1                         ------ETIYRALIFLVVASPCALMASIMPALLSGIANGARQGILFKNGA

6.9BFiBsu2                   ------ETFYRAMVFMVVASPCALVASIMPAALSLISNGARNGMLVKGSV

6.11BGaPpu4                  ------DSFYRAMAVLVAASPCALAIATPSAILSGIARAARGGVLIKGGA

Nsp10                        ------VWLYRALVMLVIACPCALVISTPVSIVSAIGAATRRGVLFKGGN

6.13BCyNsp1                  ------VWLYRALVMLVIACPCALVISTPVSIVSAIGAATRRGVLFKGGN

Ava11                        ------VWFYRALVMLVIACPCALVISTPVSIVSAIGAATRQGVLFKGGN

6.1BFiSau1                   ------TWVYQGLAVLVVGCPCALVISTPISIVSAIGNAAKKGVLVKGGV

6.8BFiLmo1                   ------TWVYQGLSVLVVGCPCALVVSTPVAIVTAIGNAAKNGVLVKGGV

6.12BGaPpu1                  ------DWVYRALVLLVVACPCALVISTPVTIVSGLAAAARKGILIKGGV

6.4BBeRme1                   ------DWIYKALVLLVIACPCALVISTPVSIVSGLAAAARHGILIKGGV

6.14BAlSme6                  ------DWIYKGLALLLIGCPCALVISTPAAIAASLSAGARRGLLIKGGA

6.2BGaEco4                   ------EWIYKGLTLLLIGCPCALVISTPAAITSGLAAAARRGALIKGGA

Ssp2                         -------WVYRALVLLVISCPCGLVISIPLGYFGGIGGAAKHGILIKGST

6.5BCyObr1                   ------LWVYRALVLLVISCPCGLVISIPLGYFGGIGGAAKRGILVKGST

6.10BFiBsu3                  -------WVYRALIFLVISCPCALVVSIPLGFFGGIGAASKAGVLVKGSN

6.3BEpHpy1                   ------EWIYRGLVALMVSCPCALVISVPLGYFGGVGAASRKGILMKGVH

25.1BAcSco3                  -----------AVAVLVVATPCPLLLAAPVAVVSGLSRASRRGVVVRDGG

25.2BAlSme3                  -----------ALAVLVIATPCPLILAVPVAIIAGVSRCAGKGVLVKGGG

25.3BFiEfa3                  -----------FAEVLVVASPCPLILSAPIALVAGMGRSSRHGVVIKSGT

6.16BGaPae5                  -----------MLAVLVAACPCALVLSAPATAIAGIAVAARHGILIRSSA

5.26AEuTvo1                  IG------ILAFVSVVVIACPCAIGLAGPITLLISAEESFKHGILVKNTG

Cu1-5.9EFuCal1               VGGWTVWSLEFAIAVFVVACPCGIGLAAPTALFVGSGLAAKNGILAKGGG

Nsp6                         ----LLISLKLAIAVMVVACPCALGLATPTAILVGTGIGAERGLLIKGGD

Ter4                         ----LLLSLKLAIAVLVIACPCALGLATPTAILVGSSVGAQRGLLIKGGD

Ssp13                        ----LLSSLKMAIAVLVVACPCALGLATPMAILVGTGLGAERGLLIRGGD

Ama3                         RSAGILLGLKLAIAVLVIACPCALGLATPTAILVGTSLGAERGLLIRGGD

Tel3                         -----LLPLKLALSVLVIACPCALGLATPIALLVGISRAAAKGLIIRGGD

Ssp4                         ----LLLALKLSVSVLVVACPCALGLATPTAILVGTSLGAEQGILIKGGN

Pma1                         AETSLGLALQLAIAVLVVACPCALGLATPTVITVASGQAARRGWLFRGGD

Cu1.Chl-5.11EViAth34         -GSPMSLALQLSCSVLVVACPCALGLATPTAMLVGTSLGARRGLLLRGGD

Cu1.Chl-5.12EViAth1          DGDALALSLKLAVDVLVVSCPCALGLATPTAILIGTSLGAKRGYLIRGGD

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       -------AIERAVTVMVITCPHALGLAIPLVVAVSTSLAAKSGLLIRDRQ

Cu2-5.22BAqAae1              -------AVERAVTVMVTACPHALGLAIPLVVSISTSYSARNGILVRNRL

5.16BFiEfa1                  -------AVIFTVTTLVIACPHALGLAIPLVTARSTSLGASRGLLVKDRD

Cu1.Ag.eff-5.2BFiEhi2        -------ALERMVTVFIIACPHALGLAIPLVVARSTSIAAKNGLLLKNRN

5.27AKoKcr1                  -------AIERAVSVVVVACPHALGLAIPIVIQRTAMLSSSRGILLKSRE

Nsp8                         ---NFPQALLAFIAVLIISCPCALGIATPAALMVGVGKGAEGGILIRGGE

Ag.eff-5.4BGaSen1            ---RMAHGLIAAVSVLIIACPCALGLATPMSIMVGVGKGAQAGVLIKNAE

Nsp9                         ----VTLALITTVGVLIIACPCALGLATPTSVMVGTGKGAENGILIKGAE

Nsp11                        ----VTLALITTVGVLIIACPCALGLATPTSVMVGTGKGAENGILIKGAE

Ama4                         ----LSLALITAVGVLIIACPCALGLATPTSVMVGTGKGAEHGILIKGAE

Ter3                         ----LTMSLITTVSVLIIACPCALGLATPTSVMVGTGKGAENGILIKGAN

Ssp12                        ----LTLALVNTIGVLIIACPCALGLATPTSILVATGRGAELGILVKSGD

Ssp3                         ----ITLAVLTLVEVLIIACPCALGLATPTSVMVGTGKGAEYGVLIKEAS

Gvi2                         ---AVGFALVNTVAVLIIACPCAMGLATPTSVMVGTGKAAELGVLFRRGA

Au2-5.20BGaSen5              ---ALTFALINGVAVLIIACPCAMGLATPTSIMVGTGRGAEMGVLFRKGE

Cu1.Ag.eff-5.5BGaEco2        ---QIVYTLVIATTVLIIACPCALGLATPMSIISGVGRAAEFGVLVRDAD

5.18BFiBsu1                  --GDFAEAISKFIAVLVIACPCALGLATPTSIMAGSGRAAEFGILFKGGE

Cu2.Fe3.Pb2-5.19BFiSau2      --GTFEPALVASISVLVIACPCALGLATPTSIMVGTGRAAENGILFKGGE

Cu2upt-5.1BFiEhi1            ---DWQLALLHSVSVLVIACPCALGLATPTAIMVGTGVGAHNGILIKGGE

5.15BFiEfa2                  --GIFILSVI--ITTLVIACPCALGLATPTSIMVGTGKGAEHGVLIKSGE

5.23BSpLin1                  --STFSVALEKAIAVLVVACPCALGLATPISVLTGSGKAATMGILFRSAE

Cu1.Ag.eff-5.3EMeHsa23       TEVIIRFAFQTSITVLCIACPCSLGLATPTAVMVGTGVAAQNGILIKGGK

Cu1.eff-5.6EMeHsa16          TETIIRFAFQASITVLCIACPCSLGLATPTAVMVGTGVGAQNGILIKGGE

Cu1.Ag.eff-5.7AEuAfu2        ----LLFAFTTLIAVLVVACPCAFGLATPTALTVGMGKGAELGILIKNAD

Cu2.GA-5.17EFuSce13          KADNFFICLQTATSVVIVACPCALGLATPTAIMVGTGVGAQNGVLIKGGE

Cu1.GA-5.8EFuCal2            TNGKFFVCLKLSISVIVVACPCALGLAAPTAVMVGTGVGAINGVLIKGAK

Cd2-5.14EFuSce9              RSDAVIQAIIYAITVLIVSCPCVIGLAVPIVFVIASGVAAKRGVIFKSAE

Cu1.Ag-5.21BAqAae2           -TGEINRAVQFSLAVLVVSCPCAFGIAVPLAVSVGIYKAVKRGILPKKGT

5.25ACrPae1                  ----VWQALMFAVAVLVVACPCALGLATPLAIVVGVGRAAEKGLLIKNPE

5.28ACrApe2                  ----LETAIIRAASVFLISCPCALGLATPTASSAGVGVAARAGILVRNVV

5.24ACrSso1                  ----LYSSLLFSVAVLAAACPCALGLASPMAMLVSVRRALKRGIIIRDGS

27.2BSpLbi1                  ----LVTTIS----VLIVACPCALGISVPTALVTNHILNAEKGVLLKNPS

27.3BEpNsp1                  ----LIIAVS----VIVIACPCALGLATPMATLVGISEALKRGVLFKEAS

27.1BBeNme1                  ----LWITVA----LLVITCPCALSLATPTALAASTGTLAREGILIGGKQ

Cu1-5.13ACrSso2              ----WLYGIINGLLVSTIAYPCAIGFSSPSMALSLYEKMLHKGMIIKNSN

Ssp6                         --DLFMQLVEVSLSMAVAVVPEGLPAVITVTLALGTQRMAKRNALIRQLS

Ava3                         --SLFEELVKVSLSMAVAVVPEGLPAVITVTLALGTQRMVKRNALIRKLP

Nsp5                         -FSPLRDLLEVSLSMAVAVVPEGLPAVITVTLALGTQRMVRRNALIRKLP

Tel5                         --SLLRHLIEVSLSMAVAVVPEGLPAVITVTLALGTQRMVKRHALIRRLP

Ssp11                        -MAPFTSLLETSLSMAVAVVPEGLPAVITVTLAIGTQRMVRRHALIRRLP

Ssp8                         -WGELRQLVETSLSMAVAVVPEGLPAVITVTLALGTQRMIKRHALIRKLP

Ava5                         ---EIKLMFLTAITLVVAALPEGLPAVVSIALALGAQQMLKRRALIRNLP

Ama2                         ---NLRFMFLTAVSLGVAAVPEGLPAIVTIALALGAQRMLKHQALIRKLP

Gvi3                         ---PLDGMILTAISVAVAFIPEGLPAVVTFTLALGAQRMLARRALIRKLP

2.21BThPmo1                  ---PLFEMFFTAISLAVAAIPEGLPAIVTIVLAMGVQRMVKKHAIIRKLP

GA-2.19EViAth27              FFKGAIHYFKIAVALAVAAIPEGLPAVVTTCLALGTKKMARLNAIVRSLP

ER-2.7EMeHsa25               WIRGAIYYFKIAVALAVAAIPEGLPAVITTCLALGTRRMAKKNAIVRSLP

Ca.Mn.GA-2.13EViAth13        SFEKCTYYFEIAVALAVAAIPEGLPAVITTCLALGTRKMAQKNALVRKLP

2.8EApPfa2                   FLYGCLYYFKISVALAVAAIPEGLPAVITTCLALGTRRMVKKNAIVRKLQ

Ssp7                         ---SPLEMFEAAVALAVSAIPEGLPAVVTVTLAIGVNRMAKRNAIIRKLP

2.4BCySsp6                   ---SPLEMFEAAVALAVSAIPEGLPAVVTVTLAIGVNRMAKRNAIIRKLP

Ama1                         ---SWIYMFEAAVALAVSAIPEGLPAVVTITLAIGVNRMARRHAIIRKLP

Ava2                         ---SWAGMFEAAVAFAVSAIPEGLPAVVTVTLAIGVSRMAKRHAIVRKLP

Ava4                         ---GFNEALEAAVTLTVSAIPEGLPAVVTVTLAIGVSRMAKRNAIIRKLP

Ssp10                        ---GAASVFEAAVALAVSAIPEGLPTVVTVTLAIGVSRMAKRHAIIRKLP

GAeff-2.5EMeHsa12            ---DILEMFTISVSLAVAAIPEGLPIVVTVTLALGVMRMVKKRAIVKKLP

Ca.Mn.GA-2.9EMeHsa2          ---QLLSMFTIGVSLAVAAIPEGLPIVVMVTLVLGVLRMAKKRVIVKKLP

Ca.Mn.GA-2.16EMeCel2         ---NVVDMFTIGVSLAVAAIPEGLPIVVAVTLAIGVMRMAKRRAVVKKMP

GAeff-2.3EFuSce2             ---SWLEMFQISVSLAVAAIPEGLPIIVTVTLALGVLRMAKRKAIVRRLP

2.6EFuNcr3                   ---KLLEIFTISISLAVAAIPEGLPIIVTVTLALGVHRMAKHNAIVRKMP

2.23AEuMva3                  ---DIPTMLYILVALMVSAIPEGLPIVITLVLAVGALELNKNYVLVRHLP

2.24BAqAae1                  ---DIYEVLLLIVSELVSAVPEGLPLVITFTLVIGAIALSRRKVLIRYLP

Ssp9                         ---ELKESFIFAIGIIVALVPEGLLPTVTLSLAMGVQRMAKRNALVRRLS

Ava7                         ---EVKESFIFAIGIIVALVPEGLLPTVTLSLAIGVRRMVRRNALVRRLS

1.5BSpLbi2                   ---SFVQAFLFFIGIFVANVPEGLLPTVTLSLALGVSRMAKRNAILKDLS

Na.K-1.1EMeHsa13             ---TWLEAVIFLIGIIVANVPEGLLATVTVCLTLTAKRMARKNCLVKNLE

N.K-1.6EMeSac1               ---SWLEAVIFLIGIIVANVPEGLLATVTVCLTLTAKRMARKNCLVKNLE

H.K.NoGas1.4EMeRno1          ---YVLDAIIFLISIIVANVPEGLLATVTVTLSLTAKRMAKKNCLVKNLE

H.K.Gas-1.2EMeHsa24          ---TFLRAMVFFMAIVVAYVPEGLLATVTVCLSLTAKRLASKNCVVKNLE

Na-1.3ERaHak1                ---ELIENLVFLISIIVANVPEGLLATVTVCLTLTARRMHSKMVLVKNLE

9.1EFuSce8                   ------RVAIYAICVALSMIPSSLVVVLTITMSVGAAVMVSRNVIVRKLD

9.4EFuZro1                   ------GVAIYAVCVALSMIPSSLVVVLTITMSVGAAVMVTRNVLVRSLD

9.3EFuDoc1                   ------EVAIYAICVALSMIPSALIVVLTITMAVGAQVMVMKHVIVRKLD

9.5EFuUma1                   ------EVIIYAVATGVSMIPASLTAVLTITMAMGSKAMVKKNVIVRKLE

9.2EFuSpo3                   ------EVSIYAISLGISIIPESLIAVLSITMAMGQKNMSKRRVIVRKLE

9.6EFuUma2                   ------EVILYAIALGIGVIPESLVAVLTITFSVGAKRMAESNVVVRRLD

Ava8                         ----WLQGVLAGLALAMAILPNEIPVVLAIFLALGAWRFSLARVLTRRIP

30.4BCyAva17                 ----WLQGVLAGLALAMAILPNEIPVVLAIFLALGAWRFSLARVLTRRIP

30.3BSpLbi4                  ----WLQGLLAGLTLAIGLMPEELPLVMTIFFALGAYRLSTKNVLVRRSS

30.2BBaFjo5                  ----LVDSLLNGLTMAMSVLPEEIPVAFTTFMALGAWKLMREGIIIKRSS

Ava1                         ----WTEAFFFALSVAVGLTPEMLPMIVTANLGRGAIAMSEKKVIVKNID

4.1BGaSen1                   ----WWEAALFALSVAVGLTPEMLPMIVTSTLARGAVKLSKQKVIVKHLD

4.2BSpLin3                   ----VLESFLFSLALSVGLTPQLLPAIISVNLSHGARKMAEKKVIVKRLA

Ter2                         VALKFLTYFMIAVAVIVVAVPEGLALSVTLSLAYSIQKMTKQNNLVRRMH

2.22BFiSth8                  IFLLIIETILFAVTIIIMAVPEGLPMMLALVSSMNSGRLLAQNILVRHPD

PMeff-2.1EMeHsa11            YIQYFVKFFIIGITVLVVAVPEGLPLAVTISLAYSVKKMMKDNNLVRHLD

PM-2.25EMeHsa1               YIQYFVKFFIIGVTVLVVAVPEGLPLAVTISLAYSVKKMMKDNNLVRHLD

PM-2.15EMeCel1               DIQMFVKFFIIAVTILVISIPEGLPLAIALALTYSVRKMMHDNNLVRHLD

Vac-2.17EnoDdi23             DAQPIVQLVISAITIVVVAVPEGLPLAVTMALAYGMMKMFKENNLVRNLA

PM-2.10EViAth45              VIDDVVKVLTVAVTIVVVAVPEGLPLAVTLTLAYSMRKMMADKALVRRLS

PM-2.14EViAth40              IVDDCVKIFTIAVTIVVVAVPEGLPLAVTLTLAYSMRKMMADKALVRRLS

Chl-2.11EViAth32             ELMAMLEYFAVAVTIVVVAVPEGLPLAVTLSLAFAMKKMMNDKALVRNLA

PM-2.12EViAth11              EALELLEYFAIAVTIVVVAVPEGLPLAVTLSLAFAMKKMMNDKALVRHLA

Vac-2.2EFuSce6               KGSKFMNIFITSITVIVVAVPEGLPLAVTLALAFATTRMTKDGNLVRVLR

Vac-2.18EApTgo1              VVHDHVEFFVTAITMLVVAVPEGLPLAVTISLAYSIGQMLRDQNYVRRLA

3.1EFuNcr1                   ----IVQILEFTLAITIIGVPVGLPAVVTTTMAVGAAYLAKKKAIVQKLS

3.6EFuSce5                   ----IVRILRYTLGITIIGVPVGLPAVVTTTMAVGAAYLAKKQAIVQKLS

3.4AEuMja1                   ----LIETAQFALVLAVSAIPAAMPAVLSITMAIGALNLAKKDAIVKKLV

3.7EViAth21                  ----YRDGIDNLLVLLIGGIPIAMPTVLSVTMAIGSHRLSQQGAITKRMT

3.2ETrLma9                   ----FRHALQFAVVVLVVSIPIALEIVVTTTLAVGSKHLSKHKIIVTKLS

3.5ETrTbr5                   ----FRDALQFAVVVLVVSIPIALEIVVTTTLAVGSKKLSKHKIIVTRLT

Ter1                         ----VDT--VQYAAVIAGLVPSGLYLAITLAYALGAVKMVGQEVLIQQAN

23.3BCyTer4                  ----VDT--VQYAAVIAGLVPSGLYLAITLAYALGAVKMVGQEVLIQQAN

Tel1                         ----QMS--VQTAAVVAGLVPVGLYLTITLTYALGALRISRANVLVQQVN

23.1BAcSco4                  ----LDDSIARTVGGIVPMVPEGLVLLTSVAFAIGVVRLGRKQCLVQELP

23.2BFiEfa2                  ----LHDSIVSMEAALIGMIPEGLYLLTTVALAASTMRLAKRGVLLHNMK

24.3BDeHoc1                  ----WRDVFSSAVGLAVAAVPEGLPILATLSQLAAAGRLSKHGILVRNPR

24.4BGaHch1                  ----VKEVIGSGVSLAVAAVPEGLPIMATLAQLASASRLGEKGALARNPR

24.1BAcMbo1                  ----LRQAVADGVAIAVAAVPEGLPLVATLSQLAAAQRLTARGALVRSPR

15.1EnoDdi18                 ----LSEVVTKALDLITIVVPPALPMAQSVGTGFSIVRLKANKIFCISPP

16.1EOlTth26                 ----VRDLVLNSLDLITITVPPALPTCLSIGISFAMSRLRKKQIFCISPP

14.1EFuSce15                 ----KKTMILRALDIITIVVPPALPATLTIGTNFALSRLKEKGIFCISPT

13.1EMeHsa8                  ----LNEIVIRALDLVTVVVPPALPAAMTVCTLYAQSRLRRQGIFCIHPL

8.1EMeBta1                   ------LNFLTFIILFNNLIPISLLVTLEVVKFTQ-AYFINWDLDMHYEP

8.8EMeMmu1                   ------YNLLTFIILYNNLIPISLLVTLEVVKYTQ-ALFINWDMDMYYIE

8.2EFuSce10                  ------KDFLTFWILFSNLVPISLFVTVELIKYYQ-AFMIGSDLDLYYEK

8.6EViAth15                  -----FFTFFTLVTLFSSIIPISLYVSIEMIKFIQSTQFINRDLNMYHAE

8.4EFuSce14                  -----FVSFWVAVILYQSLVPISLYISVEIIKTAQ-AAFIYGDVLLYNAK

8.5EFuSce4                   -----FVSFWVAVILYQSLVPISLYISVEIIKTAQ-AIFIYTDVLLYNAK

8.7EViAth19                  WGWEIFFTFFMAVIVYQIMIPISLYISMELVRIGQ-AYFMTNDDQMYDES

Nsp3                         ------------SQAIARGPVAHYEIIKELGENGGGFFAINSAHPFENPN

Nsp7                         ------------TQYIARGPVASFEMIKMLGENGGGFFAANSAHPFENPN

Gvi4                         ---QDGKREQVTAQKLVSGPFASMESIKELGENGGGSYGINSAHPYENPN

32.4BFuFnu1                  -----------AMSMLVIDYSCGIRLSTAVAFSAAINTAAKNGILVKGSN

6.7EViAth1                   ----LKHWVHLALVVLVSACPCGLILSTPVATFCALTKAATSGLLIKGAD

8.3ETrLdo1                   -VTLWGYRYLSYFILLSYCVPISLFITIEVCKVVQAQWMRVDCLMMEYMS

Mn.Cd-3.3BFiLpl1             ----MIQMLPFLAMLFIATIPIAMPSSFAVANSVEARELSRQRILVSELT

28.1BGaLpn4                  -----ALAIQCVVSVLVSACPCALSLITPMAVKIGMKKASENGIHFNNGK

29.1BDeBba2                  ------EAFNRSLALIVLACPCALAFGSPLTFGLALKKSQRLGILLKDAT

29.2BBaFjo4                  ------TAFNVFTAVLIVACPCALALTAPFTFGNILRIMGKQKMYLKNAL

30.1BDeBba3                  ----WLDALLSAATLAVAAIPEEFPVVFTFFLGVGVYRLAKKRALVRRAV

31.1BGaMca11                 -----------AVAALNSDLGTGIRMAAPLALLSSLALCAQKGVLVKDGR

Tel4                         -----------AIAPLQLDFGSGVQLSLRTVMLSAQVFAVQQGVYLPTAG

Ava6                         ----LVQMLKSSISLAVAAVPEGLPTIATTTLALGIRDMRRNKVLVRSLS

12.1ERhCme8                  PLLSFREALLSALDVLTIVVPPALPAAVTFGIVFALERLLAAQIYCIRPP

24.2BChTro1                  -----AAQLGLGASLAIAAVPEGLPLLSRVAQAATARRLARNGIVVRRLS

6.6EViAth26                  -TAACRGSVYRALGLMVAASPCALAVAP-LAYATAISSCARKGILLKGAQ

26.1BAcCdi2                  ----LNQAFATALAVLGCVSPVALATSASLAMRKSIEDAARQGVLIQSGE

11.1EFuEcu1                  --FDASTNLMYSLDLFFTFANPAIPTYLRVGTQLCYKKLIKKNIYCSNLN

17.1EFuSpo12                 --ASFGHVVLRSLDVLTILVPPALPATLSVGIANSIARLSRALIYTTSPE

18.1EApCpa6                  -----IIIILRSFDLFTIVAPPALPATIAAGSTVAVRKLKNKKVSCSNPS

19.1EOlTth19                 --MELHYIALKLTDLLTVTVPPSLPFALQVGVVFSMQMLKQKKIYCINSE

20.1EOlTth57                 ----TLLIVYRFFDTVTWMIPAPLPIFFSICQTISLIRLGIKKVLATDPA

31.2BGaMca1                  -------------AILHQDWVSGPGMVLPMETLRAMRLAWRAGALLKSAS

10.1EFuSce3                  --RIQSKLILDCILIITSVVPPELPMELTMAVNSSLAALAKFYVYCTEPF

2.20BFiCac3                  ------ESLRQTSFLIIAGIPINILFLLYAMYVVIRAYFKSKNIDLKFLS

21.1EBaTps13                 --DSVFKRIVQCTRIAVASVPSDLPVSLAASARQCAAVLREETYAVCSEP

22.1EApCpa2                  ---FEIGSIFFIVSTIIYIIPFWSTSSMSLYFNNAIKYLNSEHILTTNPK

Nsp2                         ------------AVEACGDINSLVLD-KTGTITFGNRMADEFIPVNSYTV

Ava9                         ------------AVEACGDINALVLD-KTGTITLGNRMADEFIPVNSYSV

Ssp5                         ------------AVEACGDINTLVLD-KTGTITLGNRLAETFLPVNGHSL

Ava10                        ------------AVEACGDINTLVLD-KTGTITLGNRLAEEFIPINGYSV

Gvi5                         ------------AVEAAGDVGTLILD-KTGTITLGNRLADEFIPVGGYSV

7.1BGaEco3                   ------------AVEAAGDVDVLLLD-KTGTITLGNRQASEFIPAQGVDE

Nsp1                         ------------ALEQLAEIDTIVFD-KTGTLTQGEVAVIGVDSYNPEVA

Ava12                        ------------ALEKLAQVDTLVFD-KTGTLTKGDIEVVEVEIIADRIT

Tel2                         ------------AIEKLAQIDTIVFD-KTGTLTQGHAGVTAIKAIDPRFS

32.8BCyTel1                  ------------AIEKLAQIDTIVFD-KTGTLTQGHAGVTAIKAIDPRFS

Tel6                         ------------ALELLSRVNVIVFD-KTGTLTEVKGTIVGVNLLKPGLS

32.6AEuMsm6                  ------------FLEKYATADTIVFD-KTGTLTNATPKVVDVISLG-DYS

32.7BVeAmu1                  ------------FMELFAKTDTIVFD-KTGTLTSACPQVTQIIPLS-DCS

32.3BBaBca1                  ------------FLEAVAAADTIVFD-KTGTLTHACPKVAKIIPFG-GKD

32.5BSpTde3                  ------------FLEDFARADTIVFD-KTGTLTESQPSVKKIITFG-GRP

32.1BBeAar4                  ------------ALERLADADTFIFD-KTGTLTAGTLAVTDSIAFDSTYT

32.2BAcMtu1                  ------------HLEQAGRVDAIVFD-KTGTLTVGRPVVTNIVAMHKDWE

6.17AEuMac1                  ------------TVESMARIDTVIFD-KTGTLTHGEPKLSGIIPLK-NND

Nsp4                         ------------QLENIGKVRAIAFD-KTGTLTTGQVQVSQVIAASNYTG

Ssp1                         ------------QLERIGRVRVIAFD-KTGTLTTGKPEVVNILATQPST-

6.9BFiBsu2                   ------------FLEQLGSVQMIAFD-KTGTVTKGQPAVETIRIAEGFSE

6.11BGaPpu4                  ------------PLEELGSLNAMAFD-KTGTLTEGRPRITDVIPIGGTQI

Nsp10                        ------------ALETAGHLTTLAFD-KTGTITQGLPIVQQVYDLGVVS-

6.13BCyNsp1                  ------------ALETAGHLTTLAFD-KTGTITQGLPIVQQVYDLGVVS-

Ava11                        ------------ALETAGRLTTLAFD-KTGTITQGLPVVQQIYNFGAAN-

6.1BFiSau1                   ------------YLEKLGAIKTVAFD-KTGTLTKGVPVVTDFEVLNDQ--

6.8BFiLmo1                   ------------YLEEIGGLKAIAFD-KTGTLTKGVPVVTDYIELTEATN

6.12BGaPpu1                  ------------YLEGGRHLDFLALD-KTGTITHGKPVQTDAKVLAPL--

6.4BBeRme1                   ------------YLEEGRKLKWLALD-KTGTITHGKPALTDFVVWGDA--

6.14BAlSme6                  ------------VLENLGRITAVAFD-KTGTLTEGRPKLTDIV-GFGRS-

6.2BGaEco4                   ------------ALEQLGRVTQVAFD-KTGTLTVGKPRVTAIHPATGIS-

Ssp2                         ------------FLDSLTAVKTVVFD-KTGTLTKGTFKVTQVVTKNGFSE

6.5BCyObr1                   ------------FLDTLTAVKTVVLD-KTGTLTKGVFKVAQIVPQNGFSQ

6.10BFiBsu3                  ------------YLEALNQVKYAVFD-KTGTLTKGSFEVTEIKPAEGFTK

6.3BEpHpy1                   ------------VLEVLTQAKSIAFD-KTGTLTKGVFKVTDIVPQNGHSK

25.1BAcSco3                  ------------ALENLGRARTLLLD-KTGTLTVGRPCVLDVVAA-PGHV

25.2BAlSme3                  ------------ALEMLARIKTVILD-KTGTITDGRAHLIELKSR-TDLD

25.3BFiEfa3                  ------------MVEKLASAKTIAFD-KTGTITQGQLSVDQVQPINAGIT

6.16BGaPae5                  ------------FLEELADLTSLVVD-KTGTLTHGSLRLQALRLA-DAAE

5.26AEuTvo1                  ------------VFDRIRKINRIVFD-KSGTLTSPLPEIYDLTG------

Cu1-5.9EFuCal1               V-----------AFQDGANVNIVCFD-KTGTLTKGELTITDFHFPDKSSI

Nsp6                         ------------VLEKAHQLDTVVFD-KTGTLTTGNPVVTDCLVFAEGSP

Ter4                         ------------VLEKVHELDTIVFD-KTGTLTTGHPTVTN---IVGNNP

Ssp13                        ------------VLEKAHRLQTVVFD-KTGTLTQGDPHLTDCLSLDPSLD

Ama3                         ------------VLEQVDRLDTLIFD-KTGTLTTGHPQVTDYWVSEGLPA

Tel3                         ------------VLQHSQQLDTIVFD-KTGTLTTGELEVAEIHLYGDLSL

Ssp4                         ------------ILEILQRTTVMAFD-KTGTLTQGNLQLTDAVPVADITG

Pma1                         ------------VIEMAASLRQVVFD-KTGTLTLGRPLVAG--VVGTKKP

Cu1.Chl-5.11EViAth34         ------------ILEKFSLVDTVVFD-KTGTLTKGHPVVTEVIIPENPRH

Cu1.Chl-5.12EViAth1          ------------VLERLASIDCVALD-KTGTLTEGRPVVSGVASLG----

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ------------AFERAKDLQAVIFD-KTGTLTEGRFGVT--DIVGFNHS

Cu2-5.22BAqAae1              ------------ALEKAKDIDVVVFD-KTGTLTEGKLGVT--EVITKDIE

5.16BFiEfa1                  ------------ALELTTNADVMVLD-KTGTLTTGEFKVLDVELFNDKYT

Cu1.Ag.eff-5.2BFiEhi2        ------------AMEQANDLDVIMLD-KTGTLTQGKFTVTGIEILDEAYQ

5.27AKoKcr1                  ------------ALERAKDVKVIVFD-KTGTLTEGKFRVKRVEALNG-FD

Nsp8                         ------------ILERAEKLSTVIFD-KTGTLTRGEPSVTDIVPLAERPN

Ag.eff-5.4BGaSen1            ------------ALERLEKVDTLVVD-KTGTLTEGSPTVTGIISLNPGGE

Nsp9                         ------------SLELAHQIQTIVLD-KTGTITQGKPTVTDFVTVDGTAN

Nsp11                        ------------SLELAHKIQTIVLD-KTGTITQGKPTVTDFVTVNGTAN

Ama4                         ------------SLELAHKIQTIVLD-KTGTLTEGKPTVTDFMAVKGTSH

Ter3                         ------------SLEVTHKIETIILD-KTGTLTKGRPTVTDYITTQGTTN

Ssp12                        ------------SLELAHHLRTVVLD-KTGTLTEGRPTVTDIWAHGSSP-

Ssp3                         ------------SLEMAEKLTAIVLD-KTGTLTQGKPSVTNFFTLSPTST

Gvi2                         ------------ALETLANVQVVALD-KTGTLTRSRPELTDFLAQPGFER

Au2-5.20BGaSen5              ------------ALQLLKDAKVVAVD-KTGTLTEGRPVLTDLDVASGFER

Cu1.Ag.eff-5.5BGaEco2        ------------ALQRASTLDTVVFD-KTGTLTEGKPQVVAVKTFADVD-

5.18BFiBsu1                  ------------HLEKTHRLDTIVLD-KTGTVTNGKPRLTDAIPFG---R

Cu2.Fe3.Pb2-5.19BFiSau2      ------------FVERTHQIDTIVLD-KTGTITNGRPVVTDYH-------

Cu2upt-5.1BFiEhi1            ------------ALEGAAHLNSIILD-KTGTITQGRPEVTDVI-------

5.15BFiEfa2                  ------------ALETTHNLDTIVFD-KTGTLTEGKPIVTDILVTP---L

5.23BSpLin1                  ------------ALEILHKVNAIVFD-KTGTLTYGKPVLKSLESLN---M

Cu1.Ag.eff-5.3EMeHsa23       ------------PLEMAHKIKTVMFD-KTGTITHGVPRVMRVLLLGDVAT

Cu1.eff-5.6EMeHsa16          ------------PLEMAHKVKVVVFD-KTGTITHGTPVVNQVKVLTESNR

Cu1.Ag.eff-5.7AEuAfu2        ------------ALEVAEKVTAVIFD-KTGTLTKGKPEVTDLVPLN----

Cu2.GA-5.17EFuSce13          ------------VLEKFNSITTFVFD-KTGTLTTGFMVVKKFLKDSNWVG

Cu1.GA-5.8EFuCal2            ------------VLEKITGVNIILFD-KTGTLTTGEMSLVNFQPIMSKS-

Cd2-5.14EFuSce9              ------------SIEVAHNTSHVVFD-KTGTLTEGKLT--VVHETVRGDR

Cu1.Ag-5.21BAqAae2           ------------IFEVAPKVDTVIFD-KTGTLTEGKLK--VKEINVP---

5.25ACrPae1                  ------------AIEKALRAKFVAFD-KTGTLTAGAP-----KVVKYVGD

5.28ACrApe2                  ------------AFERLAKASIVVFD-KTGTLTLGMPRVAAVEAVDGYSE

5.24ACrSso1                  ------------IFEEMRNINVAILD-KTGTVTEGEY----VIVSKKEFI

27.2BSpLbi1                  ------------VVETLAKANTIFLD-KTGTLTEGKFLVRLVTVS---ED

27.3BEpNsp1                  ------------FLETMSKADTLVLD-KTGTITKGKPSVVGVELF---DP

27.1BBeNme1                  ------------AIETLAQTTDIIFD-KTGTLTQGKPAVRRISLLRGTDE

Cu1-5.13ACrSso2              ------------VYEKIKEIDTIIFD-KTGTLTYGTPIVTQFIGD-----

Ssp6                         ------------AVETLGSVTTICSD-KTGTLTQNKMVVQSIISDR----

Ava3                         ------------AVETLGSVTTICSD-KTGTLTQNKMVVQAVHTAS----

Nsp5                         ------------AVETLGSVTTICSD-KTGTLTQNKMVVQSIYTNH----

Tel5                         ------------AVETLGSVTVICSD-KTGTLTQNKMVVQAIATTS----

Ssp11                        ------------AVETLGSVTTICSD-KTGTLTENKMVVTDIVTPD----

Ssp8                         ------------AVETLGSVNVICSD-KTGTLTQNKMVVREVLTHG----

Ava5                         ------------AVETLGSVTTICSG-KTGTLTENRMVVTVLDVAG----

Ama2                         ------------AVETLGSVTVICSD-KTGTLTENRMTVTDLVFAD----

Gvi3                         ------------AVETLGSVTTICSD-KTGTLTENRMSATAACVAG----

2.21BThPmo1                  ------------AVETLGSVNIICSD-KTGTLTQNKMTVVKFYADN----

GA-2.19EViAth27              ------------SVETLGCTTVICSD-KTGTLTTNMMSVSKICVVQSAE-

ER-2.7EMeHsa25               ------------SVETLGCTSVICSD-KTGTLTTNQMSVCRMFILDRVE-

Ca.Mn.GA-2.13EViAth13        ------------SVETLGCTTVICSD-KTGTLTTNQMAVSKLVAMG----

2.8EApPfa2                   ------------SVETLGCTTVICSD-KTGTLTTNQMTTTVFHLFRESDS

Ssp7                         ------------AVEALGSATVVCSD-KTGTLTENQMTVQAVYAGG----

2.4BCySsp6                   ------------AVEALGSATVVCSD-KTGTLTENQMTVQAVYAGG----

Ama1                         ------------AVEALGGATVICSD-KTGTLTENQMTVQSIYAGG----

Ava2                         ------------AVETLGGATVICSD-KTGTLTENQMTVQAIYAGG----

Ava4                         ------------AVETLGSATVICSD-KTGTLTENQMTVQAIYAGG----

Ssp10                        ------------AVETLGSATVICSD-KTGTLTENQMTVQAIYAGS----

GAeff-2.5EMeHsa12            ------------IVETLGCCNVICSD-KTGTLTKNEMTVTHIFTSDG---

Ca.Mn.GA-2.9EMeHsa2          ------------IVETLGCCSVLCSD-KTGTLTANEMTVTQLVTSDG---

Ca.Mn.GA-2.16EMeCel2         ------------AVETLGCVTVICSD-KTGTLTKNEMTAQAIATPEG---

GAeff-2.3EFuSce2             ------------SVETLGSVNVICSD-KTGTLTSNHMTVSKLWCLDS---

2.6EFuNcr3                   ------------KVETLGSVNVVCSD-KTGTLTTNHMTTVKMWFFG----

2.23AEuMva3                  ------------SVETLGSATVIASD-KTGTITTGKIAVSEVFPEEFD--

2.24BAqAae1                  ------------ATETLGSTTFICSD-KTGTITEGKLKVQEFFALNEK--

Ssp9                         ------------AVETLSATTVICTD-KTGTLTKNEMTVRSLWIPATN--

Ava7                         ------------AVETLSATTVICTD-KTGTLTKNEMTVHYLWIPWQP--

1.5BSpLbi2                   ------------SVETLGCTTVICSD-KTGTLTQNQMRVTELFFDSKY--

Na.K-1.1EMeHsa13             ------------AVETLGSTSTICSD-KTGTLTQNRMTVAHMWFDNQ---

N.K-1.6EMeSac1               ------------AVETLGSTSTICSD-KTGTLTQNRMTVAHMWFDNQ---

H.K.NoGas1.4EMeRno1          ------------AVETLGSTSIICSD-KTGTLTQNRMTVAHLWFDNQ---

H.K.Gas-1.2EMeHsa24          ------------AVETLGSTSVICSD-KTGTLTQNRMTVSHLWFDNH---

Na-1.3ERaHak1                ------------GVETLGSTSCICSD-KTGTLTQNIMTVAQIVYGNQD--

9.1EFuSce8                   ------------SLEALGAVNDICSD-KTGTLTQGKMLARQIWIPRFG--

9.4EFuZro1                   ------------SLEALGAVTDICSD-KTGTLTQGLMVPRQIWVPGFG--

9.3EFuDoc1                   ------------SLEALGGINDICSD-KTGTLTQGKMIARKTWIPNVG--

9.5EFuUma1                   ------------SLEALGSINDICSD-KTGTLTQGKMVVRKAWVPASG--

9.2EFuSpo3                   ------------ALEALGGVTDICSD-KTGTITQGKMITRRVWIPSYG--

9.6EFuUma2                   ------------ALEALGGVTDICSD-KTGTLTQGKMVVRQGWSLADGK-

Ava8                         ------------VVETLGSTTVLCVD-KTGTLTFNRMSVQQLFVSPNFY-

30.4BCyAva17                 ------------VVETLGSTTVLCVD-KTGTLTFNRMSVQQLFVSPNFY-

30.3BSpLbi4                  ------------IIETLGAATVLCSD-KTGTITKNKMKVGKITSKEN---

30.2BBaFjo5                  ------------IVETLGSTTVICTD-KTGTITENSMQLKQLYDYRS---

Ava1                         ------------SIQSLGAMDILCTD-KTGTLTQDKIILEMHLDVYGEE-

4.1BGaSen1                   ------------AIQNFGAMDILCTD-KTGTLTQDKIMLENHTDISGKP-

4.2BSpLin3                   ------------AIENFGNMNIICSD-KTGTLTEGTVKLQSSLDIYGNE-

Ter2                         ------------ACETIGATTVICSD-KTGTLTENKMQVSDFQFPS--FE

2.22BFiSth8                  ------------TIETAGYMNILFSD-KTGTITEGKLSVVDFFLGDGTLY

PMeff-2.1EMeHsa11            ------------ACETMGNATAICSD-KTGTLTMNRMTVVQAYIGGIHYR

PM-2.25EMeHsa1               ------------ACETMGNATAICSD-KTGTLTMNRMTVVQAYINEKHYK

PM-2.15EMeCel1               ------------ACETMGNATSICSD-KTGTLTTNRMTVVQSYINGNHYT

Vac-2.17EnoDdi23             ------------SCETMGSATTICSD-KTGTLTQNVMSVVTGTICGVFPT

PM-2.10EViAth45              ------------ACETMGSATTICSD-KTGTLTLNQMTVVESYAGGKKTD

PM-2.14EViAth40              ------------ACETMGSATTICSD-KTGTLTLNQMTVVETYAGGSKMD

Chl-2.11EViAth32             ------------ACETMGSATTICSD-KTGTLTTNHMTVVKACICEQAKE

PM-2.12EViAth11              ------------ACETMGSATTICSD-KTGTLTTNHMTVVKSCICMNVQD

Vac-2.2EFuSce6               ------------SCETMGSATAVCSD-KTGTLTENVMTVVRGFPGNSKFD

Vac-2.18EApTgo1              ------------ACEIMGGANEICSD-KTGTLTKNQMTVTQFWDGEKTFC

3.1EFuNcr1                   ------------AIESLAGVEILCSD-KTGTLTKNKLSLH---DPYTV--

3.6EFuSce5                   ------------AIESLAGVEILCSD-KTGTLTKNKLSLH---EPYTV--

3.4AEuMja1                   ------------AIEELAGVDILCSD-KTGTLTKNQLVCG---EIIAL--

3.7EViAth21                  ------------AIEEMAGMDVLCSD-KTGTLTLNKLSVDKNLVEVFC--

3.2ETrLma9                   ------------AIEMMSGVNMLCSD-KTGTLTLNKMEIQEQ-CFTFE--

3.5ETrTbr5                   ------------AIETMSGVNMLCSD-KTGTLTLNKMEIQEQ-CFTFE--

Ter1                         ------------AVESLSNVDILCLD-KTGTLTTNHISLQAIYP------

23.3BCyTer4                  ------------AVESLSNVDILCLD-KTGTLTTNHISLQAIYP------

Tel1                         ------------AIESLSGVDILCLD-KTGTLTANALELHSWYP------

23.1BAcSco4                  ------------AIEGLARVDTVCLD-KTGTLTEGGMDVTDLR-------

23.2BFiEfa2                  ------------SIESLARVDVLCVD-KTGTITENTMEVQELVPVVS---

24.3BDeHoc1                  ------------AIEALGRVDVLCAD-KTGTLTEGRIQLALLSDGQEQHA

24.4BGaHch1                  ------------AIEALGRMTVLCAD-KTGTLTEGSLALRLVAIDEEIVS

24.1BAcMbo1                  ------------TIEALGRVDTICFD-KTGTLTENRLRVVCALPSSTAAE

15.1EnoDdi18                 ------------RVNMAGKVEVYCFD-KTGTLTEDGLDLFGVLPSHQDSN

16.1EOlTth26                 ------------KVNICGKVTIMCFD-KTGTLTEEGLDMYGLRPVLYSDP

14.1EFuSce15                 ------------RLNISGKIDVMCFD-KTGTLTEDGLDVLGVQISEPNGV

13.1EMeHsa8                  ------------RINLGGKLQLVCFD-KTGTLTEDGLDVMGVVP-----L

8.1EMeBta1                   TDTAAMAR-TSNLNVELGQVKYIFSD-KTGTLTCNVMQFKKCTIAGVAYG

8.8EMeMmu1                   NDTPAMAR-TSNLNEELGQVKYLFSD-KTGTLTCNIMNFKKCSIAGVTYG

8.2EFuSce10                  TDTPTVVR-TSSLVEELGQIEYIFSD-KTGTLTRNIMEFKSCSIAGHCYI

8.6EViAth15                  TNTPASAR-TSNLNEELGQVEYIFSD-KTGTLTRNLMEFFKCSIGGVSYG

8.4EFuSce14                  LDYPCTPK-SWNISDDLGQVEYIFSD-KTGTLTQNVMEFKKCTINGVSYG

8.5EFuSce4                   LDYPCTPK-SWNISDDLGQIEYIFSD-KTGTLTQNVMEFKKCTINGVSYG

8.7EViAth19                  SDSSFQCR-ALNINEDLGQIKYLFSD-KTGTLTDNKMEFQCACIEGVDYS

Nsp3                         ------------GFSNLIEIMAMLSI-PTALIYTYGLFANNIKQAWLVYG

Nsp7                         ------------GLTNLIETIAMIAI-PAAMIYTYGVFAKNIKQAWLLFW

Gvi4                         ------------PFTNLLEILLLLAV-PTSLIYTFGVLANNKKQGWVLFG

32.4BFuFnu1                  ------------FIEELSKSETVIFD-KTGTITEGKPKVQSIEVFDNNMS

6.7EViAth1                   ------------YLETLAKIKIVAFD-KTGTITRGEFIVMDFQSLSEDIS

8.3ETrLdo1                   NRWRHCQPNTSNLNEQLAMVRFIFSD-KTGTLTENVMKFKLGDALGNPID

Mn.Cd-3.3BFiLpl1             ------------GIQEAANLNLLLVD-KTGTITTNQPQVVQFKNLSARSD

28.1BGaLpn4                  ------------ALQAAADIDTVVFD-LNGTLTQGKMVVKSLHITDK---

29.1BDeBba2                  ------------SLERMLEVKNIFFD-KTGTLTEGHLSLSHSEPAIISP-

29.2BBaFjo4                  ------------VIEQLDKVDTIVFD-KTGTITTNKKSNIIYEGTNISD-

30.1BDeBba3                  S------------VENIGRVTHICTD-KTGTITAGQLKLAHFEPSKGD--

31.1BGaMca11                 ------------ALELMGRIDTVLFD-KTGTLTRECPEVGRIITANGFAE

Tel4                         ------------TLEQLAQLESLVID-ARAGLPQPQQAQILIQQLRQLG-

Ava6                         ------------AVEALGSVQTICLD-KTGTITENKMSVVEIHTNTREIK

12.1ERhCme8                  ------------AVLIASGIEALCFD-KTGTLTDLGLDIHEILPVASMPL

24.2BChTro1                  ------------AAEALGRVSIVCVD-KTGTLTAGKLSVTHILTSAGLES

6.6EViAth26                  ------------VLDALASCHTIAFD-KTGTLTTGGLTCKAIEPIYGHQG

26.1BAcCdi2                  ------------TLRVIDTVDTVIFN-RVGALSKAGMSVEKVTADRGENP

11.1EFuEcu1                  ------------KIHLAGRIDTAVFD-KTGTLTCEGLDLLCIDDLNRPVD

17.1EFuSpo12                 ------------SIHNAGCLSTFVFD-KTGTLTENSVQLSCVYVKSGSNG

18.1EApCpa6                  ------------SVNIAGQVNTVVFD-KTGTLTTDGLDAVGCISSVPGSI

19.1EOlTth19                 ------------KVVVGGRVDTVVFD-KTGTLTEDRMDLKGFLPIDDNGN

20.1EOlTth57                 ------------KIVVAGDVSIMCFD-KTGTLTKDQMELYGYCDYTCKKI

31.2BGaMca1                  ------------ALARMKYSDFLVIDGDLPGLLDPQLELAEVASQAPYTD

10.1EFuSce3                  R------------IPFAGRIDVCCFD-KTGTLTGEDLVFEGLAGISADSE

2.20BFiCac3                  ------------IIENLSKINVIVTE-KEEALTKSNMFVRKFYDNESIKN

21.1EBaTps13                 G-----------ALLESSKVDMIVFD-KTGTLTADTQSLIKIVQPPSKSS

22.1EApCpa2                  ------------KLNQLLLVDTICFD-KTGTLTVPTFSINNVHIYPIRNN

Nsp2                         E-------------------------------------------------

Ava9                         A-------------------------------------------------

Ssp5                         K-------------------------------------------------

Ava10                        E-------------------------------------------------

Gvi5                         R-------------------------------------------------

7.1BGaEco3                   K-------------------------------------------------

Nsp1                         HD------------------------------------------------

Ava12                        TH------------------------------------------------

Tel2                         AD------------------------------------------------

32.8BCyTel1                  AD------------------------------------------------

Tel6                         EQ------------------------------------------------

32.6AEuMsm6                  RD------------------------------------------------

32.7BVeAmu1                  RE------------------------------------------------

32.3BBaBca1                  ER------------------------------------------------

32.5BSpTde3                  EK------------------------------------------------

32.1BBeAar4                  AE------------------------------------------------

32.2BAcMtu1                  PE------------------------------------------------

6.17AEuMac1                  EN------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --G-----------------------------------------------

6.13BCyNsp1                  --G-----------------------------------------------

Ava11                        --A-----------------------------------------------

6.1BFiSau1                   VEE-----------------------------------------------

6.8BFiLmo1                   IQH-----------------------------------------------

6.12BGaPpu1                  -FE-----------------------------------------------

6.4BBeRme1                   -NP-----------------------------------------------

6.14BAlSme6                  --E-----------------------------------------------

6.2BGaEco4                   --E-----------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  P-------------------------------------------------

25.2BAlSme3                  P-------------------------------------------------

25.3BFiEfa3                  A-------------------------------------------------

6.16BGaPae5                  E-------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               A-------------------------------------------------

Nsp6                         DEISFTAKQERSLFPT----------------------------------

Ter4                         E-------------------------------------------------

Ssp13                        P-------------------------------------------------

Ama3                         LPVG----------------------------------------------

Tel3                         E-------------------------------------------------

Ssp4                         I-------------------------------------------------

Pma1                         D-------------------------------------------------

Cu1.Chl-5.11EViAth34         NLND----------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       EDE-----------------------------------------------

Cu2-5.22BAqAae1              EGE-----------------------------------------------

5.16BFiEfa1                  KDE-----------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        EEE-----------------------------------------------

5.27AKoKcr1                  ELE-----------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         SNE-----------------------------------------------

Nsp11                        GNE-----------------------------------------------

Ama4                         GNE-----------------------------------------------

Ter3                         ENE-----------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         EES-----------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --E-----------------------------------------------

5.18BFiBsu1                  FEE-----------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      -GD-----------------------------------------------

Cu2upt-5.1BFiEhi1            -GP-----------------------------------------------

5.15BFiEfa2                  ITK-----------------------------------------------

5.23BSpLin1                  TKE-----------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       LPL-----------------------------------------------

Cu1.eff-5.6EMeHsa16          ISH-----------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        GDE-----------------------------------------------

Cu2.GA-5.17EFuSce13          NVDED---------------------------------------------

Cu1.GA-5.8EFuCal2            SITIS---------------------------------------------

Cd2-5.14EFuSce9              HNSQS---------------------------------------------

Cu1.Ag-5.21BAqAae2           EKYFD---------------------------------------------

5.25ACrPae1                  EHALA---------------------------------------------

5.28ACrApe2                  KEILE---------------------------------------------

5.24ACrSso1                  EGALN---------------------------------------------

27.2BSpLbi1                  HLP-----------------------------------------------

27.3BEpNsp1                  QFDQ----------------------------------------------

27.1BBeNme1                  AFVL----------------------------------------------

Cu1-5.13ACrSso2              SLSL----------------------------------------------

Ssp6                         ---------------------------------HRLVVTGEGYNPVGEF-

Ava3                         ---------------------------------YAIRVTGEGYSSEGAFY

Nsp5                         ---------------------------------KTFRVTGEGYAPVGEF-

Tel5                         ---------------------------------YRAKVSGNGYEPKGDFY

Ssp11                        ---------------------------------RHYHVSGSGYIPKGSFY

Ssp8                         ---------------------------------DRLSIGGEGYQPQGNII

Ava5                         ---------------------------------RRLDLAAHMRWASPVVD

Ama2                         ---------------------------------TEITLPTAAIPLTPEHP

Gvi3                         ---------------------------------RCLRRGESGGFGD----

2.21BThPmo1                  ---------------------------------AFGDVDSLN--------

GA-2.19EViAth27              ---------------------------HGP-MINEFTVSG-----TTYAP

ER-2.7EMeHsa25               ---------------------------GDTCSLNEFTITG-----STYAP

Ca.Mn.GA-2.13EViAth13        ---------------------------SRIGTLRSFNVEG-----TSFDP

2.8EApPfa2                   LTEYQLCQKGDTYYFYESSNLTNDIYAGESSFFNKLKDEGNVEALTDDGE

Ssp7                         ---------------------------------KHYEVSGGGYSPKGEFW

2.4BCySsp6                   ---------------------------------KHYEVSGGGYSPKGEFW

Ama1                         ---------------------------------MHFEVSGSGYSPKGDIS

Ava2                         ---------------------------------EYYTVTGTGYIPGGEIL

Ava4                         ---------------------------------HQYTVSGVGYAPDGEIL

Ssp10                        ---------------------------------QLYRVTGSGYSPQGQIL

GAeff-2.5EMeHsa12            ---------------------------------LHTEVTGVGYNQFGEVI

Ca.Mn.GA-2.9EMeHsa2          ---------------------------------LRAEVSGVGYDGQGTVC

Ca.Mn.GA-2.16EMeCel2         ---------------------------------KLAEITGIGYSAEGGVV

GAeff-2.3EFuSce2             ---------------------------------MSNKLNVLSLDKNKKTK

2.6EFuNcr3                   ---------------------------------TDDALDVDSDDEATETK

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         ---------------------------------HG------------QTL

Ava7                         ---------------------------------TGNELPETPLAISPTLI

1.5BSpLbi2                   ---------------------------------LS---------------

Na.K-1.1EMeHsa13             ----------------------------------IHEADTT---------

N.K-1.6EMeSac1               ----------------------------------IHEADTT---------

H.K.NoGas1.4EMeRno1          ----------------------------------IFVADTS---------

H.K.Gas-1.2EMeHsa24          ----------------------------------IHTADTT---------

Na-1.3ERaHak1                ---------------------------------AVHIQDTG---------

9.1EFuSce8                   ----------------------------------TITISNSDDPFNPNEG

9.4EFuZro1                   ----------------------------------TVLVESVG-----KDS

9.3EFuDoc1                   ----------------------------------TFNVGNSNDPFNPKAG

9.5EFuUma1                   ----------------------------------TYSVSETNEPFNPTLG

9.2EFuSpo3                   ----------------------------------YLSVDTSDAN-NPTIG

9.6EFuUma2                   --------------------------------QQSFDVEQTGATAFEPKG

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         NST-----------------------------------------------

2.22BFiSth8                  AAT-----------------------------------------------

PMeff-2.1EMeHsa11            -------------------------------------------------Q

PM-2.25EMeHsa1               -------------------------------------------------K

PM-2.15EMeCel1               SQE----------------------------------------------A

Vac-2.17EnoDdi23             -------------------------------------------------L

PM-2.10EViAth45              TEQ-----------------------------------------------

PM-2.14EViAth40              VAD-----------------------------------------------

Chl-2.11EViAth32             VNGPD-------------------------------------------AA

PM-2.12EViAth11              VAN---------------------------------------------KG

Vac-2.2EFuSce6               DSKSLPVSEQ--------------------------------------RK

Vac-2.18EApTgo1              IPSSRGEQTPGA---------------------DPLSTGAEGEDVGDDMS

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  LDEH----------------------------------------------

24.4BGaHch1                  VED-----------------------------------------------

24.1BAcMbo1                  RDPL----------------------------------------------

15.1EnoDdi18                 NSGG----------------------------------------------

16.1EOlTth26                 KNIK----------------------------------------------

14.1EFuSce15                 RGQK----------------------------------------------

13.1EMeHsa8                  KGQA----------------------------------------------

8.1EMeBta1                   Q-------------------------------------------------

8.8EMeMmu1                   H-------------------------------------------------

8.2EFuSce10                  D-------------------------------------------------

8.6EViAth15                  CGVT----------------------------------------------

8.4EFuSce14                  RAYT----------------------------------------------

8.5EFuSce4                   RAYT----------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         MVG-----------------------------------------------

Nsp7                         MVF-----------------------------------------------

Gvi4                         TIF-----------------------------------------------

32.4BFuFnu1                  E-------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   ADN-----------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 N-------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         VTNGEFIAGTG---------------------------------------

12.1ERhCme8                  ALETLPG----------------------------IQVSSDPPGGITTAA

24.2BChTro1                  LPG-----------------------------------------------

6.6EViAth26                  GTNSSVITCCIPN-------------------------------------

26.1BAcCdi2                  D-------------------------------------------------

11.1EFuEcu1                  DINKVAMVTRLG--------------------------------------

17.1EFuSpo12                 LLKQVDADSLSLDSTKLN--------------------------------

18.1EApCpa6                  PYLDG---------------------------------------------

19.1EOlTth19                 FFKNELVKEDILN-------------------------------------

20.1EOlTth57                 KESLIVESKYFFN-------------------------------------

31.2BGaMca1                  TILRHAAGAGLFLGDERAEALARSCAQRG---------------------

10.1EFuSce3                  NIRHLYSAAEAP--------------------------------------

2.20BFiCac3                  FDSKFFVN------------------------------------------

21.1EBaTps13                 TAELLSP-------------------------------------------

22.1EApCpa2                  TRDHLMHLAMATCN------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         ---QA-------GEGEDLKIEN--IPEIEK--------------------

Ava3                         QQANT-------GVGQEIVVEA--VPELRS--------------------

Nsp5                         ----Q-------LDGQNVPAED--YPEIPA--------------------

Tel5                         -------------DANTDDPLA--LYERHL--------------------

Ssp11                        ------------CGGQPIDPGS--APDLQA--------------------

Ssp8                         H---L-------SDGEQRATSGPWPPALQL--------------------

Ava5                         P------------SQASPFLLS-QPPALAL--------------------

Ama2                         P------------HPCVQHLQPHQQSALDV--------------------

Gvi3                         -----------------------SPAALEL--------------------

2.21BThPmo1                  -------------------INN---PAHKL--------------------

GA-2.19EViAth27              EGTVF-------DSNGMQLDLPAQSPCLH---------------------

ER-2.7EMeHsa25               IGEVH-------KDD--KPVNCHQYDGLV---------------------

Ca.Mn.GA-2.13EViAth13        RDGKI-------EDWP----MGRMDANLQ---------------------

2.8EApPfa2                   EGSID-------EADPYSDYFSSDSKKMKNDLNNNNNNNNNSSRSGAKRN

Ssp7                         QVMGE-------EVDNVLLDGL--PPVLEE--------------------

2.4BCySsp6                   QVMGE-------EVDNVLLDGL--PPVLEE--------------------

Ama1                         ATDPC-------DREKWLEYQL--PPPLEE--------------------

Ava2                         FDE------------QPVDWHS--SPVLAE--------------------

Ava4                         RDE------------QPVDLNR--EKGLQE--------------------

Ssp10                        AQEG----------DAPVEVDR--LPVLQA--------------------

GAeff-2.5EMeHsa12            VDG--------------DVVHGFYNPAVSR--------------------

Ca.Mn.GA-2.9EMeHsa2          LLPSK------------EVIKEFSNVSVGK--------------------

Ca.Mn.GA-2.16EMeCel2         QYQG-------------EQVHQWTHPEFAR--------------------

GAeff-2.3EFuSce2             --------------NSNGNLKNYLTEDVRE--------------------

2.6EFuNcr3                   PDPAMLRILRIGNIANNARLAMQYTENGAG--------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         TVPGEGYD----PSTGKITFPPGKDEKQQVK-------------------

Ava7                         EVTGAGYD----PTVGKVHMSGNFAAAWKVH-------------------

1.5BSpLbi2                   --------------------PDELSNREGSQ-------------------

Na.K-1.1EMeHsa13             -------------ENQSG--VSFDKTSATWL-------------------

N.K-1.6EMeSac1               -------------ENQSG--AAFDKTSATWS-------------------

H.K.NoGas1.4EMeRno1          -------------ENQTK--QAFDQSSGTWA-------------------

H.K.Gas-1.2EMeHsa24          -------------EDQSG--QTFDQSSETWR-------------------

Na-1.3ERaHak1                -------------SSLSHGLKTYNPENAAFQ-------------------

9.1EFuSce8                   NVSLIPRFSPYEYSHNE--DGDVGILQNFKDRLYEKDLPEDIDM------

9.4EFuZro1                   CIKIIPRLSPHEFAHNN--DEDVGILQDFVNLYNDNKLPEDMQR------

9.3EFuDoc1                   EVSFVN-LSP-KFIEET--DEEIDFKQKLPSPFPEN--------------

9.5EFuUma1                   EVSVNNVEPRDAKASRNSGEGEVVARSGKSDKVKGN--------------

9.2EFuSpo3                   TVSGLEAAMQDVLKEKKQEMKNIDPSNQPSD-------------------

9.6EFuUma2                   RVILSPVSVNDEPQPVEHDQLPDDIRS-----------------------

Ava8                         -------------------DVALHEREALP--------------------

30.4BCyAva17                 -------------------DVALHEREALP--------------------

30.3BSpLbi4                  -------------------TENLEETNQIS--------------------

30.2BBaFjo5                  -------------------DKTFDEKEFAN--------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------LNAENIIVEAICANTTANLEHRK-------------------

2.22BFiSth8                  --------GETDAPDFDTMSDSLKAEIINGI-------------------

PMeff-2.1EMeHsa11            IPSPDVFLPKVLDLIVNGISINSAYTSKILP-------------------

PM-2.25EMeHsa1               VPEPEAIPPNILSYLVTGISVNCAYTSKILP-------------------

PM-2.15EMeCel1               QPHGANLPGSTGPILMEAISVNCAYNSMIVE-------------------

Vac-2.17EnoDdi23             DGIAQKIPKHVQSILTDGMAIN----SNAYE-------------------

PM-2.10EViAth45              --LP----ATITSLVVEGISQN---TTGSIF-------------------

PM-2.14EViAth40              --NPSGLHPKLVALISEGVAQN---TTGNIF-------------------

Chl-2.11EViAth32             MKFASGIPESAVKLLLQSIFTN---TGGEIV-------------------

PM-2.12EViAth11              SSLQSEIPESAVKLLIQSIFNN---TGGEVV-------------------

Vac-2.2EFuSce6               LNSKKVFEENCSSSLRNDLLANIVLNSTAFENRDYKKNDKNTNGSKNMSK

Vac-2.18EApTgo1              LHAQDASRRGYIPLSAHSTAASSASPHFAKSSCGGAAVSEGLAELQEKNF

3.1EFuNcr1                   --------------------AGVDPE------------------------

3.6EFuSce5                   --------------------EGVSPD------------------------

3.4AEuMja1                   --------------------NGFSKE------------------------

3.7EViAth21                  --------------------KGVEKD------------------------

3.2ETrLma9                   --------------------EGNDLK------------------------

3.5ETrTbr5                   --------------------KGHDLR------------------------

Ter1                         ----------------------IGIDEIK---------------------

23.3BCyTer4                  ----------------------IGIDEIK---------------------

Tel1                         ----------------------LSEPKEQ---------------------

23.1BAcSco4                  --------------------VLDGADERH---------------------

23.2BFiEfa2                  -------------------IENDGTDLTN---------------------

24.3BDeHoc1                  -------------------GGELSAELRA---------------------

24.4BGaHch1                  ----------------------LNDLARE---------------------

24.1BAcMbo1                  -------------------PQTTDAPSAE---------------------

15.1EnoDdi18                 -----------FGTVIKTDLNRMTGPLFLT--------------------

16.1EOlTth26                 -----------FAKLQEQTVKLGSSKLIKMNGNPEQLNLYGEGNPYTYLG

14.1EFuSce15                 -----------FGELLSDIRQVFPKFSLNDCSSPLDFKSRN---------

13.1EMeHsa8                  -----------FLPLVPEPRRLPVGPLLRA--------------------

8.1EMeBta1                   ----------------NSQFGDEKT----------------FSDSSLLEN

8.8EMeMmu1                   ----------------FPELAREQSSDDFCRMTSCTNDSCDFNDPRLLKN

8.2EFuSce10                  ----------------KIPEDKTATVEDGIEVG-----YRKFDDLKKKLN

8.6EViAth15                  -----------EIEKGIAQRHGLKVQEEQRSTGAIREKGFNFDDPRLMRG

8.4EFuSce14                  -----------EALAGLRKRQGIDVETEGRREKAEIAKDRDTMIDELRAL

8.5EFuSce4                   -----------EALAGLRKRQGVDVESEGRREKEEIAKDRETMIDELRSM

8.7EViAth19                  -----------DREPADSEHPGYSIEVDGIILKPKMRVRVDPVLLQLTKT

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   -------------LDECIAQLRKEAESKGLG-------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  TEGTIALFDTEHVIRRHDLTEEGAAPEHQPAPSG----------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  ---------------LSTCHLVYELDGRYSG-------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  -----------LCTSGSQATHLLSQALATCHTVSYIDNEHTHSFGSQYKN

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------DVARIAKLASLF

Ava9                         --------------------------------------DVARVALAASVF

Ssp5                         --------------------------------------EVAAIALAASIF

Ava10                        --------------------------------------QLASVAWAASVF

Gvi5                         --------------------------------------EVATAAWAASVF

7.1BGaEco3                   --------------------------------------TLADAAQLASLA

Nsp1                         --------------------------------------RILAIAAAAEQR

Ava12                        --------------------------------------RLIALAAAAEQR

Tel2                         --------------------------------------DILSMAASAEQG

32.8BCyTel1                  --------------------------------------DILSMAASAEQG

Tel6                         --------------------------------------TLLYWLATVEQS

32.6AEuMsm6                  --------------------------------------EILRMSACIEEH

32.7BVeAmu1                  --------------------------------------YILKTAACLEEH

32.3BBaBca1                  --------------------------------------EMLRVAACLEEH

32.5BSpTde3                  --------------------------------------AVLKIAACLEEH

32.1BBeAar4                  --------------------------------------DLLCLAASVEEH

32.2BAcMtu1                  --------------------------------------QVLAYAASSEIH

6.17AEuMac1                  --------------------------------------DLLLLAAIAEKF

Nsp4                         -------------------------------------ASVLKVAAALEAS

Ssp1                         -------------------------------------DKLLQIAAALESL

6.9BFiBsu2                   -------------------------------------AEVLEAVYAIETQ

6.11BGaPpu4                  -------------------------------------EDLLNVAIAVESM

Nsp10                        -------------------------------------DMVLLLAASLEQK

6.13BCyNsp1                  -------------------------------------DMVLLLAASLEQK

Ava11                        -------------------------------------NMVLQIAASLEQH

6.1BFiSau1                   -------------------------------------KELFSIITALEYR

6.8BFiLmo1                   -------------------------------------NKNYIIMAALEQL

6.12BGaPpu1                  -------------------------------------DRAQALAASLGER

6.4BBeRme1                   -------------------------------------ATSRLLAASLAAR

6.14BAlSme6                  -------------------------------------AEILGYAAALEQG

6.2BGaEco4                   -------------------------------------SELLTLAAAVEQG

Ssp2                         -------------------------------------SELLTLAAKAESH

6.5BCyObr1                   -------------------------------------SDLMAMAAKVESQ

6.10BFiBsu3                  -------------------------------------DRLLEAAAYAELH

6.3BEpHpy1                   -------------------------------------EEVLHYASCSQLL

25.1BAcSco3                  -------------------------------------AEVLRVAASLDQL

25.2BAlSme3                  -------------------------------------LEVLRLAASLDQG

25.3BFiEfa3                  -------------------------------------AELVGLAASVEQE

6.16BGaPae5                  -------------------------------------ASVLRLAASLGAA

5.26AEuTvo1                  ------------------------------------DIKALAYAASVESG

Cu1-5.9EFuCal1               ------------------------------------KTFALQVARDLEVP

Nsp6                         --------------------------------PLHPSHSLIQLAAAVESG

Ter4                         --------------------------------------LLLRVAATVESG

Ssp13                        -------------------------------------NRLLQLAATVESG

Ama3                         --------------------------------DHLSSQTVLQLAASLEKG

Tel3                         --------------------------------------TVLYLLASLEHK

Ssp4                         --------------------------------------ELLTLAASVEQG

Pma1                         --------------------------------------QLLQLAASLEQN

Cu1.Chl-5.11EViAth34         ---------------------------------TWSEVEVLMLAAAVESN

Cu1.Chl-5.12EViAth1          ----------------------------------YEEQEVLKMAAAVEKT

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ---------------------------------------LLQIAASLEAR

Cu2-5.22BAqAae1              ---------------------------------------FLKFVASVENH

5.16BFiEfa1                  ---------------------------------------IVALLSGIEGG

Cu1.Ag.eff-5.2BFiEhi2        ---------------------------------------ILKYIGALEAH

5.27AKoKcr1                  ---------------------------------------VLKLAASLDYL

Nsp8                         -------------------------------------DEILRLAAAVEAG

Ag.eff-5.4BGaSen1            -------------------------------------TSLLRVTAAVDKG

Nsp9                         -------------------------------------IKLIQLAASLERN

Nsp11                        -------------------------------------IRLVQLAASVERN

Ama4                         -------------------------------------LHLLQLASIIESH

Ter3                         -------------------------------------IKLLKIAAAVERK

Ssp12                        -------------------------------------LAVLRLAAAVERH

Ssp3                         -------------------------------------LQLIQWAASVEQY

Gvi2                         -------------------------------------QEVLILVAAAESM

Au2-5.20BGaSen5              -------------------------------------REVLAKVAAVESR

Cu1.Ag.eff-5.5BGaEco2        -------------------------------------AQALRLAAALEQG

5.18BFiBsu1                  -------------------------------------KDLLQFAAAAETG

Cu2.Fe3.Pb2-5.19BFiSau2      -------------------------------------NQTLQLLATAEKD

Cu2upt-5.1BFiEhi1            -------------------------------------KEIISLFYSLEHA

5.15BFiEfa2                  -------------------------------------ENLLYYAASGETG

5.23BSpLin1                  -------------------------------------NNLLTLAASAEQN

Cu1.Ag.eff-5.3EMeHsa23       -------------------------------------RKVLAVVGTAEAS

Cu1.eff-5.6EMeHsa16          -------------------------------------HKILAIVGTAESN

Cu1.Ag.eff-5.7AEuAfu2        -------------------------------------RELLRLAAIAERR

Cu2.GA-5.17EFuSce13          --------------------------------------EVLACIKATESI

Cu1.GA-5.8EFuCal2            --------------------------------------DWWKLVGSVECH

Cd2-5.14EFuSce9              ------------------------------------------LLLGLTEG

Cu1.Ag-5.21BAqAae2           ------------------------------------------VLYSMENY

5.25ACrPae1                  ------------------------------------------LAASAEAK

5.28ACrApe2                  ------------------------------------------LAASAEKW

5.24ACrSso1                  ------------------------------------------LAAIAESR

27.2BSpLbi1                  ------------------------------------------FVYRIEKE

27.3BEpNsp1                  -----------------------------------------NIAYTLTEH

27.1BBeNme1                  -----------------------------------------AVAQALEQQ

Cu1-5.13ACrSso2              -----------------------------------------AYAASVEAL

Ssp6                         ------------------------------------LLMACILCNDAILQ

Ava3                         ------------------------------------LLLACVLCNDAVLH

Nsp5                         ------------------------------------LLVACAVCNDSVLQ

Tel5                         ------------------------------------LLLAGALCNDALLK

Ssp11                        ------------------------------------ILRAVVFCNDALLQ

Ssp8                         ------------------------------------LCLNAILCNDSELN

Ava5                         ------------------------------------LLAGATLCNNARLE

Ama2                         ------------------------------------MLTGLALCNDACLE

Gvi3                         ------------------------------------LLAAGALCNDAVWQ

2.21BThPmo1                  ------------------------------------LLESLVLCNDATYS

GA-2.19EViAth27              -----------------------------------HLAMCSSLCNDSILQ

ER-2.7EMeHsa25               -----------------------------------ELATICALCNDSALD

Ca.Mn.GA-2.13EViAth13        -----------------------------------MIAKIAAICNDANVE

2.8EApPfa2                   IPLKEMKSNENTIISRGSKILEDKINKYCYSEYDYNFYMCLVNCNEANIF

Ssp7                         ------------------------------------CLLTGMLCNDSQLE

2.4BCySsp6                   ------------------------------------CLLTGMLCNDSQLE

Ama1                         ------------------------------------CLIAGALCNDSQLR

Ava2                         ------------------------------------CLQAGLLCNDSHLE

Ava4                         ------------------------------------CLIAGLLCNDSHLE

Ssp10                        ------------------------------------CLLAGCLCNDTRLQ

GAeff-2.5EMeHsa12            ------------------------------------IVEAGCVCN--DAV

Ca.Mn.GA-2.9EMeHsa2          ------------------------------------LVEAGCVAN--NAV

Ca.Mn.GA-2.16EMeCel2         ------------------------------------IIEAGLVCN--NAT

GAeff-2.3EFuSce2             ------------------------------------TLTIGNLCNNASFS

2.6EFuNcr3                   ------------------------------------ARAVLSSTQGKNAP

2.23AEuMva3                  -----------------------------------DIEVISALANESDGI

2.24BAqAae1                  -----------------------------------FLNLISALCNSSDGE

Ssp9                         -----------------------------------LLLIGSALCSNAHLI

Ava7                         -----------------------------------LLLTGAALCSNARLI

1.5BSpLbi2                   -----------------------------------LLLECGYYCNNASLV

Na.K-1.1EMeHsa13             -----------------------------------ALSRIAGLCNRAVFQ

N.K-1.6EMeSac1               -----------------------------------ALSRIAALCNRAVFQ

H.K.NoGas1.4EMeRno1          -----------------------------------SLSKIITLCNRAEFR

H.K.Gas-1.2EMeHsa24          -----------------------------------ALCRVLTLCNRAAFK

Na-1.3ERaHak1                -----------------------------------SLLRCAMLNNTSTFG

9.1EFuSce8                   -------------------------------DLFQKWLETATLANIATVF

9.4EFuZro1                   -------------------------------SYFTQWLDTAALANVAKVR

9.3EFuDoc1                   ---------------------------------FNNWLLTATLANIATLN

9.5EFuUma1                   -------------------------------DRFEDFMNVASLCNLATVF

9.2EFuSpo3                   --------------------------------QFIPLLKTCALCNLSTVN

9.6EFuUma2                   ------------------------------------LATAASLCNIAEIE

Ava8                         -------------------------------------ETFHELIEFGILA

30.4BCyAva17                 -------------------------------------ETFHELIEFGILA

30.3BSpLbi4                  -------------------------------------IHSKMILQIAYFA

30.2BBaFjo5                  -------------------------------------PELAALIDYAMWS

Ava1                         -----------------------------------NDEVLEYAYLNSFYQ

4.1BGaSen1                   -----------------------------------SEHVLHCAWLNSHYQ

4.2BSpLin3                   -----------------------------------NQEVALSAFLNASFE

Ter2                         ---------------------------------EGVSTPLGDHTEASLLL

2.22BFiSth8                  ---------------------------------GLNNDAMVADGNAVGSN

PMeff-2.1EMeHsa11            -----------------------------PEKEGGLPRQVGNKTECALLG

PM-2.25EMeHsa1               -----------------------------PEKEGGLPRHVGNKTECALLG

PM-2.15EMeCel1               -----------------------------PTKAGEQIQQLGNKTECGLLG

Vac-2.17EnoDdi23             -----------------------------GVSSKGKLEFIGSKTECALLN

PM-2.10EViAth45              -----------------------------VPEGGGDLEYSGSPTEKAILG

PM-2.14EViAth40              -----------------------------HPKDGGEVEISGSPTEKAILS

Chl-2.11EViAth32             -----------------------------VGK-GNKTEILGTPTETALLE

PM-2.12EViAth11              -----------------------------VNK-HGKTELLGTPTETAILE

Vac-2.2EFuSce6               NLSFLDKCKSRLSFFKKGNREDDEDQLFKNVNKGRQEPFIGSKTETALLS

Vac-2.18EApTgo1              KWEVLMQAIALNSTAFLETEEVVVAQGTGEETRFTQVKHVGSPTECALLA

3.1EFuNcr1                   -----------------------------------DLMLTACLAASRKKK

3.6EFuSce5                   -----------------------------------DLMLTACLAASRKKK

3.4AEuMja1                   -----------------------------------DVVLFAALAS--REE

3.7EViAth21                  -----------------------------------QVLLFAAMAS--RVE

3.2ETrLma9                   -----------------------------------STLVLAALAAKWREP

3.5ETrTbr5                   -----------------------------------SLLVLSALAAKWREP

Ter1                         -----------------------------------LENILGEYAASTTSK

23.3BCyTer4                  -----------------------------------LENILGEYAASTTSK

Tel1                         -----------------------------------TAATLGKFAASVSSP

23.1BAcSco4                  -----------------------------------VRAVLGALGASDPRP

23.2BFiEfa2                  -----------------------------------VEKLIGDFCRTMSAD

24.3BDeHoc1                  -----------------------------------VLAVALRASPLDD-D

24.4BGaHch1                  -----------------------------------VLLIAMLASPHGSGD

24.1BAcMbo1                  -----------------------------------VLRAAARASTQPHNG

15.1EnoDdi18                 ------------------------------------MATCHTLAHIDEQV

16.1EOlTth26                 DPEVV---------------------------LKECMASCHGLTRINGEL

14.1EFuSce15                 --------------------------------FFMSLLTCHSLRSVDGNL

13.1EMeHsa8                  ------------------------------------LATCHALSRLQDTP

8.1EMeBta1                   -----------------------LQNNHPTAPIICEFLTMMAVCHTAVPE

8.8EMeMmu1                   -----------------------IEDQHPTAPCIQEFLTLLAVCHTVVPE

8.2EFuSce10                  -----------------------DPSDE-DSPIINDFLTLLATCHTVIPE

8.6EViAth15                  -----------------------AWRNEPNPDLCKELFRCLAICHTVLPE

8.4EFuSce14                  SGNSQFYPEEVTFVSKEFVRDLKGASGEVQQRCCEHFMLALALCHSVLVE

8.5EFuSce4                   SDNTQFCPEDLTFVSKEIVEDLKGSSGDHQQKCCEHFLLALALCHSVLVE

8.7EViAth19                  -----------------------GKATEEAKRANEFFLSLAACNTIVPIV

Nsp3                         ----------------------------------VIYLAFIIITAIGEYN

Nsp7                         ----------------------------------IVFVILVWVAAGGELQ

Gvi4                         ----------------------------------VLFVGLVGVAALGEYW

32.4BFuFnu1                  -------------------------------------NEMIGLAGAAEEQ

6.7EViAth1                   ------------------------------------LQSLLYWVSSTESK

8.3ETrLdo1                   --------------------------------PLQEYFLALALCNTVQPF

Mn.Cd-3.3BFiLpl1             -------------------------------------QQLLRLAASATDS

28.1BGaLpn4                  --------------------------------------KYLRPIALLESQ

29.1BDeBba2                  --------------------------------------RLQANILALEAT

29.2BBaFjo4                  --------------------------------------DNYLLIKNVLRG

30.1BDeBba3                  ------------------------------------VQTLLGTALASSSS

31.1BGaMca11                 --------------------------------------EVLMYAAGAEQK

Tel4                         --------------------------------------------------

Ava6                         ------------------------NINPYMYDELLKLIHVSVLCNESEVS

12.1ERhCme8                  ----------------------------YAARLPAGLALVMSCCHTLTVV

24.2BChTro1                  ----------------------------QLSELARRTLTSAALASPPPSR

6.6EViAth26                  -----------------------------------CEKEALAVAAAMEKG

26.1BAcCdi2                  --------------------------------------LVLRVAGALAME

11.1EFuEcu1                  ---------------------------------DTLDLKMFIFSSSKLVQ

17.1EFuSpo12                 ----------------------------------AHAYRVATCSQSLELV

18.1EApCpa6                  ENNTAEQSLNSRVIVGEPLEMCMFEFSGWVLCDDYNRNHIQCMNENYECN

19.1EOlTth19                 ---------------------------------VFQKENTQHISKSMQIS

20.1EOlTth57                 -------------------------------INNVNNLFYLKIEGKQEEL

31.2BGaMca1                  --------------------------------LVVREPELLSLDANAVEV

10.1EFuSce3                  ----------------------------------ESTILVIGAAHALVKL

2.20BFiCac3                  -------------------------------ANIKRILEIGFLCNDFASK

21.1EBaTps13                 ----------------------------------SASDVVLAGCHTLIGM

22.1EApCpa2                  -------------------------------NLIFEKAGPLQLTRKNSFS

Nsp2                         DE------------------------------------TPEGKSIVKLAE

Ava9                         DE------------------------------------TPEGRSIVKLAE

Ssp5                         DT------------------------------------TPEGKSIVRLAE

Ava10                        DD------------------------------------TPEGKSIVRLAE

Gvi5                         DT------------------------------------TPEGKSVVKLAA

7.1BGaEco3                   DE------------------------------------TPEGRSIVILAK

Nsp1                         LT------------------------------------HPVAEAIVRYAE

Ava12                        LT------------------------------------HPVAEAVVRYAE

Tel2                         LT------------------------------------HPVAEAIVRHAR

32.8BCyTel1                  LT------------------------------------HPVAEAIVRHAR

Tel6                         IN------------------------------------HPFALAILEYAA

32.6AEuMsm6                  FA------------------------------------HSIATAIVKQAE

32.7BVeAmu1                  FP------------------------------------HSVARAVVRKAL

32.3BBaBca1                  FP------------------------------------HSMANAVVEEAR

32.5BSpTde3                  FP------------------------------------HSLARAVVREAE

32.1BBeAar4                  YV------------------------------------HPLAHAVVTAAR

32.2BAcMtu1                  SR------------------------------------HPLAEAVIRSTE

6.17AEuMac1                  SE------------------------------------HPLGKAVVRAAE

Nsp4                         SE------------------------------------HPIAQAIVQAAG

Ssp1                         SE------------------------------------HPIGEAIADFTR

6.9BFiBsu2                   SS------------------------------------HPLAQAITAYAE

6.11BGaPpu4                  SD------------------------------------HPLAAAIVRDGE

Nsp10                        SE------------------------------------HPLAKAIVVKAQ

6.13BCyNsp1                  SE------------------------------------HPLAKAIVVKAQ

Ava11                        SE------------------------------------HPLAKAIVTKAD

6.1BFiSau1                   SQ------------------------------------HPLASAIMKKAE

6.8BFiLmo1                   SQ------------------------------------HPLASAIIKYGE

6.12BGaPpu1                  SD------------------------------------HPVSRAIAEFGK

6.4BBeRme1                   SD------------------------------------HPVSLAVARAAE

6.14BAlSme6                  SS------------------------------------HPLAHAVLSRAE

6.2BGaEco4                   AT------------------------------------HPLAQAIVREAQ

Ssp2                         ST------------------------------------HPIALSIREAYA

6.5BCyObr1                   SN------------------------------------HPVAKSILEAYG

6.10BFiBsu3                  SQ------------------------------------HPIAESVRKAYG

6.3BEpHpy1                   ST------------------------------------HPIALSIQKACE

25.1BAcSco3                  SP------------------------------------HVLAQAIVDAAR

25.2BAlSme3                  SH------------------------------------HVIARALVAAAR

25.3BFiEfa3                  SS------------------------------------HILARSIVAYAR

6.16BGaPae5                  SS------------------------------------HPVSRALAALAA

5.26AEuTvo1                  SN------------------------------------HPVALSIVNKAR

Cu1-5.9EFuCal1               SH------------------------------------HPLGKAVKSFVT

Nsp6                         TH------------------------------------HPLARAIQQ--A

Ter4                         TS------------------------------------HPLAEAILQ--K

Ssp13                        TR------------------------------------HPLAQAILQ--A

Ama3                         SR------------------------------------HPLATAIVE--Q

Tel3                         SR------------------------------------HPLAVAIQKAWA

Ssp4                         TR------------------------------------HPLAQGLIS---

Pma1                         SR------------------------------------HPLAHAVLQ--E

Cu1.Chl-5.11EViAth34         TT------------------------------------HPVGKAIVKAAR

Cu1.Chl-5.12EViAth1          AT------------------------------------HPIAKAIVNEAE

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       SE------------------------------------HPIAAAIVE--E

Cu2-5.22BAqAae1              SE------------------------------------HVIARAIVS--Y

5.16BFiEfa1                  SS------------------------------------HPIAQSIIS--Y

Cu1.Ag.eff-5.2BFiEhi2        AN------------------------------------HPLAIGIMN--Y

5.27AKoKcr1                  SS------------------------------------HPVARAIVR--K

Nsp8                         SE------------------------------------HPLGEAIVRAAR

Ag.eff-5.4BGaSen1            SQ------------------------------------HPLGMAVVKAAQ

Nsp9                         SE------------------------------------HPLAEAVVRYAQ

Nsp11                        SE------------------------------------HPLAEAVVRYAQ

Ama4                         SE------------------------------------HPLAEAVVRYAQ

Ter3                         SE------------------------------------HPLATAIVEYAK

Ssp12                        SE------------------------------------HPLAQAVVQKAE

Ssp3                         SE------------------------------------HPLAEAVVNYGQ

Gvi2                         SE------------------------------------HPLARALTAAVG

Au2-5.20BGaSen5              SE------------------------------------HPIARAIVVSAE

Cu1.Ag.eff-5.5BGaEco2        SS------------------------------------HPLARAILDKAG

5.18BFiBsu1                  SE------------------------------------HPLGEAIIAGVK

Cu2.Fe3.Pb2-5.19BFiSau2      SE------------------------------------HPLAEAIVNYAK

Cu2upt-5.1BFiEhi1            SE------------------------------------HPLGKAIVAYGA

5.15BFiEfa2                  SE------------------------------------HPLGEAIVQKSK

5.23BSpLin1                  SE------------------------------------HPLSKAIVESAK

Cu1.Ag.eff-5.3EMeHsa23       SE------------------------------------HPLGVAVTKYCK

Cu1.eff-5.6EMeHsa16          SE------------------------------------HPLGTAITKYCK

Cu1.Ag.eff-5.7AEuAfu2        SE------------------------------------HPIAEAIVKKAL

Cu2.GA-5.17EFuSce13          SD------------------------------------HPVSKAIIRYCD

Cu1.GA-5.8EFuCal2            SE------------------------------------HPIGRALTKSAK

Cd2-5.14EFuSce9              IK------------------------------------HPVSMAIASYLK

Cu1.Ag-5.21BAqAae2           SN------------------------------------HPVAKAVREYLK

5.25ACrPae1                  SS------------------------------------HPIGVAVVEFAI

5.28ACrApe2                  SE------------------------------------HPLARAIIDAYM

5.24ACrSso1                  SI------------------------------------HPIAKAFHKMNV

27.2BSpLbi1                  IN------------------------------------HPLAKSLVKYLS

27.3BEpNsp1                  SN------------------------------------HPISKGVWEYCK

27.1BBeNme1                  SE------------------------------------HPLARAILNCRI

Cu1-5.13ACrSso2              SS------------------------------------HPIAKAIVKYAK

Ssp6                         K----------------------------ENGQWAILGDPTEGALLALAG

Ava3                         K----------------------------ENGDWAILGDPTEGALLAVAG

Nsp5                         K----------------------------EAGEWMILGDPTEGALVTLAG

Tel5                         Q----------------------------HAAEWVILGDPTEGSLLPLAA

Ssp11                        ASLQPVAG----------RNPRSAVSSPPSTPTWSILGDPTEAALLVAAA

Ssp8                         YN--------------------------PGEMEWQVIGDPTEGALLVLAK

Ava5                         P-------------------------DWEEPRYFRAVGDPIENALVMAAA

Ama2                         L-------------------------DPEHPDHYRLLGDPTETALLTVSA

Gvi3                         P-------------------------DGP-------VGDPTEGALLAAAV

2.21BThPmo1                  QE--------------------------------SKTGDPTETALLEMGA

GA-2.19EViAth27              YN--------------------------PDKDSYEKIGESTEVALRVLAE

ER-2.7EMeHsa25               YN--------------------------EAKGVYEKVGEATETALTCLVE

Ca.Mn.GA-2.13EViAth13        QS--------------------------DQQ--FVSRGMPTEAALKVLVE

2.8EApPfa2                   CN--------------------------DNSQIVKKFGDSTELALLHFVH

Ssp7                         HR----------------------------GDDWAVVGDPTEGALLASAA

2.4BCySsp6                   HR----------------------------GDDWAVVGDPTEGALLASAA

Ama1                         QT----------------------------GDDWLVVGDPTEGALITAAS

Ava2                         QK----------------------------EGEWQVIGDPTEGALIVVAN

Ava4                         TK----------------------------NGRWVVLGDPTEGALIASAN

Ssp10                        PKD---------------------------NGQWEVVGDPTEAALIVAGQ

GAeff-2.5EMeHsa12            IR------------------------------NNTLMGKPTEGALIALAM

Ca.Mn.GA-2.9EMeHsa2          IR------------------------------KNAVMGQPTEGALMALAM

Ca.Mn.GA-2.16EMeCel2         IE------------------------------ADKLIGQPTEGAIVVLAK

GAeff-2.3EFuSce2             QE------------------------------HAIFLGNPTDVALLEQLA

2.6EFuNcr3                   ST------------------------------YTRWVGQPTDIAMLDLLD

2.23AEuMva3                  HG------------------------------------DHMDLALVSWLG

2.24BAqAae1                  SG------------------------------------DPVDLALLRWLE

Ssp9                         HP------------SGSSRWQEMGD--------------PTEAALLVAAL

Ava7                         HL------------TAPSRWQEIGD--------------PTEAALLVAAA

1.5BSpLbi2                   P-------------------NPLGD--------------PTELSLLYLAS

Na.K-1.1EMeHsa13             ---------ANQENLPILKRAVAGD--------------ASESALLKCIE

N.K-1.6EMeSac1               ---------AGQDNVPILKRSVAGD--------------ASESALLKCIE

H.K.NoGas1.4EMeRno1          ---------PGQESVPIMKRTVVGD--------------ASETALLKFSE

H.K.Gas-1.2EMeHsa24          ---------SGQDAVPVPKRIVIGD--------------ASETALLKFSE

Na-1.3ERaHak1                KYRLDENGDPTDELLPFKAEVVQGDGSVIEQVMWRVNGNASEAAMIKFAQ

9.1EFuSce8                   KDDATDC--------------------------WKAHGDPTEIAIQVFAT

9.4EFuZro1                   WDDEKEN--------------------------WVGQGDPTEVAIQTFVA

9.3EFuDoc1                   QSRDEETGE----------------------LVWKAHGDATEIAIQVFTS

9.5EFuUma1                   KDKETHA--------------------------WTAHGDPTECAIQTFVT

9.2EFuSpo3                   ---QTETG------------------------EWVVKGEPTEIALHVFSK

9.6EFuUma2                   Q-REDGS--------------------------WIARGDPTEIALQVFAT

Ava8                         SR--------------------------------KDPFDPMEKALKQVGD

30.4BCyAva17                 SR--------------------------------KDPFDPMEKALKQVGD

30.3BSpLbi4                  SK--------------------------------HPSFDPMDIAITDCMN

30.2BBaFjo5                  SE--------------------------------PVPFDPMEKTLHQVYE

Ava1                         TG----------------------------------LKNLLDVAVLEHIE

4.1BGaSen1                   TG----------------------------------LKNLLDTAVLEGVD

4.2BSpLin3                   TG----------------------------------FVNAIDQSIRENLN

Ter2                         WL------------------------------------ELNNIDYIDKRE

2.22BFiSth8                  AT------------------------------------DRALLDFLIGRS

PMeff-2.1EMeHsa11            FV------------------------------------TDLKQDYQAVRN

PM-2.25EMeHsa1               LL------------------------------------LDLKRDYQDVRN

PM-2.15EMeCel1               FV------------------------------------NRLGGDYAAIRK

Vac-2.17EnoDdi23             FG------------------------------------KLFGCDYNEVRK

PM-2.10EViAth45              WG------------------------------------VKLGMNFETARS

PM-2.14EViAth40              WA------------------------------------YKLGMKFDTIRS

Chl-2.11EViAth32             FG------------------------------------LSLGGDFQEVRQ

PM-2.12EViAth11              LG------------------------------------LSLGGKFQEERK

Vac-2.2EFuSce6               LARLSLGL----------------------------QPGELQYLRDQPME

Vac-2.18EApTgo1              FQD-----------------------------------ERCGGDYASTRR

3.1EFuNcr1                   GI------------------------------------DAIDKAFLKSLK

3.6EFuSce5                   GL------------------------------------DAIDKAFLKSLK

3.4AEuMja1                   DA------------------------------------DAIDMAILNEAK

3.7EViAth21                  NQ------------------------------------DAIDAAMVGMLA

3.2ETrLma9                   PR------------------------------------DALDTMVLG---

3.5ETrTbr5                   PR------------------------------------DALDTMVLG---

Ter1                         NKTI----------------------------------EALERVFPRPKR

23.3BCyTer4                  NKTI----------------------------------EALERVFPRPKR

Tel1                         NRTI----------------------------------VALAAAFAGTPQ

23.1BAcSco4                  NASL----------------------------------QAIIDTYPDDGS

23.2BFiEfa2                  NDTM----------------------------------KAMKEFFVTNNQ

24.3BDeHoc1                  EPIP----------------------------------HLTDRALVAGAR

24.4BGaHch1                  EDTA----------------------------------HVTDRVIGEAVL

24.1BAcMbo1                  EGHA----------------------------------HATDEAILAAAS

15.1EnoDdi18                 SG------------------------------------DPLEEKIFTATN

16.1EOlTth26                 IG------------------------------------DPLEVKMFEATQ

14.1EFuSce15                 LG------------------------------------DPLDFKMFQFTG

13.1EMeHsa8                  VG------------------------------------DPMDLKMVESTG

8.1EMeBta1                   -REGD--------------------------KIIYQAASPDEGALVRAAK

8.8EMeMmu1                   -KDGD--------------------------EIIYQASSPDEAALVKGAK

8.2EFuSce10                  -FQSDG-------------------------SIKYQAASPDEGALVQGGA

8.6EViAth15                  GDESPE-------------------------KIVYQAASPDEAALVTAAK

8.4EFuSce14                  ANPDNP------------------------KKLDLKAQSPDEAALVATAR

8.5EFuSce4                   PNKDDP------------------------KKLDIKAQSPDESALVSTAR

8.7EViAth19                  SNTSDPNV----------------------KLVDYQGESPDEQALVYAAA

Nsp3                         G-------------------------------------NPDVNALLGSIQ

Nsp7                         G-------------------------------------NPLVNGTLGIEQ

Gvi4                         G-------------------------------------NPTVNALLGSAN

32.4BFuFnu1                  SS------------------------------------HPLATAIMSEIK

6.7EViAth1                   SS------------------------------------HPMAAAVVDYAR

8.3ETrLdo1                   KDDTDDLG------------------------VVYEGSSPDEVALVETAA

Mn.Cd-3.3BFiLpl1             RHP-----------------------------------SVVDQAIVNFAH

28.1BGaLpn4                  SD------------------------------------HPVAKIIKSYME

29.1BDeBba2                  SY------------------------------------HPLAFALRQAWP

29.2BBaFjo4                  SN------------------------------------HPLSRMLYDFLP

30.1BDeBba3                  ES------------------------------------DPLDAAIKEVAQ

31.1BGaMca11                 FH------------------------------------HPIALAILKKAE

Tel4                         --------------------------------------------------

Ava6                         RVDG----------------------------EYVVTGSATENALIYMGI

12.1ERhCme8                  HGQVLG--------------------------------DEVDSRLFELTG

24.2BChTro1                  SD---------------------------------AFTHGTDAAVLRAAL

6.6EViAth26                  TT------------------------------------HPIGRAVVDHSV

26.1BAcCdi2                  SD------------------------------------HPVSRALVRAAR

11.1EFuEcu1                  HENTRSVVIG--------------------------GHNRIYGPILKEYN

17.1EFuSpo12                 GNELVG--------------------------------DPLEVTLFTQFN

18.1EApCpa6                  AECLNSNNNGKNFKPDRSCSKSSISDSTPNQINKNTVKDSLSAQVNNNSC

19.1EOlTth19                 LNCMG--------------------SCHSIMIRKNQQCSPKQDALQNNYK

20.1EOlTth57                 LHKFFGSCHG------------------VYLVNGVNLGDELDIRMLEFSQ

31.2BGaMca1                  RSGR--------------------------------HTVSLTGALSHSEA

10.1EFuSce3                  EDGDIVG-------------------------------DPMEKATLKAVG

2.20BFiCac3                  RNLN-------------------------------KTLNAAEKAIVEFVE

21.1EBaTps13                 DDGSLVG-------------------------------DPLDKSSLESTG

22.1EApCpa2                  CPSGSKLEQCLYNYSGFCGYKVFTFSSERLFIIPLCNRKTFLERVIELES

Nsp2                         KYKILADVNL----------------------------------------

Ava9                         KSGVKTDFDL----------------------------------------

Ssp5                         KMGATLDFDR----------------------------------------

Ava10                        KLGIRYDLDP----------------------------------------

Gvi5                         SQGAAAGYDP----------------------------------------

7.1BGaEco3                   QRFNLRERDV----------------------------------------

Nsp1                         AQQVAIPS------------------------------------------

Ava12                        KQGVEILP------------------------------------------

Tel2                         ETHQPLFD------------------------------------------

32.8BCyTel1                  ETHQPLFD------------------------------------------

Tel6                         ERGIEGGT------------------------------------------

32.6AEuMsm6                  EEGLKHDED-----------------------------------------

32.7BVeAmu1                  EEGLHHEEE-----------------------------------------

32.3BBaBca1                  QQGLTHDEF-----------------------------------------

32.5BSpTde3                  NRGIKHREE-----------------------------------------

32.1BBeAar4                  -AIHGQHFD-----------------------------------------

32.2BAcMtu1                  ERRISIPP------------------------------------------

6.17AEuMac1                  EKGFSVPD------------------------------------------

Nsp4                         NLN----WV-----------------------------------------

Ssp1                         QQNQA--WA-----------------------------------------

6.9BFiBsu2                   SRGVN--QS-----------------------------------------

6.11BGaPpu4                  EMIGTRRRF-----------------------------------------

Nsp10                        ELGLELE-------------------------------------------

6.13BCyNsp1                  ELGLELE-------------------------------------------

Ava11                        ELGMELA-------------------------------------------

6.1BFiSau1                   QDNIPYSNV-----------------------------------------

6.8BFiLmo1                   TREMDLTSI-----------------------------------------

6.12BGaPpu1                  QQGLALS-------------------------------------------

6.4BBeRme1                   GEGLIPC-------------------------------------------

6.14BAlSme6                  ADGLALL-------------------------------------------

6.2BGaEco4                   VAELAIP-------------------------------------------

Ssp2                         QSIADS--------------------------------------------

6.5BCyObr1                   GKIDSS--------------------------------------------

6.10BFiBsu3                  KMLSSD--------------------------------------------

6.3BEpHpy1                   EMLKDDKHQH----------------------------------------

25.1BAcSco3                  TRRLELSAP-----------------------------------------

25.2BAlSme3                  ERGLQLVAP-----------------------------------------

25.3BFiEfa3                  KQDVPLKNI-----------------------------------------

6.16BGaPae5                  HD--AYHPL-----------------------------------------

5.26AEuTvo1                  DLG-----------------------------------------------

Cu1-5.9EFuCal1               SYDG-----K----------------------------------------

Nsp6                         A------QQQ----------------------------------------

Ter4                         A------QEE----------------------------------------

Ssp13                        A------RTQ----------------------------------------

Ama3                         A------DAQ----------------------------------------

Tel3                         A------TNQ----------------------------------------

Ssp4                         -------SAQ----------------------------------------

Pma1                         A------QRH----------------------------------------

Cu1.Chl-5.11EViAth34         A------RNC----------------------------------------

Cu1.Chl-5.12EViAth1          S------LNL----------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       A------EKR----------------------------------------

Cu2-5.22BAqAae1              A------KEK----------------------------------------

5.16BFiEfa1                  A------EQQ----------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        L------KEK----------------------------------------

5.27AKoKcr1                  A------EEE----------------------------------------

Nsp8                         H------Q------------------------------------------

Ag.eff-5.4BGaSen1            E------K------------------------------------------

Nsp9                         S------Q------------------------------------------

Nsp11                        S------Q------------------------------------------

Ama4                         A------QGV----------------------------------------

Ter3                         G------QGI----------------------------------------

Ssp12                        A------E------------------------------------------

Ssp3                         S------Q------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              E------E------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  D------KG-----------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      E------KQ-----------------------------------------

Cu2upt-5.1BFiEhi1            K------VG-----------------------------------------

5.15BFiEfa2                  E------EN-----------------------------------------

5.23BSpLin1                  K------KG-----------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       E------ELG----------------------------------------

Cu1.eff-5.6EMeHsa16          Q------ELD----------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        E------HG-----------------------------------------

Cu2.GA-5.17EFuSce13          G-LNC-N-------------------------------------------

Cu1.GA-5.8EFuCal2            TNLNL-NFDD----------------------------------------

Cd2-5.14EFuSce9              EKGVS---------------------------------------------

Cu1.Ag-5.21BAqAae2           PYVKR---------------------------------------------

5.25ACrPae1                  KRGAK---------------------------------------------

5.28ACrApe2                  EVAGRG--------------------------------------------

5.24ACrSso1                  R-------------------------------------------------

27.2BSpLbi1                  PFDS---VKK----------------------------------------

27.3BEpNsp1                  -------AKG----------------------------------------

27.1BBeNme1                  S-------DG----------------------------------------

Cu1-5.13ACrSso2              E--------Q----------------------------------------

Ssp6                         KAN-----------------------------------------------

Ava3                         KGG-----------------------------------------------

Nsp5                         KAG-----------------------------------------------

Tel5                         KGG-----------------------------------------------

Ssp11                        KAN-----------------------------------------------

Ssp8                         KFG-----------------------------------------------

Ava5                         HQG-----------------------------------------------

Ama2                         QLG-----------------------------------------------

Gvi3                         EAG-----------------------------------------------

2.21BThPmo1                  KFN-----------------------------------------------

GA-2.19EViAth27              KVGLP---------------------------------------------

ER-2.7EMeHsa25               KM------------------------------------------------

Ca.Mn.GA-2.13EViAth13        KMG-----------------------------------------------

2.8EApPfa2                   NFDILPTFSKNNKMPAEYEKNTTPVQSSNKKDKSPRGINKFFSSKNDNSH

Ssp7                         KAG-----------------------------------------------

2.4BCySsp6                   KAG-----------------------------------------------

Ama1                         KAS-----------------------------------------------

Ava2                         KVG-----------------------------------------------

Ava4                         KAN-----------------------------------------------

Ssp10                        KAG-----------------------------------------------

GAeff-2.5EMeHsa12            KMG-----------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          KMD-----------------------------------------------

Ca.Mn.GA-2.16EMeCel2         KAQ-----------------------------------------------

GAeff-2.3EFuSce2             NFE-----------------------------------------------

2.6EFuNcr3                   RFK-----------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  EN------------------------------------------------

Ssp9                         KAD-----------------------------------------------

Ava7                         KAG-----------------------------------------------

1.5BSpLbi2                   GR------------------------------------------------

Na.K-1.1EMeHsa13             LCC-----------------------------------------------

N.K-1.6EMeSac1               LCC-----------------------------------------------

H.K.NoGas1.4EMeRno1          VIL-----------------------------------------------

H.K.Gas-1.2EMeHsa24          LTL-----------------------------------------------

Na-1.3ERaHak1                N-H-----------------------------------------------

9.1EFuSce8                   KMDLPHNALTGEK-------------------------------------

9.4EFuZro1                   EMGG----------------------------------------------

9.3EFuDoc1                   RLNYG---------------------------------------------

9.5EFuUma1                   RFAWGRLKLTKG--------------------------------------

9.2EFuSpo3                   RFNYG---------------------------------------------

9.6EFuUma2                   KLQMSR--------------------------------------------

Ava8                         DYLAR---------------------------------------------

30.4BCyAva17                 DYLAR---------------------------------------------

30.3BSpLbi4                  EFHQ----------------------------------------------

30.2BBaFjo5                  QTQR----------------------------------------------

Ava1                         LHESL---------------------------------------------

4.1BGaSen1                   ETAAR---------------------------------------------

4.2BSpLin3                   FNLS----------------------------------------------

Ter2                         DF------------------------------------------------

2.22BFiSth8                  QL------------------------------------------------

PMeff-2.1EMeHsa11            EVPEE---------------------------------------------

PM-2.25EMeHsa1               EIPEE---------------------------------------------

PM-2.15EMeCel1               KFPEH---------------------------------------------

Vac-2.17EnoDdi23             RL------------------------------------------------

PM-2.10EViAth45              QS------------------------------------------------

PM-2.14EViAth40              ES------------------------------------------------

Chl-2.11EViAth32             AS------------------------------------------------

PM-2.12EViAth11              SY------------------------------------------------

Vac-2.2EFuSce6               KFNIE---------------------------------------------

Vac-2.18EApTgo1              LYLGED--------------------------------------------

3.1EFuNcr1                   YYPR----------------------------------------------

3.6EFuSce5                   QYPK----------------------------------------------

3.4AEuMja1                   KLG-----------------------------------------------

3.7EViAth21                  DP------------------------------------------------

3.2ETrLma9                   --AA----------------------------------------------

3.5ETrTbr5                   --AA----------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  AGAW----------------------------------------------

23.2BFiEfa2                  REAV----------------------------------------------

24.3BDeHoc1                  ALGVTVEGED----------------------------------------

24.4BGaHch1                  THAPSLREAM----------------------------------------

24.1BAcMbo1                  ALAGSLSSQ-----------------------------------------

15.1EnoDdi18                 AKLNDNGEFGFCA--SIQLSKVDNISM-----------------------

16.1EOlTth26                 WELIENNLDKFSE--VVMAVVQQVQSQ-----------------------

14.1EFuSce15                 WSFEEDFQKRAFH--SLYEGRHEDDVFPENSEIIPAV-------------

13.1EMeHsa8                  WVLEEEPAADSAFGTQVLAVMRPPL-------------------------

8.1EMeBta1                   QLNFVFTGR-----------------------------------------

8.8EMeMmu1                   KLGFVFTGR-----------------------------------------

8.2EFuSce10                  DLGYKFIIRKG---------------------------------------

8.6EViAth15                  NFGFFFYRR-----------------------------------------

8.4EFuSce14                  DVGFSFVGK-----------------------------------------

8.5EFuSce4                   QLGYSFVGS-----------------------------------------

8.7EViAth19                  AYGFLLIER-----------------------------------------

Nsp3                         PNLEGKEVRFG---------------------------------------

Nsp7                         PNLEGKEVRFG---------------------------------------

Gvi4                         PNFEGQEVRFG---------------------------------------

32.4BFuFnu1                  DRG-----------------------------------------------

6.7EViAth1                   SVSVE---------------------------------------------

8.3ETrLdo1                   AVGYRLISRTTKS-------------------------------------

Mn.Cd-3.3BFiLpl1             RYQLKR--------------------------------------------

28.1BGaLpn4                  QQDTAS--------------------------------------------

29.1BDeBba2                  HPEFMP--------------------------------------------

29.2BBaFjo4                  ENKR----------------------------------------------

30.1BDeBba3                  ERG-----------------------------------------------

31.1BGaMca11                 EWG-----------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         AAGVDAIAIK----------------------------------------

12.1ERhCme8                  CELRPTASPADSRRWQG---------------------------------

24.2BChTro1                  EAGLR---------------------------------------------

6.6EViAth26                  GKDLP---------------------------------------------

26.1BAcCdi2                  EARDAS--------------------------------------------

11.1EFuEcu1                  DSEEMVYYQKDRTHG-----------------------------------

17.1EFuSpo12                 GTFCATIRASN---------------------------------------

18.1EApCpa6                  SNFEIDISFMNPENFDLSELPPPRTVRRYFE-------------------

19.1EOlTth19                 NHLIGDPMEIQLLNISG---------------------------------

20.1EOlTth57                 FEILPDESTEFKFR------------------------------------

31.2BGaMca1                  VTAPLRMRIDG---------------------------------------

10.1EFuSce3                  WAVERKNSNYREG-------------------------------------

2.20BFiCac3                  GGDVD---------------------------------------------

21.1EBaTps13                 WKYNPHERSAASQ-------------------------------------

22.1EApCpa2                  HLILDYGASFDIQQLDN---------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              -----------------------------------------------GFD

ER-2.7EMeHsa25               -------------------------------------------------N

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   ITSTLNENDKNLKNANHSNYTTAQATTNGYEAIGENTFEHGTSFENCFHS

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         ---------------------------------N--QAEGVEFSAKTRMS

Ava9                         ---------------------------------K--QAEGVEFSAKTRMS

Ssp5                         ---------------------------------Q--QAEGVEFSARTRMS

Ava10                        ---------------------------------N--LAQAVEFSAKTRMS

Gvi5                         ---------------------------------E--GATGIEFTAQTRMS

7.1BGaEco3                   ---------------------------------QSLHATFVPFTAQSRMS

Nsp1                         ---------------------------------------RSKWDYKLGLG

Ava12                        ---------------------------------------RQEFEYEIGLG

Tel2                         ---------------------------------------CEDWEYRVGLG

32.8BCyTel1                  ---------------------------------------CEDWEYRVGLG

Tel6                         ---------------------------------------YSDWVYEPGKG

32.6AEuMsm6                  ---------------------------------------HSEVEYIVAHG

32.7BVeAmu1                  ---------------------------------------HAEVEYIVAHG

32.3BBaBca1                  ---------------------------------------HSKVEYLVAHG

32.5BSpTde3                  ---------------------------------------HTKVSYILAHG

32.1BBeAar4                  ---------------------------------------HQEVQFIVAHG

32.2BAcMtu1                  ---------------------------------------HEECEVLVGLG

6.17AEuMac1                  ---------------------------------------PESFESVSGVG

Nsp4                         --------------------------------------RATEVQAIPGQG

Ssp1                         --------------------------------------TARNVQAQAGQG

6.9BFiBsu2                   --------------------------------------GYISIEETSGFG

6.11BGaPpu4                  --------------------------------------QAKNMSNMIGRG

Nsp10                        --------------------------------------TPLNFTALPGKG

6.13BCyNsp1                  --------------------------------------TPLNFTALPGKG

Ava11                        --------------------------------------IPIKFTALPGKG

6.1BFiSau1                   --------------------------------------QVEEFTSITGRG

6.8BFiLmo1                   --------------------------------------NVNDFTSITGKG

6.12BGaPpu1                  --------------------------------------EVSDFVALAGRG

6.4BBeRme1                   --------------------------------------DVADFAALPGRG

6.14BAlSme6                  --------------------------------------PVEGARAIGGKG

6.2BGaEco4                   --------------------------------------TAESQRALVGSG

Ssp2                         --------------------------------------EVADYEEIAGHG

6.5BCyObr1                   --------------------------------------EVTDYEEIAGHG

6.10BFiBsu3                  --------------------------------------EIESYEEISGHG

6.3BEpHpy1                   --------------------------------------DIKNYEEVSGMG

25.1BAcSco3                  ----------------------------------------TEVTEEPGRG

25.2BAlSme3                  ----------------------------------------SGTRESAGSG

25.3BFiEfa3                  ----------------------------------------TDLAEVSGAG

6.16BGaPae5                  ----------------------------------------SDIRERQGFG

5.26AEuTvo1                  ----------------------------------LRIEKAYQVVEEPGIG

Cu1-5.9EFuCal1               ---------------------------------SLTANKIPQVETVPGKG

Nsp6                         ---------------------------------QLSIPEAVDFHTEPGMG

Ter4                         ---------------------------------NVELLSATDFYTEPGLG

Ssp13                        ---------------------------------GLPLLSAGEFQTQPGIG

Ama3                         ---------------------------------DLAYASATALETVPGCG

Tel3                         ---------------------------------TTELATVTELETVLGLG

Ssp4                         ---------------------------------GLELLPVENIETEAGQG

Pma1                         ---------------------------------RLALLPTLATRTYPGSG

Cu1.Chl-5.11EViAth34         ---------------------------------QTMKAEDGTFTEEPGSG

Cu1.Chl-5.12EViAth1          ---------------------------------KTPETR-GQLT-EPGFG

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ---------------------------------GFGLTEVEEFRAIPGKG

Cu2-5.22BAqAae1              -------------------------------------EEVKNFKAFPGKG

5.16BFiEfa1                  ---------------------------------GIRPVSFDSIDVISGAG

Cu1.Ag.eff-5.2BFiEhi2        ---------------------------------KITPYQAQEQKNLAGVG

5.27AKoKcr1                  ---------------------------------GIKLVDVREFRSIPGVG

Nsp8                         ---------------------------------RLDIPKVSNFEAIPGHG

Ag.eff-5.4BGaSen1            ---------------------------------GIAIPAVTHFNAPSGKG

Nsp9                         ---------------------------------EVTLADVTDFAAVVGSG

Nsp11                        ---------------------------------EVTLADVKEFEAVAGSG

Ama4                         ---------------------------------DVSLSDTQNFAAIAGQG

Ter3                         ---------------------------------KFPLPEPERFEAISGMG

Ssp12                        ---------------------------------KIVIPPAQHFQARIGSG

Ssp3                         ---------------------------------QVSLLEIDNFQAIAGCG

Gvi2                         ---------------------------------DVALPEAERFAAVPGYG

Au2-5.20BGaSen5              ---------------------------------GIALPGMSGFESVTGMG

Cu1.Ag.eff-5.5BGaEco2        ---------------------------------DMQLPQVNGFRTLRGLG

5.18BFiBsu1                  ----------------------------------LEIPKLTRFEAKVGAG

Cu2.Fe3.Pb2-5.19BFiSau2      ----------------------------------LTLTETTTFKAVPGHG

Cu2upt-5.1BFiEhi1            ----------------------------------AKTQPITDFVAHPGAG

5.15BFiEfa2                  ----------------------------------MTLAKPDHFEAIPGHG

5.23BSpLin1                  ----------------------------------LVLAIPENFETIPGGG

Cu1.Ag.eff-5.3EMeHsa23       ---------------------------------TETLGYCTDFQAVPGCG

Cu1.eff-5.6EMeHsa16          ---------------------------------TETLGTCIDFQVVPGCG

Cu1.Ag.eff-5.7AEuAfu2        ----------------------------------IELGEPEKVEVIAGEG

Cu2.GA-5.17EFuSce13          ---------------------------------KALNAVVLESEYVLGKG

Cu1.GA-5.8EFuCal2            ---------------------------------DHFDTTVNDINVLIGLG

Cd2-5.14EFuSce9              ------------------------------------AQNVSNTKAVTGKR

Cu1.Ag-5.21BAqAae2           ------------------------------------EAKLEGCEEILGVG

5.25ACrPae1                  ------------------------------------LAEPEAYDTFPGMG

5.28ACrApe2                  ------------------------------------PEDPDNAEVFPGMG

5.24ACrSso1                  ------------------------------------AGEIEQFEEFPGRG

27.2BSpLbi1                  ---------------------------------RASEMELIQLQNVPGQG

27.3BEpNsp1                  ---------------------------------YERLLPIKDIKEIKARG

27.1BBeNme1                  ---------------------------------SVPDIAIKQRLNRIGEG

Cu1-5.13ACrSso2              ---------------------------------GVKILEVKDFKEISGIG

Ssp6                         ---------------------------IFKHEQEQYFPRITEFPFSSERK

Ava3                         ---------------------------FRKDQEEQTFSRIAEFPFSSERK

Nsp5                         ---------------------------IEKDQWNYKLPRVREFPFSSERK

Tel5                         ---------------------------IDLKVLRETAERVAEFPFDANRK

Ssp11                        ---------------------------LHKGSLQERYPRVQELPFSSERK

Ssp8                         ---------------------------FDQAQLRPSFMRRGEFPFSSERK

Ava5                         ---------------------------LWKGELEQTMPRVGELLSDFERQ

Ama2                         ---------------------------PWPPQFRQDLPRHQELPFDANRK

Gvi3                         ---------------------------LAMAELRRALPRVAELPFDSERK

2.21BThPmo1                  ---------------------------IFKTAFEEQHPRVNEVPFDSDRK

GA-2.19EViAth27              SMPSALNMLSKHER-----------ASYCNHYWENQFKKVYVLEFTRDRK

ER-2.7EMeHsa25               VFDTELKGLSKIER-----------ANACNSVIKQLMKKEFTLEFSRDRK

Ca.Mn.GA-2.13EViAth13        -FPEGLNEASSDGD-----------VLRCCRLWSELEQRIATLEFDRDRK

2.8EApPfa2                   KLGNKINTTSTHNNNNNNNNNSNSVPSECISSWRNECKQIKIIEFTRERK

Ssp7                         ---------------------------FSQAGLASQKPRLDSIPFESDYQ

2.4BCySsp6                   ---------------------------FSQAGLASQKPRLDSIPFESDYQ

Ama1                         ---------------------------LNQASLVASKPRLDGIPFESQYQ

Ava2                         ---------------------------LTSNNLEAEMPRLDVIPFESEFQ

Ava4                         ---------------------------FSQPTLLKQMPRLDGIPFESDYQ

Ssp10                        ---------------------------LDMDDLQRRRPRLDSIPFESEFQ

GAeff-2.5EMeHsa12            ----------------------------LDGLQQDY-IRKAEYPFSSEQK

Ca.Mn.GA-2.9EMeHsa2          ----------------------------LSDIKNSY-IRKKEIPFSSEQK

Ca.Mn.GA-2.16EMeCel2         ----------------------------LEGVRSEY-KRLREMPFSSDTK

GAeff-2.3EFuSce2             ----------------------------MPDIRNTV-QKVQELPFNSKRK

2.6EFuNcr3                   ----------------------------EHDVRDSIGPRVSETPFSSERK

2.23AEuMva3                  --------------------------IEKYHKIRKNNPTLEIFPFDTKSR

2.24BAqAae1                  --------------------------DIDWKKLREEYRTVKVFPFDTKKR

Ssp9                         ---------------------------FDLEQLQQDYPRRREVPFDSRRR

Ava7                         ---------------------------LNLETLQTQLPRLREVPFDSRRR

1.5BSpLbi2                   -------------------------------IHNTSGKRVFTNGFDSIRK

Na.K-1.1EMeHsa13             ---------------------------GSVKEMRERYAKIVEIPFNSTNK

N.K-1.6EMeSac1               ---------------------------GSVQGMRDRNPKIVEIPFNSTNK

H.K.NoGas1.4EMeRno1          ---------------------------GDVMGIRKRNHKVAEIPFNSTNK

H.K.Gas-1.2EMeHsa24          ---------------------------GNAMGYRDRFPKVCEIPFNSTNK

Na-1.3ERaHak1                ---------------------------EDVDDFRKRNPMVFQIPFNSRNK

9.1EFuSce8                   ------------STNQSNENDQSSLSQHNEKPGSAQFEHIAEFPFDSTVK

9.4EFuZro1                   -----------------------------REERSQEFQNVKEFPFDSTIK

9.3EFuDoc1                   -----------------------------RDSLIENYEHLAEFPFDSSIK

9.5EFuUma1                   --------------------TDADKEVTEKDRTAAKWTQITEYPFDSSVK

9.2EFuSpo3                   -----------------------------KEDLLKTNTFVREYPFDSEIK

9.6EFuUma2                   --------------------------DALTHGESAKYSHELEFPFDSTLK

Ava8                         -----------------------------TEHLHQDWEILREYPLSGELL

30.4BCyAva17                 -----------------------------TEHLHQDWEILREYPLSGELL

30.3BSpLbi4                  -------------------------------NGNLSLVSKLDFPLTPEHL

30.2BBaFjo5                  ------------------------------DDVRKDYQMFHEYPLEGKPP

Ava1                         -------------------------------KVEKDFRKIDEIPFDFIRR

4.1BGaSen1                   -------------------------------QLSGRWQKIDEIPFDFERR

4.2BSpLin3                   -----------------------------------GFEKKDEIPYDFQRK

Ter2                         -------------------------------------EVISQLTFSSDRK

2.22BFiSth8                  -------------------------------------DFDTNTITEKQQF

PMeff-2.1EMeHsa11            -------------------------------------KLYKVYTFNSVRK

PM-2.25EMeHsa1               -------------------------------------ALYKVYTFNSVRK

PM-2.15EMeCel1               -------------------------------------DLTKVYTFNSSRK

Vac-2.17EnoDdi23             -------------------------------------EVVELYPFSSARK

PM-2.10EViAth45              -------------------------------------SILHAFPFNSEKK

PM-2.14EViAth40              -------------------------------------AIIHAFPFNSEKK

Chl-2.11EViAth32             -------------------------------------NVVKVEPFNSTKK

PM-2.12EViAth11              -------------------------------------KVIKVEPFNSTKK

Vac-2.2EFuSce6               -------------------------------------KVVQTIPFESSRK

Vac-2.18EApTgo1              -----------------------------------EVELIAREDFSSDRK

3.1EFuNcr1                   -----------------------------AKSVLSKYKVLQFHPFDPVSK

3.6EFuSce5                   -----------------------------AKDALTKYKVLEFHPFDPVSK

3.4AEuMja1                   -----------------------------LMEKIKNYKIKKFIPFDPVIK

3.7EViAth21                  ------------------------------KEARAGIREVHFLPFNPVDK

3.2ETrLma9                   -----------------------------DLDECDNYQQLNFVPFDPTTK

3.5ETrTbr5                   -----------------------------DLDECDNYEQLEFVPFDPTTK

Ter1                         -------------------------------------SLTFEIPFASARK

23.3BCyTer4                  -------------------------------------SLTFEIPFASARK

Tel1                         -------------------------------------PIRLEIPFSSGYK

23.1BAcSco4                  -------------------------------------RNTRSLPFSSARK

23.2BFiEfa2                  -------------------------------------SYTS---FSSVEK

24.3BDeHoc1                  ----------------------------GDGNGEGPRERVVELPFAPSRG

24.4BGaHch1                  ----------------------------HEWN------RVKEMPFKSERG

24.1BAcMbo1                  ----------------------------GDSE----WVVLAEVPFESSRG

15.1EnoDdi18                 ----------------VHQEYPIST---VDVETSDQIALVERFEFQSALQ

16.1EOlTth26                 ----------------SDQQSQTEKSLIYSSQFSQQIGIIKRFEFSSKLQ

14.1EFuSce15                 ----------------VHPDSNNRENTFTDNDPHNFLGVVRSFEFLSELR

13.1EMeHsa8                  ----------------------WEPQLQAMEEPPVPVSVLHRFPFSSALQ

8.1EMeBta1                   --------------TPDSVIIDSLGQEER-------YELLNVLEFTSARK

8.8EMeMmu1                   --------------TPYSVIIEAMGQEQT-------FGILNVLEFSSDRK

8.2EFuSce10                  --------------NSVTVLLEETGEEKE-------YQLLNICEFNSTRK

8.6EViAth15                  --------------TPTMVYVRESHVEKMGKIQDVAYEILNVLEFNSTRK

8.4EFuSce14                  --------------TKKGLIIEMQGIQKE-------FEILNILEFNSSRK

8.5EFuSce4                   --------------SKSGLIVEIQGVQKE-------FQVLNVLEFNSSRK

8.7EViAth19                  --------------TSGHIVINVRGETQR-------FNVLGLHEFDSDRK

Nsp3                         ------------------------------------WAQSALFTVSTTAT

Nsp7                         ------------------------------------WAETALWAVMTTAT

Gvi4                         ------------------------------------WAQSALFATATTGT

32.4BFuFnu1                  ----------------------------------IEIPKHNKIKTVVSRG

6.7EViAth1                   ----------------------------------PKPEAVEDYQNFPGEG

8.3ETrLdo1                   ------------------------ITLLLHDGTRKVYNILATLEFTPDRK

Mn.Cd-3.3BFiLpl1             ------------------------------------LPQQEFKPFDASVG

28.1BGaLpn4                  ----------------------------------TEPLEITSIDKSHHSG

29.1BDeBba2                  --------------------------------------AVQNAQEILGKG

29.2BBaFjo4                  -------------------------------------IKIDDFQEITGKG

30.1BDeBba3                  ---------------------------------LTSKASLLVFPFTEDRK

31.1BGaMca11                 ----------------------------------IDLPATDETQYKVGYG

Tel4                         ----------------------------------------LHIYLLQDQG

Ava6                         ----------------------------------QKYPLLQTNLRSENRN

12.1ERhCme8                  -----------------IHPAQTLFYVAERHAESSFGRVVKIFAFSSEYA

24.2BChTro1                  --------------------------------DRLDVPRDQELPFESTQP

6.6EViAth26                  ------------------------------------SIFVESFEYFPGRG

26.1BAcCdi2                  -----------------------------------TDDSIPGWIDVTHSE

11.1EFuEcu1                  -----------------------GRFADIDGNADEEDKDLSPVLLDVDEG

17.1EFuSpo12                 -----------------TPHPPLFSVSNSFDGPSQIFSIYKALEFDPVLR

18.1EApCpa6                  ---------------------RGEGTHMFGSQEFEELEILKVYEFCSKLR

19.1EOlTth19                 --------------------CKLYANGDISSSFGQQFKIIKTLEFSSERQ

20.1EOlTth57                 ---------------------------VQRKIDNCILNICKVWEFESSLQ

31.2BGaMca1                  -----------------------TDVAELRFTYSHRPRASQTLASLRALG

10.1EFuSce3                  ---------------------------------TGKLDIIRRFQFSSALK

2.20BFiCac3                  ---------------------------------LEIAKRVFEIPYNGNKR

21.1EBaTps13                 -------------------------EKPKMATDPVKLWQLRSFPFDPIRK

22.1EApCpa2                  --------------------VYPKNSLEYISAVCDAVEITKRYPFDETLR

Nsp2                         GTNLPNGKQVRK--------------------------------------

Ava9                         GTNLPNGKEIRK--------------------------------------

Ssp5                         GTDLPDGSEVRK--------------------------------------

Ava10                        GTNLPGGREARK--------------------------------------

Gvi5                         GTDFADGRAVRK--------------------------------------

7.1BGaEco3                   GINIDN-RMIRK--------------------------------------

Nsp1                         VKAEIDGET-----------------------------------------

Ava12                        VRAEIDGEQ-----------------------------------------

Tel2                         VATKVRGVD-----------------------------------------

32.8BCyTel1                  VATKVRGVD-----------------------------------------

Tel6                         VAATVEGQD-----------------------------------------

32.6AEuMsm6                  IATSYNGKR-----------------------------------------

32.7BVeAmu1                  ISSRLHGKK-----------------------------------------

32.3BBaBca1                  IASTVNGER-----------------------------------------

32.5BSpTde3                  LASTLKGEE-----------------------------------------

32.1BBeAar4                  VASVIDGQR-----------------------------------------

32.2BAcMtu1                  MRTWADGRT-----------------------------------------

6.17AEuMac1                  IKVKTSGKN-----------------------------------------

Nsp4                         IVGTADEQQ-----------------------------------------

Ssp1                         IIGDIEGQQ-----------------------------------------

6.9BFiBsu2                   VMAEVSGAK-----------------------------------------

6.11BGaPpu4                  VRAELDGQF-----------------------------------------

Nsp10                        IQANFGEQL-----------------------------------------

6.13BCyNsp1                  IQANFGEQL-----------------------------------------

Ava11                        IQANLGKIL-----------------------------------------

6.1BFiSau1                   IKGIVNGTT-----------------------------------------

6.8BFiLmo1                   IRGTVDGNT-----------------------------------------

6.12BGaPpu1                  VRGVIAGEV-----------------------------------------

6.4BBeRme1                   VRGSVDDHS-----------------------------------------

6.14BAlSme6                  VAASADGVE-----------------------------------------

6.2BGaEco4                   IEAQVNGER-----------------------------------------

Ssp2                         IRAVVQNQV-----------------------------------------

6.5BCyObr1                   ILAKVNNQI-----------------------------------------

6.10BFiBsu3                  IFAKVNGTE-----------------------------------------

6.3BEpHpy1                   VKAQCHTDL-----------------------------------------

25.1BAcSco3                  ASGVVEGHR-----------------------------------------

25.2BAlSme3                  VSGNIDGHE-----------------------------------------

25.3BFiEfa3                  VKAFVDGAE-----------------------------------------

6.16BGaPae5                  VVARTAAGE-----------------------------------------

5.26AEuTvo1                  ITGKVDGKE-----------------------------------------

Cu1-5.9EFuCal1               LRGQIIYDE-----------------------------------------

Nsp6                         VSAVVDG-------------------------------------------

Ter4                         ASAIVDG-------------------------------------------

Ssp13                        VAAQVEG-------------------------------------------

Ama3                         IKGQLEG-------------------------------------------

Tel3                         ISGWIEG-------------------------------------------

Ssp4                         VQGWYQG-------------------------------------------

Pma1                         LAGELEGVE-----------------------------------------

Cu1.Chl-5.11EViAth34         AVAIVNN-------------------------------------------

Cu1.Chl-5.12EViAth1          TLAEIDG-------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       VEGIVNG-------------------------------------------

Cu2-5.22BAqAae1              VCGEVSG-------------------------------------------

5.16BFiEfa1                  VEGQANG-------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        LEATVED-------------------------------------------

5.27AKoKcr1                  VEGIVEG-------------------------------------------

Nsp8                         IRGAINRDR-----------------------------------------

Ag.eff-5.4BGaSen1            VSGDVEGQR-----------------------------------------

Nsp9                         VQGIVTHHL-----------------------------------------

Nsp11                        VQGIVSDSL-----------------------------------------

Ama4                         VQAQVQGRQ-----------------------------------------

Ter3                         VQGIVFDRL-----------------------------------------

Ssp12                        AEAWVEDQW-----------------------------------------

Ssp3                         VAGQWQGQW-----------------------------------------

Gvi2                         IEAMVQGRR-----------------------------------------

Au2-5.20BGaSen5              VYATVDGTR-----------------------------------------

Cu1.Ag.eff-5.5BGaEco2        VSGEAEGHA-----------------------------------------

5.18BFiBsu1                  ILAEAGGKS-----------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      IEATIDHHH-----------------------------------------

Cu2upt-5.1BFiEhi1            ISGTINGVH-----------------------------------------

5.15BFiEfa2                  IRVEIEGKD-----------------------------------------

5.23BSpLin1                  ISAIVEGNR-----------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       IGCKVSNVEGILAHS-----------ERPLSAPASHLNEAGSLPAEKDAV

Cu1.eff-5.6EMeHsa16          ISCKVTNIEGLLHKNNWNIEDNNIKNASLVQIDASNEQSSTSSSMIIDAQ

Cu1.Ag.eff-5.7AEuAfu2        VVADG---------------------------------------------

Cu2.GA-5.17EFuSce13          IVSKCQVNGN----------------------------------------

Cu1.GA-5.8EFuCal2            IQANVTLANNPQT-------------------------------------

Cd2-5.14EFuSce9              VEGTSYSGL-----------------------------------------

Cu1.Ag-5.21BAqAae2           VRCG----------------------------------------------

5.25ACrPae1                  VYAKVNGAV-----------------------------------------

5.28ACrApe2                  VYAEVGGRS-----------------------------------------

5.24ACrSso1                  IYARVNGND-----------------------------------------

27.2BSpLbi1                  VKAEIQWHGK----------------------------------------

27.3BEpNsp1                  LEAVIEGK------------------------------------------

27.1BBeNme1                  VGAQLTVNGE----------------------------------------

Cu1-5.13ACrSso2              VRGKISDKII----------------------------------------

Ssp6                         RMSVIVQDGQGKINT-----------------------------------

Ava3                         RMSVVVQDTSNQLG------------------------------------

Nsp5                         RMSVISQVEKVATGEPTMA------------------------TVDPTLA

Tel5                         RMSTFYRRESVPDLP-----------------------------------

Ssp11                        RMSVVIQENG----------------------------------------

Ssp8                         RMGVIVEVPAEGESPLAN-------------------------LLGILEN

Ava5                         RMTTIHQLPTALAEISCAL------------------------ETVWHWH

Ama2                         LMSTVHPFKAMPCLEALAQ------------------------QAPAPLS

Gvi3                         RMSTLHRFARSMADGPPQA------------------------AARLAAM

2.21BThPmo1                  LMSTVNKYDN----------------------------------------

GA-2.19EViAth27              MMSVLCS-------------------------------------------

ER-2.7EMeHsa25               SMSVYCTPNKP---------------------------------------

Ca.Mn.GA-2.13EViAth13        SMGVMVD-------------------------------------------

2.8EApPfa2                   LMSVIVE-------------------------------------------

Ssp7                         YMATLHDGDGR---------------------------------------

2.4BCySsp6                   YMATLHDGDGR---------------------------------------

Ama1                         YMATLHDHVSP---------------------------------------

Ava2                         YMATLHEGGSGENST-----------------------------------

Ava4                         YMATLHNTPTG---------------------------------------

Ssp10                        YMATLHRLGPEE--------------------------------------

GAeff-2.5EMeHsa12            WMAVKCVHRTQQ--------------------------------------

Ca.Mn.GA-2.9EMeHsa2          WMAVKCSLKTE---------------------------------------

Ca.Mn.GA-2.16EMeCel2         WMGVQCADAHG---------------------------------------

GAeff-2.3EFuSce2             LMATKILNP--V--------------------------------------

2.6EFuNcr3                   WMGVTIGSEGGK--------------------------------------

2.23AEuMva3                  MMGSLNNVING---------------------------------------

2.24BAqAae1                  YMAVIVEKEGK---------------------------------------

Ssp9                         MMTVVLDWQKAGENLPFL------------------------------TS

Ava7                         MMTVILDWRAS-------------------------------------TV

1.5BSpLbi2                   RMSVVVQNEDF---------------------------------------

Na.K-1.1EMeHsa13             YQLSIHKNPNTSEPQ-----------------------------------

N.K-1.6EMeSac1               YQLSIHENEKSSESR-----------------------------------

H.K.NoGas1.4EMeRno1          FQLSIHETEDPNNKR-----------------------------------

H.K.Gas-1.2EMeHsa24          FQLSIHTLEDPRDPR-----------------------------------

Na-1.3ERaHak1                YQVHVHCQEKFNQEDG----------------------------------

9.1EFuSce8                   RMSSVYY--NNHNET-----------------------------------

9.4EFuZro1                   RMSAVFE--SNQDKS-----------------------------------

9.3EFuDoc1                   RMSAVYQ--SLQTNQ-----------------------------------

9.5EFuUma1                   RMAVTYV--NNQAQE-----------------------------------

9.2EFuSpo3                   RMAVIYE--DQQGQ------------------------------------

9.6EFuUma2                   RMTSVYRRNSQTVSD-----------------------------------

Ava8                         AMSCVWRSPENR--------------------------------------

30.4BCyAva17                 AMSCVWRSPENR--------------------------------------

30.3BSpLbi4                  SMIRVIEEDGN---------------------------------------

30.2BBaFjo5                  MMTHLFGNSEKE--------------------------------------

Ava1                         RMSVVVEETHH---------------------------------------

4.1BGaSen1                   RMSVVVAEDSN---------------------------------------

4.2BSpLin3                   RLSILVSHSG----------------------------------------

Ter2                         YMATLGVSPTIG--------------------------------------

2.22BFiSth8                  NSATKFASVTTN--------------------------------------

PMeff-2.1EMeHsa11            SMSTVIRNPNGG--------------------------------------

PM-2.25EMeHsa1               SMSTVLKNSDGS--------------------------------------

PM-2.15EMeCel1               CMMTVVPYAENGQNI-----------------------------------

Vac-2.17EnoDdi23             RMSVLVKHDQNL--------------------------------------

PM-2.10EViAth45              RGGVAVKTADG---------------------------------------

PM-2.14EViAth40              RGGVAVLRGDS---------------------------------------

Chl-2.11EViAth32             RMGVVIELPER---------------------------------------

PM-2.12EViAth11              RMGVVIELPEGG--------------------------------------

Vac-2.2EFuSce6               WAGLVVKYKEGKNKKP----------------------------------

Vac-2.18EApTgo1              MMTSVVRILKNSGDSTGA--------------------------------

3.1EFuNcr1                   KVVAVVES-PQGE-------------------------------------

3.6EFuSce5                   KVTAVVES-PEGE-------------------------------------

3.4AEuMja1                   RTEAEVTN-DEE--------------------------------------

3.7EViAth21                  RTALTYID-SDGN-------------------------------------

3.2ETrLma9                   RTAATLVDRRSGE-------------------------------------

3.5ETrTbr5                   RTAATLVDKRSGE-------------------------------------

Ter1                         WSGMSFATEEQ---------------------------------------

23.3BCyTer4                  WSGMSFATEEQ---------------------------------------

Tel1                         WSAVAWHD------------------------------------------

23.1BAcSco4                  YSGATFDEGD----------------------------------------

23.2BFiEfa2                  FSSVTFPEA-----------------------------------------

24.3BDeHoc1                  YHAGLSRA------------------------------------------

24.4BGaHch1                  YHATLYQQ------------------------------------------

24.1BAcMbo1                  YAAAIGRVGT----------------------------------------

15.1EnoDdi18                 RMSVVIRGIRATDGSTQSS-------------------------------

16.1EOlTth26                 RMSTIVKRFLAQNEFYR---------------------------------

14.1EFuSce15                 RMSVIVK--TNNDDVYWS--------------------------------

13.1EMeHsa8                  RMSVVVAWPGATQPEAY---------------------------------

8.1EMeBta1                   RMSVIVRTPSGK--------------------------------------

8.8EMeMmu1                   RMSVIVRLPSGQ--------------------------------------

8.2EFuSce10                  RMSAIFRFPDGS--------------------------------------

8.6EViAth15                  RQSVVCRFPDGR--------------------------------------

8.4EFuSce14                  RMSCIVKIPGLNPGDEPR--------------------------------

8.5EFuSce4                   RMSCIIKIPGSTPKDEPK--------------------------------

8.7EViAth19                  RMSVILGCPDMS--------------------------------------

Nsp3                         MCGAINSLHDS---------------------------------------

Nsp7                         MCGAVNGMHDS---------------------------------------

Gvi4                         MTGAVNAMHDS---------------------------------------

32.4BFuFnu1                  VETKIGKGKE----------------------------------------

6.7EViAth1                   IYGKIDGKE-----------------------------------------

8.3ETrLdo1                   MMSIIVEDSDTKK-------------------------------------

Mn.Cd-3.3BFiLpl1             YAEALVGEAPTVVR------------------------------------

28.1BGaLpn4                  MKGIING-------------------------------------------

29.1BDeBba2                  VKGLIDG-------------------------------------------

29.2BBaFjo4                  ILAVVEGKE-----------------------------------------

30.1BDeBba3                  RETVISQEVGGP--------------------------------------

31.1BGaMca11                 IDVRVKGRR-----------------------------------------

Tel4                         RP------------------------------------------------

Ava6                         IMSTIHETHNG---------------------------------------

12.1ERhCme8                  RMGVIVQRLVTPESEQPPQ-------------------------------

24.2BChTro1                  YHAVRIGGT-----------------------------------------

6.6EViAth26                  LTATVNGVKTVAEES-----------------------------------

26.1BAcCdi2                  IDEEGSFRG-----------------------------------------

11.1EFuEcu1                  AKFNLSDECGEGQDGEIN--------------------------------

17.1EFuSpo12                 RMSVICSTSTER--------------------------------------

18.1EApCpa6                  RMTVVCRNPIKP--------------------------------------

19.1EOlTth19                 KMTVICEDKSELIQENK---------------------------------

20.1EOlTth57                 RMTVIMHDEQAQKFYG----------------------------------

31.2BGaMca1                  MRQIFVVS------------------------------------------

10.1EFuSce3                  RSASIASHN-----------------------------------------

2.20BFiCac3                  IKTTVNKMRKR---------------------------------------

21.1EBaTps13                 MSSAIILVQLKSGDFR----------------------------------

22.1EApCpa2                  SQSVAIKKYSIESELSSN--------------------------------

Nsp2                         ----------GAVDAIKGFIRSRGGSIP----------------------

Ava9                         ----------GAVDAIKGFVRSRGGRIA----------------------

Ssp5                         ----------GAVDAIRGFVRSRGGKSP----------------------

Ava10                        ----------GAVGAIQGFVRSRNGQTI----------------------

Gvi5                         ----------GAVDAIKRYVQADGGQIP----------------------

7.1BGaEco3                   ----------GSVDAIRRHVEANGGHFP----------------------

Nsp1                         -----------IYVGSERFLRQ-EGVDMEVLNG------------NG---

Ava12                        -----------VIVGSDRFLRQ-CGIPLDCLYE------------PHSCN

Tel2                         -----------LRVGSRRMMEQ-ENICLIDLNR------------RFPDL

32.8BCyTel1                  -----------LRVGSRRMMEQ-ENICLIDLNR------------RFPDL

Tel6                         -----------ILVGTPQLMRD-RQVPIDLDEL------------RTHEG

32.6AEuMsm6                  -----------AVIGSRHFLFDDEGVEISKEDE------------KLIDE

32.7BVeAmu1                  -----------VLVGSYHFLFEDERIPLTEEQR------------LTIRN

32.3BBaBca1                  -----------VLIGSAHFVFEDEHCQIPECDQ------------ERFDI

32.5BSpTde3                  -----------LRIGSAHFIFDDEGIPKTEEAE------------KAIED

32.1BBeAar4                  -----------IVIGSRHFVADDEGIDIS-AHL------------ETVDR

32.2BAcMtu1                  -----------LLLGSPSLLRA-EKVRVSKKAS------------EWVDK

6.17AEuMac1                  -----------IFIGRPKQVSG-LNFAISNEVE------------ENIEK

Nsp4                         -----------VIVGNAAFVQKY-VDKLPQELL------------EVAPS

Ssp1                         -----------AIVGKAVFVQAQ-VNHVATNLI------------EQSQQ

6.9BFiBsu2                   -----------WKVGKAGFIG---EEMAAQFMK------------QTASD

6.11BGaPpu4                  -----------VWIGKVEMFGTNGIPALSKAAL------------EAAER

Nsp10                        -----------YLVGNRRLFSDQGIC-LSDEAE------------SLLTE

6.13BCyNsp1                  -----------YLVGNRRLFSDQGIC-LSDEAE------------SLLTE

Ava11                        -----------YLVGNRRLFSEQDIP-LSGEAE------------SLLTK

6.1BFiSau1                   -----------YYIGSPKLFKELNVSDFSLGFE------------NNVKI

6.8BFiLmo1                   -----------YYVGSPVLFKELLASQFTDSIH------------RQVSD

6.12BGaPpu1                  -----------YHLGNHRLVEELGL--CSPALE------------AQLDA

6.4BBeRme1                   -----------YHLGNHRLVEELGV--CSPELE------------SRLAA

6.14BAlSme6                  -----------LFLGSPEAARERAPL--AAEDL------------ARIET

6.2BGaEco4                   -----------VLIC---AAGKHP----ADAFT------------GLINE

Ssp2                         -----------VIAGNDRLLHRE----------------------KIDHD

6.5BCyObr1                   -----------VLAGNDRLLHRE----------------------NIPHD

6.10BFiBsu3                  -----------ILAGNKKLMERE----------------------QIEDV

6.3BEpHpy1                   -----------IIAGNEKMLDQF----------------------HIAHS

25.1BAcSco3                  -----------VFIGRDDPTRARPN-----WAK------------AVGNR

25.2BAlSme3                  -----------IAVGGWDFISERIDE--TAFSR------------DIRTW

25.3BFiEfa3                  -----------IRVGKKNFVTQESQ------------------------E

6.16BGaPae5                  -----------AALGRPELFQQLGID---------------------ASE

5.26AEuTvo1                  -----------VRIAQDESGATIVEIDG----------------------

Cu1-5.9EFuCal1               -----------GDDIWNEYKPTQAILGNEKLME------------ENDIE

Nsp6                         ---------QTVLLGNGDWLSWHGITWS------------------ETAQ

Ter4                         ---------KLALVGNLEWLKNY-----------------------QIVV

Ssp13                        ---------QAVVLGSLDGLAALGIPLS------------------QETQ

Ama3                         ---------TFIRLGSAQWLQDCGIVIP------------------PQDQ

Tel3                         ---------HYYQAGRLSWLRDQG--------------------------

Ssp4                         ---------DRLLVGNQQWLMEQGVMGE------------------PQWQ

Pma1                         ---------ATVRVGTPEWLQAEGVHWT------------------AELQ

Cu1.Chl-5.11EViAth34         ---------KRVTVGTLEWVKRHGATGN------------------SLLA

Cu1.Chl-5.12EViAth1          ---------RFVAVGSLEWVSDRFLKKNDSSDM------------VKLES

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ---------RRYMVVSPGYIRELGIKTD----------------------

Cu2-5.22BAqAae1              ---------RNVCVGTLEFLKEINVKLD----------------------

5.16BFiEfa1                  ---------HRYQLISQKAYRRN-LDMD----------------------

Cu1.Ag.eff-5.2BFiEhi2        ---------KDVKIINEKEAKRLGLKID----------------------

5.27AKoKcr1                  ---------RRVSITAGSDILES---------------------------

Nsp8                         -----------ILLGNRRLFREQGYQINP---------------------

Ag.eff-5.4BGaSen1            -----------VVIGNELAMQENSIVID----------------------

Nsp9                         -----------VQIGTQRWMEELSISTQ----------------------

Nsp11                        -----------VQIGTQRWMSELGIDTQ----------------------

Ama4                         -----------VYIGTQRWFQTLKIKTD----------------------

Ter3                         -----------VQIGTDRWMNELGIEIT----------------------

Ssp12                        -----------ICIGRLSWLQEMGIPWDP---------------------

Ssp3                         -----------IRLGTSNWLTDLGVTGTEH--------------------

Gvi2                         -----------VQVGSERYMGRLAVATD----------------------

Au2-5.20BGaSen5              -----------VDVGADRYMREIGVDIS----------------------

Cu1.Ag.eff-5.5BGaEco2        -----------LLLGNQALLNEQQVGTK----------------------

5.18BFiBsu1                  -----------ILVGTRKLMESEQVEHG----------------------

Cu2.Fe3.Pb2-5.19BFiSau2      -----------ILVGNRKLMADNDISLPK---------------------

Cu2upt-5.1BFiEhi1            -----------YFAGTRKRLAEMNLSFD----------------------

5.15BFiEfa2                  -----------MYIGNRKLMLEQKIDLS----------------------

5.23BSpLin1                  -----------ILIGTERLFYAKGIELNQ---------------------

Cu1.Ag.eff-5.3EMeHsa23       P------QTFSVLIGNREWLRRNGLTISS---------------------

Cu1.eff-5.6EMeHsa16          ISNALNAQQHKVLIGNREWMIRNGLVINN---------------------

Cu1.Ag.eff-5.7AEuAfu2        -----------ILVGNKRLMEDFGVAVSN---------------------

Cu2.GA-5.17EFuSce13          --------TYDICIGNEALILEDALKKSG---------------------

Cu1.GA-5.8EFuCal2            --------QFNVYVGNDKLIESKFPNLLN---------------------

Cd2-5.14EFuSce9              -----------KLQGGNCRWLG------H---------------------

Cu1.Ag-5.21BAqAae2           -----------EFIAGKAELWG------K---------------------

5.25ACrPae1                  -----------VGIGNEKLVEGMGAEIPG---------------------

5.28ACrApe2                  -----------VVVGNRKIMDGFEVDIK----------------------

5.24ACrSso1                  -----------VIVGSK---------------------------------

27.2BSpLbi1                  --------EYSILIGNQTLLKHQNIPLESIPE------------------

27.3BEpNsp1                  ----------KIIAGSIHFLREHGIEIAYE--------------------

27.1BBeNme1                  --------TQVWALGRASYVAEISGKEPQTE-------------------

Cu1-5.13ACrSso2              --------EVKKAE------------------------------------

Ssp6                         -----PDSYVMFVKGSPELILERCTHIQVGS---------EILPISKEKR

Ava3                         -----ESVFIMFTKGSPELVLQLCTHIQQSD---------GSQMITTQQQ

Nsp5                         GLV-NSEPYIMFTKGSPELILARCTAIHLGA---------NSDHLNDEQR

Tel5                         ----AKEPYWMITKGSPELILERCQWRQVGQ---------DIQPLTLAER

Ssp11                        -------GYCVYTKGSPELVLERCDRIQKGG---------TWQELSETDR

Ssp8                         LAL-TPGPYLIFSKGSPELLLPHCGQIHTAD---------HCVPLNFQHQ

Ava5                         REIGETAPYIAFTKGRIKSLLDVSSQVWVDG---------CAEELNEVRR

Ama2                         ------SLNLMFTKGALDRLLDLSSHIWSAD---------RIEPLSETKR

Gvi3                         AG----TPYVVFTKGAPDSLLPLATNLWDGE---------RPVPMDEARA

2.21BThPmo1                  -------EYLVFTKGAPDNLLKICNNAFVNG---------EIVPLTQEII

GA-2.19EViAth27              ----HKQMDVMFSKGAPESIIARCNKILCNGDG-------SVVPLTAAGR

ER-2.7EMeHsa25               ---SRTSMSKMFVKGAPEGVIDRCTHIRVG--S-------TKVPMTSGVK

Ca.Mn.GA-2.13EViAth13        ---SSSGNKLLLVKGAVENVLERSTHIQLLD-G-------SKRELDQYSR

2.8EApPfa2                   ---NKKKEIILYCKGAPENIIKNCKYYLTKN---------DIRPLNETLK

Ssp7                         ---------TIYVKGSVESLLQRCESMLLDDGQ-----------MVSIDR

2.4BCySsp6                   ---------TIYVKGSVESLLQRCESMLLDDGQ-----------MVSIDR

Ama1                         ---------VIYIKGSVEALLGRCSRMMGHDSQ-----------TTALDA

Ava2                         ------KVRTIYVKGSVEAIVQRCQQMLDAGGN-----------LVSVDA

Ava4                         --------KVIYVKGSVEAILQRCSLMLNTDGQPR-----PLDCVETLKQ

Ssp10                        --------HCIYVKGSVEALLPRCRSQMGSQGE-----------IQPLEE

GAeff-2.5EMeHsa12            -----DRPEICFMKGAYEQVIKYC-TTYQSKGQ-------TLTLTQQQRD

Ca.Mn.GA-2.9EMeHsa2          -----DQEDIYFMKGALEEVIRYC-TMYNNGGI-------PLPLTPQQRS

Ca.Mn.GA-2.16EMeCel2         -------QNVYFIKGALDRVLDQCGTYYSSDNQ-------RKQCDQYSRQ

GAeff-2.3EFuSce2             -----DNKCTVYVKGAFERILEYSTSYLKSKGK-------KTEKLTEAQK

2.6EFuNcr3                   -----SDKEFAYIKGSIDKVLDACDTYLSKDGR-------EFVMDTNRRQ

2.23AEuMva3                  --------QKLFIKGSYEFLKEKS---------------------TNKSF

2.24BAqAae1                  --------YYLLVKGAFETLSNFS---------------------EGIS-

Ssp9                         GRNDLPWENLAFTKGAPLEVLRCCQSILKAGQV---------TELTSGDR

Ava7                         WTGDLP--NLAFTKGAPLEVLRHCTYILRNGTL---------ADINQDDW

1.5BSpLbi2                   --------AIVYAKGGPAEILTICTHVYENGSV---------VPLDEEKR

Na.K-1.1EMeHsa13             --------HLLVMKGAPERILDRCSSILLHGKE---------QPLDEELK

N.K-1.6EMeSac1               --------YLLVMKGAPERILDRCSTILLNGAE---------EPLKEDMK

H.K.NoGas1.4EMeRno1          --------FLVVMKGAPERILEKCSTIMINGQE---------QPLDKSSA

H.K.Gas-1.2EMeHsa24          --------HLLVMKGAPERVLERCSSILIKGQE---------LPLDEQWR

Na-1.3ERaHak1                ---TNSGPRVVLMKGAPERVLARCSQAKLGGNI---------VPMTPELM

9.1EFuSce8                   --------YNIYGKGAFESIISCCSSWYGK-------DGVKITPLTDCDV

9.4EFuZro1                   --------RCVYTKGAFESVLDCCEYWYGD-------TSGGMVPLTEKDV

9.3EFuDoc1                   --------IKVYTKGAVERVLNCCTHWYGHEENDELYDNQQLKELTDDDK

9.5EFuUma1                   --------SYAMMKGAVERVLESCTSAQTA---------EGKIDLDEKFE

9.2EFuSpo3                   --------YTVYAKGAVERILERCSTSNGS-------------TLEEPDR

9.6EFuUma2                   --------RIFFMKGAVEQVLACCHN------------------MDEIAR

Ava8                         --------LVIATKGAPEAIADLCH-------------------FNAEQM

30.4BCyAva17                 --------LVIATKGAPEAIADLCH-------------------FNAEQM

30.3BSpLbi4                  --------YVCYAKGSPEAIFELCQ-------------------LNLSDL

30.2BBaFjo5                  --------RIIAAKGAPEAILAVAT-------------------LSDTEK

Ava1                         -------KHILICKGAVEEILQVCTQVQGNEQI---------VPMDESAH

4.1BGaSen1                   -------VHQLVCKGALQEILNVCTQVRHNGDI---------VPLDDNML

4.2BSpLin3                   -------GHRIITKGALINILEICNTAKSQDGS---------QIEIEKVR

Ter2                         -------EKILHIKGAPEILLVSCNQVLTSDGIQAFTN-----------S

2.22BFiSth8                  -------DGKTYIKGAPEFILNDCYYYLDKDGHKQNFT-----------D

PMeff-2.1EMeHsa11            --------FRMYSKGASEIILRKCNRILDRKGEAVPFKN---------KD

PM-2.25EMeHsa1               --------YRIFSKGASEIILKKCFKILSANGEAKVFRP---------RD

PM-2.15EMeCel1               -------GYRVYCKGASEIVLGRCTYLIGSDGKPHQLTG---------DR

Vac-2.17EnoDdi23             ---------RLFTKGASEIILGQCGSYLDEAGNIRPIS-----------E

PM-2.10EViAth45              -------EVHVHWKGASEIVLASCRSYIDEDGNVAPMT----------DD

PM-2.14EViAth40              -------EVFIHWKGAAEIVLACCTQYMDSNGTLQSIE----------SQ

Chl-2.11EViAth32             -------HFRAHCKGASEIVLDSCDKYINKDGEVVPLD----------EK

PM-2.12EViAth11              -------RMRAHTKGASEIVLAACDKVVNSSGEVVPLD----------EE

Vac-2.2EFuSce6               -------FYRFFIKGAAEIVSKNCSYKRNSDDTLEEIN----------ED

Vac-2.18EApTgo1              TSPASPGLLRVFVKGAGERVLAQCSSVLVAD-QVIPLTP---------ER

3.1EFuNcr1                   --------RITCVKGAPLFVLKTVEEDHPIP---------------EEVD

3.6EFuSce5                   --------RIVCVKGAPLSALKTVEEDHPIP---------------EDVH

3.4AEuMja1                   ---------FKVSKGAPQVILDLCNAD-------------------EELR

3.7EViAth21                  --------WHRVSKGAPEQILDLANAR-------------------PDLR

3.2ETrLma9                   --------KFDVTKGAPHVILQMVYNQ-------------------DEIN

3.5ETrTbr5                   --------KFSVTKGAPHVIIEMVHNQ-------------------DEIN

Ter1                         -----NSPSGTYILGAPEILAEVTPL-----------------------S

23.3BCyTer4                  -----NSPSGTYILGAPEILAEVTPL-----------------------S

Tel1                         --------SETFILGAPDVLFKSDDL-----------------------P

23.1BAcSco4                  ------GAAGTWLLGAPDVLLPED--------------------------

23.2BFiEfa2                  ----------TYILGAPEMILRDNY-------------------------

24.3BDeHoc1                  -----QGGLLISAKGAPELIVERCTQVRRGD-E--------ITALDDAGR

24.4BGaHch1                  -----DKNKRLCVKGAPEIVLERCNRWRQPDGR--------ITVLDDENR

24.1BAcMbo1                  -----DGIPMLMLKGAPETILPRCR-----------------LADPGVDH

15.1EnoDdi18                 -------KDLAIVKGSPEMIKKLSNPTSIP--------------------

16.1EOlTth26                 ----------LYVKGSPEKIFELCKPETIP--------------------

14.1EFuSce15                 -----------FTKGAPEVISEICNKSTLP--------------------

13.1EMeHsa8                  ------------VKGSPELVAGLCNPETVP--------------------

8.1EMeBta1                   --------LRLYCKGADTVIYDRLAETS---------------------K

8.8EMeMmu1                   --------LRLYCKGADNVIFERLSKDS---------------------K

8.2EFuSce10                  --------IKLFCKGADTVILERLDDEAN--------------------Q

8.6EViAth15                  --------LVLYCKGADNVIFERLANGMD--------------------D

8.4EFuSce14                  --------ALLICKGADSIIYSRLSRQSGSNSE----------------A

8.5EFuSce4                   --------ALLICKGADSVIYSRLDR--TQNDA----------------T

8.7EViAth19                  --------VKLFVKGADSSMFGVMDES----YG----------------G

Nsp3                         ----------FMPNGGFVTLSNMFLQIVWGGQG-----------------

Nsp7                         ----------LMPQGLFATLFNLFLQIIWGGQG-----------------

Gvi4                         ----------LTPLAGLVTLFNLCLQVIWGGQG-----------------

32.4BFuFnu1                  --------AKIIRVGSKKYMLENNIDLT----------------------

6.7EViAth1                   -----------VYIGNKRIASRAGCLSVP---------------------

8.3ETrLdo1                   --------ITLYNKGADSFIRPQLSRAPDVQG------------------

Mn.Cd-3.3BFiLpl1             -----------VRIGALSRLYELTAQQP----------------------

28.1BGaLpn4                  ---------EVFIIGNKDMLAANGITSIDKPYD-----------------

29.1BDeBba2                  ------------KLYEIRHLSEST--------------------------

29.2BBaFjo4                  -----------IKIGSSSFVESPVAEVS----------------------

30.1BDeBba3                  --------FVANIKGSPETIIGMSRLLSD---------------------

31.1BGaMca11                 -----------IRVGSARFMEREGIGLTP---------------------

Tel4                         --------------------------------------------------

Ava6                         -------HKFVAVKGSPSEVVQMCQGWMKDGEVVP-----------LTDA

12.1ERhCme8                  ------VEWLFLVKGAPEVVVNFCDRRSVPSDFSHQVQLYTSQGLRVLAL

24.2BChTro1                  ----------AYFKGSPEVLLDRCRAWLAADGS----------LQPLDDA

6.6EViAth26                  -------RLRKASLGSIEFITSLFKSEDE---------------------

26.1BAcCdi2                  --------FVELPVGEEARSVEAVLWRPRS--------------------

11.1EFuEcu1                  -------AVIMKTYEFDSNIRRMSVVVDDGDRKYVFTKGSPESIQEILKE

17.1EFuSpo12                 -------SLMLFTKGAPESILAISSQQSIP--------------------

18.1EApCpa6                  ------YEFLVFCKGSPEQLKSICQPESIP--------------------

19.1EOlTth19                 -------FLYVFSKGAPEAIHKICNNYPKN--------------------

20.1EOlTth57                 -----------IVKGSPEKMFEMCNKDSVDE-------------------

31.2BGaMca1                  ---------SRPEAETAELMRRLGADLSGGGLN-AEQKIRFLRGLKNRGV

10.1EFuSce3                  ------DALFAAVKGAPETIRERLSDIPKN--------------------

2.20BFiCac3                  --------YRANVKGPVDSILKNCTHFMVDGVER-----------ELTQE

21.1EBaTps13                 --------VWVVAKGAPTKMQPLFDEQNKTLTQWYG-----------RKI

22.1EApCpa2                  -LYCIRSTSMLFMKGAAEKIVELTTNYDDCSDG----------------T

Nsp2                         --SDVDVAYERVSLLGGTPLAVCQDN------------------------

Ava9                         --DDVDTAYERVSRLGGTPLAVCQDD------------------------

Ssp5                         --TGLDEAYGKVSHLGGTPLAVCRND------------------------

Ava10                        --PELDAAYERVSQQGGTPLAVCLDN------------------------

Gvi5                         --ADLDAATERISRLGGTPLAVCAGN------------------------

7.1BGaEco3                   --TDVDQKVDQVARQGATPLVVVEGS------------------------

Nsp1                         -------------HKATSVIYVASNG------------------------

Ava12                        HADCPKHLNC-RISAHDSLLYVAVNQ------------------------

Tel2                         D------------SGQASIVYVAGDG------------------------

32.8BCyTel1                  D------------SGQASIVYVAGDG------------------------

Tel6                         ------------VLWNRSLVCVACNR------------------------

32.6AEuMsm6                  KVC------------EYSVVYLAIDN------------------------

32.7BVeAmu1                  HAR------------GKSNIFLAIGR------------------------

32.3BBaBca1                  LPP------------EYSHLYLAVGG------------------------

32.5BSpTde3                  LSKS-----------GCSQLYLSIGK------------------------

32.1BBeAar4                  LYEE-----------GKTLLYIGFGG------------------------

32.2BAcMtu1                  LRR-----------QAETPLLLAVDG------------------------

6.17AEuMac1                  QSQS-----------GHNTVLMGIDN------------------------

Nsp4                         LEDE-----------GKTVVWVAQGESNGDEY------------------

Ssp1                         WEAE-----------GKTVVWVAYAG------------------------

6.9BFiBsu2                   VIQS-----------GHTIVFVKKDD------------------------

6.11BGaPpu4                  LRQS-----------GRTTMVVRRAD------------------------

Nsp10                        IEQF-----------GQIPVLVGTNG------------------------

6.13BCyNsp1                  IEQF-----------GQIPVLVGTNG------------------------

Ava11                        IEQQ-----------GQIPVLVGTKQ------------------------

6.1BFiSau1                   LQNQ-----------GKTAMIIGTEK------------------------

6.8BFiLmo1                   LQLK-----------GKTAMLFGTNQ------------------------

6.12BGaPpu1                  LERQ-----------GKTVVLLLDRS------------------------

6.4BBeRme1                   LEAE-----------GKTVVMLVGPE------------------------

6.14BAlSme6                  LQGE-----------GKTVSVLVVGG------------------------

6.2BGaEco4                   LESA-----------GQTVVLVVRND------------------------

Ssp2                         TCDV-----------AGTVVHLAVDG------------------------

6.5BCyObr1                   VCNA-----------EGTVVHLAVDN------------------------

6.10BFiBsu3                  PDEN-----------AGTIVHVAVDQ------------------------

6.3BEpHpy1                   PSKE-----------NGTIVHVAFNQ------------------------

25.1BAcSco3                  ALLD-----------GASVAWLTVDE------------------------

25.2BAlSme3                  IRRD-----------GVVSVLAAMDG------------------------

25.3BFiEfa3                  TEKI-----------DKTTIHISRNG------------------------

6.16BGaPae5                  VPEH-----------EGPIAGIALDG------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               FTEKERQCLKKWKGECKSVILVGLQCESYFKDSKF---------------

Nsp6                         QEAQKLATQG------KTVVGVAIGE------------------------

Ter4                         EPENVPTLTD------KTAVYVSFDR------------------------

Ssp13                        AQAEALLAAG------KTVVGVAVEG------------------------

Ama3                         HQGHHLAQAG------KTLIHLATDQ------------------------

Tel3                         --IDSPPLAV------ETHVALARDR------------------------

Ssp4                         TAVDQLLDQG------KTVIFVARNQ------------------------

Pma1                         ADVEQSSLQG------QSVVAVALGE------------------------

Cu1.Chl-5.11EViAth34         LEEHEINNQS--------VVYIGVDN------------------------

Cu1.Chl-5.12EViAth1          LLDHKLSNTSSTSRYSKTVVYVGREGE-----------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --ESVEK----LKQQGKTVVFILKNG------------------------

Cu2-5.22BAqAae1              --EELVERARSLQSEGKTVVFASMDG------------------------

5.16BFiEfa1                  --IP----------KGATLSVLVEND------------------------

Cu1.Ag.eff-5.2BFiEhi2        --PERLK---NYEAQGNTVSFLVVSD------------------------

5.27AKoKcr1                  ---------------GSTAVQIIVDG------------------------

Nsp8                         ---ATEEILTRLESDGKTAMLVGCNG------------------------

Ag.eff-5.4BGaSen1            ---NQKAVADTLRMEGTTVIYVATDG------------------------

Nsp9                         ---ALQQDKERLEYLGKTAVWLAVDG------------------------

Nsp11                        ---ALQQDKERLEYLGKTAIWIAVDR------------------------

Ama4                         ---ALQTYAHQWEIQSKTVIWLAVDH------------------------

Ter3                         ---NFLNYQDKLEADRKTTAWIAIDG------------------------

Ssp12                        ---SWSERVQTWESQGKTVIGVAQSQ------------------------

Ssp3                         --QPWQSQAQQWEKEQKTVIWLAVDT------------------------

Gvi2                         ---AVASRAVALAAAGKSPIYAAVDG------------------------

Au2-5.20BGaSen5              ---GFATTAERLGQEGKSPLYAAIDG------------------------

Cu1.Ag.eff-5.5BGaEco2        ---AIEAEITAQASQGATPVLLAVDG------------------------

5.18BFiBsu1                  ---ALLAQMEELEAEGKTVMLVSIDG------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      ---HISDDLTHYERDGKTAMLIAVNY------------------------

Cu2upt-5.1BFiEhi1            ---EFQEQALELEQAGKTVMFLANEE------------------------

5.15BFiEfa2                  ---SMEKESNRLADEGKTPMYLSVDG------------------------

5.23BSpLin1                  ---ELNNLKRIREEEGNTVVHLSVNG------------------------

Cu1.Ag.eff-5.3EMeHsa23       ---DVSDAMTDHEMKGQTAILVAIDG------------------------

Cu1.eff-5.6EMeHsa16          ---DVNDFMTEHERKGRTAVLVAVDD------------------------

Cu1.Ag.eff-5.7AEuAfu2        ---EVELALEKLEREAKTAVIVARNG------------------------

Cu2.GA-5.17EFuSce13          ------FINSNVDQ-GNTVSYVSVNG------------------------

Cu1.GA-5.8EFuCal2            ------NIDEKLLHSANTVSHVIIDG------------------------

Cd2-5.14EFuSce9              ---NNDPDVRKALEQGYSVFCFSVNG------------------------

Cu1.Ag-5.21BAqAae2           ---NS--------QNGVIRVGFGTKD------------------------

5.25ACrPae1                  ---EIRREAERYRAEGYTVAYIVVDG------------------------

5.28ACrApe2                  ---TLEKIAEEWQSRGATTVFVAIDG------------------------

5.24ACrSso1                  ---DFVRDNCNWNVEDEGDIFICING------------------------

27.2BSpLbi1                  --------------TEGSLILVAING------------------------

27.3BEpNsp1                  --------------GENSLFAIAVNG------------------------

27.1BBeNme1                  --------------GGGSAVYLGSQS------------------------

Cu1-5.13ACrSso2              ---------------NNNDIAVYING------------------------

Ssp6                         SYILEKNNDLA--GRGLRVLGFASKVWT----------------------

Ava3                         QQILEQNNQLA--SQGLRVLGFARKNVT----------------------

Nsp5                         QQILAANDQLA--SKGLRVLGFAYKPLA----------------------

Tel5                         QEILAENDRFA--AQGLRVLGIAHRYWS----------------------

Ssp11                        QAILGTNNRLA--AQGIRVLGVATQRLE----------------------

Ssp8                         EQILSDNNLMA--SRGLRVLGFACKSLA----------------------

Ava5                         EQILTAYHQLT--QNGLRVLGLSFRLWQ----------------------

Ama2                         HEIFQIHDRLA--AEGKRILGIALRWLP----------------------

Gvi3                         AHIRSQQEALA--RDGMRVLGVAFRPLA----------------------

2.21BThPmo1                  DNIMDKVNSMS--QDALRVLGAAFKKID----------------------

GA-2.19EViAth27              AELESRFYSFG--DETLRCLALAFKTVP----------HGQQT-------

ER-2.7EMeHsa25               QKIMSVIREWGSGSDTLRCLALATHDNP----------LRREE-------

Ca.Mn.GA-2.13EViAth13        DLILQSLRDMS--LSALRCLGFAYSDVPSDFATYDGSEDHPAH-------

2.8EApPfa2                   NEIHNKIQNMG--KRALRTLSFAYKKLS------------SKD-------

Ssp7                         GEIEENVEDMA--QQGLRVLAFAKKTVE----------------------

2.4BCySsp6                   GEIEENVEDMA--QQGLRVLAFAKKTVE----------------------

Ama1                         VRIQKAVEIMA--EQGLRVLAFAKKEMH----------------------

Ava2                         QTLHQEVEAMA--HQGLRVLAFARKSVS----------------------

Ava4                         TTIEREVNIMA--RQGLRVLALAKKLVG----------------------

Ssp10                        ERIRQQVEALA--RQGLRVLAFAQKTVP----------------------

GAeff-2.5EMeHsa12            VYQ-QEKARMG--SAGLRVLALASGPE-----------------------

Ca.Mn.GA-2.9EMeHsa2          FCL-QEEKRMG--SLGLRVLALASGPE-----------------------

Ca.Mn.GA-2.16EMeCel2         HIL-EIGKELG--QKGLRVLGLARGES-----------------------

GAeff-2.3EFuSce2             ATINECANSMA--SEGLRVFGFAKLTLSDSS-------------------

2.6EFuNcr3                   EAI-DAAEKMA--SRGLRVLAFASGPVTKPAK------------------

2.23AEuMva3                  KEFDQAHDKMS--GNGLRVLAFGVGEG-----------------------

2.24BAqAae1                  EELIKVHDVLA--ENGLRVLFFAYAEIP----------------------

Ssp9                         QIITEANDHYA--KEGFRVLGLAVRADHEN---LLEASPQTL--------

Ava7                         NQVVAANDSLA--AQGFRVLGVAARRGGSE---MLDWRSQDL--------

1.5BSpLbi2                   KSLQNASDASA--RQGNRILAFSYQMISNQSGPLDQMTLLNV--------

Na.K-1.1EMeHsa13             DAFQNAYLELG--GLGERVLGFCHLFLPDEQFPEGFQFDTDD------VN

N.K-1.6EMeSac1               EAFQNAYLELG--GLGERVLGFCHFALPEDKYNEGYPFDADE------PN

H.K.NoGas1.4EMeRno1          DSFHTAYMELG--GLGERVLGFCHLYLPAEQFPQSYIFDVDS------VN

H.K.Gas-1.2EMeHsa24          EAFQTAYLSLG--GLGERVLGFCQLYLNEKDYPPGYAFDVEA------MN

Na-1.3ERaHak1                AEIERLQVQMS--ANGLRVLGFAERELPKTKFPADYKYHDGSEEDKSTPN

9.1EFuSce8                   ETIRKNVYSLS--NEGLRVLGFASKSFTKDQVNDDQL-------------

9.4EFuZro1                   EGILNNVDSLS--SGGLRVLAFAKKVMGKEEPIE----------------

9.3EFuDoc1                   HLIESNMNALS--TQGLRVLAFATKDITNSSIDLS---------------

9.5EFuUma1                   KRVLENMEALA--SQGLRVLALAHRKLTEAEKELD---------------

9.2EFuSpo3                   ELIIAQMETLA--AEGLRVLALATKVIDKADNWET---------------

9.6EFuUma2                   KSVIDQVEKMA--SQGLRVLAFAERSMDDVQFKDESSRTRFASQSDDLDE

Ava8                         RDLEQHINTMA--AAGLRVLGIAKAIGRHQSN------------------

30.4BCyAva17                 RDLEQHINTMA--AAGLRVLGIAKAIGRHQSN------------------

30.3BSpLbi4                  EHWTKKTDELA--KAGYRVLAVAKST------------------------

30.2BBaFjo5                  DKIRGLIREFG--QQGYRVLGVAKSG------------------------

Ava1                         TQTLQLDKDLN--EDGLRVIAVAYKELPP---------------------

4.1BGaSen1                   RRVKRVTDTLN--RQGLRVVAVATKYLPA---------------------

4.2BSpLin3                   DQILQRYETLG--AKGYRILGIAVKEIG----------------------

Ter2                         QRVSLTAELNKHESIGRRTLGFAYVRDPQNYQQG----------------

2.22BFiSth8                  DIKARFQELSLEQAN--RSMRLLAILNTDGNNK-----------------

PMeff-2.1EMeHsa11            RDDMVRTVIEPMACDGLRTICIAYRDF-----------------------

PM-2.25EMeHsa1               RDDIVKTVIEPMASEGLRTICLAFRDFP----------------------

PM-2.15EMeCel1               LKEITSTIIHEMANSGLRTICVAYKTIIKKGTRDVEKTEI----------

Vac-2.17EnoDdi23             AKAYFEEQINNFASDALRTIGLAYRDFQYG--------------------

PM-2.10EViAth45              KASFFKNGINDMAGRTLRCVALAFRTYEAEKV------------------

PM-2.14EViAth40              KE-FFRVAIDSMAKNSLRCVAIACRTQELNQV------------------

Chl-2.11EViAth32             STSHLKNIIEEFASEALRTLCLAYFEIGDEFS------------------

PM-2.12EViAth11              SIKYLNVTINEFANEALRTLCLAYMDIEGGFS------------------

Vac-2.2EFuSce6               NKKETDDEIKNLASDALRAISVAHKDFCECDSWPPEQLR-----------

Vac-2.18EApTgo1              KAEVEKTVVDAMAAEALRTICLAYRDIDPEREP-----------------

3.1EFuNcr1                   QAYKNKVAEFA--TRGFRSLGVAR--------------------------

3.6EFuSce5                   ENYENKVAELA--SRGFRALGVAR--------------------------

3.4AEuMja1                   RKVEEIVDKLA--ENGYRALGVA---------------------------

3.7EViAth21                  KKVLSCIDKYA--ERGLRSLAVARQVVPEKTK------------------

3.2ETrLma9                   DEVVDIIDSLA--ARGVRCLSVAK--------------------------

3.5ETrTbr5                   DSVVDIIDKLA--SRGIRCLSVAK--------------------------

Ter1                         RKFTQQIQKLA--QKGFRVLLFAYNPNISSLDQDLEKLQ-----------

23.3BCyTer4                  RKFTQQIQKLA--QKGFRVLLFAYNPNISSLDQDLEKLQ-----------

Tel1                         PEVVELLQRGR--QQGLRVLLFARSASDPTWDERQETPL-----------

23.1BAcSco4                  DPALAETGRLN--EQGLRVLLLAR------AARDLDDPE-----------

23.2BFiEfa2                  EMYQSEVEHYT--SQGYRLLVFGK------YLGEFQETL-----------

24.3BDeHoc1                  EALLAESGRLA--RQGFRVLAIAERETDVDTLSEYD--------------

24.4BGaHch1                  KKLTELAYSLA--SRGYRILAVAERPARSLTLNRDK--------------

24.1BAcMbo1                  EHAESVVRHLA--EQGLRVLAVAQRTWDNGTTHDDETDADAVD-------

15.1EnoDdi18                 --SDFEHVLSTYTKKGYRVLGCGYKEWDPSDSIGKTKDEI----------

16.1EOlTth26                 --QNFHEVLDFYARKGFRVLAFGIKILNMDK--QQIQKVE----------

14.1EFuSce15                 --ADFEEVLRCYTHNGYRVIACAGKTLPKRT-WLYSQKVS----------

13.1EMeHsa8                  --TDFAQMLQSYTAAGYRVVALASKPLPTVPSLEAAQQLT----------

8.1EMeBta1                   YKEITLKHLEQFATEGLRTLCFAVAEISESDFQEWRAVYHRASTSVQ---

8.8EMeMmu1                   YMEETLCHLEYFATEGLRTLCVAYADLSENEYEEWLKVYQEASIILK---

8.2EFuSce10                  YVEATMRHLEDYASEGLRTLCLAMRDISEGEYEEWNSIYNEAATTLD---

8.6EViAth15                  VRKVTREHLEHFGSSGLRTLCLAYKDLNPETYDSWNEKFIQAKSALR---

8.4EFuSce14                  ILEKTALHLEQYATEGLRTLCIAQRELSWSEYEKWNEKYDIAAASLA---

8.5EFuSce4                   LLEKTALHLEEYATEGLRTLCLAQRELTWSEYERWVKTYDVAAASVT---

8.7EViAth19                  VIHETKIQLHAYSSDGLRTLVVGMRELNDSEFEQWHSSFEAASTALI---

Nsp3                         --------TGTAYLFAYLILAVFVTG------------------------

Nsp7                         --------TGTAYLFIYLILTVFLTG------------------------

Gvi4                         --------TGIAYILVFLIIAVFLTG------------------------

32.4BFuFnu1                  ---LATEAERGIISRSEIGLYVAQDE------------------------

6.7EViAth1                   --------DIDVDTKGGKTIGYVYVG------------------------

8.3ETrLdo1                   HIENVEIPLTEMSSSGLRTLLVCAKDITRRQFDPWFEKFVEAG-------

Mn.Cd-3.3BFiLpl1             -----ALAIDQLDLTRGRSVAVMINN------------------------

28.1BGaLpn4                  -------------NPEKGSVYIVRGT------------------------

29.1BDeBba2                  -------------HEDETAIEVLCDG------------------------

29.2BBaFjo4                  -------------EIERTALHIKIDN------------------------

30.1BDeBba3                  EKSRWEGQVSQWARTGHKVIAVARKSSLAPFE------------------

31.1BGaMca11                 ---EIKEALDAAHLEGYTMVMVAIGD------------------------

Tel4                         --------------------------------------------------

Ava6                         DRQMLEIENDRMAGKALRVLGVAYNHIDESHN------------------

12.1ERhCme8                  AGRRLLTTDARARRVRLDAAAQALTKRNRSLGTREGAPTAPAAEPPGRAQ

24.2BChTro1                  RHAELADHLLRLAGAGLRVLLVAEADGSVR--------------------

6.6EViAth26                  --SKQIKDAVNASSYGKDFVHAALSVD-----------------------

26.1BAcCdi2                  -LSALDGRLAAAAESGSSPLVVRWKN------------------------

11.1EFuEcu1                  RPRGYEEKAKEYSLGGYRVISLAYKEISESADR-----------------

17.1EFuSpo12                 --SNVQEVIHTLSSKGFRIIAFASKNLITPLQELIHLSR-----------

18.1EApCpa6                  --SNLDECIINYSRCGMRILGFAVGHINCPNEDPTSFLETLS--------

19.1EOlTth19                 ----YNKMLDKYTQEGLRVLSLAYKKLPFSLISQFQQNSSQNTDQNNSNV

20.1EOlTth57                 --KNYNKILNELTNKGLRVIAVGYKEIQSKDALR----------------

31.2BGaMca1                  RTTLVGDFDKESEMAGEAHVTVGLVNPLGDSG------------------

10.1EFuSce3                  ----YDEIYKSFTRSGSRVLALASKSLPKMSQSKIDDLN-----------

2.20BFiCac3                  AINSIKMADIQMSNESLYVMAFAYRNFSYKPS------------------

21.1EBaTps13                 QKLGTLGYRTRSNARSFHRNSIERQPSN----------------------

22.1EApCpa2                  SFRDWSNDILENQVAGSYILGYCYKVVNDQANSSNN--------------

Nsp2                         ------------------------------EIFGVIYLKDIVKSGLRERF

Ava9                         ------------------------------QIFGVIYLKDIVKPGLRERF

Ssp5                         ------------------------------EIYGVIYLKDIIKPGIQERF

Ava10                        ------------------------------EIYGVIYLKDIVKSGIRERF

Gvi5                         ------------------------------IVYGVIYLKDIVKPGMRERF

7.1BGaEco3                   ------------------------------RVLGVIALKDIVKGGIKERF

Nsp1                         ------------------------------KLQGKIRYSDILRPESREVI

Ava12                        ------------------------------EFQGVIYYTDPLRPESPAVI

Tel2                         ------------------------------HLIGVILYSDPIRNESPEVI

32.8BCyTel1                  ------------------------------HLIGVILYSDPIRNESPEVI

Tel6                         ------------------------------ELVALVFYSNPVRSEAASVI

32.6AEuMsm6                  ------------------------------KLEGIICINDPVRKEARDVI

32.7BVeAmu1                  ------------------------------RAIGMIGVSDPPRPEAAETI

32.3BBaBca1                  ------------------------------QLAAVICISDPLREEAKDVL

32.5BSpTde3                  ------------------------------ELAGIIAIEDPVRSEAKEVV

32.1BBeAar4                  ------------------------------RFLGVLALKDEVRANSAATI

32.2BAcMtu1                  ------------------------------TLVGLISLRDEVRPEAAQVL

6.17AEuMac1                  ------------------------------EIVGLLTFEDKIRPESKKSV

Nsp4                         ------------------------------QVIGIIAIADMIRPEAAATI

Ssp1                         ------------------------------EILGLIAVADTVRPTAAQAI

6.9BFiBsu2                   ------------------------------QIAGCIALKDQIRPEAKEVM

6.11BGaPpu4                  ------------------------------KDLGAIGLLDTPREGAKEAL

Nsp10                        ------------------------------GLLGAIALSDGIRLEATEAL

6.13BCyNsp1                  ------------------------------GLLGAIALSDGIRLEATEAL

Ava11                        ------------------------------ELLGAIALSDGIRLEATEAL

6.1BFiSau1                   ------------------------------TILGVIAVADEVRETSKNVI

6.8BFiLmo1                   ------------------------------KLISIVAVADEVRSSSQHVI

6.12BGaPpu1                  ------------------------------GPLALFAVADTVKDSSRQAI

6.4BBeRme1                   ------------------------------GVQALFAVADTVKENSRQAI

6.14BAlSme6                  ------------------------------RAAGALAMRDEPRADAAAGL

6.2BGaEco4                   ------------------------------DVLGVIALQDTLRADAATAI

Ssp2                         ------------------------------RYGGYILIADEIKEDAVQAI

6.5BCyObr1                   ------------------------------RYAGYILIADELKDDAVQAI

6.10BFiBsu3                  ------------------------------RYAGAIIIADEIKEDAAQAV

6.3BEpHpy1                   ------------------------------TYVGYIVISDEIKDDAIECL

25.1BAcSco3                  ------------------------------RLTGAVLLRDALRRDAPHAV

25.2BAlSme3                  ------------------------------VLAGAFLLADEVRPEVGSVL

25.3BFiEfa3                  ------------------------------TYLGRITFTDTVRPEAKETM

6.16BGaPae5                  ------------------------------RFLGWLLLADSVRAEAAEAL

5.26AEuTvo1                  ------------------------------DVACRFRLRYKLRDDAIETV

Cu1-5.9EFuCal1               ------------------------------HLALIMAARDQLRPETKKVI

Nsp6                         ------------------------------SLAGLIGVQDTTRPDAQTTV

Ter4                         ------------------------------ALLGLIEVSDTLRDDALVTV

Ssp13                        ------------------------------SLVGLLAAQDPLRPDAQATL

Ama3                         ------------------------------TYVGGVAVQDTLRSDAAQTL

Tel3                         ------------------------------QLMAVVTFRDRLRPEAVSTI

Ssp4                         ------------------------------QLQGFLALRDTLRPEAKATI

Pma1                         ------------------------------EPLGLVTIDDRLRPDVSVAL

Cu1.Chl-5.11EViAth34         ------------------------------TLAAVIRFEDKVREDAAQVV

Cu1.Chl-5.12EViAth1          ------------------------------GIIGAIAISDCLRQDAEFTV

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ------------------------------EVSGVIALADRIRPESREAI

Cu2-5.22BAqAae1              ------------------------------KLAGIIALADRIKEESYEAV

5.16BFiEfa1                  ------------------------------EAIGAVALGDELKPTSKDLI

Cu1.Ag.eff-5.2BFiEhi2        ------------------------------KLVAVIALGDVIKPEAKEFI

5.27AKoKcr1                  ------------------------------ALAGIVELEDDPKEGVERAI

Nsp8                         ------------------------------LLMGIVAVADTIKPEAKEAI

Ag.eff-5.4BGaSen1            ------------------------------HLAGLIAISDPVKATTPDAL

Nsp9                         ------------------------------EIAGLMGIADAIKPTSTQAI

Nsp11                        ------------------------------QIQGLMGISDAIKPTSIQAI

Ama4                         ------------------------------QLEAIMGIADALKPTSIEVV

Ter3                         ------------------------------EIEGIFAIADTLKPSSKNVV

Ssp12                        ------------------------------SLVGLLAIADPLKPTSPEAV

Ssp3                         ------------------------------EVKALLAIADAIKPSSPQVV

Gvi2                         ------------------------------RLAAVLAVADPIKPESRAAV

Au2-5.20BGaSen5              ------------------------------QLAAIIAVADPIKPSTPAAI

Cu1.Ag.eff-5.5BGaEco2        ------------------------------KAVALLAVRDPLRSDSVAAL

5.18BFiBsu1                  ------------------------------EAAGLVAVADTIKDTSRKAV

Cu2.Fe3.Pb2-5.19BFiSau2      ------------------------------SLTGIIAVADTVKDHAKDAI

Cu2upt-5.1BFiEhi1            ------------------------------QVLGMIAVADQIKEDAKQAI

5.15BFiEfa2                  ------------------------------ELAGIIAVADTLKENSMKAV

5.23BSpLin1                  ------------------------------IHSAILTLADTLKESTPATI

Cu1.Ag.eff-5.3EMeHsa23       ------------------------------VLCGMIAIADAVKQEAALAV

Cu1.eff-5.6EMeHsa16          ------------------------------ELCGLIAIADTVKPEAELAI

Cu1.Ag.eff-5.7AEuAfu2        ------------------------------RVEGIIAVSDTLKESAKPAV

Cu2.GA-5.17EFuSce13          ------------------------------HVFGLFEINDEVKHDSYATV

Cu1.GA-5.8EFuCal2            ------------------------------EYSGYIELTDALKSGSWEVV

Cd2-5.14EFuSce9              ------------------------------SVTAVYALEDSLRADAVSTI

Cu1.Ag-5.21BAqAae2           ------------------------------KLIGEIILEDSVRKEAKEVV

5.25ACrPae1                  ------------------------------RVRGFVVVGDEIRQEARDVV

5.28ACrApe2                  ------------------------------KPAGVIAIRDEPRPEARETV

5.24ACrSso1                  ------------------------------NAGGIVNIRDKLRDDAKKVI

27.2BSpLbi1                  ------------------------------KMEGSFLLADEVRPGALSFV

27.3BEpNsp1                  ------------------------------KLMALYELSDEIREGAAEAV

27.1BBeNme1                  ------------------------------GFQAVFYLTDPLKDSAAEAV

Cu1-5.13ACrSso2              ------------------------------EPIASFNISDVPRPNLKDYL

Ssp6                         ---------------TLPANTTDDIAEQELTWLGLVGMLDAPRPEVRDAV

Ava3                         ---------------KLSDRDFEDTAETHLTWLGLAGMLDAPRPEVRDAV

Nsp5                         ---------------EVPPEGSDETSEQGMVWLGLVGMLDAPRPEVRAAV

Tel5                         ---------------ELPPPESVETSEQGLTWLGLVGILDPPRPEVLEAV

Ssp11                        ---------------RIPDNG--EEVEHNLVWLGLVGMHDAPRPEAREAV

Ssp8                         ---------------QIPSTPDLIAAEDNLVWLGMVGMLDAPRPEVRLAV

Ava5                         ---------------S----LDIAEIEQDLIFIGLVGMNDPARPEVRDAV

Ama2                         ---------------QSSNGLSPQNLEQDLVLMGLVAMIDPPRPEAKDAV

Gvi3                         ---------------EP---VSANALEEQLVFVGLVGLIDPPRPVVRQAV

2.21BThPmo1                  ---------------TP--HGDIDKLETDLTFIGLIGMIDPPRLEVKDSI

GA-2.19EViAth27              --------------ISYDN-------ENDLTFIGLVGMLDPPREEVRDAM

ER-2.7EMeHsa25               --------------MHLEDSANFIKYETNLTFVGCVGMLDPPRIEVASSV

Ca.Mn.GA-2.13EViAth13        --------------QQLLNPSNYSSIESNLIFVGFVGLRDPPRKEVRQAI

2.8EApPfa2                   --------------LNIKNTDDYYKLEQDLIYLGGLGIIDPPRKYVGRAI

Ssp7                         ---------------PHHHAIDHGDIETGLIFLGLQGMIDPPRPEAIAAV

2.4BCySsp6                   ---------------PHHHAIDHGDIETGLIFLGLQGMIDPPRPEAIAAV

Ama1                         ---------------IHQHSIDHEDIESELMFLGLQGMIDPPRPEAIAAV

Ava2                         ---------------ISQDSLDHADIDKDLVFLGLQGMIDPPRAEAIAAV

Ava4                         ---------------NEQNDVDHADIADGLIFIGLQGMIDPPRESAIKAV

Ssp10                        ---------------SSQTRVDHPDLQEGLIFLGLQGMIDPPRPEAIAAV

GAeff-2.5EMeHsa12            --------------------------LGQLTFLGLVGIIDPPRTGVKEAV

Ca.Mn.GA-2.9EMeHsa2          --------------------------LGRLTFLGLVGIIDPPRVGVKEAV

Ca.Mn.GA-2.16EMeCel2         --------------------------MQSLMFLGMIGMMDPPRPGAADAI

GAeff-2.3EFuSce2             -------------------TPLTEDLIKDLTFTGLIGMNDPPRPNVKFAI

2.6EFuNcr3                   --------------NKSPATNTVEEQYRGLTFAGLVGMSDPPRPGVSRSI

2.23AEuMva3                  --------------------DIKNPSTWKIEIKSLIGFSDPPKEGVKGAV

2.24BAqAae1                  -------------------EPVEDIESLKLKPAGFVGFLDPPKEGVKEAV

Ssp9                         --------------------------EQQLIFVGLVAMFDPPRPEVPEAI

Ava7                         --------------------------EQNLTFIGLVAMFDPPRPEVSDAI

1.5BSpLbi2                   --------------------------EKDMVYLGHCCLSDPIRPTVPDAI

Na.K-1.1EMeHsa13             FPI------------------------DNLCFVGLISMIDPPRAAVPDAV

N.K-1.6EMeSac1               FPT------------------------TDLCFVGLMAMIDPPRAAVPDAV

H.K.NoGas1.4EMeRno1          FPT------------------------SNFCFVGLLSMIDPPRSTVPDAV

H.K.Gas-1.2EMeHsa24          FPS------------------------SGLCFAGLVSMIDPPRATVPDAV

Na-1.3ERaHak1                FPLGEFAMEAERE-KNPPKLPVHDASMQGLIFIGLMALIDPPRPAVPGAV

9.1EFuSce8                   ----------------KNITSNRATAESDLVFLGLIGIYDPPRNETAGAV

9.4EFuZro1                   ---------------------KRSKVEAGLCFLGLIGIYDPPRPESLGAV

9.3EFuDoc1                   ---------------------NRESIESNLIFQGLIGIYDPPRPETAGSV

9.5EFuUma1                   ------------------EELEREDVEANMTFLGLVGLYDPPRPETAGAV

9.2EFuSpo3                   --------------------LPRDVAESSLEFVSLVGIYDPPRTESKGAV

9.6EFuUma2                   AGTISTTDKKLSDSADAAPGLSRAAAEQDFVFIGLLGIYDPPRAETRAAV

Ava8                         ---------------NQPNSLPEKQHDFVFAFLGLVGMADPVRPTVAPAI

30.4BCyAva17                 ---------------NQPNSLPEKQHDFVFAFLGLVGMADPVRPTVAPAI

30.3BSpLbi4                  ---------------SILKEIPEDRKSVSYELYGLLSFVDPIREIVPSAV

30.2BBaFjo5                  ---------------FEGNDFPERQQDFEFEFLGLVVFYDPPKEGIREVF

Ava1                         -----------------DQLTYSVVDESNLILLGFIAFLDPPKESAAQAI

4.1BGaSen1                   -----------------REGDYQRIDESDLILEGYIAFLDPPKETTAPAL

4.2BSpLin3                   -----------------EQSKIEKLEEKNMVFLGMLSFYDPPKTKIKETI

Ter2                         ---------------------CELEQYDDLVWLGFVAIADPVREEVPLAV

2.22BFiSth8                  ------------------------------VLIGIVCIRDNVRSSIKQTV

PMeff-2.1EMeHsa11            -------------DDTEPSWDNENEILTELTCIAVVGIEDPVRPEVPDAI

PM-2.25EMeHsa1               ------------AGEPEPEWDNENDIVTGLTCIAVVGIEDPVRPEVPDAI

PM-2.15EMeCel1               ----------EFAEDSDIDWDDEDAMYQNFTGIAICGIQDPVRPEVPVAI

Vac-2.17EnoDdi23             ------------------ECDFKEPPENNLVFIGIVGIKDPLRPEVPEAV

PM-2.10EViAth45              -------------PTG-EELSKWVLPEDDLILLAIVGIKDPCRPGVKDSV

PM-2.14EViAth40              -------------PKEQEDLDKWALPEDELILLAIVGIKDPCRPGVREAV

Chl-2.11EViAth32             -------------LEA-------PIPSGGYTCIGIVGIKDPVRPGVKESV

PM-2.12EViAth11              -------------PDD-------AIPASGFTCVGIVGIKDPVRPGVKESV

Vac-2.2EFuSce6               ----------DKDSPNIAALDLLFNSQKGLILDGLLGIQDPLRAGVRESV

Vac-2.18EApTgo1              ----------DWRERCAAPHQMFMKGETQLTCLGIAGIEDPVRDEVPGAV

3.1EFuNcr1                   -----------------------KRGEGSWEILGIMPCMDPPRHDTYKTV

3.6EFuSce5                   -----------------------KRGEGHWEILGVMPCMDPPRDDTAQTV

3.4AEuMja1                   -----------------------VYKNGRWHFAGIIPLYDPPREDAPLAV

3.7EViAth21                  -----------------------ESPGGPWEFVGLLPLFDPPRHDSAETI

3.2ETrLma9                   -----------------------TDQQGRWHMAGILTFLDPPRPDTKDTI

3.5ETrTbr5                   -----------------------TDSAGRWHLCGILTFLDPPRPDTKETI

Ter1                         -------------------------LPTELFPLGIISFQDELRPEARETI

23.3BCyTer4                  -------------------------LPTELFPLGIISFQDELRPEARETI

Tel1                         -------------------------LPSGLEPLAVIWVGDRLRPQCREVL

23.1BAcSco4                  -------------------------VAEGVEPTALVVLEQRLRPDAADTL

23.2BFiEfa2                  -------------------------AAE-VQPLGYILLWNPIRKEAKATF

24.3BDeHoc1                  --------------------------VAALCFRGFVAFADPVRESARKAV

24.4BGaHch1                  --------------------------VSRLIFRGFLALADPVRESARDAL

24.1BAcMbo1                  ------------------------AVAHDLELIGYVGLADTARPSSRPLI

15.1EnoDdi18                 ----------------------RSMVERDLMFLGFIIMENKIKPETAGAL

16.1EOlTth26                 ----------------------RDEVENELTFAGLLIMENKLKPITTDII

14.1EFuSce15                 ----------------------REEVESNLEFLGFIIFQNKLKKETSETL

13.1EMeHsa8                  ----------------------RDTVEGDLSLLGLLVMRNLLKPQTTPVI

8.1EMeBta1                   -------------NRLLKLEESYELIEKNLQLLGATAIEDKLQDQVPETI

8.8EMeMmu1                   -------------DRAQRLEECYEIIEKNLLLLGATAIEDRLQAGVPETI

8.2EFuSce10                  -------------NRAEKLDEAANLIEKNLILIGATAIEDKLQDGVPETI

8.6EViAth15                  -------------DREKKLDEVAELIEKDLILIGSTAIEDKLQEGVPTCI

8.4EFuSce14                  -------------NREDELEVVADSIERELILLGGTAIEDRLQDGVPDCI

8.5EFuSce4                   -------------NREEELDKVTDVIERELILLGGTAIEDRLQDGVPDSI

8.7EViAth19                  -------------GRAGLLRKVAGNIETNLRIVGATAIEDKLQRGVPEAI

Nsp3                         ------------------------------LMVGRTPEFLGRKIEKREVV

Nsp7                         ------------------------------LMVGRTPEIFGRKIEKREIV

Gvi4                         ------------------------------LMVGRTPEIFGRKLEKREVA

32.4BFuFnu1                  ------------------------------KIIGLIGVSDPPRENIKKAI

6.7EViAth1                   -----------------------------ETLAGVFNLSDACRSGVAQAM

8.3ETrLdo1                   ---------KSLHNRSSNIDKVCLEMEQDMRLVGATAIEDKLQDEVPETL

Mn.Cd-3.3BFiLpl1             ------------------------------VLQGVLILQDQPRPDSAAAL

28.1BGaLpn4                  ------------------------------TVIGQIALIDPLREDAIATV

29.1BDeBba2                  ------------------------------QSLCRLYFLDELRQDSAQAV

29.2BBaFjo4                  ------------------------------LYLGKFVFQNQYREGLEKLF

30.1BDeBba3                  -----------------------QEPGAELEFCGLLAFEDPARPEVAGAM

31.1BGaMca11                 ------------------------------RIGGALELQAAVRPEVKDIV

Tel4                         ----------------------------------LGGTTEVTRDRLPDLQ

Ava6                         -----------------------GNHETDLIWLGLVGMADPIRRGAKALI

12.1ERhCme8                  TARN-----------ATPLTWSRQRLERSLTLYGLAVLENRLKPDTAAAL

24.2BChTro1                  -----------------------LEDPTDLRLIGFLGLSDPLRPTVPDAV

6.6EViAth26                  ------------------------------QKVTLIHLEDQPRPGVSGVI

26.1BAcCdi2                  ------------------------------KDRGVITLFNAVKDDAVDAV

11.1EFuEcu1                  -----------------------ASDESEMKFLALIVFSNKLKENSRRTV

17.1EFuSpo12                 -----------------------STLESNVTFQGLFVLESPLRESSKDVI

18.1EApCpa6                  ----------------------RNEAEERLNFIGLMVFANKLRPSTIDVI

19.1EOlTth19                 N----------------TNNLQPESIESEMNFLGFVFFENPLKEATAQTL

20.1EOlTth57                 -----------------------EEVEKDIQFAGLFVLKNKLKVDTADVI

31.2BGaMca1                  ---------------------PCDIALLSESLDPLVALMELARSHDANVV

10.1EFuSce3                  ----------------------RDDVESELTFNGFLIFHCPLKDDAIETI

2.20BFiCac3                  ---------------------SDENIESNLVFVGLIGFESIFKEDVENAV

21.1EBaTps13                 ------------------------SLEDHLSFVGFACFNAAMRVSTPRVI

22.1EApCpa2                  -------------------TLSYKHLSSSFIPLGLAQLHSPIRPEAKLVL

Nsp2                         EQLRRMGVK-TIMLTGDNH----ITASVIAQEAGVDD-------------

Ava9                         DQLRRMGVK-TIMLTGDNR----ITASVIAEEAGVDD-------------

Ssp5                         NQLRRMGVR-TVMLTGDNR----ITASVIAKEAGVDD-------------

Ava10                        DQLRRMGVR-TIMLTGDNH----ITASVIAQEAGVDD-------------

Gvi5                         EQLRRMGIK-TVMLTGDNR----ITASVIAAEAGVDD-------------

7.1BGaEco3                   AQLRKMGIK-TVMITGDNR----LTAAAIAAEAGVDD-------------

Nsp1                         SQLMTVEGVEVHMLTGDNK----RTAMTVAAELGIAPA------------

Ava12                        EKLQTEYGMEIHLLTGDNQ----QRAMAVAAELHLPLS------------

Tel2                         RELKG-AGITPHMLTGDIG----RVARAVAKDLGIAPN------------

32.8BCyTel1                  RELKG-AGITPHMLTGDIG----RVARAVAKDLGIAPN------------

Tel6                         AALQQ-RHIECYMVTGDHH----EVANAVGYATGFRPG------------

32.6AEuMsm6                  EELKKLGIENVIMLTGDSE----SGAKSSAEALGIT--------------

32.7BVeAmu1                  ARLKRQGISSIIMLTGDSE----SAARAISRQLGIT--------------

32.3BBaBca1                  ATLRALGISNTVMLTGDSH----RTAAAIAAQVGVD--------------

32.5BSpTde3                  SELHKLGIKNIIMLTGDGP----QTARSIAEKTGID--------------

32.1BBeAar4                  LRLRELGARRILMLTGDHR----ERAEELAEHLGLD--------------

32.2BAcMtu1                  TKLRANGIRRIVMLTGDHP----EIAQVVADELGID--------------

6.17AEuMac1                  KDLHKLGIKT-IMVTGDSK----AVAERIAKILGID--------------

Nsp4                         TRLRKSGIEQIVMITGDNQ----RTAESVAQAVGID--------------

Ssp1                         ARLKRLGIERIVMLTGDNS----RTAHSIAQQVGVN--------------

6.9BFiBsu2                   EELNRLGIK-TAMLTGDHE----DTAQAIAKEAGMT--------------

6.11BGaPpu4                  QKLREMGIERMVMISGDHN----RVAEAVAKQVGLD--------------

Nsp10                        RQLQRVGLKRLVMLTGDRA----SVAKQIAQQVGIT--------------

6.13BCyNsp1                  RQLQRVGLKRLVMLTGDRA----SVAKQIAQQVGIT--------------

Ava11                        RQLKRMGLNRLVMLSGDRT----PVAQQIAQQVGIT--------------

6.1BFiSau1                   QKLHQLGIKQTIMLTGDNQ----GTANAIGTHVGVS--------------

6.8BFiLmo1                   KRLHELGIEKTIMLTGDNQ----ATAQAIGQQVGVS--------------

6.12BGaPpu1                  AELHQLGIK-TVMLTGDNP----HTAQAIAAVVGID--------------

6.4BBeRme1                   ADLHTLGVK-TMMLTGDNP----HTATAIAGQVGID--------------

6.14BAlSme6                  RALADQGLR-VVMLTGDNR----ATAEAIAGRLGGI--------------

6.2BGaEco4                   SELNALGVK-GVILTGDNP----RAAAAIAGELG-L--------------

Ssp2                         RDLKRMGVEKTVMLTGDSE----IVAQSVAQQIGLD--------------

6.5BCyObr1                   RDLKKLGVERIVMLTGDNQ----AVADSVARKLGLD--------------

6.10BFiBsu3                  ADLKSLGIKQTAMLTGDSK----QTGEAVGKQLGIG--------------

6.3BEpHpy1                   RDLKVQGIENFCILSGDRK----SATESIAQTLGC---------------

25.1BAcSco3                  RRLRSAGIERLVMLTGDRA----ATAQEVAAVLGLD--------------

25.2BAlSme3                  RQLREAGVRRIVLATGDRT----ELAESLQSFLRLD--------------

25.3BFiEfa3                  EKLHQLHLQRILMLTGDQE----SVAETIAAEVGIT--------------

6.16BGaPae5                  ADLRELGLGRQLLLTGDRR----AVADAVAKQVGIR--------------

5.26AEuTvo1                  SALKKMEIK-VSVLSGDTS----KEAKSVLEPLKLDE-------------

Cu1-5.9EFuCal1               EFLKHKDIE-CWMITGDNK----LTADAIAKEIGIEN-------------

Nsp6                         DKLRQMGLR-VILLSGDRP----EAAHAIAQQLGIDRA------------

Ter4                         KSLQDVGLK-VMLLTGDRA----CVAKVIAQQLGLTAE------------

Ssp13                        QQLRKMGLQ-VVLLTGDRA----EVAHQVAEALQVPGI------------

Ama3                         KDLKGLGLR-IQMLTGDQA----ETAHIVAQELGLDPT------------

Tel3                         QALQAQGYE-IHVLTGDTA----KAAQQLLEPLGLLPV------------

Ssp4                         AQLKQWGIA-PLLLTGDHP----AIAQAIAMEVGIE--------------

Pma1                         DRLREQGMT-LAMLSGDRR----QAVERLGEQLGFQSH------------

Cu1.Chl-5.11EViAth34         ENLTRQGID-VYMLSGDKR----NAANYVASVVGINHE------------

Cu1.Chl-5.12EViAth1          ARLQEKGIK-TVLLSGDRE----GAVATVAKNVGIKSE------------

Gvi1                         ----------MVMLTGDSN----PVTRWVAGELGID--------------

Cu1.Ag.eff-5.10AEuAfu1       SKLKAIGIK-CMMLTGDNR----FVAKWVAEELGLD--------------

Cu2-5.22BAqAae1              RSLKELGKK-VVMITGDSE----EVAKYVAKELEMD--------------

5.16BFiEfa1                  QALKKNKIQ-PIMATGDNE----KAAQGTAEILGI---------------

Cu1.Ag.eff-5.2BFiEhi2        QAIKEKNII-PVMLTGDNP----KAAQAVAEYLGIN--------------

5.27AKoKcr1                  EELKGMGYE-VHMLTGDRR----AVASKLSERLGID--------------

Nsp8                         AALRREKVK-VVMLTGDNQ----RTAEAIARQLGIDK-------------

Ag.eff-5.4BGaSen1            KALRQAGIR-IVMLTGDNQ----LTAEAVARKLGIDE-------------

Nsp9                         RALQKLGLE-VVMLTGDNR----RTAESIAREVGIKR-------------

Nsp11                        SALQKLGLE-VVMLTGDNR----RTAETIAREVGIKR-------------

Ama4                         QTLKQMGLE-VVMLTGDNQ----RTAGAIAAQAHIEQ-------------

Ter3                         QTLQKMGIE-VVMLTGDNR----RTAEAIGAEVGISK-------------

Ssp12                        QQLQQMGLE-VILLTGDNP----TTAQAVARQAGIQR-------------

Ssp3                         QALKKLGLS-VYMLTGDNQ----ATAQAIADTVGIRH-------------

Gvi2                         EQLHRQGLE-VVMVSGDNR----RTAEAIARELGIET-------------

Au2-5.20BGaSen5              NALHQLGIK-VAMITGDNA----RTAQAIARQLGIDD-------------

Cu1.Ag.eff-5.5BGaEco2        QRLHKAGYR-LVMLTGDNP----TTANAIAKEAGIDE-------------

5.18BFiBsu1                  ARLKELGLD-VIMMTGDNR----RTAEAIAKEAGIAN-------------

Cu2.Fe3.Pb2-5.19BFiSau2      KQLHDMGIE-VAMLTGDNK----NTAQAIAKQVGIDT-------------

Cu2upt-5.1BFiEhi1            EQLQQKGVD-VFMVTGDNQ----RAAQAIGKQVGIDSD------------

5.15BFiEfa2                  KELRRRGVE-VIMITGDNK----RTAKAIAKQVGIDS-------------

5.23BSpLin1                  EKLKSLGIE-VYMITGDNE----RTARVISKDCGIER-------------

Cu1.Ag.eff-5.3EMeHsa23       HTLQSMGVD-VVLITGDNR----KTARAIATQVGINK-------------

Cu1.eff-5.6EMeHsa16          HILKSMGLE-VVLMTGDNS----KTARSIASQVGITK-------------

Cu1.Ag.eff-5.7AEuAfu2        QELKRMGIK-VGMITGDNW----RSAEAISRELNLDL-------------

Cu2.GA-5.17EFuSce13          QYLQRNGYE-TYMITGDNN----SAAKRVAREVGISFE------------

Cu1.GA-5.8EFuCal2            NYLKTQGYI-VGMVTGDNR----GAALKIAQEVGIPFD------------

Cd2-5.14EFuSce9              NLLRQRGIS-LHILSGDDD----GAVRSMAARLGIESS------------

Cu1.Ag-5.21BAqAae2           EFLKGKGIN-VILLTGDTK----ENAQRIAKELGIK--------------

5.25ACrPae1                  ERLKRWGYQ-PVIISGDHE----VAVAKVAERLGIGKY------------

5.28ACrApe2                  DWLEKLGLK-VMMLTGDSE----GTARAIARELDIEEY------------

5.24ACrSso1                  SYLKGRGIR-IIIATGDSS----NYADEIGKELGVEVR------------

27.2BSpLbi1                  SLLKEMIPK-IAILSGDRF----SAVKFIANSLGIQQ-------------

27.3BEpNsp1                  AKIKEMGLE-VWMLTGDNE----KTAQKVAKLVGIDQ-------------

27.1BBeNme1                  RQLAGKNLT-LHILSGDRE----TAVAETARALGVAH-------------

Cu1-5.13ACrSso2              EKLKNEGLK-IIILSGDKE----DKVKELSKELNIQE-------------

Ssp6                         AKCRAAGIR-PVMITGDHP----LTAQAIALDLGIAEPGARVVTS-----

Ava3                         AKCRTAGIR-TVMITGDHQ----LTAQAIAQDLGIAKVGDRSLTG-----

Nsp5                         QECREAGIR-PIMITGDHQ----LTARAIATDLGIAQEGDRVLTG-----

Tel5                         ATCRTAGIR-PIMITGDHQ----LTAQAIASQIGICEWGDPTLTG-----

Ssp11                        ARCREAGIR-TLMITGDHQ----LTAVAIARQLGILESEDQAIDG-----

Ssp8                         EKSLAAGIR-TVMITGDHP----LTALAIAKDLGINQAGDRFLTG-----

Ava5                         LLCKQAGIR-PVMITGDHP----LTAQYIAQEVGIATG-DFILTS-----

Ama2                         FLCQTAGIR-PVMITGDHP----ITANAIAQQLKISS--RPPLTG-----

Gvi3                         QTCLRAGIR-PVMITGDHP----LTACSIARELGISDG-GVVLSG-----

2.21BThPmo1                  FLCKQAGIK-TIMITGDHK----NTAFAIAKELGITDDPSQVISG-----

GA-2.19EViAth27              LACMTAGIR-VIVVTGDNK----STAESLCRKIGAFDNLVDFSGM-----

ER-2.7EMeHsa25               KLCRQAGIR-VIMITGDNK----GTAVAICRRIGIFGQDEDVTSK-----

Ca.Mn.GA-2.13EViAth13        ADCRTAGIR-VMVITGDNK----STAEAICREIGVFEADEDISSR-----

2.8EApPfa2                   RLCHMAGIR-VFMITGDNI----NTARAIAKEINILNKNEGDDEKDNYTN

Ssp7                         HACHDAGIE-VKMITGDHI----STAQAIAKRMGIAAEGDGIAFE-----

2.4BCySsp6                   HACHDAGIE-VKMITGDHI----STAQAIAKRMGIAAEGDGIAFE-----

Ama1                         HACQAAGIQ-IKMITGDHI----ATARTIAQRMGIQKAEQVVAFG-----

Ava2                         AACQNAGIQ-VKMITGDHA----ATAQAIAQRMGFNQNGEVLAFT-----

Ava4                         QACQTAGIQ-VKMITGDHA----ITAQAIARRMGINKNGSVLAFT-----

Ssp10                        RSCQTAGMQ-VKMITGDHV----LTAQAIAEQMGLGGGKPVQAYS-----

GAeff-2.5EMeHsa12            TTLIASGVS-IKMITGDSQ----ETAVAIASRLGLYSKTSQS--------

Ca.Mn.GA-2.9EMeHsa2          QVLSESGVS-VKMITGDAL----ETALAIGRNIGLCNGKLQA--------

Ca.Mn.GA-2.16EMeCel2         SIVKASGVD-VKLITGDAM----ETAQSIGQSLGILSSSDSC--------

GAeff-2.3EFuSce2             EQLLQGGVH-IIMITGDSE----NTAVNIAKQIGIPVIDPKL--------

2.6EFuNcr3                   RKLMRGSVK-VIMITGDAE----TTAVAIGKQLGMSVTTPAVGTSGVR--

2.23AEuMva3                  STAKSAGIR-VIMITGDNS----LTAKKIATEVGIYSEGDGLLSG-----

2.24BAqAae1                  VNARRAGIR-VIMITGDNL----KTAVAVAKQTEIYREGDLAVEG-----

Ssp9                         ARCHGAGIA-ITMVTGDYG----LTAEAIARSIGLVKEKV----------

Ava7                         AECHAAGIK-VSMVTGDYG----LTAEAIARQIGLVNNSV----------

1.5BSpLbi2                   TKCHTAGIR-ILMITGDHP----LTAESVGRSIGIGGEKP----------

Na.K-1.1EMeHsa13             GKCRSAGIK-VIMVTGDHP----ITAKAIAKGVGIISEGN---ETVEDIA

N.K-1.6EMeSac1               GKCRSAGIK-VIMVTGDHP----ITAKAIAKGVGIISEGN---ETIEDIA

H.K.NoGas1.4EMeRno1          SKCRSAGIK-VIMVTGDHP----ITAKAIAKSVGIISANN---ETVEDIA

H.K.Gas-1.2EMeHsa24          LKCRTAGIR-VIMVTGDHP----ITAKAIAASVGIISEGS---ETVEDIA

Na-1.3ERaHak1                EKCKTAGVK-VIMVTGDHP----VTAQAIAQKVGILWSKTRAEAMAHNEA

9.1EFuSce8                   KKFHQAGIN-VHMLTGDFV----GTAKAIAQEVGILPTNLYHYSQEIVDS

9.4EFuZro1                   KKFHKAGIN-VHMLTGDFP----GTAKAIAQEVGILPTNLYHYPKEVVDV

9.3EFuDoc1                   KSCHNAGIN-VHMLTGDHP----GTAKAIAQEVGILPHNLYHYSEEVVKA

9.5EFuUma1                   RKCKEAGIT-VRMLTGDHP----GTAKAIAVDVGIVPRNTTRFSKAELDS

9.2EFuSpo3                   ELCHRAGIR-VHMLTGDHP----ETAKAIAREVGIIPP-FISDRDPNMSW

9.6EFuUma2                   EACKRAGII-VHMLTGDHP----ATAHAIAKEVAIVDG-------SEGAS

Ava8                         TECYTAGIR-VVMITGDYP----ATAQNIARQIGLTPATEVITG------

30.4BCyAva17                 TECYTAGIR-VVMITGDYP----ATAQNIARQIGLTPATEVITG------

30.3BSpLbi4                  KTAYDSGIR-VIMITGDYP----ETAKNIAKQIGLKNSDLVYTG------

30.2BBaFjo5                  RHIYEAGIK-VKVITGDNA----DTTRSIASQAGIVNTAEVLNG------

Ava1                         NALNRNGIQ-VKILTGDNE----IITRKTCKDVGLYVHHTLLG-------

4.1BGaSen1                   KALKASGIT-VKILTGDSE----LVAAKVCHEVGLDAGDVVIG-------

4.2BSpLin3                   TNLKNLGVT-LKVITGDNR----FVAMNLSSQIGLENPNILSG-------

Ter2                         EICRKAGVK-VKMITGDSR----LTAIEIAREIGIISEDE--DND-----

2.22BFiSth8                  ETMNRAGVQ-VVMVTGDRK----ETAVAIAKEAGIVTG----END-----

PMeff-2.1EMeHsa11            AKCKQAGIT-VRMVTGDNI----NTARAIATKCGILTPGDDF--------

PM-2.25EMeHsa1               KKCQRAGIT-VRMVTGDNI----NTARAIATKCGILHPGEDF--------

PM-2.15EMeCel1               SKCKKAGIT-VRMVTGDNI----MTARAIAMSCKILEPGEDF--------

Vac-2.17EnoDdi23             EICKRAGIV-VRMVTGDNL----VTAQNIARNCGILTEGG----------

PM-2.10EViAth45              VLCQNAGVK-VRMVTGDNV----QTARAIALECGILSSDADLSEP-----

PM-2.14EViAth40              RICTSAGVK-VRMVTGDNL----QTAKAIALECGILSSDTEAVEP-----

Chl-2.11EViAth32             AICKSAGIT-VRMVTGDNL----TTAKAIARECGILTDDG----------

PM-2.12EViAth11              ELCRRAGIT-VRMVTGDNI----NTAKAIARECGILTDDG----------

Vac-2.2EFuSce6               QQCQRAGVT-VRMVTGDNI----LTAKAIARNCAILSTDISSEAY-----

Vac-2.18EApTgo1              AQCQRAGIK-VRMVTGDNI----ITAKAIAKRCEIFHEESGG--------

3.1EFuNcr1                   CEAKTLGLS-IKMLTGDAV----GIARETSRQLGLGTNIYN-AERLGLG-

3.6EFuSce5                   SEARHLGLR-VKMLTGDAV----GIAKETCRQLGLGTNIYN-AERLGLG-

3.4AEuMja1                   KKIKELGVI-IKMVTGDHV----AIAKNIARMLGIGDKIISISELLKKL-

3.7EViAth21                  RRALNLGVN-VKMITGDQL----AIGKETGRRLGMGTNMYPSAALLGTD-

3.2ETrLma9                   RRSKEYGVD-VKMITGDHL----LIAKEMCRMLDLDPNILTADKLPQIK-

3.5ETrTbr5                   RRSRQYGVD-VKMITGDHV----LIAKEMCRMLDLDPNILTAEKLPKV--

Ter1                         EGFSKVGIK-IKVISGDNP----QTVATLALQAGLSSNIQVISGSE----

23.3BCyTer4                  EGFSKVGIK-IKVISGDNP----QTVATLALQAGLSSNIQVISGSE----

Tel1                         ARFQQAGIQ-VKIISGDHP----ETVVALGKQVGLDGGAIAISGAE----

23.1BAcSco4                  RYFADQDVR-AKVISGDNA----VSVGAVAAKLGLSGAT--VDARR----

23.2BFiEfa2                  EYFAEQNVA-IKVISGDNP----LTVSNVAQAAGIIGAENYVDART----

24.3BDeHoc1                  DDLLRAGVA-IVMVTGDHP----STAQAIAEELGIANADAVMTGAE----

24.4BGaHch1                  NLLREAGVK-VKMITGDHP----VTAEAIARDLHMDGRDAVLTGAQ----

24.1BAcMbo1                  EALLDAERN-VVLITGDHP----ITARAIARQLGLPADARVVTGAE----

15.1EnoDdi18                 KVLKDANIR-IIMVTGDNV----LTAVSVSRECGLVTKEKTIFSSQLVND

16.1EOlTth26                 QELQSANIR-TIMVTGDNA----LTAISVGRQCKIIDENKRVYFGDISDD

14.1EFuSce15                 KSLQDANIR-TIMCTGDNI----LTAISVGREAGLIQCSR-VYVPSINDT

13.1EMeHsa8                  QALRRTRIR-AVMVTGDNL----QTAVTVARGCGMVAPQEHLIIVHATHP

8.1EMeBta1                   ETLMKADIK-IWILTGDKQ----ETAINIGHSCKLRRKNMGMIVINEGS-

8.8EMeMmu1                   ATLLKAEIK-IWVLTGDKQ----ETAINIGYSCRLVSQNMALILLKEDS-

8.2EFuSce10                  HTLQEAGIK-IWVLTGDRQ----ETAINIGMSCRLLSEDMNLLIINEET-

8.6EViAth15                  ETLSRAGIK-IWVLTGDKM----ETAINIAYACNLINNEMKQFVISSETD

8.4EFuSce14                  ELLAEAGIK-LWVLTGDKV----ETAINIGFSCNLLNNEMELLVIKTTGD

8.5EFuSce4                   ALLAEAGIK-LWVLTGDKV----ETAINIGFSCNVLNNDMELLVVKASGE

8.7EViAth19                  ESLRIAGIK-VWVLTGDKQ----ETAISIGFSSRLLTRNMRQIVINSNS-

Nsp3                         LASFLILLVHPIAIMIPSA----ITLAFSEQLAGISNPG-----------

Nsp7                         LAS-LILLIHPIVVLIPSA----IALAYPFSLSGISNPS-----------

Gvi4                         LAS-IIFLVHPVIILVPTA----IALAIPG-LAGNSNPG-----------

32.4BFuFnu1                  NRLRNYGVDDIVLLTGDLR----QQAETIASRMSIDR-------------

6.7EViAth1                   KELKSLGIK-IAMLTGDNH----AAAMHAQEQLGNAMD------------

8.3ETrLdo1                   SFFLSAGVI-IWMLTGDKR----ETAVTIAATSTLCDPRNDFIDHIDIG-

Mn.Cd-3.3BFiLpl1             KRIQHRGVK-TIMLTGDNL----KTAQAVADAVGLKGQVVSYQTFKTHSR

28.1BGaLpn4                  KQLKRLGKS-VHICTGADQ----ATAEKYAALLGIPKDNICAN-------

29.1BDeBba2                  QELNKRGMN-CFLLSGDKK----SRVYQAANQCGIAREN-----------

29.2BBaFjo4                  ATLSKEYNI--KVLSGDND----GERNTLEEILPNNT-------------

30.1BDeBba3                  EYCRRNGIR-VLMITGDHP----ETSAAIAKDAGLTIAEPVVVSAE----

31.1BGaMca11                 AGLRARGVKHLAIISGDHE----APTRKLAEELGMDR-------------

Tel4                         AYLVSQRRRVGWISFGETC----SCPEPTWLPIRWQP-------------

Ava6                         ADFHHAGID-TVMITGDQS----PTAYAIAKELELNRDTQLEILDS----

12.1ERhCme8                  HELRHRADLHCLMVTGDHI----RTAVSVARQSGMMDRDARVIIADELN-

24.2BChTro1                  ARCRRAGVR-VVMITGDHP----ATASTIARAAGLTEDERVITG------

6.6EViAth26                  AELKSWARLRVMMLTGDHD----SSAWRVANAVGIT--------------

26.1BAcCdi2                  DDLEAQGIE-TMMLSRDTY----PVARRYGDSVGVS--------------

11.1EFuEcu1                  DELNKANIR-NIMCTGDNI----LTAISVGKECRIVEEFVPVIFPVLEEN

17.1EFuSpo12                 SSLLRSKME-VSICSGDSL----FTSVFVAKHCGALDSCNFIYTAELADS

18.1EApCpa6                  STLKDANIN-CIMSTGDHI----FTSVAVAQECGIFSSYSSIGGGQSNKK

19.1EOlTth19                 QQLKEAKIN-IIMATGDNP----QTALSVGEKCHFFDFEDNVTFINLAQL

20.1EOlTth57                 QQLQNGNIL-CKIISGDNL----LTTVQCAKEARILSNESSNVLIFNSMS

31.2BGaMca1                  SACRMAAIPNLLCIAGAFAGILNGITSGIIANLGVVNVDRRLRRNLQMAK

10.1EFuSce3                  KMLNESSHR-SIMITGDNP----LTAVHVAKEVGIVFGETLILDRAGKSD

2.20BFiCac3                  EKCFVNSVK-PIIFTEDGK----LTAISMGRKIKVVKDATEVLSG-----

21.1EBaTps13                 GELKAADLK-VTMLTGDDL----YASISAAKKAGIFPQPLANVHVLKVNA

22.1EApCpa2                  KLLKNGNFH-CPIITGDNIN----SAIVVAKELGMIFNRFASCYIDLENN

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   NKNTQI--------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             ARLNIP--------------------------------------------

N.K-1.6EMeSac1               ARLNIP--------------------------------------------

H.K.NoGas1.4EMeRno1          KRRNIA--------------------------------------------

H.K.Gas-1.2EMeHsa24          ARLRVP--------------------------------------------

Na-1.3ERaHak1                YQLNPGD-------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 P-------------------------------------------------

16.1EOlTth26                 PKQYNRIVWKDFENGNKILNEDNLEPVGGVVKYQEDNVPEIEEEKKIFEQ

14.1EFuSce15                 P-------------------------------------------------

13.1EMeHsa8                  E-------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  AIREAEERGDQV--------------------------------------

8.4EFuSce14                  DVKEFGSEPSEIVD------------------------------------

8.5EFuSce4                   DVEEFGSDPIQVVN------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 G-------------------------------------------------

18.1EApCpa6                  IVIGDIIGSQSGEECIRWTMMNCNYKNIKVFNSIQEILEKYSLENINWVI

19.1EOlTth19                 GNNKRLTLTNSKFNTYAEVSEVDELDEYLSDELSSFNSTDSQENKDQSEQ

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  G-------------------------------------------------

10.1EFuSce3                  D-------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 SG------------------------------------------------

22.1EApCpa2                  LVWEIENSKRKVKFSLKNKNKIRALSG-----------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 AQFLEEEDRRISKFHRKRSSQSKKSIIQMNSIIIPANKKSYRERAKTISM

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  TG-----QCLRLLHKLHNTFELEYLDLSNDPERPPNHNNHTFSFFNYNKK

19.1EOlTth19                 PFGKDKEQLKLLKSLKQAEELNSQGRPRDLISKNENDERKKLSNKESSQV

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             ---------------------------------------------V----

N.K-1.6EMeSac1               ---------------------------------------------I----

H.K.NoGas1.4EMeRno1          ---------------------------------------------V----

H.K.Gas-1.2EMeHsa24          ---------------------------------------------V----

Na-1.3ERaHak1                ---------------------------------------------A----

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 -----------------------------------------------VTG

16.1EOlTth26                 IQQDETLQKHGMESLIEDKKSIFENSR--------------NLSHVKSTG

14.1EFuSce15                 ------------------------------------------------LH

13.1EMeHsa8                  ------------------------------------------------RG

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  AERFYRQIRNNHQSLPCWMTLRSNTRE--------------SSSNRLERI

19.1EOlTth19                 DDIELKDNILIQQKSSGNKSQTKDILNGEIKQKCKVNEKQDQLYICDKNS

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------RDLDNCSEKELAEIVHT-------------

Ava3                         --------------------QELQKLTQPELEVQVQQ-------------

Nsp5                         --------------------QELQRMDDQELEQQVDL-------------

Tel5                         --------------------RTIEKMSSEELDAVTPT-------------

Ssp11                        --------------------RTLSRLSFEELLQTVQT-------------

Ssp8                         --------------------QTLEQLQQSDLEAQVEE-------------

Ava5                         --------------------NDLSHLSPEALGNLVEE-------------

Ama2                         --------------------QDLTQLNEAQLSESVQQ-------------

Gvi3                         --------------------EQLSRMSAEQLAADVET-------------

2.21BThPmo1                  --------------------VELDKLTEEELISKIDN-------------

GA-2.19EViAth27              ----------------SYTASEFERLPAVQQTLALRR-------------

ER-2.7EMeHsa25               ----------------AFTGREFDELNPSAQRDACLN-------------

Ca.Mn.GA-2.13EViAth13        ----------------SLTGIEFMDVQDQKNHLRQTG-------------

2.8EApPfa2                   ---------------CCYNGREFEDFSLEKQKHILKNTP-----------

Ssp7                         -------------------GRQLATMGPAELAQAAED-------------

2.4BCySsp6                   -------------------GRQLATMGPAELAQAAED-------------

Ama1                         -------------------GQQLASMDDHQLAQAVEE-------------

Ava2                         -------------------GAQLAQMSQTQLATAIED-------------

Ava4                         -------------------GAELAKMDKTELAQVAEE-------------

Ssp10                        -------------------GRDLEQLSPEEFVEAANR-------------

GAeff-2.5EMeHsa12            -----------------VSGEEIDAMDVQQLSQIVPK-------------

Ca.Mn.GA-2.9EMeHsa2          -----------------MSGEEVDSVEKGELADRVGK-------------

Ca.Mn.GA-2.16EMeCel2         -----------------LSGQQVDQMSDHDLELVIRQ-------------

GAeff-2.3EFuSce2             ---------------SVLSGDKLDEMSDDQLANVIDH-------------

2.6EFuNcr3                   ---------------SVLRGDEIDAMTDEELAAAMDH-------------

2.23AEuMva3                  --------------------VDIEKLDDEELKDALKG-------------

2.24BAqAae1                  --------------------KDLSKYSDAELYNLLKR-------------

Ssp9                         ---------------RVVTGDGLTHLSDAQLRQILKYRS-----------

Ava7                         ---------------RIVTGEGMGNLSDAQLRQIVKYRS-----------

1.5BSpLbi2                   ---------------VVITGVQIDQMTDVSLREWVRKGE-----------

Na.K-1.1EMeHsa13             -----SQVNPRDAKACVVHGSDLKDMTSEQLDDILKYHT-----------

N.K-1.6EMeSac1               -----GQVNPRDAKACVVHGSDLKDLSTEVLDDILHYHT-----------

H.K.NoGas1.4EMeRno1          -----EQVNKREAKAAVVTGMELKDMTPEQLDELLTNYQ-----------

H.K.Gas-1.2EMeHsa24          -----DQVNRKDARACVINGMQLKDMDPSELVEALRTHP-----------

Na-1.3ERaHak1                -----GFEDPEECKAIVVPGWELNNDMTEEAWDAILDNP-----------

9.1EFuSce8                   ---------------MVMTGSQFDGLSEEEVDDLPVLP------------

9.4EFuZro1                   ---------------MVMTGSQFDSLDENQVDELPVLP------------

9.3EFuDoc1                   ---------------MCMTANEFDSLSDDEIDKLPVLP------------

9.5EFuUma1                   ---------------MVMTAAQFDKLSEDEIDALPQLP------------

9.2EFuSpo3                   ---------------MVMTGSQFDALSDEEVDSLKALC------------

9.6EFuUma2                   ---------------AVMTATQFDGLTDGEIDALEDLP------------

Ava8                         --------------------AELEKMPEGELLSRIQT-------------

30.4BCyAva17                 --------------------AELEKMPEGELLSRIQT-------------

30.3BSpLbi4                  --------------------KELSLLKDHELKKVLNE-------------

30.2BBaFjo5                  --------------------TDVAAYSEEALIPVAER-------------

Ava1                         --------------------NEVEKLSDEELAEIAVT-------------

4.1BGaSen1                   --------------------SDIEGLSDDALAALAAR-------------

4.2BSpLin3                   --------------------HELEKMSNEALIHQVGK-------------

Ter2                         ---------------YSITGNKLR--------ELDDAAA-----------

2.22BFiSth8                  ---------------LVLTHDELS--------ALSDQEL-----------

PMeff-2.1EMeHsa11            ---------------LCLEGKEFNRLIRNEKGEVEQEKL-----------

PM-2.25EMeHsa1               ---------------LCLEGKDFNRRIRNEKGEIEQERI-----------

PM-2.15EMeCel1               ---------------LALEGKEFNERIRDENGKVSQAKL-----------

Vac-2.17EnoDdi23             ---------------LCMEGPKFR--------ELSQSEM-----------

PM-2.10EViAth45              ---------------TLIEGKSFR--------EMTDAER-----------

PM-2.14EViAth40              ---------------TIIEGKVFR--------ELSEKER-----------

Chl-2.11EViAth32             ---------------IAIEGPEFR--------EKSDEEL-----------

PM-2.12EViAth11              ---------------IAIEGPVFR--------EKNQEEL-----------

Vac-2.2EFuSce6               ---------------SAMEGTEFR--------KLTKNER-----------

Vac-2.18EApTgo1              ---------------LAMLGPDFTRAIGGVVCQTCQTEVCACATDAKTAE

3.1EFuNcr1                   ------------------GGGDMPGSE---VYDFVEAADG----------

3.6EFuSce5                   ------------------GGGDMPGSE---LADFVENADG----------

3.4AEuMja1                   ------------------KRGEIKEEK---FDEIVEEADG----------

3.7EViAth21                  ------------------KDSNIASIP---VEELIEKADG----------

3.2ETrLma9                   ------------------DANDLPEDLGEKYGDMMLSVGG----------

3.5ETrTbr5                   ------------------DVNDMPSDLGEKYGDMMLSVGG----------

Ter1                         ----------------------LAKLDEDQFIQAAKSKT-----------

23.3BCyTer4                  ----------------------LAKLDEDQFIQAAKSKT-----------

Tel1                         ----------------------LAAMDDPSFDQMAEKAT-----------

23.1BAcSco4                  ----------------------LPAE-REEMAGALDEGT-----------

23.2BFiEfa2                  ----------------------LTT--MEAQTEALEKYT-----------

24.3BDeHoc1                  ----------------------IEALDDQALAASVEKVG-----------

24.4BGaHch1                  ----------------------IDAMDDQELAQTASQVS-----------

24.1BAcMbo1                  ----------------------LAVLDEEAHAKLAADMQ-----------

15.1EnoDdi18                 KPTMVEWFDVTSPEESIPFTLDPYTLTINNAGGGSNYDDEYSLAVTGDVW

16.1EOlTth26                 DKKYIEEEDIMFSDKEINEQEEEEIAALNDYLPWKESNESYTLAITGRAF

14.1EFuSce15                 GEPVIVWRDVNEPDK-ILDTKTLKPVKLGNNSVESLRECNYTLAVSGDVF

13.1EMeHsa8                  QPASLEFLPMESPTAVNGVKDPDQAASYTVEPDPRSR----HLALSGPTF

8.1EMeBta1                   ---------------LDGTRETLSRHCTTLGDALRKEND---FALIIDGK

8.8EMeMmu1                   ---------------LDATRAAITQHCTDLGNLLGKEND---VALIIDGH

8.2EFuSce10                  ---------------RDDTERNLLEKINALNEHQLSTHDMKSLALVIDGK

8.6EViAth15                  ---------EIARVIKEEVKRELKKSLEEAQHSLHTVAG-PKLSLVIDGK

8.4EFuSce14                  ---------ALLSKYLKEYFNLTGSEEEIFEAKKDHEFPKGNYAIVIDGD

8.5EFuSce4                   ---------NLVTKYLREKFGMSGSEEELKEAKREHGLPQGNFAVIIDGD

8.7EViAth19                  -------------------LDSCRRSLEEANASIASNDESDNVALIIDGT

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   ----------HLNSSDPKAIERVGRDLEVVEQHIALKGTHKERRCTLVID

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------DEPLKFQEEWLHRHADFLKN----------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------SNLNNLTPEALTALSDK-------------

12.1ERhCme8                  ----------AQLVQRRRQCTRLSSFASANAQSAVPGNAGGGNVVVPVDT

24.2BChTro1                  --------------------ADLASLSDEQLAERLEQVP-----------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  ----------AKSIFDVDWLCVGDEEEFTFDKVRLSLYRGNDRVSNNEFV

17.1EFuSpo12                 ----------DDCPQIHFEKIDLQTQNFQPIPDGFSLKDVILEKDSSLCM

18.1EApCpa6                  IIDTDDGEEFIKSDYVPYHLDCTRHQRKSNIILESSIGVANELEKLMILN

19.1EOlTth19                 TTSSSQKIGDESIDIENDQQLNKQSNSNSSEDLKEEPDSLHLPISQYVLD

20.1EOlTth57                 --------------DCYVQNSQEKIDPLNILSSQECKKYQIGLTGKFLEE

31.2BGaMca1                  ---------------ASRSASALNKPGARRSPEPSPPVLLIG--------

10.1EFuSce3                  -----------------NQLLFRDVEETVSIPFDPSKDTFDHSKLFDRYD

2.20BFiCac3                  --------------------VEMDNMSEEEIKNNIEKIS-----------

21.1EBaTps13                 -----------TLEWEMNEQVRELSVSNARKIHRDISRGRSVLAATGNAV

22.1EApCpa2                  ------------------IIPQQIIQDKFQIALSSDAFKLFINILNLETY

Nsp2                         -------------------------FIAEATPEDKIDVIRN-----EQSQ

Ava9                         -------------------------FIAEATPEDKISVIRN-----EQSQ

Ssp5                         -------------------------FIAEATPEDKIQVIQQ-----EQAA

Ava10                        -------------------------FIAEATPEDKISVIQR-----EQAQ

Gvi5                         -------------------------FIAEATPEDKIRVIRE-----NQAQ

7.1BGaEco3                   -------------------------FLAEATPEAKLALIRQ-----YQAE

Nsp1                         ------------------------HTHAEAFPEQ---KATV-----VRGL

Ava12                        ------------------------QVHAEAFPAQ---KAEI-----IQKL

Tel2                         ------------------------NIYAEAFPEK---KVEV-----VRAL

32.8BCyTel1                  ------------------------NIYAEAFPEK---KVEV-----VRAL

Tel6                         ------------------------QIYTNMLPED---KVAL-----LEKF

32.6AEuMsm6                  ------------------------EYRSQVLPED---KASI-----VESL

32.7BVeAmu1                  ------------------------EYRSQVLPED---KARF-----IQQL

32.3BBaBca1                  ------------------------DFRSEVLPAD---KADY-----VAQL

32.5BSpTde3                  ------------------------RYHAQALPDT---KADF-----IKEL

32.1BBeAar4                  ------------------------GCHAELLPED---KARI-----VEEL

32.2BAcMtu1                  ------------------------EWRAEVMPED---KLAA-----VREL

6.17AEuMac1                  ------------------------EVHAEVMPQE---KVEI-----VKRL

Nsp4                         ------------------------QVFAELLPED---KLDV-----IRSL

Ssp1                         ------------------------QVYAELLPED---KVDV-----IRQL

6.9BFiBsu2                   ------------------------TVVAECLPDQ---KVNE-----IKRL

6.11BGaPpu4                  ------------------------EAWGDLMPED---KVKA-----IKNL

Nsp10                        ------------------------EYQAELLPED---KLQA-----IQQL

6.13BCyNsp1                  ------------------------EYQAELLPED---KLQA-----IQQL

Ava11                        ------------------------EYRAELLPQD---KLQE-----IQQL

6.1BFiSau1                   ------------------------DIQSELMPQD---KLDY-----IKKM

6.8BFiLmo1                   ------------------------EIEGELMPQD---KLDY-----IKQL

6.12BGaPpu1                  ------------------------RAEGNLLPAD---KLKT-----IEAL

6.4BBeRme1                   ------------------------RSRGNLLPED---KLRE-----VEQL

6.14BAlSme6                  ------------------------EAHAGLLPED---KQRI-----VSRL

6.2BGaEco4                   ------------------------EFKAGLLPED---KVKA-----VTEL

Ssp2                         ------------------------AFVAELLPEEKVDEIEQ-----LLDP

6.5BCyObr1                   ------------------------SYIAELLPEGKVEAIEK-----LISQ

6.10BFiBsu3                  ------------------------EVYAELLPQDKVAQVEA-----LEAK

6.3BEpHpy1                   ------------------------EYHASLLPEEKTSVFKT-----FKER

25.1BAcSco3                  ------------------------GVRAELGPAD---KVAA-----VRGE

25.2BAlSme3                  ------------------------NVAAELKPED---KTRI-----VEAE

25.3BFiEfa3                  ------------------------EVHGECLPQD---KLTI-----LKEL

6.16BGaPae5                  ------------------------QLVAQALPED---KLRQ-----VGAE

5.26AEuTvo1                  -------------------------VITGSNPEEKAEVVRR-----YQEK

Cu1-5.9EFuCal1               -------------------------VVSEVLPDEKEAQIKK-----IRQL

Nsp6                         ------------------------DVMAGVPPAKKAAFIQE-----LQTK

Ter4                         ------------------------NMLAEVPPEGKAEAIAA-----LQSK

Ssp13                        ------------------------RVIAEVHPADKAQVIRD-----LQTQ

Ama3                         ------------------------AVRAGVTPGDKAAVIAD-----LQAQ

Tel3                         ------------------------NIHPDLQPQQKLALIEE-----WQTK

Ssp4                         ------------------------EFQAQMTPQAKVAKIKA-----MQGF

Pma1                         ------------------------QLGWQLLPDQKLERLQR-----LRKA

Cu1.Chl-5.11EViAth34         ------------------------RVIAGVKPAEKKNFINE-----LQKN

Cu1.Chl-5.12EViAth1          ------------------------STNYSLSPEKKFEFISN-----LQSS

Gvi1                         ------------------------MYLAQVLPQAKSAKVRQ-----LQQE

Cu1.Ag.eff-5.10AEuAfu1       ------------------------DYFAEVLPHEKAEKVKE-----VQQK

Cu2-5.22BAqAae1              ------------------------EYFARVLPHEKAQKIKE-----LQDR

5.16BFiEfa1                  ------------------------DYLANQSPQDKYELVEK-----LKAE

Cu1.Ag.eff-5.2BFiEhi2        ------------------------EYYGGLLPDDKEAIVQR-----YLDQ

5.27AKoKcr1                  ------------------------SYHAEVKPHEKVDIIRE-----MQEK

Nsp8                         -------------------------VIAEVLPGDKAQVVKD-----IQRR

Ag.eff-5.4BGaSen1            -------------------------VEAGILPDGKKAVITR-----LKAS

Nsp9                         -------------------------VLAEVRPDQKAATVQA-----IQAE

Nsp11                        -------------------------VLAEVRPDQKAATVQK-----LQSE

Ama4                         -------------------------VKAEVRPDQKAAAIQQ-----LQAN

Ter3                         -------------------------IFAEVRPDQKAETVKN-----LQLE

Ssp12                        -------------------------VIAQVRPDQKAAYIRS-----LRQP

Ssp3                         -------------------------VLAQVRPGDKAQQVEQ-----LQQK

Gvi2                         -------------------------VIAEVLPDAKAETVRK-----LQSA

Au2-5.20BGaSen5              -------------------------VVAEVLPEGKVEAIRR-----LKAA

Cu1.Ag.eff-5.5BGaEco2        -------------------------VIAGVLPDGKAEAIKH-----LQSE

5.18BFiBsu1                  -------------------------IIAEVLPEQKAAEIAR-----LQKE

Cu2.Fe3.Pb2-5.19BFiSau2      -------------------------VIADILPEEKAAQIAK-----LQQQ

Cu2upt-5.1BFiEhi1            ------------------------HIFAEVLPEEKANYVEK-----LQKA

5.15BFiEfa2                  -------------------------VLSEVLPEDKAEEVKK-----LQEA

5.23BSpLin1                  -------------------------VLAEVLPEKKAMEVKN-----LKSL

Cu1.Ag.eff-5.3EMeHsa23       -------------------------VFAEVLPSHKVAKVQE-----LQNK

Cu1.eff-5.6EMeHsa16          -------------------------VFAEVLPSHKVAKVKQ-----LQEE

Cu1.Ag.eff-5.7AEuAfu2        -------------------------VIAEVLPHQKSEEVKK-----LQAK

Cu2.GA-5.17EFuSce13          ------------------------NVYSDVSPTGKCDLVKK-----IQDK

Cu1.GA-5.8EFuCal2            ------------------------NVFYEVSPIHKDNVITD-----LHNR

Cd2-5.14EFuSce9              ------------------------NIRSHATPAEKSEYIKD-----IVEG

Cu1.Ag-5.21BAqAae2           ------------------------EVIANVKPEEKLKVVKE-----LQE-

5.25ACrPae1                  ------------------------YGGKTP--DEKAEIVKE-----LRK-

5.28ACrApe2                  ------------------------RAGVSP--EGKAEVIRE-----LQK-

5.24ACrSso1                  -------------------------KELTP--DDKAELVKE-----LRE-

27.2BSpLbi1                  -------------------------FYSDLSPEEKASIIED-----SQNK

27.3BEpNsp1                  -------------------------VKAKLLPQDKSAFIEK-----LHSE

27.1BBeNme1                  -------------------------YRAQAMPEDKLEYVKA-----LQKE

Cu1-5.13ACrSso2              -------------------------YYSNLSPEDKVRIIEK-----LKQN

Ssp6                         -----------------------VSVYARVSPEHKLKIVQ-----TLRKQ

Ava3                         -----------------------VSVYARVTPEHKLRIVQ-----ALQSQ

Nsp5                         -----------------------VSIYARVSPEHKLRIVQ-----ALQRR

Tel5                         -----------------------VSVYARVSPEHKLRIVK-----SLQRH

Ssp11                        -----------------------VRVYARVAPEHKLRIVQ-----ALQKQ

Ssp8                         -----------------------VSVFARVSPEHKLRIVK-----AFQAR

Ava5                         -----------------------VSVYARISPEHKFNIVQ-----FLQRR

Ama2                         -----------------------VSIYARVSPQHKLAIVR-----TLQQQ

Gvi3                         -----------------------VSVYARVTPEHKLKIVE-----ALQRK

2.21BThPmo1                  -----------------------LRVFARVSPEHKVKIVR-----ALKAK

GA-2.19EViAth27              -----------------------MTLFSRVEPSHKRMLVE-----ALQKQ

ER-2.7EMeHsa25               -----------------------ARCFARVEPSHKSKIVE-----FLQSF

Ca.Mn.GA-2.13EViAth13        -----------------------GLLFSRAEPKHKQEIVR-----LLKED

2.8EApPfa2                   -----------------------RIVFCRTEPKHKKQIVK-----VLKDL

Ssp7                         -----------------------SCVFARVAPAQKLQLVE-----ALQEK

2.4BCySsp6                   -----------------------SCVFARVAPAQKLQLVE-----ALQEK

Ama1                         -----------------------GDVFARIAPTQKLRLVE-----ALQSK

Ava2                         -----------------------GAVFARVAPEQKLRLVE-----ALQSK

Ava4                         -----------------------GVVFARVAPEQKLRLVE-----ALQSK

Ssp10                        -----------------------GSVFARVVPEQKLRLVE-----ALQAR

GAeff-2.5EMeHsa12            -----------------------VAVFYRASPRHKMKIIK-----SLQKN

Ca.Mn.GA-2.9EMeHsa2          -----------------------VSVFFRTSPKHKLKIIK-----ALQES

Ca.Mn.GA-2.16EMeCel2         -----------------------VTVFYRASPRHKLKIVK-----ALQAL

GAeff-2.3EFuSce2             -----------------------VNIFARATPEHKLNIVR-----ALRKR

2.6EFuNcr3                   -----------------------TTIFARTNPDHKLKIVK-----ALQSR

2.23AEuMva3                  -----------------------VSVVSRALPEHKYRIVK-----ALQNS

2.24BAqAae1                  -----------------------VSVIARALPEDKYRVVK-----VLQEK

Ssp9                         -----------------------GLIFARMAPEQKLRLVQ-----AYQGL

Ava7                         -----------------------GLVFARMSPEHKLRLVQ-----AYKDI

1.5BSpLbi2                   ------------------------PIFARVSPSQKLRIVT-----ILQEL

Na.K-1.1EMeHsa13             -----------------------EIVFARTSPQQKLIIVE-----GCQRQ

N.K-1.6EMeSac1               -----------------------EIVFARTSPQQKLIIVE-----GCQRQ

H.K.NoGas1.4EMeRno1          -----------------------EIVFARTSPQQKLIIVE-----GCQRQ

H.K.Gas-1.2EMeHsa24          -----------------------EMVFARTSPQQKLVIVE-----SCQRL

Na-1.3ERaHak1                -----------------------QVVFARTSPQQKLVIVS-----ENQKR

9.1EFuSce8                   ------------------------LVIARCSPQTKVRMIE-----ALHRR

9.4EFuZro1                   ------------------------LVISRCSPQTKVRMIE-----ALHRR

9.3EFuDoc1                   ------------------------LVIARCAPQTKVRMIE-----ALHRR

9.5EFuUma1                   ------------------------LVIARCAPQTKVRMIE-----ALHRR

9.2EFuSpo3                   ------------------------LVIARCAPQTKVKMIE-----ALHRR

9.6EFuUma2                   ------------------------LVVARCSPATKVRMIA-----AGKRR

Ava8                         -----------------------VNIFARVVPEQKLLIVN-----ALKRS

30.4BCyAva17                 -----------------------VNIFARVVPEQKLLIVN-----ALKRS

30.3BSpLbi4                  -----------------------CNVFSRVNPEDKWKLVR-----FLKAE

30.2BBaFjo5                  -----------------------TVLFTRMFPEAKLSVVN-----ALKKK

Ava1                         -----------------------TTIFAKLSPLQKARIIQ-----VLRRK

4.1BGaSen1                   -----------------------TTLFARLTPMHKERIVT-----LLKRE

4.2BSpLin3                   -----------------------VNVFAEIEPNGKERIII-----ALKKA

Ter2                         -----------------LEMVQKAKVIARARPQDKQRIVQ-----LLQGS

2.22BFiSth8                  -----------------KQQLPHLKVVSRALPMDKKRLIE-----VAQEL

PMeff-2.1EMeHsa11            -----------------DKIWPKLRVLARSSPTDKHTLVKGIIDSTVGEH

PM-2.25EMeHsa1               -----------------DKIWPKLRVLARSSPTDKHTLVKGIIDSTVSDQ

PM-2.15EMeCel1               -----------------DEIWPRLRVLARAQPADKYTLVKGIIDSKATPQ

Vac-2.17EnoDdi23             -----------------DAILPKLQVLARSSPTDKQLLVG-----RLKDL

PM-2.10EViAth45              -----------------DKISDKISVMGRSSPNDKLLLVQ----SLR-RQ

PM-2.14EViAth40              -----------------EQVAKKITVMGRSSPNDKLLLVQ----ALR-KN

Chl-2.11EViAth32             -----------------LKLIPKLQVMARSSPMDKHTLVR----LLRTMF

PM-2.12EViAth11              -----------------LELIPKIQVMARSSPMDKHTLVK----QLRTTF

Vac-2.2EFuSce6               -----------------IRILPNLRVLARSSPEDKRLLVET-----LKGM

Vac-2.18EApTgo1              EQNKPLRVDVVRDLDAFDKIWTRLEVLARSQPSDKYALVT-----ALKQK

3.1EFuNcr1                   --------------------------FAEVFPQHKYNVVE-----ILQQR

3.6EFuSce5                   --------------------------FAEVFPQHKYRVVE-----ILQNR

3.4AEuMja1                   --------------------------FAEVFPEHKYKIVD-----SLQKR

3.7EViAth21                  --------------------------FAGVFPEHKYEIVK-----KLQER

3.2ETrLma9                   --------------------------FAQVFPEHKFMIVE-----TLRQR

3.5ETrTbr5                   --------------------------FAQVFPEHKFLIVE-----ALRQR

Ter1                         -------------------------IFGSVTPKQKAKLIH-----SFKKQ

23.3BCyTer4                  -------------------------IFGSVTPKQKAKLIH-----SFKKQ

Tel1                         -------------------------VFGRITPEQKAKLVT-----RLRAL

23.1BAcSco4                  -------------------------VFGRVTPQQKRDMVA-----ALQSR

23.2BFiEfa2                  -------------------------VFGRVTPEQKKQFVL-----LLKKL

24.3BDeHoc1                  -------------------------VFARVTPMHKVRIVR-----ALQQA

24.4BGaHch1                  -------------------------VFARVSPAQKARIVT-----ALQSC

24.1BAcMbo1                  -------------------------VFARVSPEQKVQIVA-----SLQRC

15.1EnoDdi18                 KYYYDQFKANGQPTICFNQILRKGQVFARMTPDQKQNLIEE-----LQVL

16.1EOlTth26                 SKIIHESTQTSEKAQLLRTMLLKTQIFARMRPEEKALLLQQ-----LQDL

14.1EFuSce15                 RLLFRDENE--IPEEYLNEILLNSSIYARMSPDEKHELMIQ-----LQKL

13.1EMeHsa8                  GIIVKHFPK------LLPKVLVQGTVFARMAPEQKTELVCE-----LQKL

8.1EMeBta1                   TLKYALTFG-VRQYFLDLALSCKAVICCRVSPLQKSEVVEM-----VKKQ

8.8EMeMmu1                   TLKYALSFE-VRRSFLDLALSCKAVICCRVSPLQKSEIVDV-----VKKR

8.2EFuSce10                  SLGFALEPE-LEDYLLTVAKLCKAVICCRVSPLQKALVVKM-----VKRK

8.6EViAth15                  CLMYALDPS-LRVMLLSLSLNCTSVVCCRVSPLQKAQVTSL-----VRKG

8.4EFuSce14                  ALKLALYGEDIRRKFLLLCKNCRAVLCCRVSPSQKAAVVKL-----VKDS

8.5EFuSce4                   ALKVALNGEEMRRKFLLLCKNCKAVLCCRVSPAQKAAVVKL-----VKKT

8.7EViAth19                  SLIYVLDNDLEDVLFQVACK-CSAILCCRVAPFQKAGIVAL-----VKNR

Nsp3                         -----------------------FHGFAQVIYEYASAAANN---------

Nsp7                         -----------------------FHGISQVVYEYASASANN---------

Gvi4                         -----------------------FHGLTQVVYEYASAAANN---------

32.4BFuFnu1                  -------------------------YESELLPEDKAKNILK-----FQSK

6.7EViAth1                   ------------------------IVRAELLPEDKSEIIKQ-----LKRE

8.3ETrLdo1                   GPALNIAMEHYFDQFLRLSHQVNSAVCCRLTPIQKATVVRM-----FQKS

Mn.Cd-3.3BFiLpl1             -------------------PLAQVAGIAEVVPENKLAIVKA-----MHRA

28.1BGaLpn4                  -------------------------TVGAVTKKGEVSKTSY-----IQQL

29.1BDeBba2                  -------------------------AHGELFPEDKKDILIR---------

29.2BBaFjo4                  ------------------------ELVFNQKPEQKLEFIKG-----LQSQ

30.1BDeBba3                  -----------------------IDVVARCTPMQKLRIVLA-----LKHF

31.1BGaMca11                 -------------------------YFAQVLPADKADYVEK-----LQQE

Tel4                         ---------------------------PTFDPNAKG--------------

Ava6                         -----------------------VDVFARISPSNKLQVVQA-----LQGA

12.1ERhCme8                  TTSQVVFSDSMHVQKRFSRMEVFSLLAASPCSARLNRLLNRSSALGVRIM

24.2BChTro1                  -------------------------VIARATPLDKVRIVRA-----LQAR

6.6EViAth26                  ------------------------EVYCNLKPEDKLNHVKN-----IARE

26.1BAcCdi2                  ------------------------HVLAGIQPGQKPQTVRS-----VRNH

11.1EFuEcu1                  VACEGREFDFFRNTHYFEFILEKGAIFARFNPGQKKALIEN-----LRAS

17.1EFuSpo12                 DGKLLQRLLTMLSFNEIKILLSKLRVLARMSPFDKATYVEL-----CQKY

18.1EApCpa6                  FVTMVNDIPLTLRISALEFIIRYCHVYSRMTPEDKAMHINL-----LQKL

19.1EOlTth19                 SFIREALNQKSEGFVMNGAVFDEIYFKGEINDLSLMLLEKTRIFARMKPN

20.1EOlTth57                 IQTHLQNGKSIIEQQILKNLLIQTSVFSRCKPKQKAEIIYM-----LQSV

31.2BGaMca1                  ---------------------MKHLIPAMPPSHYEAEQIRAIAAWKRRKP

10.1EFuSce3                  IAVTGYALNALEGHSQLRDLLRHTWVYARVSPSQKEFLLNT-----LKDM

2.20BFiCac3                  -------------------------VYSRVSEENKRDVIKN-----FKEL

21.1EBaTps13                 SAILSETEVSRVNEYLRGQLLHQASLIASASPDDKLTFVQWLKHSRDKRV

22.1EApCpa2                  AGYKRKAPDELIELSIFSKIIYNTAIFARFTPELKSMAVEL-----LERL

Nsp2                         GK----------LVAMTGDGTNDAPALAQANVGLAMN-------------

Ava9                         GK----------LVAMTGDGTNDAPALAQANVGVAMN-------------

Ssp5                         GK----------LVAMTGDGTNDAPALAQANVGLAMN-------------

Ava10                        GK----------LVAMTGDGTNDAPALAQANVGVAMN-------------

Gvi5                         GK----------LVAMTGDGTNDAPALAQADVGVAMN-------------

7.1BGaEco3                   GR----------LVAMTGDGTNDAPALAQADVAVAMN-------------

Nsp1                         HEQG-------KTVAFVGDGINDSPALAYADVSVSFAH------------

Ava12                        HDSG-------KTVAFTGDGLNDSIALAYADVAISFGS------------

Tel2                         HDSG-------KVVAFCGDGINDSAALAYADVSISFAG------------

32.8BCyTel1                  HDSG-------KVVAFCGDGINDSAALAYADVSISFAG------------

Tel6                         KNGGE------KVVAYVGEGFNDTAAMAYADISITLSD------------

32.6AEuMsm6                  KEEG-------RTIIMVGDGINDSPALAAADVSVSMKN------------

32.7BVeAmu1                  KKSG-------KTVCMVGDGINDSPALSCADVSVSMKD------------

32.3BBaBca1                  RREG-------HTVLMVGDGINDSPALSEADAGIAISD------------

32.5BSpTde3                  KAEG-------KKIVMIGDGINDSPALSEADVGIAMGQ------------

32.1BBeAar4                  SRQG-------ARIAFIGDGINDAPALAGAHVGIAMQK------------

32.2BAcMtu1                  QDDG-------YVVGMVGDGINDAPALAAADIGIAMGL------------

6.17AEuMac1                  QLEG-------HKVIFVGDGVNDGPALVTADVGVAMGL------------

Nsp4                         QQKY-------QIVAMVGDGINDAPALAQASVGIAMGV------------

Ssp1                         QKQY-------QSVAMVGDGINDAPALAQASVGIAMGA------------

6.9BFiBsu2                   KEEF-------GTIAMVGDGINDAPALKAADVGIAMG-------------

6.11BGaPpu4                  RLS--------AKVAMVGDGVNDAPAMASSSVGIAMGA------------

Nsp10                        RRHG--------VVGMVGDGINDAPALATADISFAVG-------------

6.13BCyNsp1                  RRHG--------VVGMVGDGINDAPALATADISFAVG-------------

Ava11                        RQTG--------VVGMVGDGINDTPALAAADISFAVG-------------

6.1BFiSau1                   QSEY-------DNVAMIGDGVNDAPALAASTVGIAMGG------------

6.8BFiLmo1                   KINF-------GKVAMVGDGINDAPALAAATVGIAMGG------------

6.12BGaPpu1                  YAQG-------HRVGMVGDGINDAPALARAEIGFAMAA------------

6.4BBeRme1                   STDG--------KTGMVGDGINDAPALARADIGFAMGA------------

6.14BAlSme6                  RAEG-------LVVAKVGDGINDAPALAAADVGIAVG-------------

6.2BGaEco4                   NQH--------APLAMVGDGINDAPAMKAAAIGIAMG-------------

Ssp2                         SGK--------AKLAFVGDGINDAPVIARADVGIAMGG------------

6.5BCyObr1                   SKKG-------DKIVFVGDGINDAPVLARADVGIAMGG------------

6.10BFiBsu3                  LLPS-------EKLIFVGDGINDTPVLARADIGVAMGG------------

6.3BEpHpy1                   YKA---------PAIFVGDGINDAPTLASADVGIGMG-------------

25.1BAcSco3                  -REH-------AVTVMVGDGVNDAPALAAADIGVAMGA------------

25.2BAlSme3                  -RAA-------GPVMMVGDGVNDAPALAAADVGVAMGA------------

25.3BFiEfa3                  PKEN-------HPVIMVGDGVNDAPSLAAADVGIAMGA------------

6.16BGaPae5                  IGSG-------FRPMVVGDGINDSLALKAGVVGVAMGA------------

5.26AEuTvo1                  GE----------YVMFVGDGINDTVALETADAGIAMG-------------

Cu1-5.9EFuCal1               NSGGKK----EPVIAMIGDGINDAPALASADVGIALS-------------

Nsp6                         S---------GAKVAMVGDGINDAPALSQADVGIALH-------------

Ter4                         ----------GEKVGMVGDGINDAPALAQANVGIGMQ-------------

Ssp13                        ----------GQRVAMVGDGINDAPALAQADVGIALH-------------

Ama3                         ----------GHQVGMVGDGINDAPALAQADVGISLS-------------

Tel3                         ----------GKTVAMVGDGMNDAPALTAAQVGISLG-------------

Ssp4                         NP--------VSVIAMVGDGINDAPALAQADVGISLS-------------

Pma1                         G-----------LLAMVGDGINDAPALAAADLGIAVG-------------

Cu1.Chl-5.11EViAth34         ----------KKIVAMVGDGINDAAALASSNVGVAMG-------------

Cu1.Chl-5.12EViAth1          ----------GHRVAMVGDGINDAPSLAQADVGIALKIE-----------

Gvi1                         G----------AKVAMVGDGVNDAPAIAQVDVGIAIG-------------

Cu1.Ag.eff-5.10AEuAfu1       -----------YVTAMVGDGVNDAPALAQADVGIAIG-------------

Cu2-5.22BAqAae1              G----------YSVAMVGDGVNDAPALIQADVGIAIG-------------

5.16BFiEfa1                  G----------KKVIMVGDGVNDAPSLALADVGIAVG-------------

Cu1.Ag.eff-5.2BFiEhi2        G----------KKVIMVGDGINDAPSLARATIGMAIG-------------

5.27AKoKcr1                  G----------LAVAMVGDGINDAPALLQADVGIAIG-------------

Nsp8                         GE----------VVAMVGDGVNDAPALATADIGIAIG-------------

Ag.eff-5.4BGaSen1            GH----------VVAMAGDGVNDAPALAAADVGIAMG-------------

Nsp9                         GK----------IVAMVGDGINDAPALAQADVGIAIG-------------

Nsp11                        GK----------IVAMVGDGINDAPALAQADVGMAIG-------------

Ama4                         GH----------IVAMVGDGINDAPALAQADVGMAIG-------------

Ter3                         KKKRRND---HQIVAMVGDGINDAPALAQADVGIAIG-------------

Ssp12                        RR----------RVAMVGDGINDAPALAEADVGIAIG-------------

Ssp3                         GN----------IVAMVGDGINDAPALAQADVGIAIG-------------

Gvi2                         GR----------TVAFVGDGINDAPALAQADVGIAIG-------------

Au2-5.20BGaSen5              YG----------QVAFVGDGINDAPALAESDVGLAIG-------------

Cu1.Ag.eff-5.5BGaEco2        GR----------QVAMVGDGINDAPALAQADVGIAMG-------------

5.18BFiBsu1                  GR----------QTAMVGDGINDAPALATADIGMAIG-------------

Cu2.Fe3.Pb2-5.19BFiSau2      GK----------KVAMVGDGVNDAPALVKADIGIAIG-------------

Cu2upt-5.1BFiEhi1            GK----------KVGMVGDGINDAPALRLADVGIAMG-------------

5.15BFiEfa2                  GK----------KVAMVGDGINDAPALAQADIGIAVG-------------

5.23BSpLin1                  GK----------VVSMVGDGINDAPALAISDLGIAMG-------------

Cu1.Ag.eff-5.3EMeHsa23       GK----------KVAMVGDGVNDSPALAQADMGVAIG-------------

Cu1.eff-5.6EMeHsa16          GK----------RVAMVGDGINDSPALAMANVGIAIG-------------

Cu1.Ag.eff-5.7AEuAfu2        -E----------VVAFVGDGINDAPALAQADLGIAVG-------------

Cu2.GA-5.17EFuSce13          EGNNK--------VAVVGDGINDAPALALSDLGIAIS-------------

Cu1.GA-5.8EFuCal2            LGGNQSS---SVNVAFIGDGINDAPALAKADIGMAIS-------------

Cd2-5.14EFuSce9              RNCDSSSQSKRPVVVFCGDGTNDAIGLTQATIGVHIN-------------

Cu1.Ag-5.21BAqAae2           ---------KGRKVCMVGDGVNDAPALAQSDLGIAVA-------------

5.25ACrPae1                  ---------EG-GVIFIGDGINDAPALASADMGIAVA-------------

5.28ACrApe2                  ---------KGHVVVMVGDGVNDAPSLARADVGIAVA-------------

5.24ACrSso1                  ---------NGNKVMFIGDGINDSIAMREADIGIAIS-------------

27.2BSpLbi1                  GN----------VVIMVGDGINDSLSLARANVSISHS-------------

27.3BEpNsp1                  GR----------VVIMAGDGINDAIALACSDLAIAMG-------------

27.1BBeNme1                  GK----------KVLMIGDGINDAPVLAQADVSAAAA-------------

Cu1-5.13ACrSso2              GN----------KVLMIGDGVNDAAALALADVSVAMG-------------

Ssp6                         HE----------VVAMTGDGVNDAPALKQADIGVAMGI------------

Ava3                         GQ----------IVAMTGDGVNDAPALKQADIGVAMGI------------

Nsp5                         GR----------FVAMTGDGVNDAPALKQADIGIAMGI------------

Tel5                         GE----------IVAMTGDGVNDAPALKQADIGVAMGI------------

Ssp11                        NE----------FVAMTGDGVNDAPALRQADIGIAMGI------------

Ssp8                         NR----------FVAMTGDGVNDAPALKQADIGIAMGI------------

Ava5                         RH----------IVAMTGDGANDAPALKKADIGIAMGI------------

Ama2                         GQ----------IVAMTGDGINDAPALKQADIGVAMGI------------

Gvi3                         GH----------IVAMTGDGINDAPALKKADIGVAMGV------------

2.21BThPmo1                  DN----------IVAMTGDGVNDAPSLKAADIGIAMGI------------

GA-2.19EViAth27              NE----------VVAMTGDGVNDAPALKKADIGIAMG-------------

ER-2.7EMeHsa25               DE----------ITAMTGDGVNDAPALKKAEIGIAMG-------------

Ca.Mn.GA-2.13EViAth13        GE----------VVAMTGDGVNDAPALKLADIGVAMGI------------

2.8EApPfa2                   GE----------TVAMTGDGVNDAPALKSADIGIAMGI------------

Ssp7                         GH----------IVAMTGDGVNDAPALKRADIGIAMGK------------

2.4BCySsp6                   GH----------IVAMTGDGVNDAPALKRADIGIAMGK------------

Ama1                         GE----------IVAMTGDGVNDAPALKQADIGTAMGK------------

Ava2                         GE----------VVAMTGDGVNDAPALRQADIGIAMGG------------

Ava4                         GE----------VVAMTGDGVNDAPALKQADIGIAMGG------------

Ssp10                        GQ----------IVAMTGDGVNDAPALKQADVGIAMGR------------

GAeff-2.5EMeHsa12            GS----------VVAMTGDGVNDAVALKAADIGVAMGQ------------

Ca.Mn.GA-2.9EMeHsa2          GA----------IVAMTGDGVNDAVALKSADIGIAMGQ------------

Ca.Mn.GA-2.16EMeCel2         GE----------VVAMTGDGVNDAVALKKADIGVAMGV------------

GAeff-2.3EFuSce2             GD----------VVAMTGDGVNDAPALKLSDIGVSMGR------------

2.6EFuNcr3                   GD----------IVAMTGDGVNDAPALKKADIGIAMGK------------

2.23AEuMva3                  GE----------IVAVTGDGVNDVPALKVADLGISMG-------------

2.24BAqAae1                  GE----------IVAVTGDGVNDVPALKVADIGVAMG-------------

Ssp9                         GQ----------IVAVTGDGVNDAPALRAANIGIAMGL------------

Ava7                         GD----------VVAVTGDGVNDAPALRAAHIGVAMGM------------

1.5BSpLbi2                   GE----------IVAVTGDGVNDGPALKKADIGIAMGK------------

Na.K-1.1EMeHsa13             GA----------IVAVTGDGVNDSPALKKADIGVAMGI------------

N.K-1.6EMeSac1               GA----------IVAVTGDGVNDSPALKKADIGVAMGI------------

H.K.NoGas1.4EMeRno1          DA----------IVAVTGDGVNDSPALKKADIGIAMGI------------

H.K.Gas-1.2EMeHsa24          GA----------IVAVTGDGVNDSPALKKADIGVAMGI------------

Na-1.3ERaHak1                GH----------IVAVTGDGVNDSPALKQADIGVAMGI------------

9.1EFuSce8                   KK----------FCAMTGDGVNDSPSLKMANVGIAMGI------------

9.4EFuZro1                   GK----------FCAMTGDGVNDSPSLKMANVGISMGL------------

9.3EFuDoc1                   GK----------FVAMTGDGVNDSPSLKKADVGIAMGL------------

9.5EFuUma1                   GK----------FCAMTGDGVNDSPSLKMSDVGIAMGM------------

9.2EFuSpo3                   KA----------FVAMTGDGVNDSPSLKQANVGIAMGQ------------

9.6EFuUma2                   GR----------YLAMTGDGINDAPSLKQAPVGIGMG-------------

Ava8                         GE----------IVAMTGDGVNDAPALKAANIGIAMGE------------

30.4BCyAva17                 GE----------IVAMTGDGVNDAPALKAANIGIAMGE------------

30.3BSpLbi4                  GE----------IVAMTGDGVNDAPALRTANIGVAMGE------------

30.2BBaFjo5                  GE----------VVAMLGDGVNDGPALKAAYIGVAMGN------------

Ava1                         NH----------IVGFLGDGINDAAALREADVGISVD-------------

4.1BGaSen1                   GH----------VVGFMGDGINDAPALRAADIGISVD-------------

4.2BSpLin3                   GN----------VVGYIGDGINDVSALHSSDVGISVE-------------

Ter2                         GE----------VVAVTGDGTNDAPALNQAQVGLSMGS------------

2.22BFiSth8                  DM----------VAGMTGDGVNDSPALKSADVGFSMGD------------

PMeff-2.1EMeHsa11            RQ----------VVAVTGDGTNDGPALKKADVGFAMGI------------

PM-2.25EMeHsa1               RQ----------VVAVTGDGTNDGPALKKADVGFAMGI------------

PM-2.15EMeCel1               RE----------IVAVTGDGTNDGPALKKADVGFAMGI------------

Vac-2.17EnoDdi23             GE----------VVAVTGDGTNDGPALKLANVGFSMGI------------

PM-2.10EViAth45              GH----------VVAVTGDGTNDAPALHEADIGLAMGI------------

PM-2.14EViAth40              GD----------VVAVTGDGTNDAPALHEADIGLSMGI------------

Chl-2.11EViAth32             QE----------VVAVTGDGTNDAPALHEADIGLAMGI------------

PM-2.12EViAth11              DE----------VVAVTGDGTNDAPALHEADIGLAMGI------------

Vac-2.2EFuSce6               GD----------VVAVTGDGTNDAPALKLADVGFSMGI------------

Vac-2.18EApTgo1              GR----------VVAVTGDGTNDAPALKKADVGFAMGL------------

3.1EFuNcr1                   GY----------LVAMTGDGVNDAPSLKKADTGIAVE-------------

3.6EFuSce5                   GY----------LVAMTGDGVNDAPSLKKADTGIAVE-------------

3.4AEuMja1                   GH----------LVAMTGDGVNDAPALKKADCGIAVS-------------

3.7EViAth21                  KH----------IVGMTGDGVNDAPALKKADIGIAVA-------------

3.2ETrLma9                   GY----------TCAMTGDGVNDAPALKRADVGIAVH-------------

3.5ETrTbr5                   GY----------TCAMTGDGVNDAPALKRADVGIAVQ-------------

Ter1                         GH----------YVAMIGDGVNDVLSLKEANLAIAMEG------------

23.3BCyTer4                  GH----------YVAMIGDGVNDVLSLKEANLAIAMEG------------

Tel1                         GH----------QVAMIGDGVNDVLSLKQANVGIAMES------------

23.1BAcSco4                  GH----------TVAMTGDGVNDVLALKDADIGVAMGS------------

23.2BFiEfa2                  DH----------TVAMTGDGVNDILAMKEADCSIAMAS------------

24.3BDeHoc1                  GR----------VVGMTGDGANDAPAIRLADVGIAVGQ------------

24.4BGaHch1                  GE----------VVGMTGDGANDAAAIRLAEVGIALGA------------

24.1BAcMbo1                  GR----------VTAMVGDGANDAAAIRMADVGIGVSG------------

15.1EnoDdi18                 GLY----------VGMCGDGANDCGALKAAHVGISLSQA-----------

16.1EOlTth26                 PWKP--------TCGMCGDGANDCGALKTADVGISLSEA-----------

14.1EFuSce15                 DYT----------VGFCGDGANDCGALKAADVGISLSEA-----------

13.1EMeHsa8                  QYC----------VGMCGDGANDCGALKAADVGISLSQA-----------

8.1EMeBta1                   VKV---------ITLAIGDGANDVSMIQTAHVGVGISGN-----------

8.8EMeMmu1                   VKA---------ITLAIGDGANDVGMIQTAHVGVGISGN-----------

8.2EFuSce10                  SSS---------LLLAIASGANDVSMIQAAHVGVGISGM-----------

8.6EViAth15                  AQK---------ITLSIGDGANDVSMIQAAHVGIGISGM-----------

8.4EFuSce14                  LDV---------MTLAIGDGSNDVAMIQSADVGIGIAGE-----------

8.5EFuSce4                   LDV---------MTLAIGDGSNDVAMIQSADVGVGIAGE-----------

8.7EViAth19                  TSD---------MTLAIGDGANDVSMIQMADVGVGISGQ-----------

Nsp3                         --------------GSGFEGLGDSQASPLAIASGAQPTI-----------

Nsp7                         --------------GSGLEGLTDN--------------------------

Gvi4                         --------------GSGFEGLGDA--------------------------

32.4BFuFnu1                  GS----------NVIMIGDGVNDAPALSYANVGVALGS------------

6.7EViAth1                   EG----------PTAMVGDGLNDAPALATADIGISMG-V-----------

8.3ETrLdo1                   TG---------KTALAIGDGANDVSMIREGRVGVGIIGL-----------

Mn.Cd-3.3BFiLpl1             GY----------VVGMTGDGVNDAPALKQSEVGIAVDN------------

28.1BGaLpn4                  KQKG-------FKVAMVGDAANDATAIAYSDIGIAVKSS-----------

29.1BDeBba2                  ----------HKNTCMIGDGANDSLSLQAADVGIAVKG------------

29.2BBaFjo4                  GK----------NVMMVGDGLNDAGALAQSNVGISVS-------------

30.1BDeBba3                  GE----------LVAVTGDGVNDVPALKAADIGIAMGE------------

31.1BGaMca11                 GR----------TVCFVGDGINDSIALKKANVSISLRG------------

Tel4                         ------------VVLLEGDWSALGRGIAIARDALERTYQ-----------

Ava6                         GK----------VVAMTGDGINDAPALKAAQVGVAMGK------------

12.1ERhCme8                  ERAPLVAWEAEQPAGFPGAVPEDAPMTSFQGTTHSTEATTEAGVFRSRTR

24.2BChTro1                  GH----------VVAMTGDGVNDSAALRLADVGMAMG-------------

6.6EViAth26                  AGG---------GLIMVGEGINDAPALAAATVGIVLAQR-----------

26.1BAcCdi2                  GAT---------IAVVGDDSINDCFRVANVGILIDAMSK-----------

11.1EFuEcu1                  GK----------ITMFCGDGANDSGALSSADVGLALGQ------------

17.1EFuSpo12                 GC----------KVGFCGDGANDCIALKQADVGVSLSD------------

18.1EApCpa6                  KPDP--------MVGMCGDGNNDILAIQSANIGIAIAD------------

19.1EOlTth19                 HKTYLVELLQKRAVAMVGDGANDCGALKQADIGLALSQLEASISAP----

20.1EOlTth57                 LN---------EKIGMIGDGANDCSAIKQSDMGISFTK------------

31.2BGaMca1                  HLASPLLNRARRPLVRLGRKIIPAPASRFALDALNKMAEQLVRDDWILRH

10.1EFuSce3                  GY----------QTLMCGDGTNDVGALKQAHVGIALLNGTEEG-------

2.20BFiCac3                  GYN----------VLSSGSKLTELPALNEADLFISYGE------------

21.1EBaTps13                 AN----------RVLVCGDGVNDIAAMREADVSVAMLSG-----------

22.1EApCpa2                  GMT----------VLMVGDGPNDIIALQKANSGLLITET-----------

Nsp2                         -----------------------SGTQAAKEAANMVDLD---------SD

Ava9                         -----------------------SGTQAAKEAANMVDLD---------SD

Ssp5                         -----------------------SGTQAAKEAANMVDLD---------SD

Ava10                        -----------------------TGTQAAKEAANMVDLD---------SD

Gvi5                         -----------------------SGTQAAKEAANMVDLD---------SD

7.1BGaEco3                   -----------------------SGTQAAKEAGNMVDLD---------SN

Nsp1                         -----------------------G-SEIARETADVVLMQ---------ND

Ava12                        -----------------------G-SEVARETADVVLMD---------DT

Tel2                         -----------------------A-TDIARETADVVLME---------DD

32.8BCyTel1                  -----------------------A-TDIARETADVVLME---------DD

Tel6                         -----------------------G-SDAARQTADLILMN---------NR

32.6AEuMsm6                  -----------------------S-SDIAREVADVSLLS---------DN

32.7BVeAmu1                  -----------------------S-SDIAREVADISLLS---------SS

32.3BBaBca1                  -----------------------G-AAIAREIADITIAA---------DS

32.5BSpTde3                  -----------------------A-SSIAGETADILLPD---------DG

32.1BBeAar4                  -----------------------G-ADIARLTADVALLE---------DD

32.2BAcMtu1                  -----------------------AGTDVAVETADVALAN---------DD

6.17AEuMac1                  -----------------------TGTDVAIETAEVGLLS---------DD

Nsp4                         -----------------------AGSDVALETADIVLMA---------DK

Ssp1                         -----------------------AGSDVALETADIVLMA---------DR

6.9BFiBsu2                   -----------------------GGTDVALETADMVLMK---------ND

6.11BGaPpu4                  -----------------------AGSDVALETADIALMA---------DD

Nsp10                        ------------------------GIDIALETADVVLVG---------SD

6.13BCyNsp1                  ------------------------GIDIALETADVVLVG---------SD

Ava11                        ------------------------GIDIALETADVVIVG---------SD

6.1BFiSau1                   -----------------------AGTDTAIETADIALMG---------DD

6.8BFiLmo1                   -----------------------AGTDTAIETADVALMG---------DD

6.12BGaPpu1                  -----------------------AGTDTAIETADVALMD---------DD

6.4BBeRme1                   -----------------------AGTDTAIETADVALMD---------DD

6.14BAlSme6                  -----------------------GGTDVALETADAASLH---------AR

6.2BGaEco4                   -----------------------SGTDVALETADAALTH---------NH

Ssp2                         -----------------------LGSDAAIETADVVLMT---------DA

6.5BCyObr1                   -----------------------LGSDAAIETADIVIMA---------DA

6.10BFiBsu3                  -----------------------LGSDAAVEAADIVLMT---------DQ

6.3BEpHpy1                   -----------------------KGSELSKQSADIVITN---------DS

25.1BAcSco3                  -----------------------RGTTASSEAADIVLTT---------DR

25.2BAlSme3                  -----------------------RGAAASSEAADVVILV---------DR

25.3BFiEfa3                  -----------------------HGATAASETADVVILK---------DD

6.16BGaPae5                  -----------------------GGADIALASADIVLIG---------SD

5.26AEuTvo1                  -----------------------SGSDITKAAGDIVLVN---------NK

Cu1-5.9EFuCal1               -----------------------SGADLAVTSSDFILLNK-------MHP

Nsp6                         -----------------------SGTDVAMETAQIVLMR---------DR

Ter4                         -----------------------TGTDVAMETADIVLMQ---------NK

Ssp13                        -----------------------SATDAALETADIILMR---------NR

Ama3                         -----------------------GGTDVAIETAQIILMSG------DANP

Tel3                         -----------------------SGTEVAIEAADIILTR---------NH

Ssp4                         -----------------------GATAVAMETADVVLMR---------SH

Pma1                         -----------------------TGTQIAQDSADLVLLG---------DR

Cu1.Chl-5.11EViAth34         -----------------------GGAGAASEVSPVVLMG---------NR

Cu1.Chl-5.12EViAth1          -----------------------AQENAASNAASVILVR---------NK

Gvi1                         -----------------------AGTDVARATSGIVLVR---------ND

Cu1.Ag.eff-5.10AEuAfu1       -----------------------AGTDVAVETADIVLVR---------ND

Cu2-5.22BAqAae1              -----------------------SGTDIAIESADVILVK---------SD

5.16BFiEfa1                  -----------------------AGTQVALDSADVILTQ---------SD

Cu1.Ag.eff-5.2BFiEhi2        -----------------------AGTDIAIDSADVVLTN---------SD

5.27AKoKcr1                  -----------------------AGTDIAIESADVILVR---------SD

Nsp8                         -----------------------SGADVAKETGGIILVK---------ND

Ag.eff-5.4BGaSen1            -----------------------TGTDVAIESAGVTLLK---------GD

Nsp9                         -----------------------TGTDVAIAASDITLIS---------GD

Nsp11                        -----------------------TGTDVAIAASDITLIS---------GD

Ama4                         -----------------------TGTDVAIAASDITLIS---------GD

Ter3                         -----------------------TGTDVAIASSDITLIS---------GD

Ssp12                        -----------------------TGTDVAMAASDITLMS---------GD

Ssp3                         -----------------------TGTDVAIAASDITLIA---------GD

Gvi2                         -----------------------TGTDIAIETGEVILMA---------GD

Au2-5.20BGaSen5              -----------------------TGTDVAVESADVVLMS---------GN

Cu1.Ag.eff-5.5BGaEco2        -----------------------GGSDVAIETAAITLMR---------HS

5.18BFiBsu1                  -----------------------TGTDIAMETADITLIR---------GD

Cu2.Fe3.Pb2-5.19BFiSau2      -----------------------TGTEVAIEAADITILG---------GD

Cu2upt-5.1BFiEhi1            -----------------------SGTDIAMETADVTLMN---------SH

5.15BFiEfa2                  -----------------------SGTDVAIESADIVLMR---------ND

5.23BSpLin1                  -----------------------TGTDVAMESSDLVIVN---------GD

Cu1.Ag.eff-5.3EMeHsa23       -----------------------TGTDVAIEAADVVLIR---------ND

Cu1.eff-5.6EMeHsa16          -----------------------TGTDVAIEAADVVLIR---------ND

Cu1.Ag.eff-5.7AEuAfu2        -----------------------SGSDVAVESGDIVLIR---------DD

Cu2.GA-5.17EFuSce13          -----------------------TGTEIAIEAADIVILCG---NDLNTNS

Cu1.GA-5.8EFuCal2            -----------------------SGTDIAIESADIVLIGG----RSNQTD

Cd2-5.14EFuSce9              -----------------------EGSEVAKLAADVVMLKP---------K

Cu1.Ag-5.21BAqAae2           -----------------------EGTDLAKLSGDVVIHK-----------

5.25ACrPae1                  -----------------------TGTEVAKEAGDVVVRRG---------D

5.28ACrApe2                  -----------------------NATDVSVEAGDIVLIKG---------D

5.24ACrSso1                  -----------------------SGTDLAKSAGKVVVN-----------S

27.2BSpLbi1                  -----------------------EAEDLSLEKSDVVLTS---------GN

27.3BEpNsp1                  -----------------------SGADIAMSVSDVVLLD---------EK

27.1BBeNme1                  -----------------------GGTDIARDGADIVLLN---------ED

Cu1-5.13ACrSso2              -----------------------NGVDISKNVADIILVS---------ND

Ssp6                         -----------------------TGTDVSKEASDMILLD---------DN

Ava3                         -----------------------TGTDVSKEASDMVLLD---------DN

Nsp5                         -----------------------TGTDVSKEASDMVLLD---------DN

Tel5                         -----------------------TGTDVTKEASDMVLLD---------DN

Ssp11                        -----------------------TGTDVSKEASDMVLLD---------DN

Ssp8                         -----------------------TGTDVSKEASDMVLLD---------DN

Ava5                         -----------------------NGTDVAREAADMVLLD---------DN

Ama2                         -----------------------TGTDVAKQAADMILLN---------DD

Gvi3                         -----------------------TGTDVAKEAADMVLLD---------DD

2.21BThPmo1                  -----------------------TGTDVAKGASDMVLTD---------DN

GA-2.19EViAth27              -----------------------SGTAVAKSASDMVLAD---------DN

ER-2.7EMeHsa25               -----------------------SGTAVAKTASEMVLAD---------DN

Ca.Mn.GA-2.13EViAth13        -----------------------SGTEVAKEASDMVLAD---------DN

2.8EApPfa2                   -----------------------NGTEVAKEASDIVLAD---------DN

Ssp7                         -----------------------GGTEVARESSDMLLTD---------DN

2.4BCySsp6                   -----------------------GGTEVARESSDMLLTD---------DN

Ama1                         -----------------------GGTEVAREAADMLLTD---------DN

Ava2                         -----------------------AGTEVAKEAADMILTD---------DN

Ava4                         -----------------------AGTEVAKEASDMLLTD---------DN

Ssp10                        -----------------------GGTEVAKAAADMILTD---------DN

GAeff-2.5EMeHsa12            -----------------------TGTDVCKEAADMILVD---------DD

Ca.Mn.GA-2.9EMeHsa2          -----------------------TGTDVSKEAANMILVD---------DD

Ca.Mn.GA-2.16EMeCel2         -----------------------CGTDVCKEAADMILCD---------DD

GAeff-2.3EFuSce2             -----------------------IGTDVAKEASDMVLTD---------DD

2.6EFuNcr3                   -----------------------HGTDVAKEAADMILTD---------DD

2.23AEuMva3                  -----------------------EGTEAAKSVSKMVLVD---------NN

2.24BAqAae1                  -----------------------SGTEAAKSVAKMVITD---------NN

Ssp9                         -----------------------NGTDVAREAADIVLTD---------DN

Ava7                         -----------------------NGTDVAREAADIVLTD---------DN

1.5BSpLbi2                   -----------------------RGTEVAKEAARMIIVD---------DD

Na.K-1.1EMeHsa13             -----------------------AGSDVSKQAADMILLD---------DN

N.K-1.6EMeSac1               -----------------------SGSDVSKQAADMILLD---------DN

H.K.NoGas1.4EMeRno1          -----------------------AGSDAAKNAADMVLLD---------DN

H.K.Gas-1.2EMeHsa24          -----------------------AGSDAAKNAADMILLD---------DN

Na-1.3ERaHak1                -----------------------SGSEVSKQAADMILLD---------DN

9.1EFuSce8                   -----------------------NGSDVSKEASDIVLSD---------DN

9.4EFuZro1                   -----------------------NGSDVAKDASDIVLSD---------DN

9.3EFuDoc1                   -----------------------NGSDVAKDASDIVLTD---------DN

9.5EFuUma1                   -----------------------NGSDVAKDASDIVLVD---------DN

9.2EFuSpo3                   -----------------------NGSDVAKDASDIVLTD---------DN

9.6EFuUma2                   -----------------------TGTDVAKDSSDLVLTD---------DR

Ava8                         -----------------------RGTDVARESADLVLLD---------DD

30.4BCyAva17                 -----------------------RGTDVARESADLVLLD---------DD

30.3BSpLbi4                  -----------------------RGTDVAREAADIVLLD---------DS

30.2BBaFjo5                  -----------------------KGTEIAKAAASLVITN---------DD

Ava1                         -----------------------TAVDIAKESADIILLE---------KS

4.1BGaSen1                   -----------------------GAVDIAREAADIILLE---------KS

4.2BSpLin3                   -----------------------KAVDVAKNAADLVLLE---------KD

Ter2                         ------------------------GTSVAKEASDIIILN---------DS

2.22BFiSth8                  ------------------------GTEVAREASDIVILN---------NS

PMeff-2.1EMeHsa11            -----------------------AGTDVAKEASDIILTD---------DN

PM-2.25EMeHsa1               -----------------------AGTDVAKEASDIILTD---------DN

PM-2.15EMeCel1               -----------------------AGTDVAKEASDIILTD---------DN

Vac-2.17EnoDdi23             -----------------------SGTEVAIAASDVVLLD---------DN

PM-2.10EViAth45              -----------------------AGTEVAKESSDIIILD---------DN

PM-2.14EViAth40              -----------------------SGTEVAKESSDIIILD---------DN

Chl-2.11EViAth32             -----------------------SGTEVAKESADVIILD---------DN

PM-2.12EViAth11              -----------------------AGTEVAKESADVIILD---------DN

Vac-2.2EFuSce6               -----------------------SGTEVAREASDIILMT---------DD

Vac-2.18EApTgo1              -----------------------SGKEVAKQAADIVMLD---------DN

3.1EFuNcr1                   -----------------------GSSDAARSAADIVFLA---------PG

3.6EFuSce5                   -----------------------GATDAARSAADIVFLA---------PG

3.4AEuMja1                   -----------------------NATDAARAAADIVLLS---------PG

3.7EViAth21                  -----------------------DATDAARGASDIVLTE---------PG

3.2ETrLma9                   -----------------------GATDAARAAADMVLTE---------PG

3.5ETrTbr5                   -----------------------GATDAARAAADMVLTD---------PG

Ter1                         ------------------------GSKATRSVADIVLLN---------NS

23.3BCyTer4                  ------------------------GSKATRSVADIVLLN---------NS

Tel1                         ------------------------GSAITRNVADIVLLA---------DS

23.1BAcSco4                  ------------------------GSEATRAVAQIVLLN---------NS

23.2BFiEfa2                  ------------------------GNQATAQASQVVLLD---------SD

24.3BDeHoc1                  -----------------------NSTTAARQAADMIITD---------ER

24.4BGaHch1                  -----------------------ECSVAAQQAADLLVVD---------GR

24.1BAcMbo1                  -----------------------RGSSAARGAADIVLTD---------DD

15.1EnoDdi18                 -----------------------EASIAAPFTSTITNVT-----------

16.1EOlTth26                 -----------------------EASIAAPFTSKIQDIS-----------

14.1EFuSce15                 -----------------------EASVAAPFTSKIFNIS-----------

13.1EMeHsa8                  -----------------------EASVVSPFTSSMASIE-----------

8.1EMeBta1                   -----------------------EGLQAANSSDYSIAQFK----------

8.8EMeMmu1                   -----------------------EGMQATNNSDYAIAQFS----------

8.2EFuSce10                  -----------------------EGMQAARSADIALGQFK----------

8.6EViAth15                  -----------------------EGMQAVMASDFAIAQFR----------

8.4EFuSce14                  -----------------------EGRQAVMCSDYAIGQFR----------

8.5EFuSce4                   -----------------------EGRQAVMCSDYAIGQFR----------

8.7EViAth19                  -----------------------EGRQAVMASDFAMGQFR----------

Nsp3                         -----------------------TGLWWNLSTSFSLLAG----------R

Nsp7                         ------------------------SLWWNLSTSLSILTG----------R

Gvi4                         ------------------------TPWWNLSTSVVLLLG----------R

32.4BFuFnu1                  -----------------------TRTDVAMEAADITITQ---------DN

6.7EViAth1                   -----------------------SGSALATETGNIILMS---------ND

8.3ETrLdo1                   -----------------------EGAHAALAADYAIPRFK---HLRRLCA

Mn.Cd-3.3BFiLpl1             ------------------------ATDLAKRSAKFVLLTG---------G

28.1BGaLpn4                  -----------------------IGDSITEQHAGIVVQQG---------L

29.1BDeBba2                  ------------------------SVDLSLNSADVYFTR---------GG

29.2BBaFjo4                  -----------------------ENVNVFSPACDAILDAG---------V

30.1BDeBba3                  -----------------------RGSRSAREVSSIILAD---------DN

31.1BGaMca11                 ------------------------ATSIATDTAHIVFLEQ---G------

Tel4                         -----------------------NVALIALPNLAVTFGG----------M

Ava6                         -----------------------GGTDVAREVADIVLED---------DR

12.1ERhCme8                  SLRSEAMLRDTRSAQPGYGRRTAGSTAAAAEQSDEGLVGA---TGVSAGT

24.2BChTro1                  -----------------------WGTEVARQAADLILIE---------DD

6.6EViAth26                  ------------------------ASATAIAVADILLLR---------DN

26.1BAcCdi2                  -----------------------SSAAIEHPVANVIMLK---------ND

11.1EFuEcu1                  -----------------------NEASLAANFTSSEISS-----------

17.1EFuSpo12                 --------------------------SEACAAASFVSKK---------KS

18.1EApCpa6                  --------------------------HEASVAASFVSNE---------RN

19.1EOlTth19                 ----------------------FSGECISNIIEVLIQCRAGLKTAFNNFN

20.1EOlTth57                 -------------------------TDASYSSPFSYSET----------S

31.2BGaMca1                  GGIRSLEEIG------------AQSLEFSDRLADKVIEEG-------LKL

10.1EFuSce3                  --------------------LKKLGEQRRLEGMKMMYIKQTEFMARWNQP

2.20BFiCac3                  -----------------------NSNKIVKRLSDIDFEK---------ND

21.1EBaTps13                 -----------------------FGHESEADESDVDVRP---------AA

22.1EApCpa2                  ---------------------IKCNGLVAPFISEIFPYG-----------

Nsp2                         PTKLIDLVTIGKQLLITRGALTTFSIANDIAKYFAILPTIFGAAG-----

Ava9                         PTKLIDLVTIGKQLLITRGALTTFSIANDIAKYFAIIPTIFAAAG-----

Ssp5                         PTKLIDLVTIGKQLLITRGALTTFSLANDIAKYFAIIPAMFAGIG-----

Ava10                        PTKLIDIVSIGKQLLITRGALTTFSIANDIAKYFAIIPVIFAAAN-----

Gvi5                         PTKLIDVVTIGKQLLITRGALTTFSIANDVAKYFAIIPAMFSAAG-----

7.1BGaEco3                   PTKLIEVVHIGKQMLMTRGSLTTFSIANDVAKYFAIIPAAFAATYPQ---

Nsp1                         LHGLLEAIAIARQAKSLIRQNTGIVAIPNLGALLVAVLFG----------

Ava12                        LTSFVEAIAIARQTQAIIKQNISLAVVPNLAALGLATTVG----------

Tel2                         LRGLTLAIRIAKQAMEIVWQNTAIVAIPNIGALLSGVFFA----------

32.8BCyTel1                  LRGLTLAIRIAKQAMEIVWQNTAIVAIPNIGALLSGVFFA----------

Tel6                         LEGLVQAIALSQEVMHIINQNIALVVIPNVSVVLAGVFLS----------

32.6AEuMsm6                  LYDLITLRKLSVGMLNKIDTNYHSIIGINGSLIALGMFGI----------

32.7BVeAmu1                  LAELVVLRELSCAVLEKIERNYRFIVGFNSSLILLGMFGL----------

32.3BBaBca1                  LWELVELRRIAMALMARIHSNYRFVIGFNGALIALGMAGI----------

32.5BSpTde3                  LRALPILRRIATGLIKRINVNNKAIIGINSALIAGELAGS----------

32.1BBeAar4                  IACVADAKALANGTMALIGSNYRLTVGLNTGILAAAAAGL----------

32.2BAcMtu1                  LHRLLDVGDLGERAVDVIRQNYGMSIAVNAAGLLIGAGGA----------

6.17AEuMac1                  LLKISYLINISRKAIKTIWQNVAFSLSVLSVAVALTIPGI----------

Nsp4                         LEKIAAAMELGRRSHRIIKQNIVVALGFIALLLIGNFLGN----------

Ssp1                         LERLEHAIRLGRRAQGVVKQNIVFALGFVMILLIANFAGN----------

6.9BFiBsu2                   LKKLVNMCRLSRKMNRIIKQNIVFSLAVICLLICANFLQA----------

6.11BGaPpu4                  IRQLPFAVGLSRHTRSIIHQNLFVSLGIVAILVPSTIMG-----------

Nsp10                        LRQLAYAVDLSRRTVSVIQQNVVFSLVTKALFLLLGTFGF----------

6.13BCyNsp1                  LRQLAYAVDLSRRTVSVIQQNVVFSLVTKALFLLLGTFGF----------

Ava11                        LRRLAYAVDLSRRTVSVIQQNVIFSLVTKALFLLLGTFGF----------

6.1BFiSau1                   LSKLPFAVRLSRKTLNIIKANITFAIGIKIIALLLVIPGW----------

6.8BFiLmo1                   LQKLPFTVKLSRKTLQIIKQNITFSLVIKLIALLLVIPGW----------

6.12BGaPpu1                  LRKIPAFVRLSRQSAAILMQNIVLALGIKAIFLAITFAGM----------

6.4BBeRme1                   LRKLPTFVRLSRATASVLKQNIALALGIKAVFLVLTFTGQ----------

6.14BAlSme6                  VSDVAAMVKLSRVTMRNIHQNIAIALGLKAVFLATTIAGV----------

6.2BGaEco4                   LRGLVQMIELARATHANIRQNITIALGLKGIFLVTTLLGM----------

Ssp2                         PSKVAEAIHVARKTRQIVVQNIVLALGIKALFIALGTIGL----------

6.5BCyObr1                   PSKVAEAIQIARKTHNIVWQNIIFAMSVKAIFIALGAFGL----------

6.10BFiBsu3                  PSKIAEAIRIAKRTRRIVWQNIGFALGVKAIFLILGAFGI----------

6.3BEpHpy1                   LNSLVKVLAIAKKTKSIIWQNILFALGIKAVFIVLGLMGV----------

25.1BAcSco3                  VDRLADAVVIAQRSRRIAVQSALGGMLLSLGAMAAAALGL----------

25.2BAlSme3                  LDRLVSAIRIAHRSRGIALQSVYMGMALSAAGMVAAAFGY----------

25.3BFiEfa3                  LSKVSQAVEIAQDTMKIAKQSVLIGIFICVLLMLIASTGI----------

6.16BGaPae5                  LRRLGTCVRLSRQCRRTLQVNVAIGLGWTLAIVAAAAFGL----------

5.26AEuTvo1                  LSTIIDILTISRSTIKKVKENIFWAIIYNSALIPIAGGVLVPVFSTS---

Cu1-5.9EFuCal1               LVSLATLLDICSKVFQRVKLNFGWSLVYNLIALPIAAGVIYPYKNS----

Nsp6                         ISDVVESIHLSRATFNKIRQNLFWAFAYNTIGIPLAAGVLLPNWGF----

Ter4                         LMDVVESIKLSRATFNKIRQNLFWAFAYNIVGIPVAMGVLLPSLGI----

Ssp13                        LWDVVEAIRLSRATFRKIQQNLLWAVGYNLVGIPVAAGVLLPPFGI----

Ama3                         LYRLVDVLRLSRATFRKIQQNLFWALIYNLIGLPIAAGILLPKFGI----

Tel3                         LEDVLAVLALSRATFRKIQQNLLWAVAYNIVALPIAAGVGLPLWGL----

Ssp4                         LSDVLKALTLSRSTVAKIKQNLLWALGYNLLAIPLAAGAFLPSFAI----

Pma1                         LEGLPEALLLARRTMAKVRQNLTWAFGYNLIALPIAAGLLLPGFGL----

Cu1.Chl-5.11EViAth34         LTQLLDAMELSRQTMKTVKQNLWWAFGYNIVGIPIAAGVLLPLTGT----

Cu1.Chl-5.12EViAth1          LSHVVDALSLAQATMSKVYQNLAWAIAYNVISIPIAAGVLLPQYDF----

Gvi1                         PRDIARIVALSKASYGKMVQNLIWAVGYNAVSLPLAGG-VLAGVGF----

Cu1.Ag.eff-5.10AEuAfu1       PRDVAAIVELSRKTYSKMKQNLLWATGYNAFAIPLAAG-VLYSAGI----

Cu2-5.22BAqAae1              PRDVVKVIKLSQVTVSKMLQNLFWAVGYNVITLPLATG-LGYPWGF----

5.16BFiEfa1                  PGDIESFIELAQKTTRKMKENLVWGAGYNFIAIPIAAG-ILAPIGI----

Cu1.Ag.eff-5.2BFiEhi2        PKDILHFLELAKETRRKMIQNLWWGAGYNIIAIPLAAG-ILAPIGL----

5.27AKoKcr1                  IRDVVYFFKLAKSSYRKMLENVLWAIGYNSLTIPLAAG-ALAGL-V----

Nsp8                         VRDVVTSIRLSRATMLKIKQNLFWAFIYNSIGIPIAA------FG-----

Ag.eff-5.4BGaSen1            LMILNRARHLSEITMKNIRQNLFFAFIYNALGVPVAAGLLYPVYGI----

Nsp9                         LQAIVTAIQLSRATIHNIRQNLFFAFIYNVAGIPIAAGILFPIFGW----

Nsp11                        LRSIVTAIQLSRATIRNIRQNLFFAFIYNVAGIPIAAGILFPIFGW----

Ama4                         LQSIVTAIQLSRATMGNIRQNLFFAFIYNIIGIPVAAGILYPFWGL----

Ter3                         LTGIITAIKLSRATIKNIRQNLFFAFIYNTLGIPIAAGILYPLTGW----

Ssp12                        LRGVATAIQLSRATLNNIRQNLFFAFIYNTLGIPIAAGALYPFTGW----

Ssp3                         LQGILTAIKLSRATMGNIRQNLFFAFIYNVIGIPVAAGLFYPLFGL----

Gvi2                         VGGVPNAIALARTALTNIKVNLFWAFAYNVLLIPVAAGVLYPALGW----

Au2-5.20BGaSen5              LQGVPNAIALSKATIRNIHQNLFWAFAYNTALIPVAAGALFPVWGI----

Cu1.Ag.eff-5.5BGaEco2        LMGVADALAISRATLHNMKQNLLGAFIYNSIGIPVAAGILWPFTGT----

5.18BFiBsu1                  LNSIADAIRMSRLTMKNIKQNLFWALGYNSLGIPIAA-----LG------

Cu2.Fe3.Pb2-5.19BFiSau2      LMLIPKAIYASKATIRNIRQNLFWAFGYNIAGIPIAA-----LG------

Cu2upt-5.1BFiEhi1            LTSINQMISLSAATLKKIKQNLFWAFIYNTIGIPFAA-----FG------

5.15BFiEfa2                  LTAVLTAIDLSHATLRNIKQNLFWAFAYNLVGIPVAMGLLYIFGGP----

5.23BSpLin1                  LNSIVNAITISRKTVYNIRQNFFWALLYNTLGIPIAA-----AG------

Cu1.Ag.eff-5.3EMeHsa23       LLDVVASIHLSKRTVRRIRINLVLALIYNLVGIPIAAGVFMPIG-I----

Cu1.eff-5.6EMeHsa16          LLDVVASIDLSRKTVKRIRINFVFALIYNLVGIPIAAGVFMPIG-L----

Cu1.Ag.eff-5.7AEuAfu2        LRDVVAAIQLSRKTMSKIKQNIFWALIYNVILIPAAAGLLYPIFGV----

Cu2.GA-5.17EFuSce13          LRGLANAIDISLKTFKRIKLNLFWALCYNIFMIPIAMG-VLIPWGI----

Cu1.GA-5.8EFuCal2            LHGVVNALQISTATFNRIKINFLWAIIYNIFMLPFAMG-CFLPLNI----

Cd2-5.14EFuSce9              LNNILTMITVSQKAMFRVKLNFLWSFTYNLFAILLAAGAFVDFH------

Cu1.Ag-5.21BAqAae2           LSSLPQVFTLSERVYRKIKENFFWAFAYNVTFIPIAAGVLWSKG------

5.25ACrPae1                  LSKVAEFIDISRKIMKNAKFNLFWAFVYNTALIPISAGLFYPA-------

5.28ACrApe2                  LRRVPLAVVISRKTYNTIKFNLFWAFIYNVTLIPVAAGAFAWAG------

5.24ACrSso1                  LDDIIGLFEQTELAVRKIKENLAWAFGYNTAIIPIAAGVFYPF-------

27.2BSpLbi1                  LNGLVHSLLSAKKTKEVISQNIIISFFYNSIMLPLAMFG-----------

27.3BEpNsp1                  PMKIYESLRLSRRVFLAVKENLTLSLLYNVATIPLAMLG-----------

27.1BBeNme1                  LRTVAHLLDQARRTRHIIRQNLIWAGAYNIIAVPLAVLG-----------

Cu1-5.13ACrSso2              IGTLLGLIKNRKRLSNAIPSNVILALTYNGIGIPLAIFG-----------

Ssp6                         FATIVSAVEEGRVVYTNIRRFIRYILGSNIGEVLTIAAAPLMG-------

Ava3                         FATIVSAVEEGRVVYINIRRFIRYILGSNIGEVLTIAAAPLLG-------

Nsp5                         FATIVTATKEGRVVYTNIRRFIKYILGSNIGEVLTIAAAPLMG-------

Tel5                         FATIVAATEEGRVIYSNIRRFIRYILGSNIGEVITIACSPLLG-------

Ssp11                        FATIVAAIEEGRVVYSNIRRFVKYILGSNIGEVLTVAAAPILG-------

Ssp8                         FATIVAAAEEGRVVYNNIRNFIKYILGSNVGEVITIASAPLLG-------

Ava5                         FATIVAAVKEGRIIYDNIRKFIKYILSSNVGELCVMLLAP----------

Ama2                         FSTIVAAVREGRVIYDNIRKFIKYTLSGNCGELWVILMAP----------

Gvi3                         FATIVAAVEEGRMIYDNLRRFIKFAVAGNVGKVGVMLLWPMPFF------

2.21BThPmo1                  FSTIVSAVEEGRNIYNNIKKSIVFLLSCNIGEIITLFFAILFG-------

GA-2.19EViAth27              FASIVAAVAEGRAIYNNTKQFIRYMISSNIGEVVCIFVAAVLG-------

ER-2.7EMeHsa25               FSTIVAAVEEGRAIYNNMKQFIRYLISSNVGEVVCIFLTAALG-------

Ca.Mn.GA-2.13EViAth13        FSTIVAAVGEGRSIYNNMKAFIRYMISSNIGEVASIFLTAALG-------

2.8EApPfa2                   FNTIVEAIKEGRCIYNNMKAFIRYLISSNIGEVASIFITALLG-------

Ssp7                         FASIEAAVEEGRTVYQNLRKAIAFLLPVNGGESMTILISVLLA-------

2.4BCySsp6                   FASIEAAVEEGRTVYQNLRKAIAFLLPVNGGESMTILISVLLA-------

Ama1                         FASVEAAVEEGRTVYQNLRKAIAFLLPVNGGESMTILISALLA-------

Ava2                         FASIEAAVEEGRTVYRNLLKAIAFILPVNGGESMTILISVLLA-------

Ava4                         FASIEAAVEEGRAVYKNLLKAICFILPVNGGESMTILISTLLA-------

Ssp10                        FASIEAAVEEGRTVYNNLLKAIAFILPVNGGESMTILLSVLLN-------

GAeff-2.5EMeHsa12            FQTIMSAIEEGKGIYNNIKNFVRFQLSTSIAALTLISLATLMN-------

Ca.Mn.GA-2.9EMeHsa2          FSAIMNAVEEGKGIFYNIKNFVRFQLSTSISALSLITLSTVFN-------

Ca.Mn.GA-2.16EMeCel2         FSTMTAAIEEGKAIYHNITNFVRFQLSTSVAALSLIAASTMFK-------

GAeff-2.3EFuSce2             FSTILTAIEEGKGIFNNIQNFLTFQLSTSVAALSLVALSTAFK-------

2.6EFuNcr3                   FSTILHAIEEGKAIFNNIQNFLTFQLSTSAAGLSLVLLCTCLG-------

2.23AEuMva3                  LSLIVKAIKQGRLITENIRKVIYYLISANMGQIVLISLSIIMG-------

2.24BAqAae1                  LKVIVEAVRWGRIIVRNIKRAITYLLTTSFGEITLLSSAILMK-------

Ssp9                         FATIVSAVEEGRTVYQNIRKFITYILASNVAELVPFLAMIFLN-------

Ava7                         FATIVSAIEQGRTVYQNIRKFMTYILASNVAELVPFLLMVALK-------

1.5BSpLbi2                   FATIVSAIEEGRGVFDNIRKFSAYVLNSNPQELIPFLLWAMIPG------

Na.K-1.1EMeHsa13             FASIVTGVEEGRLIFDNLKKSIAYTLTSNIPEITPFLIFIIAN-------

N.K-1.6EMeSac1               FASIVTGVEEGRLIFDNLKKSIAYTLTSNIPEITPFLVFIIGN-------

H.K.NoGas1.4EMeRno1          FASIVTGVEEGRLIFDNLKKTIAYTLTKNIAELCPFLIYIVAG-------

H.K.Gas-1.2EMeHsa24          FASIVTGVEQGRLIFDNLKKSIAYTLTKNIPELTPYLIYITVS-------

Na-1.3ERaHak1                FASIVAGVEEGRLIFDNLKKSICYTLTSNIPEISPFLCFIVIG-------

9.1EFuSce8                   FASILNAVEEGRRMTDNIQKFVLQLLAENVAQALYLIIGLVFRD------

9.4EFuZro1                   FSSILNAVEEGRRMTDNIQKFVLQLLAENVAEALYLVVGLAFQD------

9.3EFuDoc1                   FASILNAIEEGRRMSSNIQKFVLQLLAENVAQALYLMVGLAFID------

9.5EFuUma1                   FASIGNAIEEGRRMADNISKFVCHLLAQNVAQASVLLIGLAFKD------

9.2EFuSpo3                   FSSIVNAIEEGRRMFDNIMRFVLHLLVSNVGEVILLVVGLAFRD------

9.6EFuUma2                   FDSIVKGIREGRAIFDNIQRFLIGLLVANVAEVLLLLCGLGVRD------

Ava8                         FSSIVKSVRLGRRVFDNLKKGMAYTLAVHIPIAGMSLIPVIFHW------

30.4BCyAva17                 FSSIVKSVRLGRRVFDNLKKGMAYTLAVHIPIAGMSLIPVIFHW------

30.3BSpLbi4                  FSSILESVRIGRQIFDNLKKALGYLIGVHIPIVGITFLPILFDW------

30.2BBaFjo5                  LEKLVIGIAAGRRIYANIKKAIQYIISIHIPIILTVSLPLFLGW------

Ava1                         LLVLEAGVNEGRKTFGNIVKYIKMGTSSNFGNMFSMLGASALLP------

4.1BGaSen1                   LMVLEEGVIEGRRTFSNMLKYIKMTASSNFGNVFSVLVASAFLP------

4.2BSpLin3                   LEVLVDGVKEGRNTFANTLKYVFMATSANFGNMFSMAGVSMFLP------

Ter2                         FGSIENAVMWGRSLYQNIQKFILFQLTINVAACGIALLGPFIG-------

2.22BFiSth8                  LTSIEKAVLYGRTMSKSVSKFIIFQLTVNVTTIAMSLLSPLLG-------

PMeff-2.1EMeHsa11            FTSIVKAVMWGRNVYDSISKFLQFQLTVNVVAVIVAFTGACIT-------

PM-2.25EMeHsa1               FTSIVKAVMWGRNVYDSISKFLQFQLTVNVVAVIVAFTGACIT-------

PM-2.15EMeCel1               FTSIVKAVMWGRNVYDSISKFLQFQLTVNVVAVITAFVGAVTV-------

Vac-2.17EnoDdi23             FASIVRAVLWGRNIYDAICKFLQFQLTVNVVAVTVAFIGTLTSDVVEDKD

PM-2.10EViAth45              FASVVKVVRWGRSVYANIQKFIQFQLTVNVAALVINVVAAISS-------

PM-2.14EViAth40              FASVVKVVRWGRSVYANIQKFIQFQLTVNVAALIINVVAAMSS-------

Chl-2.11EViAth32             FSTIVTVAKWGRSVYINIQKFVQFQLTVNVVALIVNFLSACLT-------

PM-2.12EViAth11              FSTIVTVAKWGRSVYINIQKFVQFQLTVNVVALVVNFSSACLT-------

Vac-2.2EFuSce6               FSAIVNAIKWGRCVSVSIKKFIQFQLIVNITAVILTFVSSVASS------

Vac-2.18EApTgo1              FTCIVKAVKWGRNVYDNIRRFLQFQLTVNVVAVALTVVCTAVQR------

3.1EFuNcr1                   LGAIIDALKTSRQIFHRMYAYVVYRIALSIHLEIFLGLWIAIL-------

3.6EFuSce5                   LSAIIDALKTSRQIFHRMYSYVVYRIALSLHLEIFLGLWIAIL-------

3.4AEuMja1                   ISVIVDAIQEARRIFQRMESYVIYRITETIRILFFVELCILILG------

3.7EViAth21                  LSVIISAVLTSRAIFQRMKNYTIYAVSITIRIVFGFMLIALIW-------

3.2ETrLma9                   LSVVVEAMLVSREVFQRMLSFLTYRISATLQLVCFFFIACFSLTP-----

3.5ETrTbr5                   LSVVVDAMFVSRQVFQRMLSFLTYRISATMQLVCFFFIACFSLTP-----

Ter1                         FASLPHTFLEGQRIRNSIQDVLKLFMIRVFCVSILIFSTGFIGGFI----

23.3BCyTer4                  FASLPHTFLEGQRIRNSIQDVLKLFMIRVFCVSILIFSTGFIGGFI----

Tel1                         FAALPEAFREGQRIYNGIQDVSKLFLVRVFSFSLLCLVTVMTG-------

23.1BAcSco4                  FATLPSVVAEGRRVIGNITRVATLFLVKTVYSVLLAILVVCSQ-------

23.2BFiEfa2                  FSTMPEVVFEGRQVVNNIERSSSLFLVKNIFSLLMSVFAMIFA-------

24.3BDeHoc1                  IETVAHAALEGRALWLSVRDAVAILVGGNLGEILYTLVGGIVSR------

24.4BGaHch1                  IETIVTAVLEGRALWTAVRDAVSLMVGGNLGEIGFTLIAGLLEG------

24.1BAcMbo1                  LGVLLDALVEGRSMWAGVRDAVTILVGGNVGEVLFTVIGTAFGAG-----

15.1EnoDdi18                 --CTYNLIKEGRASLTVSFKLFQFIGMYSLIQFCQVILLYFDGSVLN---

16.1EOlTth26                 --CVVELLKEGRAALVTSFSCFKFMALYSMIQFFTTTLLYTVNSLPG---

14.1EFuSce15                 --CVLDVIREGRAALVTSFACFQYMSLYSAIQFITITILYSRGSNLG---

13.1EMeHsa8                  --CVPMVIREGRCSLDTSFSVFKYMALYSLTQFISVLILYTINTNLG---

8.1EMeBta1                   -YLKNLLMVHGAWNYNRGSKCILYCFYKNIVLYIIEIWFAFVNGFSGQI-

8.8EMeMmu1                   -YLEKLLLVHGAWSYNRVTKCILYCFYKNVVLYIIELWFAFVNGFSGQI-

8.2EFuSce10                  -FLKKLLLVHGSWSYQRISVAILYSFYKNTALYMTQFWYVFANAFSGQS-

8.6EViAth15                  -FLTDLLLVHGRWSYLRICKVVMYFFYKNLTFTLTQFWFTFRTGFSGQR-

8.4EFuSce14                  -YLARLVLVHGRWSYKRLAEMIPEFFYKNMIFALALFWYGIYNDFDGSY-

8.5EFuSce4                   -YVTRLVLVHGKWCYKRLAEMIPQFFYKNVIFTLSLFWYGIYNNFDGSY-

8.7EViAth19                  -FLVPLLLVHGHWNYQRMGYMILYNFYRNAVFVLILFWYVLFTCYTLTT-

Nsp3                         YIPIIGLLFLADSICRKQQVSFTSGTLRTDTGLFTGVTAG----------

Nsp7                         YVPIIAMLLLADSMSRKQTVPQTPGTLKTDSLIFTTVTAG----------

Gvi4                         YAPIVALLALAGGLQRKQPVPETPGTLRTDTVLFGSVTAG----------

32.4BFuFnu1                  PLLVPGVIGLSKNTVKTIKENFAMVIGLNTFALVLGATG-----------

6.7EViAth1                   IRRIPQAIKLAKRAKRKVVENVVISITMKGAILALAFAGHPLIWAAVLAD

8.3ETrLdo1                   VHGRYSLFRNASCILVSFHKNITVSVVQFIFAFYVGFSGLTLFDG-----

Mn.Cd-3.3BFiLpl1             LANILTILDNGHRVYQRMLTWTITKLTRTVELTVLLTIGYLWLDYVP---

28.1BGaLpn4                  LFPIATAFDVAQKTKQNIFQNLFVSLSYNSIITLVAAGLFVALG------

29.1BDeBba2                  LSPFFDLLKISEQTQNVLKRNLGISLTYNTIGGILALAG-----------

29.2BBaFjo4                  FSKLNYFLKLSHKSILIIKMSFTLSLLYNVVGLAFAVTGN----------

30.1BDeBba3                  FSTIINAIREGRQLFKNLKMSFEYLLLIHIPLVATAAVLPLAGYPLVYLP

31.1BGaMca11                 LGKLCELRDISRELERNIARSWAMIIAPNVACVLGVFTLG----------

Tel4                         FFGLHPVVNVVTNNATAFIAEFWHGNSTQFRTALLPRVST----------

Ava6                         LETMIIAVSRGRTIYNNIRKSVHFLLATNLSEIMVMTTATAVGIGEPLN-

12.1ERhCme8                  SGAEVTTLARGRLSEAKTHPALLLREAEAAEAAPLEQHAAVADEAAVPPL

24.2BChTro1                  FAALVQALIEGRSFWRNMRRAVALLLGGNLGELLLMGIPSLLGAPAPLN-

6.6EViAth26                  ITGVPFCVAKSRQTTSLVKQNVALALTSIFLAALPSVLG-----------

26.1BAcCdi2                  VAPIPRLFTFARRLNRRIRSNLGFAWVYNVAAIVAAISG-----------

11.1EFuEcu1                  ---VLDLIKEGRSAFVTSTATFKYVVSYCAIAYVVLVFLVLRKKFLS---

17.1EFuSpo12                 IKDVFNVLLEGRCSLILSHRCFQYMVLCAIVQFSGVFFLYLKNYNFN---

18.1EApCpa6                  IAAVPDIIVEGRAALTSTIQSFQFFVLYIFIQFTSVLYLYSKGTN-----

19.1EOlTth19                 FIAMYSIVQFTTTTILYYCFSMQSDLQLLYIDILVVSSLILTMGTTNQLS

20.1EOlTth57                 LDCVIKILAEGRCTLSNMIECYNIYLLKQAYIDIGTLQNNIEYDG-----

31.2BGaMca1                  ATGVGAVTGTGSLGTVLVGVPASLGVALRLIHRVSQAYGYSTERTGDRG-

10.1EFuSce3                  QPPVPEPIAHLFPPGPKNPHYLKALESKGTVITPEIRKAVEEANSKP---

2.20BFiCac3                  MGMIANMIINSRKLIIALKNLINYVFIWSFNLVAVILLLYMNNLNLKFN-

21.1EBaTps13                 SARIQLRIKKGLHKLQQNNSSNDPPVHATPLDVTFSSIQEELRRYKELKK

22.1EApCpa2                  LHSVCRLVIESRGVVFAFVSMYQHIVLLGIFFVTCKTFLLWQSQAMIP--

Nsp2                         ----------------------------IGALNIMGLKSAQSAIISALIY

Ava9                         ----------------------------IGALNIMGLKSAQSAIISALIY

Ssp5                         ----------------------------IGALNIMDLKSPQSAVLSALIY

Ava10                        ----------------------------LQSLNIMNLTSTNSAVLSALIY

Gvi5                         ----------------------------IGVLNVMALTSPTSAILSALVF

7.1BGaEco3                   ----------------------------LNALNIMCLHSPDSAILSAVIF

Nsp1                         -------------------------------LNPLAATVVNNGSTIVAGV

Ava12                        -------------------------------IHPLAATVVHNGSAIAAGL

Tel2                         -------------------------------LDPILAVVINNGTAILAEL

32.8BCyTel1                  -------------------------------LDPILAVVINNGTAILAEL

Tel6                         -------------------------------LHPVIAVLISNGATLLAEL

32.6AEuMsm6                  -------------------------------ITPSTSSLIHNLSTMLLGA

32.7BVeAmu1                  -------------------------------ITPDLSAFLHNASTVYVSA

32.3BBaBca1                  -------------------------------IPPATSATLHNLSTLGVSL

32.5BSpTde3                  -------------------------------IPPATAALVHNGSTVAIGM

32.1BBeAar4                  -------------------------------LSPITTAMLHNGSTIAILL

32.2BAcMtu1                  -------------------------------LSPVLAAILHNASSVAVVA

6.17AEuMac1                  -------------------------------LTPITGALLHELSSIPVIM

Nsp4                         -------------------------------INLPIGVIGHEGSTVLVTL

Ssp1                         -------------------------------ITLPFGVLGHEGSTVIVTL

6.9BFiBsu2                   -------------------------------MELPFGVIGHEGSTILVIL

6.11BGaPpu4                  -------------------------------LSIGAAVAIHEGSTLLVVF

Nsp10                        -------------------------------VGLAIAVLADTGTSLLVTA

6.13BCyNsp1                  -------------------------------VGLAIAVLADTGTSLLVTA

Ava11                        -------------------------------VGLAVAVLADTGTSLLVTA

6.1BFiSau1                   -------------------------------LTLWIAILSDMGATILVAL

6.8BFiLmo1                   -------------------------------LTLWIAIMADMGATLLVTL

6.12BGaPpu1                  -------------------------------ATMWMAVFADMGVSLLVVF

6.4BBeRme1                   -------------------------------ATMWMAVFADMGASLLVVG

6.14BAlSme6                  -------------------------------TGLWPAILADTGATVLVTI

6.2BGaEco4                   -------------------------------TGLWLAVLADTGATVLVTA

Ssp2                         -------------------------------ATLWEAVFADVGVALLAIL

6.5BCyObr1                   -------------------------------ATMWEAVFADVGVALAAIF

6.10BFiBsu3                  -------------------------------ATMWEAVFSDVGVTLLAVA

6.3BEpHpy1                   -------------------------------ASLWEAVFGDVGVTLLALA

25.1BAcSco3                  -------------------------------IQPAAGALLQEGIDVAVIL

25.2BAlSme3                  -------------------------------LTPVQGALLQEAIDIVAIL

25.3BFiEfa3                  -------------------------------IPALIGAMLQEVVDTVSIL

6.16BGaPae5                  -------------------------------LG-AAGAMVAALLHNLSTL

5.26AEuTvo1                  ----------------------------VYSVLPILAALAMGMSSTTVVL

Cu1-5.9EFuCal1               ------------------------------RLDPVWASAAMALSSVSVVL

Nsp6                         ------------------------------VLSPSGAAALMAFSSVSVVT

Ter4                         ------------------------------ILNPSAAGALMAFSSVSVVT

Ssp13                        ------------------------------GLSPAIAGGLMALSSLSVIL

Ama3                         ------------------------------LLSPASSAALMAFSSVSVVT

Tel3                         ------------------------------SLTPGLAAAGMAFSSIIVVL

Ssp4                         ------------------------------VLTPAIAAAMMASSSIVVVL

Pma1                         ------------------------------LLSPPIAALLMALSSITVVV

Cu1.Chl-5.11EViAth34         ------------------------------MLTPSMAGALMGVSSLGVMT

Cu1.Chl-5.12EViAth1          ------------------------------AMTPSLSGGLMALSSIFVVS

Gvi1                         ------------------------------VLPVWVGAVLMSLSTMIVAI

Cu1.Ag.eff-5.10AEuAfu1       ------------------------------LLSPAVGAILMSLSTVIVAI

Cu2-5.22BAqAae1              ------------------------------VLKPAVGAIFMSASTVIVAL

5.16BFiEfa1                  ------------------------------TLSPAVGAVLMSLSTVIVAI

Cu1.Ag.eff-5.2BFiEhi2        ------------------------------ILSPAVGAVLMSLSTVVVAL

5.27AKoKcr1                  ------------------------------VIGPAMGALIMSMSDIIVVL

Nsp8                         ------------------------------LLNPMIAAAAMALSSLSVIV

Ag.eff-5.4BGaSen1            ------------------------------LLSPVIAAAAMALSSVSVIV

Nsp9                         ------------------------------LLNPIIAGAAMAFSSVSVVT

Nsp11                        ------------------------------LLNPIIAGAAMAFSSVSVVT

Ama4                         ------------------------------LLNPMIAGAAMAFSSVSVVT

Ter3                         ------------------------------LLNPIIAGGAMAFSSVSVVT

Ssp12                        ------------------------------LLNPMLAGAAMALSSVSVVA

Ssp3                         ------------------------------LLNPILAGAAMAFSSVSVVT

Gvi2                         ------------------------------LLNPVLAAAAMGFSSLFVVS

Au2-5.20BGaSen5              ------------------------------LLSPVFAAGAMAMSSVFVLG

Cu1.Ag.eff-5.5BGaEco2        ------------------------------LLNPVVAGAAMALSSITVVS

5.18BFiBsu1                  ------------------------------FLAPWIAGAAMAFSSVSVVL

Cu2.Fe3.Pb2-5.19BFiSau2      ------------------------------LLAPWVAGAAMALSSVSVVT

Cu2upt-5.1BFiEhi1            ------------------------------FLNPIIAGGAMAFSSISVLL

5.15BFiEfa2                  ------------------------------LMNPMFAAVAMSFSSVSVLL

5.23BSpLin1                  ------------------------------FLAPWVAGGAMALSSVSVVL

Cu1.Ag.eff-5.3EMeHsa23       ------------------------------VLQPWMGSAAMAASSVSVVL

Cu1.eff-5.6EMeHsa16          ------------------------------VLQPWMGSAAMAASSVSVVL

Cu1.Ag.eff-5.7AEuAfu2        ------------------------------VFRPEFAGLAMAMSSVSVVA

Cu2.GA-5.17EFuSce13          ------------------------------TLPPMLAGLAMAFSSVSVVL

Cu1.GA-5.8EFuCal2            ------------------------------VLPPVAAGAAMMFSSLSVVF

Cd2-5.14EFuSce9              -----------------------------IPPEYAGLGELVSILPVIFVA

Cu1.Ag-5.21BAqAae2           -----------------------------IYLKPEFAGLLMALSSVSVVL

5.25ACrPae1                  -----------------------------LYLRPELAGLAMALSSISVTL

5.28ACrApe2                  -----------------------------ITLRPELAAAAMALSSITVTS

5.24ACrSso1                  -----------------------------ITLPPEYAALAMGFSSVIVSL

27.2BSpLbi1                  ------------------------------LMLPVICAVFMACSSLTVLL

27.3BEpNsp1                  ------------------------------YINPLFAALFMSLSSFTVVG

27.1BBeNme1                  ------------------------------YVQPWIAALGMSFSSLAVLG

Cu1-5.13ACrSso2              ------------------------------ILTMKFAMIIMILSLFSIFI

Ssp6                         ----------------LGGVPLS------PLQILWMNLVTDGVPALALAV

Ava3                         ----------------LGGVPLS------PLQILWMNLVTDGLPALALAV

Nsp5                         ----------------LGGVPLT------PLQILWMNLVTDGLPALALAV

Tel5                         ----------------LGGVPLT------PLQILWMNLVTDGLPALALAV

Ssp11                        ----------------LGDVPLT------PLQILWMNLVTDGLPALALAL

Ssp8                         ----------------LSAVPLT------PLQILWMNLVTDGLPALALAM

Ava5                         ----------------FLGMPLP----LLPLQILWINITTDGLPALALGV

Ama2                         ----------------LVGMPIP----LLPLQILWINLLADGLLAIGLSV

Gvi3                         ----------------LTGQPLESTVAILPLQLLWLNLMTDGLLGLSMGV

2.21BThPmo1                  -----------------WATPLK------PIHILWVNLITDTFPALSLGV

GA-2.19EViAth27              -------------------IPDT----LAPVQLLWVNLVTDGLPATAIGF

ER-2.7EMeHsa25               -------------------FPEA----LIPVQLLWVNLVTDGLPATALGF

Ca.Mn.GA-2.13EViAth13        -------------------IPEG----MIPVQLLWVNLVTDGPPATALGF

2.8EApPfa2                   -------------------IPDS----LAPVQLLWVNLVTDGLPATALGF

Ssp7                         -----------------LNLPIL------SLQVLWLNMINSITMTVPLAF

2.4BCySsp6                   -----------------LNLPIL------SLQVLWLNMINSITMTVPLAF

Ama1                         -----------------RDLPIL------SLQILWLNLINSLTMTVPLAF

Ava2                         -----------------RELPIL------SLQVLWLNMVNSIAMTVPLAF

Ava4                         -----------------RDLPIL------SLQVLWLNMLNSITMTVPLAF

Ssp10                        -----------------RELPIL------AIQVLWLNMINSITMTVPLAF

GAeff-2.5EMeHsa12            -----------------FPNPLN------AMQILWINIIMDGPPAQSLGV

Ca.Mn.GA-2.9EMeHsa2          -----------------LPSPLN------AMQILWINIIMDGPPAQSLGV

Ca.Mn.GA-2.16EMeCel2         -----------------FDNPLN------AMQILWINIIMDGPPAQSLGV

GAeff-2.3EFuSce2             -----------------LPNPLN------AMQILWINILMDGPPAQSLGV

2.6EFuNcr3                   -----------------YKSPLN------AMQILWINIIMDGPPAQSLGV

2.23AEuMva3                  -----------------LSLPLF------PVQILWINMVTDGVQDKTFPF

2.24BAqAae1                  -----------------LPLPLY------PTQILWINIVTDGVQDKTFPF

Ssp9                         -----------------IPPALL------IMQILAIDLGTDMVPALALGI

Ava7                         -----------------VPPALV------IMQILAIDLGTDLVPALALGA

1.5BSpLbi2                   -----------------FPLLMT------VMGVLAVDVGTDLIPAMGLGS

Na.K-1.1EMeHsa13             -----------------IPLPLG------TVTILCIDLGTDMVPAISLAY

N.K-1.6EMeSac1               -----------------VPLPLG------TVTILCIDLGTDMVPAISLAY

H.K.NoGas1.4EMeRno1          -----------------LPLPIG------TITILFIDLGTDIIPSIALAY

H.K.Gas-1.2EMeHsa24          -----------------VPLPLG------CITILFIELCTDIFPSVSLAY

Na-1.3ERaHak1                -----------------TPLPLS------TVLILGIDLGTDMVPAISMAY

9.1EFuSce8                   ----------------ENGKSVFP---LSPVEVLWIIVVTSCFPAMGLGL

9.4EFuZro1                   ----------------EDGKSVFA---LSPVEVLWIIVFTSCFPAMGLGL

9.3EFuDoc1                   ----------------DSGLSVFP---LSPVEVLWILVVTSCFPAMDLGQ

9.5EFuUma1                   ----------------ETGLSVFP---LSPVEILYIIMVTSGFPAMGLGM

9.2EFuSpo3                   ----------------EVHLSVFP---MSPVEILWCNMITSSFPSMGLGM

9.6EFuUma2                   ----------------ADEESVFP---LAPVGILWVNMVTASLPAIGLGL

Ava8                         ----------------PLVLLP--------IHIAFLHLIIDPACTVVFEA

30.4BCyAva17                 ----------------PLVLLP--------IHIAFLHLIIDPACTVVFEA

30.3BSpLbi4                  ----------------PMIVLSA-------IHIVFMEMVIDPTCTIVFEK

30.2BBaFjo5                  ----------------IFPQIFTP------VHVIFLELVMGPTCSIVYEN

Ava1                         ----------------FLPMN--------PVQILLNNLLYD-FSQTGIPF

4.1BGaSen1                   ----------------FLPML--------PLHLLIQNLLYD-VSQVAIPF

4.2BSpLin3                   ----------------FLPLL--------PKQILLTNFLTD-FPEMTIAT

Ter2                         -----------------INLPFT------VIQLLWVNLIMDTFAALALAT

2.22BFiSth8                  -----------------LKEPFT------IIQILWVNLIMDTLAALAFGE

PMeff-2.1EMeHsa11            -----------------QDSPLK------AVQMLWVNLIMDTFASLALAT

PM-2.25EMeHsa1               -----------------QDSPLK------AVQMLWVNLIMDTLASLALAT

PM-2.15EMeCel1               -----------------SDSPLK------AVHMLWINLIMDTLASLALAT

Vac-2.17EnoDdi23             NSSSSGSADKVTEEEPRQGSPLT------AVQLLWVNLIMDTLAALALAT

PM-2.10EViAth45              -----------------GDVPLT------AVQLLWVNLIMDTLGALALAT

PM-2.14EViAth40              -----------------GDVPLK------AVQLLWVNLIMDTLGALALAT

Chl-2.11EViAth32             -----------------GNAPLT------AVQLLWVNMIMDTLGALALAT

PM-2.12EViAth11              -----------------GSAPLT------AVQLLWVNMIMDTLGALALAT

Vac-2.2EFuSce6               ----------------DETSVLT------AVQLLWINLIMDTLAALALAT

Vac-2.18EApTgo1              ------------------EAPLS------AVQMLWVNLIMDSFASLALAT

3.1EFuNcr1                   ---------------------------NRSLNIELVVFIAIFADVATLAI

3.6EFuSce5                   ---------------------------DNSLDIDLIVFIAIFADVATLAI

3.4AEuMja1                   ---------------------------IYPITALMIVLLAILNDIPILAI

3.7EViAth21                  ---------------------------EFDFSAFMVLIIAILNDGTIMTI

3.2ETrLma9                   ----------------KAYGSVDPHFQFFHLPVLMFMLITLLNDGCLMTI

3.5ETrTbr5                   ----------------HDYGIENPEFQVFYLPVMMFMLITLLNDGCLMTI

Ter1                         ----------------GGTFPLL------NKHSAVVTLISVGFPTFCIPI

23.3BCyTer4                  ----------------GGTFPLL------NKHSAVVTLISVGFPTFCIPI

Tel1                         -----------------RAFPLL------IKHNSLLTLWGVGLPTLAVAF

23.1BAcSco4                  -----------------VEYPFL------PRHLTLLSTLTIGVPAFFLAL

23.2BFiEfa2                  -----------------VTYPLQ------PTQVTLISLFTIGIPSTFLAL

24.3BDeHoc1                  ------------------KPPLN------VRQILLVNLITDTFPALAIAL

24.4BGaHch1                  ------------------RSPLN------ARQLLLINLLTDSVPALAVAL

24.1BAcMbo1                  ------------------RAPVG------TRQLLLVNLLTDMFPALAVAV

15.1EnoDdi18                 -----------------------------NYQYLYQDLWVIFPLVIFMGR

16.1EOlTth26                 -----------------------------DMQFLYWDIVIIIPLAFLMGL

14.1EFuSce15                 -----------------------------DFQFLYIDLLLIVPIAICMSW

13.1EMeHsa8                  -----------------------------DLQFLAIDLVITTTVAVLMSR

8.1EMeBta1                   --------------------------LFERWCIGLYNVMFTAMPPLTLGI

8.8EMeMmu1                   --------------------------LFERWCIGLYNVIFTALPPFTLGI

8.2EFuSce10                  --------------------------IMESWTMSFYNLFFTVWPPFVIGV

8.6EViAth15                  --------------------------FYDDWFQSLFNVVFTALPVIVLGL

8.4EFuSce14                  --------------------------LYEYTYMMFYNLAFTSLPVIFLGI

8.5EFuSce4                   --------------------------LFEYTYLTFYNLAFTSVPVILLAV

8.7EViAth19                  --------------------------AITEWSSVLYSVIYTAIPTIIIGI

Nsp3                         --------------------------------VILILGALTFFPLLAFGP

Nsp7                         --------------------------------IVLILGVLTFFPVLALGP

Gvi4                         --------------------------------TILILGALTFFPVFALGP

32.4BFuFnu1                  ------------------------------ILAPIYASVLHNSTTILVVL

6.7EViAth1                   VGTCLLVILNSMLLLSDKHKTGNKCYRESSSSSVLIAEKLEGDAAGDMEA

8.3ETrLdo1                   ------------------------------WMLTFYNVLLTSIPPFFMGI

Mn.Cd-3.3BFiLpl1             ----------------------------LSLNAMVLVAILNDLVTLVLGT

28.1BGaLpn4                  -----------------------------FALNPVLGVALMVLESTIVLT

29.1BDeBba2                  ------------------------------FIDPLMAAILMPISSVVIIL

29.2BBaFjo4                  -------------------------------LNPLVAAIIMPLSTITIVS

30.1BDeBba3                  ------------------------------VHIVWLELVIHPTALLAFQA

31.1BGaMca11                 -------------------------------FGVAASVFTNNVAALAALA

Tel4                         --------------------------------TLPLQPLPLEFPQLAVAS

Ava6                         -----------------------------AIQLLWLNLVTDIFPGLSLAM

12.1ERhCme8                  PNRR----------HSLWTGERAGTSALSSVATARVALPQDEPVALAMTG

24.2BChTro1                  -----------------------------TRQVLMVNLITDVPPALAIAL

6.6EViAth26                  ------------------------------FVPLWLTVLLHEGGTLLVCL

26.1BAcCdi2                  ------------------------------VLHPMIASLFMLGATIVIEV

11.1EFuEcu1                  -----------------------------DLQTIHGDLLVSIPIAYMLTC

17.1EFuSpo12                 -----------------------------DNQFLFMDLLIIFPLSAAMSY

18.1EApCpa6                  ---------------------------FTDHQFIWNDVVTFLPISVLATL

19.1EOlTth19                 NINSMTSASNKLSMQLPDQSLISLKNMLSLGGHTLLNIITQLVILFLLSK

20.1EOlTth57                 -------------------------------IIGLTVINLCQFLTLYFNL

31.2BGaMca1                  ----------------------------FMLHILALATAETAEERTRALE

10.1EFuSce3                  --------------VEVIKPNGLSEKKPADLASLLLNSAGDAQGDEAPAL

2.20BFiCac3                  -----------------------------IEQILWILFFNVLINGIAIFS

21.1EBaTps13                 G---------------GSGAAKILEDEARLRRSLQQKADIDAPANEISIY

22.1EApCpa2                  -----------------------------AMAWLFIDIFCTLLPLLLFSF

Nsp2                         NA-----------------LIIPALIPLALQGVKFRSLTADQLLRRNIFI

Ava9                         NA-----------------LIIPALIPLALKGVKFRPLTADQLLKRNILI

Ssp5                         NA-----------------LIIPALIPLALRGVKFRPLSADQLLQRNILV

Ava10                        NA-----------------LIIPALIPLALKGVQFRPLTANQLLQRNILI

Gvi5                         NA-----------------LIIPALIPLALRGVQFQPLSADQLLTRNMLI

7.1BGaEco3                   NA-----------------LIIVFLIPLALKGVSYKPLTASAMLRRNLWI

Nsp1                         NG-----------------LRPILKQSPKKALPAGR--------------

Ava12                        NG-----------------LRPLMHKDPPR--------------------

Tel2                         NG-----------------LRPLAGPGGPLPLPAVKDTKEFLAEWEATHP

32.8BCyTel1                  NG-----------------LRPLAGPGGPLPLPAVKDTKEFLAEWEATHP

Tel6                         NS-----------------LRILTDYRPVKIERKCSRSRSQAGVLDIPWK

32.6AEuMsm6                  LS-----------------TRSVLKEPREIEVNVVETA------------

32.7BVeAmu1                  RS-----------------TRRCLPPVRVPK-------------------

32.3BBaBca1                  RS-----------------MSPLPHQKERKQVI-----------------

32.5BSpTde3                  SA-----------------MRSYEQPLAESI-------------------

32.1BBeAar4                  NA-----------------LRRSSV-------------------------

32.2BAcMtu1                  NS-----------------SRLIRYRLDR---------------------

6.17AEuMac1                  NS-----------------ARLITYEPKD---------------------

Nsp4                         SG-----------------LRLLK--------------------------

Ssp1                         SG-----------------LRLLRG-------------------------

6.9BFiBsu2                   NG-----------------LRLLK--------------------------

6.11BGaPpu4                  NA-----------------LRLLAYRRST---------------------

Nsp10                        NG-----------------MRLFKTKTLKN--------------------

6.13BCyNsp1                  NG-----------------MRLFKTKTLKN--------------------

Ava11                        NG-----------------MRLFTTKKII---------------------

6.1BFiSau1                   NS-----------------LRLMRVKDK----------------------

6.8BFiLmo1                   NG-----------------LRLMKVKD-----------------------

6.12BGaPpu1                  NG-----------------LRLLRK-------------------------

6.4BBeRme1                   NG-----------------LRLLRR-------------------------

6.14BAlSme6                  NA-----------------LRLLR--------------------------

6.2BGaEco4                   NA-----------------LRLLRRR------------------------

Ssp2                         NA-----------------TRIAK--------------------------

6.5BCyObr1                   NA-----------------TRVLK--------------------------

6.10BFiBsu3                  NA-----------------MRVMRLKNK----------------------

6.3BEpHpy1                   NS-----------------MRAMRA-------------------------

25.1BAcSco3                  NA-----------------LRALRADHAGQGVLAPATEALIHRFAAEHED

25.2BAlSme3                  NA-----------------LRALGDPMRGWRKTTRLEHAELLKLEAEHRA

25.3BFiEfa3                  SA-----------------LRARRIGQ-----------------------

6.16BGaPae5                  LV-----------------LGNAGRLLRFEEPLGQPRPAVEGREEEGTP-

5.26AEuTvo1                  NS-----------------LRLKKSIRKSIQSEKMYEYTKNQGETFVS--

Cu1-5.9EFuCal1               SS-----------------LALK-LYKPSLKAEDFGVDDSTESELSPNEV

Nsp6                         NS-----------------LLLR---------------------RLAHR-

Ter4                         NS-----------------LLLR---------------------NRNC--

Ssp13                        NS-----------------LLLR---------------------RTFVPR

Ama3                         NS-----------------LQLR---------------------RLSLQA

Tel3                         NS-----------------LSLS---------------------RAN---

Ssp4                         NA-----------------LALR---------------------YQFSRS

Pma1                         NA-----------------LALR---------------------TT----

Cu1.Chl-5.11EViAth34         NS-----------------LLLRYRFFSNRNDKNVKPEPKEGTKQPHENT

Cu1.Chl-5.12EViAth1          NS-----------------LLL----------------------QLHKSE

Gvi1                         NA-----------------QTLRGSKL-----------------------

Cu1.Ag.eff-5.10AEuAfu1       NA-----------------RLLR---------------------------

Cu2-5.22BAqAae1              NS-----------------MLMKKELR-----------------------

5.16BFiEfa1                  NA-----------------MTLKLDPK-----------------------

Cu1.Ag.eff-5.2BFiEhi2        NA-----------------LTLK---------------------------

5.27AKoKcr1                  NA-----------------ISLNVK-------------------------

Nsp8                         NS-----------------SLLKGFKLSTN--------------------

Ag.eff-5.4BGaSen1            NA-----------------LRLKSVRLGK---------------------

Nsp9                         NA-----------------LRLRKFQPKTLV-------------------

Nsp11                        NA-----------------LRLRKFQAKPVA-------------------

Ama4                         NA-----------------LRLRRFQPGSFRQ------------------

Ter3                         NA-----------------LRLRNFKPKAKV-------------------

Ssp12                        NA-----------------LRLRHFQPPRPAGRR----------------

Ssp3                         NA-----------------LRLKKFCP-----------------------

Gvi2                         NA-----------------LRLRRFRPPLTHHAA----------------

Au2-5.20BGaSen5              NA-----------------LRLRRFRAPMATPSDTSTT------------

Cu1.Ag.eff-5.5BGaEco2        NA-----------------NRLLRFKPKE---------------------

5.18BFiBsu1                  NA-----------------LRLQKVK------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      NA-----------------LRLKKMRLEPRRKDA----------------

Cu2upt-5.1BFiEhi1            NS-----------------LSLNRKTIK----------------------

5.15BFiEfa2                  NA-----------------LRLRRFKPAVV--------------------

5.23BSpLin1                  NA-----------------LRLQRD-------------------------

Cu1.Ag.eff-5.3EMeHsa23       SS-----------------LQLKCYKKPDLERYEAQAHGHMKPLTASQVS

Cu1.eff-5.6EMeHsa16          SS-----------------LFLKLYRKPTYESYELPARSQIGQKSPSEIS

Cu1.Ag.eff-5.7AEuAfu2        NS-----------------LLLRNYVPPIRRGGDS---VEKIVLELSGLS

Cu2.GA-5.17EFuSce13          SS-----------------LMLKKWTPPDIESHG----------------

Cu1.GA-5.8EFuCal2            SS-----------------LLLKRWTPPKIETKKTFIDDLEMGNNATGGD

Cd2-5.14EFuSce9              IL-----------------LRYAKI-------------------------

Cu1.Ag-5.21BAqAae2           NT-----------------LRLLKD-------------------------

5.25ACrPae1                  NS-----------------LRLRRA-------------------------

5.28ACrApe2                  IS-----------------YRLSKWKPRLPGDYETYDNKEEKEESKEEFE

5.24ACrSso1                  WS-----------------LVPI---------------------------

27.2BSpLbi1                  NS-----------------LSIRVRIPKWKPSI-----------------

27.3BEpNsp1                  NS-----------------MRIKFFKV-----------------------

27.1BBeNme1                  NA-----------------LRLHKRGKMQSEKMPSEQ-------------

Cu1-5.13ACrSso2              NS-----------------RVFVNIIGFD---------------------

Ssp6                         EP---------------GKATVMQQSPKDPQESIFA--RGLGSYMVRQGL

Ava3                         EP---------------GRPIVMQQPPKDPKESIFA--RGLGSYMARIGI

Nsp5                         EP---------------PEPDVMKRPPFSPRESIFA--RGLGSYMIRIGI

Tel5                         EP---------------GDPDVMKRPPVKPNESIFG--RGLGSYMIRIGL

Ssp11                        EP---------------AEPGVMQRPPFNPKESIFA--QGLGAYMVRIGV

Ssp8                         EP---------------GEPNIMKRRPFSPQESIFS--RGLGAYIIRIGL

Ava5                         EP---------------AERDTMNRPPHPPHENIFG--RGMGRDIIWIGL

Ama2                         EP---------------AERNIMRRSPYSPTENLFS--RGVGRDIAWIGL

Gvi3                         EQ---------------AEKRVMQRPPRSPADGVFS--DGMGWQVAWVGG

2.21BThPmo1                  EP---------------GDKDVMKEKPRNPNHSLFA--GGTGVSLILNGA

GA-2.19EViAth27              NK---------------QDSDVMKAKPRKVGEAVVT--GWLFFRYLVIGV

ER-2.7EMeHsa25               NP---------------PDLDIMNKPPRNPKEPLIS--GWLFFRYLAIGC

Ca.Mn.GA-2.13EViAth13        NP---------------PDKDIMKKPPRRSDDSLIT--AWILFRYMVIGL

2.8EApPfa2                   NP---------------PEHDVMKCKPRHKNDNLIN--GLTLLRYIIIGT

Ssp7                         EA---------------KSPGIMQQAPRNPNEPLIT--KKLLHRILLVSL

2.4BCySsp6                   EA---------------KSPGIMQQAPRNPNEPLIT--KKLLHRILLVSL

Ama1                         EP---------------KSKGLMQQPPRNPNEPLIT--GKLLRRILVVSL

Ava2                         EP---------------KSPRVMQLPPRSPREPLLS--KSLVKRIFTISI

Ava4                         EP---------------KGQNVMQQAPRHPNEPLLS--GSRIQRILAISL

Ssp10                        EP---------------STGREMTRPPRDPNANLLS--PRLLQRILLVSV

GAeff-2.5EMeHsa12            EP---------------VDKDVIRKPPRNWKDSILT--KNLILKILVSSI

Ca.Mn.GA-2.9EMeHsa2          EP---------------VDKDAFRQPPRSVRDTILS--RALILKILMSAA

Ca.Mn.GA-2.16EMeCel2         EP---------------VDDDIIRQRPRNTKQPMLT--GKLIADILASAA

GAeff-2.3EFuSce2             EP---------------VDHEVMKKPPRKRTDKILT--HDVMKRLLTTAA

2.6EFuNcr3                   ES---------------VDKDVMNRPPRRRGDAVLT--NPLIARVLTQAF

2.23AEuMva3                  IK---------------EESNLMKRNPLRPENRVFD--KVQIYRIFYAAV

2.24BAqAae1                  NK---------------EEIDVMKEKPQKPEKVFLD--KRLFLRFLTGGL

Ssp9                         EK---------------AEVGTMKLPPRQ-KNQALLDRALLLRAYCFLGI

Ava7                         EK---------------AEVGTMHQPPRK-KSRSLLDRSLLLRAYCFLGL

1.5BSpLbi2                   EP---------------PEKGIMNRKPRN-RDEKLISLRFILNSYFKEGM

Na.K-1.1EMeHsa13             EQ---------------AESDIMKRQPRNPKTDKLVNERLISMAYGQIGM

N.K-1.6EMeSac1               EQ---------------AESDIMKRQPRNPKTDKLVNERLISMAYGQIGM

H.K.NoGas1.4EMeRno1          EK---------------AESDIMNRKPRHKKKDRLVNTQLAIYSYLHIGL

H.K.Gas-1.2EMeHsa24          EK---------------AESDIMHLRPRNPKRDRLVNEPLAAYSYFQIGA

Na-1.3ERaHak1                EQ---------------AEADIMKRPPRDSQLDRLVTKKLIVFAYLQIGM

9.1EFuSce8                   EK---------------AAPDLMDRPPNDSEVGIFTWEVIIDTFAYGIIM

9.4EFuZro1                   ER---------------AAPDLMERPPNDSSAGIFTWEVIFDMIGYGVIM

9.3EFuDoc1                   ER---------------ASDDILEESPNST---IFTWEVIIDMIVYGFWM

9.5EFuUma1                   EK---------------ASMDVMKRKPRSNKWGIFSPEMLIDLAVYGLWM

9.2EFuSpo3                   EL---------------AQPDVMERLPHDNKVGIFQKSLIVDMMVYGFFL

9.6EFuUma2                   EP---------------GESDIMERPPHDLRAGVLSRSVIVDTLVYGSTM

Ava8                         EP---------------EESNVMKRPPRNPKEPLFS--RRTLKLALLQGL

30.4BCyAva17                 EP---------------EESNVMKRPPRNPKEPLFS--RRTLKLALLQGL

30.3BSpLbi4                  EE---------------AESDLMKRKPRDASEPLLD--NELFINSLIQGF

30.2BBaFjo5                  EP---------------MEKNMMQQPPRAMIDTFLN--LRELAISIIQGL

Ava1                         DH---------------VDPEYLTKPRKWQINDIQK----FMLYIGPMSS

4.1BGaSen1                   DN---------------VDEEQIQKPQRWNPADLGR----FMVFFGPISS

4.2BSpLin3                   DR---------------VDSEMISSPKRWDISAIRK----FMVVFGMVSS

Ter2                         EP---------------PNEKVMEKAPRNSQEFIIS--QSMAVNIFSVAS

2.22BFiSth8                  EP---------------ALDRYMNEKPVAKKANILT--GYMKSAIGVASA

PMeff-2.1EMeHsa11            EP---------------PTESLLKRRPYGRNKPLIS--RTMMKNILGHAF

PM-2.25EMeHsa1               EP---------------PTESLLLRKPYGRNKPLIS--RTMMKNILGHAF

PM-2.15EMeCel1               EQ---------------PTDELLERKPYGRKKSLIS--RTMVKNILCHAL

Vac-2.17EnoDdi23             EP---------------PTPELLERPPNGKNAPLIT--RSMWKNIIGQAA

PM-2.10EViAth45              EP---------------PTDHLMGRPPVGRKEPLIT--NIMWRNLLIQAI

PM-2.14EViAth40              EP---------------PTDHLMHRTPVGRREPLIT--NIMWRNLLVQSF

Chl-2.11EViAth32             EP---------------PQDDLMKRSPVGRKGNFIS--NVMWRNILGQSL

PM-2.12EViAth11              EP---------------PNDELMKRLPVGRRGNFIT--NAMWRNILGQAV

Vac-2.2EFuSce6               DK---------------PDPNIMDRKPRGRSTSLIS--VSTWKMILSQAT

Vac-2.18EApTgo1              ES---------------PTDDLLNRKPQGRDSYLIS--RSMLTSIVAASI

3.1EFuNcr1                   AY---------------DNAPYSQTPVKWNLPKLWGMSVLLGVVLAVGTW

3.6EFuSce5                   AY---------------DNAPYSPKPVKWNLPRLWGMSIILGIVLAIGSW

3.4AEuMja1                   AY---------------DNVVEPKSPVRWRMREILMLSTALGLSGVVSSF

3.7EViAth21                  SK---------------DRVKPSPTPDSWKLKEIFATGIVLGGYQAIMSV

3.2ETrLma9                   GY---------------DHVIPSERPQKWNLPVVFVSASILAAVACGSSL

3.5ETrTbr5                   GY---------------DRVVPSKLPQRWNIPVVFTSAIIMSVVACASSL

Ter1                         WA----------------KPGILPRRSMIRSLLHFTLPATFSLTLVALLV

23.3BCyTer4                  WA----------------KPGILPRRSMIRSLLHFTLPATFSLTLVALLV

Tel1                         WA----------------VPGPRPHRSLIRSLLHFVIPATLSLALLAIFM

23.1BAcSco4                  AP----------------NRE-RARPHFVRRVMRYAIPGGVVAGAATFVT

23.2BFiEfa2                  EP----------------NHR-RIEGKFLFNVLSKAIPGGLTD--MLVVG

24.3BDeHoc1                  R-----------------PPAHTSPEELVREGPDASLGDELTRDILWRAG

24.4BGaHch1                  R-----------------KPTKLKARQLLEEGPEASLGVALTREIQWRAG

24.1BAcMbo1                  TSQFAEPDDAEYPTDDAAERAQREHRRAVLIGPTPSLDAPLLRQIVNRGV

15.1EnoDdi18                 TEP---------------CSKLSIKRPSSRLISSTVIGSLLSHVTLTFVF

16.1EOlTth26                 TDS---------------YPSLSKQVPGSNLVSFPVLISVIGMTLLNGGF

14.1EFuSce15                 SKS---------------YEKIDKKRPSANLVSPKILVPLLISVFLVFLF

13.1EMeHsa8                  TGP---------------ALVLGRVRPPGALLSVPVLSSLLLQMVLVTGV

8.1EMeBta1                   FERSCR-----------KEYMLKYPELYKTSQNALDFNTKVFWVHCLNGL

8.8EMeMmu1                   FERSCT-----------QESMLRFPQLYRITQNAEGFNTKVFWGHCINAL

8.2EFuSce10                  FDQFVS-----------SRLLERYPQLYKLGQKGQFFSVYIFWGWIINGF

8.6EViAth15                  FEKDVS-----------ASLSKRYPELYREGIRNSFFKWRVVAVWATSAV

8.4EFuSce14                  LDQDVN-----------DTISLVVPQLYRVGILRKEWNQRKFLWYMLDGL

8.5EFuSce4                   LDQDVS-----------DTVSMLVPQLYRVGILRKEWNQTKFLWYMLDGV

8.7EViAth19                  LDKDLG-----------RQTLLDHPQLYGVGQRAEGYSTTLFWYTMIDTI

Nsp3                         IG-----------------EAFWIGNG-----------------------

Nsp7                         IA-----------------EGFKLASGS----------------------

Gvi4                         IA-----------------EWIANLAGKTL--------------------

32.4BFuFnu1                  NS-----------------LKLLKYDIKTN--------------------

6.7EViAth1                   GLLPKISDKHCKPGCCGTKTQEKAMKPAKASSDHSHSGCCETKQKDNVTV

8.3ETrLdo1                   FDKDLP-----------EDALLERPKLYTPLSHGEYFNLATLLRWFVESL

Mn.Cd-3.3BFiLpl1             DR-----------------TTIRHRPEQWDMPRLSKIAGFLATGWTAVGV

28.1BGaLpn4                  NLYLFKQQDIVSSTSSNANNAVEIEPAANTTSKVLHALGHRSQPQENLAV

29.1BDeBba2                  SS-------------------LWGFR------------------------

29.2BBaFjo4                  FVT-----------------IMSNYFSKSNLD------------------

30.1BDeBba3                  PS--------------------TGTRDEVNAPRIFSSFQVLCICLAGVAV

31.1BGaMca11                 NG-----------LLPMRKVALLEAERRHQLELELKRAGCAEADRSGVPK

Tel4                         --------------------------------------------------

Ava6                         EAP---------------EPEVLSQPPRNPADPIIKKSDFGRITFESATI

12.1ERhCme8                  AAFRLLLREFHRLSGSLARSRTPGASSGVGVGGVGGSCGGSRTSSRRYHF

24.2BChTro1                  QG-----------------PRYQRLEQLAREGETALDRPLRVDVLRRAGA

6.6EViAth26                  NS-----------------VRGLNDPSWSWKQDIVHLINKLRSQEPTSSS

26.1BAcCdi2                  RS------------------TWTRNL------------------------

11.1EFuEcu1                  FDAS---------------DKLFPSPPDTFLLPKKDFVPFCLTIALECLV

17.1EFuSpo12                 FDP---------------AQNLTSNRPNSTLFGKGRVKDLGIQSVLIWLS

18.1EApCpa6                  TKSAKR-----------FPSEIPAYKDILSSNVIIGIVSQCVIQLTFLII

19.1EOlTth19                 QSFFEG--------IEANKQFYEKEDIMTWNSSEVSTLFLFSNFIYLALS

20.1EOlTth57                 RS-----------------QSWYIQTTHTVVDNQFVFKGQAITVLFMSTC

31.2BGaMca1                  NYHWQLEHHLVGDAVNDAALAVLQRIVFGRKLASFVPGLSVALNAYANRS

10.1EFuSce3                  KLG----DASCAAPFTSKLANVSAVTNIIRQGRCALVNTIQMYKILALNC

2.20BFiCac3                  NY-----------------KKVITQYDFNLEEEIWHISAASIIFNGIIPA

21.1EBaTps13                 ESDGSDSSIKAGEACLASSVTLLRPCISGVETLVRTGVAAAACSISLYRK

22.1EApCpa2                  SRPKEYKIKNVNTTINHPSHDITSSHYPETCNSDCVNTRIKNLNTYAIDV

Nsp2                         YGLGGIIAPFIAIKLIDVILPFS---------------------------

Ava9                         YGLGGIIAPFIAIKLIDVILPLS---------------------------

Ssp5                         YGLGGIIVPFVAIKLIDLGISLL---------------------------

Ava10                        YGLGGVIAPFIAIKLIDILITIVGLA------------------------

Gvi5                         YGLGGLVVPFIGIKLIDVVITAVGLA------------------------

7.1BGaEco3                   YGLGGLLVPFIGIKVIDLLLTVCGLV------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         DHPVQHRPPKVTGS------------------------------------

32.8BCyTel1                  DHPVQHRPPKVTGS------------------------------------

Tel6                         KRPRRSFDHFGSQLSSQSLSNSHLPSEP----------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  LQDVLQAVRDAADRLSGVPGPTALASVEEAHRLLTERLLPHEYAEEHQLY

25.2BAlSme3                  LMDVVDEIRHTSARIQDLPEDEVRNQLAHLDTLLRQRLLPHERQDDEEVY

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        RSSSSRS-------------------------------------------

Ama3                         KYSSH---------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         LGQDPG--------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         RWKQSS--------------------------------------------

Cu1.Chl-5.12EViAth1          TSKNSL--------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       VHIGMDDRWRDSPRATPWDQVSYVSQVSLSSLTSDKPSRHSAAADDDGDK

Cu1.eff-5.6EMeHsa16          VHVGIDDTSRNSPKLGLLDRIVNYSRASINSLLSDKRSLNSVVTSEP-DK

Cu1.Ag.eff-5.7AEuAfu2        CHHCVARVKKALEEAGAKVEKVDLNEAVVAGNKEDVDKYIKAVEAAGYQA

Cu2.GA-5.17EFuSce13          ----------ISDF-----KSKFSIGNFWSRLFSTR----AIAGEQDIES

Cu1.GA-5.8EFuCal2            GDGFSLKNGTIEEFNNVKRKSAVNFSSLFAKMTTTRRNRRGGGGGGGRSN

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  RITREEKALAAGRQQ-----------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         ILAIVTIVLMVWAYNYTPNHL-----------------------------

Ava3                         ILAVITILMMVWAYDYTAQLQ-----------------------------

Nsp5                         VFAIISIILMKWAYDHSHAVT-----------------------------

Tel5                         ILALVGISLMVWAYSYASEHL-----------------------------

Ssp11                        VFAISTILMMAIVEAYIP--------------------------------

Ssp8                         VFAVVTITLMVWAYHSADLAG-----------------------------

Ava5                         LMSFVSLVTGYLYWRSSNP-------------------------------

Ama2                         WLGCLFLGVGYWGWQLDLA-------------------------------

Gvi3                         FIAAVTLAVGYGYYLQGLP-------------------------------

2.21BThPmo1                  LIGLVTLTAFVIGARVYTGTTN----------------------------

GA-2.19EViAth27              YVGLATVAGFIWWFVYS---------DGGPKLTYSELMNFETCALRE---

ER-2.7EMeHsa25               YVGAATVGAAAWWFIAA---------DGGPRVSFYQLSHFLQCKEDN---

Ca.Mn.GA-2.13EViAth13        YVGVATVGVFIIWYTHSSFMGIDLSQDGHSLVSYSQLAHWGQCSSWEGFK

2.8EApPfa2                   YVGIATVSIFVYWFLFYP------DSDMHTLINFYQLSHYNQCKAWNNFR

Ssp7                         FNWILIFGMFEWVNRTYDDLA-----------------------------

2.4BCySsp6                   FNWILIFGMFEWVNRTYDDLA-----------------------------

Ama1                         FNWILIFGIFEWAKSTGSDIT-----------------------------

Ava2                         FNWILIFGVFEWIKQSTGNID-----------------------------

Ava4                         FNWIVIFGVFEYIRQTTGNID-----------------------------

Ssp10                        FNWILIFGVFEYIEQTTGSID-----------------------------

GAeff-2.5EMeHsa12            IIVCGTLFVFWRELR-DNVITP----------------------------

Ca.Mn.GA-2.9EMeHsa2          IIISGTLFIFWKEMPEDRASTP----------------------------

Ca.Mn.GA-2.16EMeCel2         IIVVGTLSVFYKEMSADNKVTP----------------------------

GAeff-2.3EFuSce2             CIIVGTVYIFVKEMAEDGKVTA----------------------------

2.6EFuNcr3                   IIMVGTMLVYKHEMLGDGQVTR----------------------------

2.23AEuMva3                  SLGLINLALYFHLLNINYPYME----------------------------

2.24BAqAae1                  FIGFINLILFKHLLSV-YSYEV----------------------------

Ssp9                         IEAGLGMAGFFLVWGSYGYGLAELQAVT-------------------TSI

Ava7                         LEAILGMTAFFLVWWSYGYNLQQLQAVT-------------------PSI

1.5BSpLbi2                   ILFGACFSTYFYFVYTECGGVMPKSPEG-------------------LNM

Na.K-1.1EMeHsa13             IQALGGFFTYFVILAENGFLPIHLLGLR-------------------VDW

N.K-1.6EMeSac1               IQALGGFFSYFVILAENGFLPMDLIGKR-------------------VRW

H.K.NoGas1.4EMeRno1          MQALGGFLVYFTVYAQQGFWPTSLINLR-------------------VAW

H.K.Gas-1.2EMeHsa24          IQSFAGFTDYFTAMAQEGWFPLLCVGLR-------------------AQW

Na-1.3ERaHak1                IQAAAGFYTWMVVLNDYGFPPHILPGLGRGGFWQQHPLYCKFDGGQYVSL

9.1EFuSce8                   TGSCMASFTGSLYGINSGRLGHDCDGTYNSS-------------------

9.4EFuZro1                   AAVCMGSFTTVLYGKDAGNLARNCNKSYTSP-------------------

9.3EFuDoc1                   AVCCLVCFVIIVYGEGDPYLGVNCNKSSSSNS------------------

9.5EFuUma1                   AVLCLATFTLVEFGWGNGELGINCNSEYSPP-------------------

9.2EFuSpo3                   GVVSLMTWVVIMYGFGTGNLSYDCNAHYHAG-------------------

9.6EFuUma2                   GITCLVAFLLMIYPIGGGQIAIDCNHSSAAT-------------------

Ava8                         SVLVVLVAVFAVS--YYSGNG-----------------------------

30.4BCyAva17                 SVLVVLVAVFAVS--YYSGNG-----------------------------

30.3BSpLbi4                  FSLLSVVSAYWITQLYLKGNSP----------------------------

30.2BBaFjo5                  VITAGVLFAYQWS--VLNGGS-----------------------------

Ava1                         IFDYGTFALMWFVFGANSVEK-----------------------------

4.1BGaSen1                   IFDILTFCLMWWVFHANTPET-----------------------------

4.2BSpLin3                   FFDYLTFGVLHWLLKVN---------------------------------

Ter2                         IFLVFFVGFLLYIQ--KDQVVT----------------------------

2.22BFiSth8                  FITLVCLAILKNVGGIQDFITN----------------------------

PMeff-2.1EMeHsa11            YQLIVIFILVFAGEKFFD--------------------------------

PM-2.25EMeHsa1               YQLVVVFTLLFAGEKFFD--------------------------------

PM-2.15EMeCel1               YQLIIIFVIFFYGDTIFG--------------------------------

Vac-2.17EnoDdi23             LQLAILFTILYQGHNIFQH-------------------------------

PM-2.10EViAth45              YQVSVLLTLNFRGISILG--------------------------------

PM-2.14EViAth40              YQVAVLLVLNFAGLSILG--------------------------------

Chl-2.11EViAth32             YQLVIIWCLQTKGKTMFG--------------------------------

PM-2.12EViAth11              YQFIVIWILQAKGKAMFG--------------------------------

Vac-2.2EFuSce6               LQLIVTFILHFYGPELFF--------------------------------

Vac-2.18EApTgo1              YQLTVMIGLIFFGERFLPETKWTFLSDEDRRNLGFCEFSDCDFGMYTGTR

3.1EFuNcr1                   ITVTT-----------MYAQGE----------------------------

3.6EFuSce5                   ITLTT-----------MFLP------------------------------

3.4AEuMja1                   LIFY------------ISDVFL----------------------------

3.7EViAth21                  IFFWAAHKTDF-----FSDKFG----------------------------

3.2ETrLma9                   MLLWIGLEGYSSQYYENSWFRH----------------------------

3.5ETrTbr5                   LLLWMALDAYDEKRYPNSWFGK----------------------------

Ter1                         YLTYLAIPFS----------GNELVIDLDQVNEF----------------

23.3BCyTer4                  YLTYLAIPFS----------GNELVIDLDQVNEF----------------

Tel1                         YLGVLARELTPLVELLQGQFDPTLVKDREVLSELG---------------

23.1BAcSco4                  YLVARQHYTGPG--------------------------------------

23.2BFiEfa2                  ALLICGDILALQ--------------------------------------

24.3BDeHoc1                  ITAGSASAAWIAARLG----------------------------------

24.4BGaHch1                  LTGGVTVVTWAVDRLLR---------------------------------

24.1BAcMbo1                  VTAAGATAAWAIGRWTPG--------------------------------

15.1EnoDdi18                 QLLVYIFVRRNSWYKDLPDTS-----------------------------

16.1EOlTth26                 QVIMFFVLRAQSWYMSVQDAHDYLD-------------------------

14.1EFuSce15                 QFIPWIIVQKMSWYIKPIVGG-----------------------------

13.1EMeHsa8                  QLGGYFLTLAQPWFVPLNRTVAAP--------------------------

8.1EMeBta1                   FHSVILFWFPLKALQYGTVFEN-GRTSD----------------------

8.8EMeMmu1                   VHSLILFWVPMKALEHDTPVTS-GHATD----------------------

8.2EFuSce10                  FHSAIVFIGTILIYRYGFALNMHGELAD----------------------

8.6EViAth15                  YQSLVCYLFVTTSSFG--AVNSSGKVFG----------------------

8.4EFuSce14                  YQSIICFFFPYLVYHKNMIVTSNGLGLDH---------------------

8.5EFuSce4                   YQSVICFFFPYLAYHKNMVVTENGLGLDH---------------------

8.7EViAth19                  WQSAAIFFIPMFAYWGSTIDTSS---------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   VKKSCCAEPVDLGHGHDSGCCGDKSQQPHQHEVQVQQS------------

8.3ETrLdo1                   TTAVILFYAAYPTLIRQDGSHQR---------------------------

Mn.Cd-3.3BFiLpl1             GLIVWLHGLGLSAG------------------------------------

28.1BGaLpn4                  VTESKPVNPKVINLFAPKEHSSYRPDATQQKLGCGIC-------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  AVLLGWGFVRALSEGASPE-------------------------------

31.1BGaMca11                 AGNATERVKAAEIDEADDDKARALAA------------------------

Tel4                         --------------------------------------------------

Ava6                         SASTLAAYGYGILKYGISP-------------------------------

12.1ERhCme8                  LRQVFLRCTVYARMSAADKTALVHLLRSRFGLCVGMCGDGANDAGALREA

24.2BChTro1                  TAVPAALAYLWAMTASPS--------------------------------

6.6EViAth26                  SNSLSSAH------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  LWILSLYGEPCPEISTQS--------------------------------

17.1EFuSpo12                 HGLLTLILHELNWVELPEWQLE----------------------------

18.1EApCpa6                  NIMVVSKQPGFTPYLSGRSYADNNENAG----------------------

19.1EOlTth19                 ICYSDGKPFKNNFYTNKLFICNFMVLLAYCIQMCLVPSLNYYYFYINTSM

20.1EOlTth57                 LIFIFILFSLYASYPSKQK-------------------------------

31.2BGaMca1                  FSRRAGLAAKHVYQERWLLDRGRIAGWVAPT-------------------

10.1EFuSce3                  LISAYSLSIIYMAGVKFGDGQATVSGLLLSVCFLSIS-------------

2.20BFiCac3                  VIILASSAFFSNLN------------------------------------

21.1EBaTps13                 VVLNCMLSCYNLATLYKNGLRYGKWMWQMELAFIVFTERASFMSSSTP--

22.1EApCpa2                  NSDKYMLLVDNESPSALINKQIYN--------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  PALAPALGGPESTVTMSRAHTEIGRLSRRIATHLQLARTNGGLAPEQLDD

25.2BAlSme3                  PRLRRQAGAPDAFAGMSRTHMEIQRQVHSLTS-LRQAFGEHASGPAQRYE

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       WSLLLNGRDEEQYI------------------------------------

Cu1.eff-5.6EMeHsa16          HSLLVGDFREDDDTAL----------------------------------

Cu1.Ag.eff-5.7AEuAfu2        KLRS----------------------------------------------

Cu2.GA-5.17EFuSce13          QAGLMSNEEVL---------------------------------------

Cu1.GA-5.8EFuCal2            GNNNQSYELVSNRFS-----------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              ----------T---------------------------------------

ER-2.7EMeHsa25               ----------P---------------------------------------

Ca.Mn.GA-2.13EViAth13        VSPFTAGSQTF---------------------------------------

2.8EApPfa2                   VN------KVY---------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         LHHTADPILMA---------------------------------------

Ava7                         LSHSANAATVA---------------------------------------

1.5BSpLbi2                   AKASP---------------------------------------------

Na.K-1.1EMeHsa13             DDRWINDVEDS---------------------------------------

N.K-1.6EMeSac1               DDRWISDVEDS---------------------------------------

H.K.NoGas1.4EMeRno1          ETDDINDLEDS---------------------------------------

H.K.Gas-1.2EMeHsa24          EDHHLQDLQDS---------------------------------------

Na-1.3ERaHak1                DGEASSDLDPSSDAPTRAYPFWDVGDHGNIVNCEFPIKNLRGGSGVPSGF

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              MLSGRRYKLFST--------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  DVGVGLVERRVWSTSESQASG-----------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 SFSWCSFMCIAGIGYILLSYFYENTLLANSEGNSIQNLVYYLLEAFFFVS

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  LRSCLYGLNTVLRLHFTQEEESYFSLAP----------------------

25.2BAlSme3                  IQRLLHGLEAITRLHFAQELEIYRSLEHE---------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                DISEADTYDDSSTSGFNQMTYESLLALEAQNYFHYVPWRARQSPFWKNSW

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 AAPLAIMSDNVLIISACLLVQLMFYIIVIAALQFFASNIFLQSILFGRLL

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------YG----------------------------------

N.K-1.6EMeSac1               --------------FG----------------------------------

H.K.NoGas1.4EMeRno1          --------------YG----------------------------------

H.K.Gas-1.2EMeHsa24          --------------YG----------------------------------

Na-1.3ERaHak1                FFWDVEDEETPGGAFGGAADITYFLHQKAGLWSLCAKDEDLSEGTGNSDF

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 VMMKNWYSNKKLVLCVGLTYFLNEFFSILTVYWDQGIANQGLIIQGKPSI

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             ----QQWTYEQ---------------------------------------

N.K-1.6EMeSac1               ----QQWTYEQ---------------------------------------

H.K.NoGas1.4EMeRno1          ----QEWTRYQ---------------------------------------

H.K.Gas-1.2EMeHsa24          ----QEWTFGQ---------------------------------------

Na-1.3ERaHak1                LGTQAAWDLYENDFDFTGVGACSVNSATMKNQMYKDAYFCNNYPHSSGYA

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 MGLSIVNEDDEGQQDQSEANQEQKKEKHQNQQGGIIQNVWGLNQSFVKKV

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         -------------------------------------------------E

Ava3                         -------------------------------------------------S

Nsp5                         -------------------------------------------------G

Tel5                         -------------------------------------------------E

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  -----------------------------------------LFPIFPANI

GA-2.19EViAth27              -----------------------------------------TYP---CSI

ER-2.7EMeHsa25               -----------------------------------------DFEGVDCAI

Ca.Mn.GA-2.13EViAth13        -----------------------------------------SFDSNPCDY

2.8EApPfa2                   -----------------------------------------DMSEDHCSY

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                SGAKPGCEAGANTHPLNNVWCADSCSQACYEAGGDGGDAYNCANVASRMA

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   -------------------------------------------------D

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            ------------------------------------------IDSGRKAP

PM-2.25EMeHsa1               ------------------------------------------IDSGRNAP

PM-2.15EMeCel1               ------------------------------------------IKTGLYAP

Vac-2.17EnoDdi23             ------------------------------------------FVPQAHGP

PM-2.10EViAth45              ---------------------------------------------LEHEV

PM-2.14EViAth40              ---------------------------------------------LNHEN

Chl-2.11EViAth32             ---------------------------------------------LDGP-

PM-2.12EViAth11              ---------------------------------------------LDGP-

Vac-2.2EFuSce6               -------------------------------------------KKHEDEI

Vac-2.18EApTgo1              -----------------------------------------EDDYKLEWL

3.1EFuNcr1                   -----------------------------------------------NGG

3.6EFuSce5                   -----------------------------------------------KGG

3.4AEuMja1                   -----------------------------------------------HLT

3.7EViAth21                  -----------------------------------------------VRS

3.2ETrLma9                   -----------------------------------------------LGL

3.5ETrTbr5                   -----------------------------------------------LNI

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 ------------------------------------------------SN

16.1EOlTth26                 ----------------------------------------------DLDN

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   ------------------------------------------YLLLGNFV

8.8EMeMmu1                   ------------------------------------------YLFVGNIV

8.2EFuSce10                  ------------------------------------------HWSWGVTV

8.6EViAth15                  ------------------------------------------LWDVSTMV

8.4EFuSce14                  ------------------------------------------RYFVGVYV

8.5EFuSce4                   ------------------------------------------RYFVGVFV

8.7EViAth19                  ---------------------------------------------LGDLW

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  ---------------------------EAPLERIRIEKPDALAREYGDSR

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 YEDDNDAPKINFFKQLPQLKHLLFFFISSICLKLFDWYTRNQLLGSLQPF

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  ---------------------------------------------RGKPL

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 ----------------------------------------------RPRL

22.1EApCpa2                  ------------------------------------------------IK

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         GGLSPNRWKTMVFTTLCLAQMGHALAIRSLTSLTVEMNLF----------

Ava3                         ELLDRDRWQTMVFTTLCLAQMGHALAIRSNTRLMLEVNPF----------

Nsp5                         PGLDPERWKTMVFTSLCIAQMGHAIAIRSNNQLTIETNPV----------

Tel5                         GGLDPRRWTTMVFTTLCLAQMGHALAARSSTRLTIEMNPT----------

Ssp11                        ------HWRTMVLTTLCIAQMGHALAVRSNEKLTIETNPF----------

Ssp8                         ---APDSWKTMVFTTLCIAQMGHAIAVRSNHRLTIEMNPL----------

Ava5                         ------GWQTILFTTVTLSQMGNALAIRSERDSLWQIGLL----------

Ama2                         ------QWQTFIFTTLAFSRIFLVQAIRGEQESFFKMGVL----------

Gvi3                         ------QWQTMIFTTLAFLQIFQALATRSSHESLWRLGLF----------

2.21BThPmo1                  SDDALTHAQTMAFVVLSVSQLIHSLNMRHPTKSIFQVGWF----------

GA-2.19EViAth27              FEDR--HPSTVAMTVLVVVEMFNALNNLSENQSLLVITPR----------

ER-2.7EMeHsa25               FESP--YPMTMALSVLVTIEMCNALNSLSENQSLLRMPPW----------

Ca.Mn.GA-2.13EViAth13        FQQGKIKASTLSLSVLVAIEMFNSLNALSEDGSLVTMPPW----------

2.8EApPfa2                   FSAGKIKASTLSLSVLVLIEMFNALNALSEYNSLFEIPPW----------

Ssp7                         ------LARTMAIQALVAARVIYLLSISQLGRSFLGYVTG---------K

2.4BCySsp6                   ------LARTMAIQALVAARVIYLLSISQLGRSFLGYVTG---------K

Ama1                         ------VARTMAIQALVAARIVYLLSISQLGLSLFNSICH---------R

Ava2                         ------LARTMAIQALVSGRIVYLLSISQLGIAAINFLRG---------V

Ava4                         ------LARTMAINSLIAGRIFYLLSISQLIPNLIAKMDG---------T

Ssp10                        ------LARTMAIQALVIGRIFYLLSLSQAIPTLLGRGRASQLE-----R

GAeff-2.5EMeHsa12            ------RDTTMTFTCFVFFDMFNALSSRSQTKSVF--EIGLC--------

Ca.Mn.GA-2.9EMeHsa2          ------RTTTMTFTCFVFFDLFNALTCRSQTKLIF--EIGFL--------

Ca.Mn.GA-2.16EMeCel2         ------RDTTMTFTCFVLFDMWNALSCRSSRKMIW--QIGLR--------

GAeff-2.3EFuSce2             ------RDTTMTFTCFVFFDMFNALACRHNTKSIF--EIGFF--------

2.6EFuNcr3                   ------RDTTMTFTCFVLFDMFNALACRSESKSILRGEIGLF--------

2.23AEuMva3                  -------IVTILFTSMVVSIWFNGIQAQKEHEPFFKNIKRS---------

2.24BAqAae1                  -------AVTITFTSMVVNQWAVGIQTVRDYP-FFYKPWRN---------

Ssp9                         ---IYAQATTMTLAVIVACQDGNVFACRSERTSAFKLGWFSN--------

Ava7                         ---IYTQATTMTLATIVACQDGNVFACRSERTSIWRLGLFSN--------

1.5BSpLbi2                   ---EYLQSLTAFFFPTITVQIANVLSKRSRIESVFRMDLFAN--------

Na.K-1.1EMeHsa13             RKIVEFTCHTAFFVSIVVVQWADLVICKTRRNSVFQQG-MKN--------

N.K-1.6EMeSac1               RKIVEFTCHTSFFISIVVVQWADLIICKTRRNSIFQQG-MKN--------

H.K.NoGas1.4EMeRno1          RKYLEWTGSTAFFVAIMIQQIADLIIRKTRRNSIFQQGLFRN--------

H.K.Gas-1.2EMeHsa24          RLYQQYTCYTVFFISIEVCQIADVLIRKTRRLSAFQQGFFRN--------

Na-1.3ERaHak1                QKEALHHAQGSYFVSIVIVQWADLLICKTRWLSLRQQG-MKN--------

9.1EFuSce8                   -CRDVYRSRSAAFATMTWCALILAWEVVDMRRSFFRMHPDTDSP-VKEFF

9.4EFuZro1                   -CHDVFRARSCAFATMTWCALVLAWEVVDMRRSFFRRQPETDEP-CRQFF

9.3EFuDoc1                   VCELVFRGRSASFATMTWCALILAWECIHPYNSLFYMRQDTDHPWWKQTV

9.5EFuUma1                   -CDLVFRARASTFAVMTWFSLLLAWEVVDTRRSFFNMR--NDGQWYNQWF

9.2EFuSpo3                   -CNDVFKARSAVFAVVTFCILIMAVEVKNFDNSLFNLHGIPWGEWNFRYF

9.6EFuUma2                   -CEPIFQARSAVFTTLTLQLLLICWELISMEKSFFSMSP----------A

Ava8                         ----EFDARALAFTTLIVSNLSMILSNRSWSRTIPEMLRT----------

30.4BCyAva17                 ----EFDARALAFTTLIVSNLSMILSNRSWSRTIPEMLRT----------

30.3BSpLbi4                  ----DQVVSTATFVTLVFSNLFLILANRSLHESMWSRMRI----------

30.2BBaFjo5                  ----EEKTRAMVFTTLIIANILLSLVNRSFSYSVFDSFKN----------

Ava1                         ----QALFQTGWFVESLLTQTLIVHIIRTAKIPLIQSTAALP--------

4.1BGaSen1                   ----QTLFQSGWFVVGLLSQTLIVHMIRTRRLPFIQSRAAWP--------

4.2BSpLin3                   ----QDQFRTGWFIESIVSASLIVLIIRTRNVFFVS-KPSRS--------

Ter2                         PYELSLFFTTFVMLQFWNMFNAKCFGLRES-------------------A

2.22BFiSth8                  GTGNFEMVTTFTFTVFIYAVIFNSFNTRSNGF----------------NI

PMeff-2.1EMeHsa11            LHSPPSQHYTIVFNTFVLMQLFNEINSRKIHG--------------EKNV

PM-2.25EMeHsa1               LHAPPSEHYTIVFNTFVLMQLFNEINARKIHG--------------ERNV

PM-2.15EMeCel1               LFAPPSQHFTLVFNAFVMMTVFNEINARKVHG--------------ERNV

Vac-2.17EnoDdi23             IIKNGLHHYTLVFNCFVFLQLFNEINARVLGS--------------RTNP

PM-2.10EViAth45              HEHATRVKNTIIFNAFVLCQAFNEFNARKPD---------------EKNI

PM-2.14EViAth40              HAHAVEVKNTMIFNAFVMCQIFNEFNARKPD---------------EMNV

Chl-2.11EViAth32             --DSDLTLNTLIFNIFVFCQVFNEISSREME---------------KIDV

PM-2.12EViAth11              --DSTLMLNTLIFNCFVFCQVFNEISSREME---------------EIDV

Vac-2.2EFuSce6               TSHQQQQLNAMTFNTFVWLQFFTMLVSRKLDEGDGISNWRGRISAANLNF

Vac-2.18EApTgo1              REVGPSRHGTFVFNTFVFMQIFNTINARDVDDTQIEKS------TSLSAA

3.1EFuNcr1                   IVQNFGNMDEVLFLQISLTENWLIFITRANGPFWSS--------------

3.6EFuSce5                   IIQNFGAMNGIMFLQISLTENWLIFITRAAGPFWSS--------------

3.4AEuMja1                   IA----ELQSFVFLKLILAGHATIFVTRIRDRLWKKP-------------

3.7EViAth21                  IRDNNDELMGAVYLQVSIISQALIFVTRSRSWSFVE--------------

3.2ETrLma9                   AQLPQGKLVTMMYLKISISDFLTLFSSRTGGHFFFSM-------------

3.5ETrTbr5                   PSLKEGKIVTLLYLKISISDFLTLFSSRTGGRFFFSM-------------

Ter1                         --LSVPRSALVTIMILCGLLLVPFLKPPTKAWVGGETYSGDW--------

23.3BCyTer4                  --LSVPRSALVTIMILCGLLLVPFLKPPTKAWVGGETYSGDW--------

Tel1                         HSVAIARTALVTSLMLASLCLVLFLKPPHPVWVGGAPLVGNW--------

23.1BAcSco4                  -ALDAETSAATLTLFLISMWVLAIIARPYTWWR-----------------

23.2BFiEfa2                  -KTDIST-TATLLLVSVGFMVLYKISSPMNRYR-----------------

24.3BDeHoc1                  ---GRRGANSVGLLALTGSQLAQTLAVGTHSAP-----------------

24.4BGaHch1                  ---GPDHASTVALLTLIGSQLTQTIMAGKGSRK-----------------

24.1BAcMbo1                  ---TERRTATMGLTALVMTQLAQTLLTRRHSPL-----------------

15.1EnoDdi18                 ENEPRLDHLLASLFIYGNMQYSVMCFIYSWGKPFLRPIYTNRALFIFFCV

16.1EOlTth26                 EDARKSCYESTTLFFFTNFQYISTCIAFSIGKPFKKEFFTNKWFTITLVF

14.1EFuSce15                 -DDAVQSSDNTVLFFVSNFQYILTAIVLSVGPPYREPMSKNFEFIVDITV

13.1EMeHsa8                  --DNLPNYENTVVFSLSSFQYLILAAAVSKGAPFRRPLYTNVPFLVALAL

8.1EMeBta1                   YTFVVITVCLKAGLETSYWTWFSHIAIWGSIALWVVFFGIYSSLWPAVPM

8.8EMeMmu1                   YTYVVVTVCLKAGLETTAWTKFSHLAVWGSMLIWLVFFGVYSTIWPTIPI

8.2EFuSce10                  YTTSVIIVLGKAALVTNQWTKFTLIAIPGSLLFWLIFFPIYASIFPHANI

8.6EViAth15                  FTCLVIAVNVRILLMSNSITRWHYITVGGSILAWLVFAFVYCGIMTPHDR

8.4EFuSce14                  TTIAVISCNTYVLLHQYRWDWFSGLFIALSCLVVFAWTGIWSSAIASRE-

8.5EFuSce4                   TAIAVTSCNFYVFMEQYRWDWFCGLFICLSLAVFYGWTGIWTSSSSSNE-

8.7EViAth19                  TIAAVVVVNLHLAMDVIRWNWITHAAIWG-SIVAACICVIVIDVIPTLP-

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   CHNKPSGLDSGCCGGKSQQPHQHELQQSCHDKPSGLDIGTGPKHEGSSTL

8.3ETrLdo1                   ---YTGGETGTLVFSGLILVIQTRFILQIRYWQWLQVFGMAMSIFLFLLL

Mn.Cd-3.3BFiLpl1             ------QLSTSLYVYLIFSAMLTILMTRTSGPFWRG--------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  ------RARSGVMALLTLWSAGVAVQLTRFKS------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         ------QASTIAFMGLTTAQLLHTISSRSEKHSIFSPEKLP---------

12.1ERhCme8                  APKATGTKRDLLLLQRLRPKSSSSAVAGDDEDAVASLAAHFTSQVTSIRA

24.2BChTro1                  ------AAPAVAFTALVAGQLAQTLELGLSGAGLTPSLLTG---------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  -----ITAELMFFVSTFIYIFNALYLSDCSPHRQSLKDNVLFKTFISFMI

17.1EFuSpo12                 -KSNTKNVLVTSIFLLSSLQYLGICIGINQSSEFLS--------------

18.1EApCpa6                  --LQMCVENTVTFLVSCIQYVATGIAIHKTKPFRLSLFTNKLFVIQIFFI

19.1EOlTth19                 IDQQDFSKYIFYLGMFGLGGIGGIVALGIILDVRNQEFTLRMAICSAIGL

20.1EOlTth57                 ------IYQNIPLFSLMVVLFIYMILLYIFPKQLG---------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  EKLSKQRPQSGIFNVYIMGSILSQFAVHIATLVYITTEIYKLEPREPQVD

2.20BFiCac3                  -------IQVFVFWAIIFEQIIYGLFDKFEKN------------------

21.1EBaTps13                 VADVRPATSPFDTAEVISTACQAIIHIVTLTLAVRHGNKLESFFLKSSPF

22.1EApCpa2                  SHVGFHTFYTASFLSLLISLLGFFVISNRLVHFVLPKHGIERCFRYNLTI

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         -----SNPFLLVAVVVTSLLQLLLIYVEPLR--------AFFGTHY-LPA

Ava3                         -----SNPYVVLSVTVTSILQLMLIYVEPLR--------SFFNTHY-LSG

Nsp5                         -----SNPYVLGAVVVTTILQLMLVYVPPLR--------DFFGTHW-LPL

Tel5                         -----SNPFVWASVILTTILQLLLIYAPPLR--------QFFGTYL-LSG

Ssp11                        -----SNPYLLGAVLTTLLLQLALLYVPFLR--------SFFGTEE-LTR

Ssp8                         -----TNPYLWGAVIVTTILQLCLVYFEPLR--------NFFGTDW-LSP

Ava5                         -----SNKPILAAVILTLVLQLAVIYLPVLQ--------NIFATVA-LSP

Ama2                         -----SNKPLLGSVILTTGLQLLVLYNPMFQ--------KIFETQP-LSV

Gvi3                         -----TNRLMVLVIFLIVLLQVAALTVPPLR--------DIFLRLTPLSP

2.21BThPmo1                  -----TNKYLIASILFGIFLQEIVITVPFLR--------NVFGVFD-LRL

GA-2.19EViAth27              -----SNLWLVGSIILTMLLHVLILYVHPLA--------VLFSVTP-LSW

ER-2.7EMeHsa25               -----ENIWLVGSICLSMSLHFLILYVEPLP--------LIFQITP-LNV

Ca.Mn.GA-2.13EViAth13        -----VNPWLLLAMAVSFGLHFVILYVPFLA--------QVFGIVP-LSL

2.8EApPfa2                   -----RNMYLVLATIGSLLLHVLILYIPPLA--------RIFGVVP-LSA

Ssp7                         RQTITKASILLLGIAVAIALQIGFSQLPFMN--------VLFKTAP-MDW

2.4BCySsp6                   RQTITKASILLLGIAVAIALQIGFSQLPFMN--------VLFKTAP-MDW

Ama1                         DLSITHTPILVMGIVGAVALQLLFSQWPVMN--------QLFETAP-LTL

Ava2                         RQKLSDISAIAIGIVTTIILQIIFSQWNLMN--------QLFATAP-LNL

Ava4                         MKENVDIPAIGFGILGAILLQIVFAHVPLIN--------DVFETAP-LSL

Ssp10                        HERLMDTAAIAIGIGAAILLQILFSQWSLFN--------IIFDTAP-LSW

GAeff-2.5EMeHsa12            -----SNRMFCYAVLGSIMGQLLVIYFPPLQ--------KVFQTES-LSI

Ca.Mn.GA-2.9EMeHsa2          -----RNHMFLYSVLGSILGQLAVIYIPPLQ--------RVFQTEN-LGA

Ca.Mn.GA-2.16EMeCel2         -----RNRMFSLAVSASLICQLLVIYWAPLQ--------HIFQTEA-LSL

GAeff-2.3EFuSce2             -----TNKMFNYAVGLSLLGQMCAIYIPFFQ--------SIFKTEK-LGI

2.6EFuNcr3                   -----SNTLFNWAVSLSLAGQLLVIYFPWLQ--------EVFQTEA-LGL

2.23AEuMva3                  ---ITINPYIWVGVLIGIVLQLLAIYV--FS--------DLFKTVP-LDI

2.24BAqAae1                  ---FQMNPYIFIGIFIGLILQLLAIYV--FP--------NYFHAVP-LSL

Ssp9                         -------PLIWIGIATEWMLILSLMYFPSLQ--------AIFTTTP-LTN

Ava7                         -------PLIWLGIATEWMLVILITNSTFLS--------RFFSTAP-LAP

1.5BSpLbi2                   -------RIIWIGIG-FSILLCYLFFYTELS--------SIYYFAP-LPI

Na.K-1.1EMeHsa13             -------KILIFGLFEETALAAFLSYCPGMG--------VALRMYP-LKP

N.K-1.6EMeSac1               -------KILIFGLFEETALAAFLSYCPGTD--------VALRMYP-LKP

H.K.NoGas1.4EMeRno1          -------KVIWVGIASQVIVALILSYGLGSV--------PALSFTM-LRV

H.K.Gas-1.2EMeHsa24          -------KILVIAIVFQVCIGCFLCYCPGMP--------NIFNFMP-IRF

Na-1.3ERaHak1                -------STMNFALFFETLLAGWLCYCLPIN--------VGLGTRN-LRF

9.1EFuSce8                   RSIWG-NQFLFWSIIFGFVSAFPVVYIPVIN--------DKVFLHKPIG-

9.4EFuZro1                   RDVYE-NKFLFWSIVVGFAGAFPVVYIPVIN--------TSVFLHKSIG-

9.3EFuDoc1                   IDLWD-NQFLFWSVAIGFISVFPVVYIPVIN--------TKVFLHGPIG-

9.5EFuUma1                   KDTWGKNKFLFLCVVLGFFSVFPITYIPGLN--------DIVFLHTGIS-

9.2EFuSpo3                   LHTLVENKFLAWAIALAAVSVFPTIYIPVIN--------RDVFKHTYIG-

9.6EFuUma2                   KHLWK-NPMLLWSVVFGIATIPIALYVPKFN--------TDVFRHAPMGG

Ava8                         -----PNQALWWVLGGAVVFMGLVLYFPVLR--------HLFRFSF-LHF

30.4BCyAva17                 -----PNQALWWVLGGAVVFMGLVLYFPVLR--------HLFRFSF-LHF

30.3BSpLbi4                  -----KNSMIQYVFIGTIAVLLLSIYLPGMN--------SLFRFEP-LNF

30.2BBaFjo5                  -----KNPLFPVITGLTLVLLFAILYIAPAT--------NFFHVTG-LDL

Ava1                         ---------TLLVTVTIMTLGIYIPFSPIAS--------GLGFVPLPASY

4.1BGaSen1                   ---------LMAMTLLVMVVGVSLPFSPLAS--------YLQLQALPLSY

4.2BSpLin3                   ---------LFLTTLCVICFTISIPYSPIAD--------WFGLVPLPLSF

Ter2                         FSNISKNASFIVIAALIFVGQILMVQYGG----------SVFRTVP-LSL

2.22BFiSth8                  FEHIGKNKKFLIVMISIAVVQTLIIQFGG----------KVFSTVP-MDI

PMeff-2.1EMeHsa11            FSGIYRNIIFCSVVLGTFICQIFIVEFGG----------KPFSCTS-LSL

PM-2.25EMeHsa1               FEGIFNNAIFCTIVLGTFVVQIIIVQFGG----------KPFSCSE-LSI

PM-2.15EMeCel1               FKGLASNRVFCVIWVTTFIAQIIIVQFGG----------AWFSTAP-LTL

Vac-2.17EnoDdi23             FKNFFNNPIFIAVMIFTLGVQIIFVTFGG----------SATSTDS-LYI

PM-2.10EViAth45              FKGVIKNRLFMGIIVITLVLQVIIVEFLG----------KFASTTK-LNW

PM-2.14EViAth40              FRGVNKNPLFVAIVGVTFILQIIIVTFLG----------KFAHTVR-LGW

Chl-2.11EViAth32             FKGILKNYVFVAVLTCTVVFQVIIIELLG----------TFADTTP-LNL

PM-2.12EViAth11              FKGILDNYVFVVVIGATVFFQIIIIEFLG----------TFASTTP-LTI

Vac-2.2EFuSce6               FQDLGRNYYFLTIMAIIGSCQVLIMFFGG----------APFSIAR-QTK

Vac-2.18EApTgo1              ILGMVRNPLGLGIWVLIVLGQVLMTECGGRL--------LGCHQEG-LNR

3.1EFuNcr1                   ----IPSWQLSGAIFLVDILATCFTIWG-------------WFEHSDTSI

3.6EFuSce5                   ----IPSWQLAGAVFAVDIIATMFTLFG-------------WWSENWTDI

3.4AEuMja1                   ----YPSKLLFWGVMGTNIIGTIVAAEG--------------IFMAPIGW

3.7EViAth21                  ----RPGALLMIAFVIAQLVATLIAVYADWT----------FAKVKGIGW

3.2ETrLma9                   ----APSPILFCGAIISLLVSTMAASFWHKSRPDNVLTEGLAWGQTNAEK

3.5ETrTbr5                   ----APGTILLVGAVISLVISTIAASVWKKSSSDGVPVEGLARGETVADR

Ter1                         -----RYTFVALALLGVYIVILAVPPLRQFFELSLLS-THDYLVIIWVAL

23.3BCyTer4                  -----RYTFVALALLGVYIVILAVPPLRQFFELSLLS-THDYLVIIWVAL

Tel1                         -----RYGAVVVILLAGFVIISTSPPLRSVAELEPLS-WSLWALIVLIVL

23.1BAcSco4                  -------VLLVAAMGLGFVVVLAVPWLQDFFALKLVG-VTMPWTAVGIAV

23.2BFiEfa2                  -------KRVMIGCLIGMVITSIS--MKNLFSLTSVSPTALLLLAILFFA

24.3BDeHoc1                  ------VVLTSVGSFAALVAIVQTPMLSAFFGCRPLGPVGLAQAGAAIAA

24.4BGaHch1                  ------VALASISAAAMLVAIVEIPGLARVFGCVRPGVTGWLSVIASLGA

24.1BAcMbo1                  ------VIATALGSAGVLVGIIQTPVISHFFGCTPLGPVAWTGVFSATAG

15.1EnoDdi18                 TLTTSSLLLLLPVSIR-----FFGTTWLMDLPVRWRVELLILFIINAALA

16.1EOlTth26                 ITLLSFYVQLIPDSFTRSFLNIFEEVKLENQPAQSEMPFNFLLVILGISI

14.1EFuSce15                 SIGASLLLMTLDTESY------LGKMLQLTPISNSFTMFIIVWVILNYYA

13.1EMeHsa8                  LSSVLVGLVLVPGLLQGPLALRNITDTGFKLLLLGLVTLNFVGAFMLESV

8.1EMeBta1                   APDMSGEAAMLFSSGVFWMGLLFIPVASLLLDVVYKVIKRTAFKTLVDEV

8.8EMeMmu1                   APDMKGQATMVLSSAYFWLGLFLVPTACLIEDVAWRAAKHTCKKTLLEEV

8.2EFuSce10                  SREYYGVVKHTYGSGVFWLTLIVLPIFALVRDFLWKYYKRMYEPETYHVI

8.6EViAth15                  NENVYFVIYVLMSTFYFYFTLLLVPIVSLLGDFIFQGVERWFFPYDYQIV

8.4EFuSce14                  ---FFKAAARIYGAPSFWAVFFVAVLFCLLPRFTYDSFQKFFYPTDVEIV

8.5EFuSce4                   ---FYKGAARVFAQPAYWAVLFVGVLFCLLPRFTIDCIRKIFYPKDIEIV

8.7EViAth19                  ---GYWAIFQVGKTWMFWFCLLAIVVTSLLPRFAIKFLVEYYRPSDVRIA

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   VNLEGDAKEELKVLVNGFCSSPADLAITSLKVKSDSHCKSNCSSRERCHH

8.3ETrLdo1                   FLVYSAIPSVFSDTNFYYQAFDLMSTAKYWFFLLLYVGTEVVVVLGVMTF

Mn.Cd-3.3BFiLpl1             ------RPSRAVGVTIGLNCLLTIGLASSDWG--------VPAISGWLTL

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  ------EVAIIISTVTVLSSMALIQSSESLT----------FLRLAPLSL

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         -----HNPYLTAAVTGSFGLQLLAVAVPPLRTLLKITPINLVDGAVIGGS

12.1ERhCme8                  VVKVLTEGRGAAAASLACFKYMGIYSLTQSISTLFLYRIGTVYSDGQFLF

24.2BChTro1                  ------TALSGAVLAATLITPPFRALLGLPALTPAGWLAAGLSTVAAVAA

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  LSTIAFLMVVYLFPEWTFLWLRGYNFVETDGFEIGLVLISAFSVTIAVFV

17.1EFuSpo12                 -------PIWKKKTYVCLCTTIGLCNIYLCFANENHIISRCLQITRLPTL

18.1EApCpa6                  IISTIAITLVPTSLLSKFLNIVALPGSSNYILIISFTLNIVISIFTMNYI

19.1EOlTth19                 SISYISSLLYYYGIIPQLAYEILVGAFEFSFYCTYQVGVPIVLVFDLLRY

20.1EOlTth57                 --------SDFFELDKEVINNSEFLYIQLIIVLSFGVGMIIYMDCIVKKF

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  LEKEFAPSLLNTGIFIIQLVQQVSTFAVNYQGEPFRENIRSNKGMYYGLL

2.20BFiCac3                  --------IYFFVVIILNLVLEAGIALSSLG--------TYIFGIDRLSL

21.1EBaTps13                 QPNYVSNNVFFMSVFQNAVMALVNHPGRPFSVSFLESRPLCLSGVNPAQL

22.1EApCpa2                  PVYLWHIRQDNIEAASSWCYISFQLVNQVWPIWLRSSSLIPMKTNILLII

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         NELWVCVGFSALIFIWIELEKVSVRL------------------------

Ava3                         LELLVCIGFSSLVFVWIEAEKLFIRW------------------------

Nsp5                         DELAICVGFSALMFVWVEMEKLFFRF------------------------

Tel5                         TELAVCIGFSMLVFVWVELEKLVLRL------------------------

Ssp11                        TELLICLGSSTVVMVWVELEKLYCRW------------------------

Ssp8                         QQLLVCFGFSSLMFVWVELEKLLARF------------------------

Ava5                         LDLGVSLILSTLVFWGVELKKWLMRR------------------------

Ama2                         VELLLCLGVASLGFLAVELQKWGLRQ------------------------

Gvi3                         VDFLLCVGLGGTLLLAVEAEKWLLRR------------------------

2.21BThPmo1                  YDWSIVVLLSIVPLVVNEIVKIFIRH------------------------

GA-2.19EViAth27              AEWTAVLYLSFPVIIIDELLKFLSRN----------------------TG

ER-2.7EMeHsa25               TQWLMVLKISLPVILMDETLKFVARNYLEPGKECVQPATKSCSFSACTDG

Ca.Mn.GA-2.13EViAth13        NEWLLVLAVSLPVILIDEVLKFVGRC------------------------

2.8EApPfa2                   YDWFLVFLWSFPVIILDEIIKFYAKR------------------------

Ssp7                         QQWAICLLPMIPMVPVAILANRLDP-------------------------

2.4BCySsp6                   QQWAICLLPMIPMVPVAILANRLDP-------------------------

Ama1                         MQWLICLLPMLPMIPMAALANWIDPS------------------------

Ava2                         TQWLTCLLVGLPMIPVALIVNKFDPLD-----------------------

Ava4                         QQWLFCLGVGSPMILWATLVNRLDPPN-----------------------

Ssp10                        EQWGFCLLVSLPLIVVSAAANRVDPE------------------------

GAeff-2.5EMeHsa12            LDLLFLLGLTSSVCIVAEIIKKVER-------------------------

Ca.Mn.GA-2.9EMeHsa2          LDLLFLTGLASSVFILSELLKLCEKY------------------------

Ca.Mn.GA-2.16EMeCel2         FDLIFLTTITSSVFIFNETRKYFSLR------------------------

GAeff-2.3EFuSce2             SDILLLLLISSSVFIVDELRKLWTR-------------------------

2.6EFuNcr3                   LDLVYLVLLCSTVFFADELRKWWKY-------------------------

2.23AEuMva3                  LDFSYVLITSVLFFITLEVRKWAEYLYN----------------------

2.24BAqAae1                  EHWFYVILTTLSVFIFIEIRKLVFTIFS----------------------

Ssp9                         WQFALLLSCPPLLLGAEELRKFKFL-------------------------

Ava7                         WQWLLLLVCPPIILGAEELRKAAWRRNLR---------------------

1.5BSpLbi2                   HVYGFAFHGTLVLLLYSEIVKYFRRRKLD---------------------

Na.K-1.1EMeHsa13             TWWFCAFPYSLLIFVYDEVRKLIIRRRP----------------------

N.K-1.6EMeSac1               SWWFCAFPYSLIIFLYDEMRRFIIRRSP----------------------

H.K.NoGas1.4EMeRno1          QYWFVAVPHAILIWVYDEMRKLFIRLYP----------------------

H.K.Gas-1.2EMeHsa24          QWWLVPLPYGILIFVYDEIRKLGVRCCP----------------------

Na-1.3ERaHak1                THWFPAIPFSVAIFVYDEVRKYLMRTTSPETTD---------------KA

9.1EFuSce8                   AEWGLAIAFTIAFWIGAELYKCGKRRYFK--TQRAHNSENDLERSSKHDP

9.4EFuZro1                   YEWGISIGFTFVFWIGAELWKFGKRLYFRG-QARAQNPEADLEKNALHDP

9.3EFuDoc1                   YEWGLAVGFSILFLAGSELWKWIKRIHKRKANKKAKNPEYELERS---DP

9.5EFuUma1                   WEWGIIFVCTGLFVGGIEAYKWGKRVYFRRTQVDNAKLVDEEQQVQDGEV

9.2EFuSpo3                   WEWGVVAVAVMFYFFYVEIWKSIRRSLTN--PQKKGKFRRTLSNTITTES

9.6EFuUma2                   VGWGISIAMTVAFIAVVELWKALARRGRWPWLARVSGGQRGLARRQAKKQ

Ava8                         DDLIISLASGVFSILWFEGLKIWRRKKDNTRRAFN---------------

30.4BCyAva17                 DDLIISLASGVFSILWFEGLKIWRRKKDNTRRAFN---------------

30.3BSpLbi4                  LQFLVAILVAFIGVLFYDMTKVSVSR--WIRKD-----------------

30.2BBaFjo5                  QELGMTLSVAAVSVLWFEIYKLFRRMKKSTLM------------------

Ava1                         FLWLGLILSSYCVLTQLVKTWFVKKYGYN---------------------

4.1BGaSen1                   FPWLIAILAGYMTLTQLVKGFYSRRYGWQ---------------------

4.2BSpLin3                   LGMLVGIVLIYGMAAEITKRIFYKLVPI----------------------

Ter2                         RDWLIIIGGTSIVFWIGEIWRMIQIRFKAS--------------------

2.22BFiSth8                  QHYIITLLIAVLIIPADFIRKALTKNK-----------------------

PMeff-2.1EMeHsa11            SQWLWCLFIGIGELLWGQFISAIPTRSLKFLKEAGHGTTKEEITKD--AE

PM-2.25EMeHsa1               EQWLWSIFLGMGTLLWGQLISTIPTSRLKFLKEAGHGTQKEEIPEEELAE

PM-2.15EMeCel1               QQWIVCLVLGFSTLIWGQIVATIPSKKLPKAWKVGKGEVQPANLHINGDY

Vac-2.17EnoDdi23             VEWICCVVVGAISLPVGLLLRKIPIR-------------EPVVKNEIPVH

PM-2.10EViAth45              KQWLICVGIGVISWPLALVGKFIPVP------------------------

PM-2.14EViAth40              QLWLASIIIGLVSWPLAIVGKLIPVP------------------------

Chl-2.11EViAth32             GQWLVSIILGFLGMPVAAALKMIPVG------------------------

PM-2.12EViAth11              TQWIFSIFIGFLGMPIAAGLKTIPV-------------------------

Vac-2.2EFuSce6               SMWITAVLCGMLSLIMGVLVRICPDEVAVKVFP-----------------

Vac-2.18EApTgo1              EQWMLSLLLGLGGLLWGRLPRVFPSLYKLAP-------------------

3.1EFuNcr1                   VAVVRIWIFSFGIFCIMGGVYYILQDS-----------------------

3.6EFuSce5                   VTVVRVWIWSIGIFCVLGGFYYEMSTS-----------------------

3.4AEuMja1                   DLALFMWLYAHVWMLINDEIKMIL--------------------------

3.7EViAth21                  GWAGVIWIYSIVTYFPQDILKFAIRYILSGKAWASLFDNRTAFTTKKDYG

3.2ETrLma9                   LLPLWVWIYCIVWWIVQDVVKVLAHIC-----------------------

3.5ETrTbr5                   LYPLWVWIYCILWWIVQDVVKVLTHML-----------------------

Ter1                         VWCLLLRYVWRTKLLDKFLGVDLS--------------------------

23.3BCyTer4                  VWCLLLRYVWRTKLLDKFLGVDLS--------------------------

Tel1                         FWVILLRSFWRHRLLDRFLGVNLS--------------------------

23.1BAcSco4                  AG------AAVLELTWGWVDRRFPV-------------------------

23.2BFiEfa2                  ADSTFQHLSTISEKVQLWFYKKRH--------------------------

24.3BDeHoc1                  GMGAYLVLPKAPELIAAAGERVRAWRRGAADEGEGEGYVDAAVLVEDDED

24.4BGaHch1                  SLVGAKFLPKLEQASVEAEQEIAEKVRDWLTENN----------VETQN-

24.1BAcMbo1                  ATAVSALAPKWLASTVGVVQPDERPDDAEDSDAGG---------------

15.1EnoDdi18                 MAAEWIIIVYREIRSKSKRKLKQKQNSDPNIIAKNTVNERYTSLN-----

16.1EOlTth26                 ASAIVNILFEKFVVRKISLVVKKKKEQKTNFSIIVPHNKIET--------

14.1EFuSce15                 QLYIPPSIKGWLKKKKSSKKYKLLIQEEMKLKEV----------------

13.1EMeHsa8                  LDQCLPACLRRLRPKRASKKRFKQLERELAEQPWPPLPAGPLR-------

8.1EMeBta1                   QELEAK--SQDPGAVVL----GKSLTERAQLLKN---------------V

8.8EMeMmu1                   QELETK--SRVMGKAMLRDSNGKRMNERDRLIKR---------------L

8.2EFuSce10                  QEMQKYNISDSRPHVQQFQNAIRKVRQVQRMKKQRGFAFSQAEEGGQEKI

8.6EViAth15                  QEIHRHESDASKADQLEVENELTPQEARSYAISQ----------------

8.4EFuSce14                  REMWQHGHFDHYPPGYDPTDPNRPKVTKAGQHGEKIIEGIALSDNLGGSN

8.5EFuSce4                   REMWLRGDFDLYPQGYDPTDPSRPRINEIRPLTD-FKEPISLDTHFDGVS

8.7EViAth19                  REAEKLGTFRESQP------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   GSNCCRSYAKESCSHDHHHTRAHGVGTLKEIVIE----------------

8.3ETrLdo1                   QKNLFPTLRDVAERQYAVQNGGKL--------------------------

Mn.Cd-3.3BFiLpl1             IVIVLVLMTGIGLTVAGDLWRRLTK-------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  VEWSAGVVVVGLLTGILAWSRRLFQCIPG---------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         ALLPLIVNEATKNTGASKIKKYPKCRVRQYK-------------------

12.1ERhCme8                  QDLVLIMPLALTMGRTASQTRLSRHRPPVRLASAPVCWSMVLQSLVQASF

24.2BChTro1                  SQAIAQLVPTEAEASSPSARPAPISQPA----------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  VQPLVGRMLGDKSMQDMVPSKPEEKI------------------------

17.1EFuSpo12                 YRFIILFMGVISCCLTSILNM-----------------------------

18.1EApCpa6                  IKAVYLKELHSNGPTYFPHFHPLRMPKSKLEWKINPNFI-----------

19.1EOlTth19                 GDFSYLIIPIFSALDRIVNALFNIFNKEPQNWTDSSTVVQPLCISLMFLS

20.1EOlTth57                 LGPLRRKNISVSKCDRQLNQINF---------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  GVTGLALASATEFLPELNEAMKFVPMTDDFKIKLTLTLLLDFFGSWGVEH

2.20BFiCac3                  YDMKIIGLVAVVQMAAIFLKKMFTE-------------------------

21.1EBaTps13                 DCLSRCALYALPRLFRSSTKVYSWRPFPQEQPKLQCCIYCCSTSRYVSCQ

22.1EApCpa2                  WNITMNFFILFCIWMEPSRLGCILRINCDDQTSRSLPDNWIKLSSPFYGQ

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         -------YSSFK--------------------------------------

Ava3                         -------YTFRKYSKI----------------------------------

Nsp5                         -------MGKRTV-------------------------------------

Tel5                         -------FNKGQELKLLE--------------------------------

Ssp11                        -------RKGSR--------------------------------------

Ssp8                         -------IK-----------------------------------------

Ava5                         -------RHF----------------------------------------

Ama2                         -------KKR----------------------------------------

Gvi3                         -------RQAR---------------------------------------

2.21BThPmo1                  -------KVS----------------------------------------

GA-2.19EViAth27              MRFRFRLRKADLLPKDRRDK------------------------------

ER-2.7EMeHsa25               ISWPFVLLIMPLVIWVYSTDTNFSDMFWS---------------------

Ca.Mn.GA-2.13EViAth13        -TSGYRYSPRTLSTKQKEE-------------------------------

2.8EApPfa2                   -----KLKEEQRTKKIKID-------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------SREKIQKHVSSTSSSFLEV-----------------------

Ca.Mn.GA-2.9EMeHsa2          ------CCSPKRVQMHPEDV------------------------------

Ca.Mn.GA-2.16EMeCel2         ------SKSLNHDPLSVSGI------------------------------

GAeff-2.3EFuSce2             -------KKNEEDSTYFSNV------------------------------

2.6EFuNcr3                   -------GARRHMGVNYSQAV-----------------------------

2.23AEuMva3                  -------KKNNPIL------------------------------------

2.24BAqAae1                  -------ER-----------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         -----------HRR------------------------------------

1.5BSpLbi2                   -----------LTEIHS---------------------------------

Na.K-1.1EMeHsa13             -------GGWVEKETYY---------------------------------

N.K-1.6EMeSac1               -------GGWVEQETYY---------------------------------

H.K.NoGas1.4EMeRno1          -------GSWWDKNMYY---------------------------------

H.K.Gas-1.2EMeHsa24          -------GSWWDQELYY---------------------------------

Na-1.3ERaHak1                TGQVTRIAGWLETNTYY---------------------------------

9.1EFuSce8                   FEAYSTSTTLQSEINISVKH------------------------------

9.4EFuZro1                   FEAYSTFTSQSEILSQKVSH------------------------------

9.3EFuDoc1                   FKKYASFSRSNTMDRPELMV------------------------------

9.5EFuUma1                   AEEKPDGNHSKNMMPAPTTSTEKTMV------------------------

9.2EFuSpo3                   KLSEKDLEHRLFLQSRRA--------------------------------

9.6EFuUma2                   LSEKSAATA-----------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            GLDEIDHAEMELRRGQILWFRGLNRIQTQIDVINTFQTGASFKG--VLRR

PM-2.25EMeHsa1               DVEEIDHAERELRRGQILWFRGLNRIQTQMDVVNAFQSGSSIQG--ALRR

PM-2.15EMeCel1               NVRARSRAVTLRRSGKSLWVRGMFIIGNHLRVLRAFGMEKSEKA--AFGR

Vac-2.17EnoDdi23             SEAVYTSPSPNPSSSNLLGSGGAKPISKDYPTSGESTPPINDEGSPLVTR

PM-2.10EViAth45              ----------------------AAPISNKLKVLKFWGKKKNSSGEGSL--

PM-2.14EViAth40              ----------------------KTPMS--VYFKKPFRKYKASRNA-----

Chl-2.11EViAth32             ----------------------SH--------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               ----------------------AAFVQRFKYVFGLEFLRKNHTG------

Vac-2.18EApTgo1              -----------------------EFGSREETLEETHSLALELRGRTPERM

3.1EFuNcr1                   --------VGFDNLMHGKSPKGN---------------------------

3.6EFuSce5                   --------EAFDRLMNGKPMKEK---------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  IGEREAQWAQAQRTLHGLQPKEDVNIFPEKGSYRELSEIAEQAKRRAEIA

3.2ETrLma9                   --------MDAVDLFGCVSEASGSGPI-----------------------

3.5ETrTbr5                   --------MEAFDIFGCVSRASG---------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  DNPYIEPPIGQPMTVH----------------------------------

24.4BGaHch1                  ----VEAKAG----------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   FKKNHVNLYRSESLQQNLLHGYAFSQDE----------------------

8.8EMeMmu1                   SRKTPPTLFRTGSIQQCVSHGYAFSQEE----------------------

8.2EFuSce10                  VRMYDTTQKRGKYGELQDASANPFNDNNGL--------------------

8.6EViAth15                  -LPRELSKHTGFAFDSPGYESFFASQLG----------------------

8.4EFuSce14                  YSRDSVVTEEIPMTFMHGEDGSPSGYQKQETWMTSPKETQDLLQSPQFQQ

8.5EFuSce4                   HSQETIVTEEIPMSILNGEQGSRKGYRVSTTLER--RDQLSPVTTTNNLP

8.7EViAth19                  --------VGVEMNLIQDPPRR----------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  QAAAVYALTQADTVPGSVFGMTCRWNAPCPAATVLFHVVNAQYIWSAIAF

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 LMIQYLKDRQRSSKNFQEQLDEDDEDEVQGKNTNNLLSEILEDRKGDGDQ

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  FFKFFFMDDKPSDISVQQVKIASK--------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 TIPAHSFFATIFGEKGTNHAVYIQRNRPSRRQRPTRKRSCWTRK------

22.1EApCpa2                  YNNNIFPKFWKIELTFWCVFFLMLNVIISIALRTVIFKFRDFEQIKAPNP

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            QN--MGQHLDVKLVPSSSYIKVVKAFHSSLHESIQKPYNQKSIHSFMTHP

PM-2.25EMeHsa1               QPSIASQHHDVTNISTPTHIRVVNAFRSSLYEGLEKPESRSSIHNFMTHP

PM-2.15EMeCel1               TAP---------AMTAEAAERWRASYRKYRHQKHQEKKATAETAESVKSA

Vac-2.17EnoDdi23             KTS--------VGASANDNINTPIPSSSSNLVNLNKPTQVGRGWQIVRQT

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               ----------------------KHDDEEALLEESDSPESTAFY-------

Vac-2.18EApTgo1              NERLGLASYTFAKKYAKKARLMTLSRLRTRRLEGGRDGRGRGVSSFAGIR

3.1EFuNcr1                   -----QKQRSLEDFVVSLQRVSTQHEKSQ---------------------

3.6EFuSce5                   -----KSTRSVEDFMAAMQRVSTQHEKET---------------------

3.4AEuMja1                   -----------------LKRLKID--------------------------

3.7EViAth21                  RLRELHTLKGHVESVAKLKGLDIDTAGHHYTV------------------

3.2ETrLma9                   ---KPYSDGTEGNGVAPVKKSAATSAEKALNLSVSSASHKALEGMREDTH

3.5ETrTbr5                   --------GKE------IVYNAKSSKEPI---------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   ---------NGIVSQSEVIR-AYDTTKQRPDEW-----------------

8.8EMeMmu1                   ---------HGAVTQEEIVR-AYDTTKENSRKK-----------------

8.2EFuSce10                  -------GSNDFESAEPFIENPFADGNQNSNRFSSSRDDISFDI------

8.6EViAth15                  --------IYAPQKAWDVARRASMRSRPKVPKK-----------------

8.4EFuSce14                  AQTFGRGPSTNVRSSLDRTREQMIATNQLDNRYSVERARTSLDLPGVTNA

8.5EFuSce4                   RRSMASARGNKLRTSLDRTREEMLANHQLDTRYSVERARASLDLPGINHA

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  NMKSPFRQSWEQNPWFRTTLALLSLLCLSVIEPVVPLLQRMLALAPLSTS

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 SNLNRSTSKNLTKNNFKIQISSDDALSQDIHEHQFKNSLEQDTKFVIEKR

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  SKTTSNRTESSLNENVGT--------------------------------

Nsp2                         --------------------------------------------------

Ava9                         --------------------------------------------------

Ssp5                         --------------------------------------------------

Ava10                        --------------------------------------------------

Gvi5                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Nsp1                         --------------------------------------------------

Ava12                        --------------------------------------------------

Tel2                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

Tel6                         --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Nsp4                         --------------------------------------------------

Ssp1                         --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

Nsp10                        --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Ava11                        --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Ssp2                         --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

Nsp6                         --------------------------------------------------

Ter4                         --------------------------------------------------

Ssp13                        --------------------------------------------------

Ama3                         --------------------------------------------------

Tel3                         --------------------------------------------------

Ssp4                         --------------------------------------------------

Pma1                         --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Gvi1                         --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Nsp8                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Nsp9                         --------------------------------------------------

Nsp11                        --------------------------------------------------

Ama4                         --------------------------------------------------

Ter3                         --------------------------------------------------

Ssp12                        --------------------------------------------------

Ssp3                         --------------------------------------------------

Gvi2                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Ssp6                         --------------------------------------------------

Ava3                         --------------------------------------------------

Nsp5                         --------------------------------------------------

Tel5                         --------------------------------------------------

Ssp11                        --------------------------------------------------

Ssp8                         --------------------------------------------------

Ava5                         --------------------------------------------------

Ama2                         --------------------------------------------------

Gvi3                         --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

Ssp7                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

Ama1                         --------------------------------------------------

Ava2                         --------------------------------------------------

Ava4                         --------------------------------------------------

Ssp10                        --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

Ssp9                         --------------------------------------------------

Ava7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Ava8                         --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

Ava1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

Ter2                         --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

PMeff-2.1EMeHsa11            EFAIEEELPRTPLLDEEEEENPDKASKFGTRVLLLDGEVTPYANTNNNAV

PM-2.25EMeHsa1               EFRIEDSEPHIPLIDDTDAEDDAPTKRNSSPPPSPNKNNNAVDSGIHLTI

PM-2.15EMeCel1               DWAKEQKEKKKTFKQIKQVARGKSLDKDSKKHHKKRKD--------QTNV

Vac-2.17EnoDdi23             HKKLVVINALKEFSQNKEPGLVDVVRGTNRG---------------SLHL

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              NRGASRGDARVAPRQNKACSPPLSDAREEACIEMQ---------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.2ETrLma9                   VPNEGASPVNVYVSRDKQ--------------------------------

3.5ETrTbr5                   --------------------------------------------------

Ter1                         --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Tel1                         --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  ASLIGTQQNN----------------------------------------

8.5EFuSce4                   ETLLSQRSRDR---------------------------------------

8.7EViAth19                  --------------------------------------------------

Nsp3                         --------------------------------------------------

Nsp7                         --------------------------------------------------

Gvi4                         --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

Tel4                         --------------------------------------------------

Ava6                         --------------------------------------------------

12.1ERhCme8                  MRRWLWVLIALNGLATLLVEAVLNWYEHGRVRVSVEEY------------

24.2BChTro1                  --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 NVSLKDNISSDFE-------------------------------------

20.1EOlTth57                 --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Nsp2                         ----------------------

Ava9                         ----------------------

Ssp5                         ----------------------

Ava10                        ----------------------

Gvi5                         ----------------------

7.1BGaEco3                   ----------------------

Nsp1                         ----------------------

Ava12                        ----------------------

Tel2                         ----------------------

32.8BCyTel1                  ----------------------

Tel6                         ----------------------

32.6AEuMsm6                  ----------------------

32.7BVeAmu1                  ----------------------

32.3BBaBca1                  ----------------------

32.5BSpTde3                  ----------------------

32.1BBeAar4                  ----------------------

32.2BAcMtu1                  ----------------------

6.17AEuMac1                  ----------------------

Nsp4                         ----------------------

Ssp1                         ----------------------

6.9BFiBsu2                   ----------------------

6.11BGaPpu4                  ----------------------

Nsp10                        ----------------------

6.13BCyNsp1                  ----------------------

Ava11                        ----------------------

6.1BFiSau1                   ----------------------

6.8BFiLmo1                   ----------------------

6.12BGaPpu1                  ----------------------

6.4BBeRme1                   ----------------------

6.14BAlSme6                  ----------------------

6.2BGaEco4                   ----------------------

Ssp2                         ----------------------

6.5BCyObr1                   ----------------------

6.10BFiBsu3                  ----------------------

6.3BEpHpy1                   ----------------------

25.1BAcSco3                  ----------------------

25.2BAlSme3                  ----------------------

25.3BFiEfa3                  ----------------------

6.16BGaPae5                  ----------------------

5.26AEuTvo1                  ----------------------

Cu1-5.9EFuCal1               ----------------------

Nsp6                         ----------------------

Ter4                         ----------------------

Ssp13                        ----------------------

Ama3                         ----------------------

Tel3                         ----------------------

Ssp4                         ----------------------

Pma1                         ----------------------

Cu1.Chl-5.11EViAth34         ----------------------

Cu1.Chl-5.12EViAth1          ----------------------

Gvi1                         ----------------------

Cu1.Ag.eff-5.10AEuAfu1       ----------------------

Cu2-5.22BAqAae1              ----------------------

5.16BFiEfa1                  ----------------------

Cu1.Ag.eff-5.2BFiEhi2        ----------------------

5.27AKoKcr1                  ----------------------

Nsp8                         ----------------------

Ag.eff-5.4BGaSen1            ----------------------

Nsp9                         ----------------------

Nsp11                        ----------------------

Ama4                         ----------------------

Ter3                         ----------------------

Ssp12                        ----------------------

Ssp3                         ----------------------

Gvi2                         ----------------------

Au2-5.20BGaSen5              ----------------------

Cu1.Ag.eff-5.5BGaEco2        ----------------------

5.18BFiBsu1                  ----------------------

Cu2.Fe3.Pb2-5.19BFiSau2      ----------------------

Cu2upt-5.1BFiEhi1            ----------------------

5.15BFiEfa2                  ----------------------

5.23BSpLin1                  ----------------------

Cu1.Ag.eff-5.3EMeHsa23       ----------------------

Cu1.eff-5.6EMeHsa16          ----------------------

Cu1.Ag.eff-5.7AEuAfu2        ----------------------

Cu2.GA-5.17EFuSce13          ----------------------

Cu1.GA-5.8EFuCal2            ----------------------

Cd2-5.14EFuSce9              ----------------------

Cu1.Ag-5.21BAqAae2           ----------------------

5.25ACrPae1                  ----------------------

5.28ACrApe2                  ----------------------

5.24ACrSso1                  ----------------------

27.2BSpLbi1                  ----------------------

27.3BEpNsp1                  ----------------------

27.1BBeNme1                  ----------------------

Cu1-5.13ACrSso2              ----------------------

Ssp6                         ----------------------

Ava3                         ----------------------

Nsp5                         ----------------------

Tel5                         ----------------------

Ssp11                        ----------------------

Ssp8                         ----------------------

Ava5                         ----------------------

Ama2                         ----------------------

Gvi3                         ----------------------

2.21BThPmo1                  ----------------------

GA-2.19EViAth27              ----------------------

ER-2.7EMeHsa25               ----------------------

Ca.Mn.GA-2.13EViAth13        ----------------------

2.8EApPfa2                   ----------------------

Ssp7                         ----------------------

2.4BCySsp6                   ----------------------

Ama1                         ----------------------

Ava2                         ----------------------

Ava4                         ----------------------

Ssp10                        ----------------------

GAeff-2.5EMeHsa12            ----------------------

Ca.Mn.GA-2.9EMeHsa2          ----------------------

Ca.Mn.GA-2.16EMeCel2         ----------------------

GAeff-2.3EFuSce2             ----------------------

2.6EFuNcr3                   ----------------------

2.23AEuMva3                  ----------------------

2.24BAqAae1                  ----------------------

Ssp9                         ----------------------

Ava7                         ----------------------

1.5BSpLbi2                   ----------------------

Na.K-1.1EMeHsa13             ----------------------

N.K-1.6EMeSac1               ----------------------

H.K.NoGas1.4EMeRno1          ----------------------

H.K.Gas-1.2EMeHsa24          ----------------------

Na-1.3ERaHak1                ----------------------

9.1EFuSce8                   ----------------------

9.4EFuZro1                   ----------------------

9.3EFuDoc1                   ----------------------

9.5EFuUma1                   ----------------------

9.2EFuSpo3                   ----------------------

9.6EFuUma2                   ----------------------

Ava8                         ----------------------

30.4BCyAva17                 ----------------------

30.3BSpLbi4                  ----------------------

30.2BBaFjo5                  ----------------------

Ava1                         ----------------------

4.1BGaSen1                   ----------------------

4.2BSpLin3                   ----------------------

Ter2                         ----------------------

2.22BFiSth8                  ----------------------

PMeff-2.1EMeHsa11            DCNQVQLPQS-DSSLQSLETSV

PM-2.25EMeHsa1               EMNKSATSSSPGSPLHSLETSL

PM-2.15EMeCel1               DMEDIELN--------------

Vac-2.17EnoDdi23             PVNQINN---------------

PM-2.10EViAth45              ----------------------

PM-2.14EViAth40              ----------------------

Chl-2.11EViAth32             ----------------------

PM-2.12EViAth11              ----------------------

Vac-2.2EFuSce6               ----------------------

Vac-2.18EApTgo1              ----------------------

3.1EFuNcr1                   ----------------------

3.6EFuSce5                   ----------------------

3.4AEuMja1                   ----------------------

3.7EViAth21                  ----------------------

3.2ETrLma9                   ----------------------

3.5ETrTbr5                   ----------------------

Ter1                         ----------------------

23.3BCyTer4                  ----------------------

Tel1                         ----------------------

23.1BAcSco4                  ----------------------

23.2BFiEfa2                  ----------------------

24.3BDeHoc1                  ----------------------

24.4BGaHch1                  ----------------------

24.1BAcMbo1                  ----------------------

15.1EnoDdi18                 ----------------------

16.1EOlTth26                 ----------------------

14.1EFuSce15                 ----------------------

13.1EMeHsa8                  ----------------------

8.1EMeBta1                   ----------------------

8.8EMeMmu1                   ----------------------

8.2EFuSce10                  ----------------------

8.6EViAth15                  ----------------------

8.4EFuSce14                  ----------------------

8.5EFuSce4                   ----------------------

8.7EViAth19                  ----------------------

Nsp3                         ----------------------

Nsp7                         ----------------------

Gvi4                         ----------------------

32.4BFuFnu1                  ----------------------

6.7EViAth1                   ----------------------

8.3ETrLdo1                   ----------------------

Mn.Cd-3.3BFiLpl1             ----------------------

28.1BGaLpn4                  ----------------------

29.1BDeBba2                  ----------------------

29.2BBaFjo4                  ----------------------

30.1BDeBba3                  ----------------------

31.1BGaMca11                 ----------------------

Tel4                         ----------------------

Ava6                         ----------------------

12.1ERhCme8                  ----------------------

24.2BChTro1                  ----------------------

6.6EViAth26                  ----------------------

26.1BAcCdi2                  ----------------------

11.1EFuEcu1                  ----------------------

17.1EFuSpo12                 ----------------------

18.1EApCpa6                  ----------------------

19.1EOlTth19                 ----------------------

20.1EOlTth57                 ----------------------

31.2BGaMca1                  ----------------------

10.1EFuSce3                  ----------------------

2.20BFiCac3                  ----------------------

21.1EBaTps13                 ----------------------

22.1EApCpa2                  ----------------------

