Figure S20: Multiple alignment of all miscellaneous bacterial P-type ATPases (with reference sequences)

A total of thirty-four miscellaneous bacterial P-type ATPases, including standard proteins from TCDB, were used to make this multiple alignment. 

Notes: 

* is the symbol on the multiple alignments for an identity. 

: is the symbol on the multiple alignments representing a closer similarity. 

. is the symbol on the multiple alignments signifying a more distant similarity as determined by the CLUSTAL X program.
CLUSTAL X (1.81.1-alpha) multiple sequence alignment

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       ----------------------MPEQERQITAREGASRKILSKLS-LPTR

Cu1.eff-5.6EMeHsa16          MDPSMGVNSVTISVEGMTCNSCVWTIEQQIGKVNGVHHIKVSLEEKNATI

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       AWEPAMKK----SFAFDNVGYEGGLDGLGPSSQVATSTVRILGMTCQSCV

Cu1.eff-5.6EMeHsa16          IYDPKLQTPKTLQEAIDDMGFDAVIHNPDPLPVLTDTLFLTVTASLTLPW

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         --------------------------------------------MNRPRI

24.2BChTro1                  --------------------------------------------MNRPRI

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       KSIEDRISNLKGIISMKVSLEQDSATVKYVPSVVCLQQVCHQIGDMGFEA

Cu1.eff-5.6EMeHsa16          DHIQSTLLKTKGVTDIKIYPQKRTVAVTIIPSIVNANQIKELVPELSLDT

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         RVLHQLPGRVRLSLDPYPPDGALAQVRRLPGILAATGNALTGTWLLRVDP

24.2BChTro1                  RVLHQLPGRVRLSLDPYPPDGALAQVRRLPGILAATGNALTGTWLLRVDP

24.3BDeHoc1                  -------------------MLNLRKRLPRWLKPATRALRRGGRKVWRND-

24.4BGaHch1                  --------------------MFKRWRLPLPGHLLRQALG-QVRQESIYG-

24.1BAcMbo1                  --MKIPGVATVLGGVTNGVAQTVRAGARLPGSAAAAVQTLASPVLELTG-

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       SIAEGKAASWPSRSLP-AQEAVVKLRVEGMTCQSCVSSIEGKVRKLQGVV

Cu1.eff-5.6EMeHsa16          GTLEKKSGACEDHSMAQAGEVVLKMKVEGMTCHSCTSTIEGKIGKLQGVQ

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         ALWSTEALLEELAQRLDQSDRAASSGEADSERPGDTASARSRRVRVEHAV

24.2BChTro1                  ALWSTEALLEELAQRLDQSDRAASSGEADSERPGDTASARSRRVRVEHAV

24.3BDeHoc1                  ---------SRIHLALREVGRHQ---------------------AEELVE

24.4BGaHch1                  ---------PWLLLELREGGRN----------------------SPEFLR

24.1BAcMbo1                  ---------PVVQSVVQTTGRAIGVRGSHNESPDGMTPPVRWRSGRRVHF

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       RVKVSLSNQEAVITYQPYLIQPEDLRDHVNDMGFEAAIKSKVAPLSLGPI

Cu1.eff-5.6EMeHsa16          RIKVSLDNQEATIVYQPHLISVEEMKKQIEAMGFPAFVKKQPKYLKLGAI

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------MKPEKLFSGLGTSDGEYGVVNSEN

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         TRQVGTVSRRRLRLAVPGLEGNPHLAQAIEDALGRLGAAVVRASALTGRV

24.2BChTro1                  TRQVGTVSRRRLRLAVPGLEGNPHLAQAIEDALGRLGAAVVRASALTGRV

24.3BDeHoc1                  ALQAALADVEGVDWVRVNAHLAHAIVSLAPAVSSAHTGDAASDDTAEDAA

24.4BGaHch1                  SLERELVESG---------HCLHAWYIPELDRLAVKR---------ANAG

24.1BAcMbo1                  DLDPLLPFPRWHEHAAMVEEPVRRIPGVAEAHVEGSLGRLVVELEPDVDS

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       DIERLQSTNPKRPLSSANQNFNNSETLGHQGSHVVTLQLRIDGMHCKSCV

Cu1.eff-5.6EMeHsa16          DVERLKNT----PVKSSEGSQQRSPSYTNDS----TATFIIDGMHCKSCV

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            ----------------------------------------------MKSS

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              ISIDAMQDNRGECHRRSIEMHANDNLGLVSQRDCTNRPKITPQECLSETE

Cu1-5.9EFuCal1               ----------------------------MQKFIINFANIHCDKCEGIIRN

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         LVELDESINLSEVIASIAGLDLPELPPSARRVISPFDQDLLTYGIVRSTG

24.2BChTro1                  LVELDESINLSEVIASIAGLDLPELPPSARRVISPFDQDLLTYGIVRSTG

24.3BDeHoc1                  EALVDRLLAAVAEVEAQLELERHPFPSKHP-EQHPGDALPILRAGAELVA

24.4BGaHch1                  EESRKAALETVEKLERSYGLHRNLFATDT---RFPEEMTIRYRALLELGL

24.1BAcMbo1                  DIAVDEVRDVVSAVAADIFLAGSVSSPNSAPFADPGNPLAILVPLTAAAM

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       LNIEENIGQLLGVQSIQVSLENKTAQVKYDPSCTSPVALQRAIEALPPGN

Cu1.eff-5.6EMeHsa16          SNIESTLSALQYVSSIVVSLENRSAIVKYNASSVTPESLRKAIVAVSPGL

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            AILESNPNQNNNVTVVLEVLDLHTAKDITDVINILDELFPKLKSKDFDHQ

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 -------------MDIPSSNQIQHGQRSERNRRMPRASFSSTATTSTAAT

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              QICHHGENRTKAGLDVDDAETGGDHTNESRVDECCAEKVNDTETGLDVDS

Cu1-5.9EFuCal1               VVSRYYKISDETDLNANIKPSEVIFKLENNEVTLYGNDLIDFHGDIKSII

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  ------------------MGQHYCGAFRPQLWILDDDLSSETRTSENFTP

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         TALALGLLVARQLLGRPAALTTSPVPSLIADALTVLRGFPTLREGMRRLL

24.2BChTro1                  TALALGLLVARQLLGRPAALTTSPVPSLIADALTVLRGFPTLREGMRRLL

24.3BDeHoc1                  RVGALG----TSSVLRLMRVEPPAYDVNLAAFLALVHNVPGVRKTLERYV

24.4BGaHch1                  DLSAMG----AGMTFGKVSGRTFRFFTDLSAVSILLEQTSPLRKPLDHML

24.1BAcMbo1                  DLVAMG----ATVTG--WVARLPAAPQTTRALAALINHQPRMVSLMESRL

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------MITIVQ

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         -----------------------MSDPREQRRAESTPVVRLAIEGMTCAS

Tth2                         ----------------------------------MAQEIKVGVRGMTCAA

Dra1                         -----------------------------------MKTLDLDISGMTCAA

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        ----------------------------------MSQTIDLTLDGLSCGH

Det1                         --------------------------MPEKNLPDTLPKIIMGISGMSCTR

Dsp1                         --------------------------MPENNLTDTLPKIITGISGMSCTR

5.18BFiBsu1                  --------------------------------MSEQKEIAMQVSGMTCAA

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------MANTKKTTLDITGMTCAA

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  ---------------------------------------------MTCAS

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            ----------------------------------MLQICIRRVTVKNDNA

Cu1.Ag.eff-5.3EMeHsa23       FKVSLPDGAEGSGTDHRSSSSHSPGSPPRNQVQGTCSTTLIAIAGMTCAS

Cu1.eff-5.6EMeHsa16          YRVSITSEVES--TSNSPSSSSLQKIPLNVVSQPLTQETVINIDGMTCNS

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          -----------------------------------MREVILAVHGMTCSA

Cu1.GA-5.8EFuCal2            ELTLIYDSNDYDDMSILNAISEIGFPVKILSSTAPQCKTTVNIQGMTCGA

5.24ACrSso1                  ----------------MDLRECHMATEKKEELRITDNEEQLRIVGMHCAT

5.25ACrPae1                  -------------------------MEISVGLKVKGRETVLKILGMHCAT

5.28ACrApe2                  ------------------------------MSGVTLVKEKLSIKGMHCAT

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------MNKTN-SQSTTTECDHCGNPIQ-LIRIESKLGDEPKVFCCEG

27.3BEpNsp1                  --------MSKIK-CDHCHLEFDEK-------VMIEDEIDGKKHYFCCKG

Cch2                         --------MSEIKRTNNDRLRCDHCQQTVSRTSAIIATINGDEKVFCCHG

27.1BBeNme1                  -----------------MKKTCFHCGLDVPEHLHLTVRYENEDRETCCAG

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         ----------------------------------MESTLSAFSTVKATAM

Cu1.Chl-5.12EViAth1          ----------------------------------MASNLLRFPLPPPSSL

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 LTSAMVLDQNNSEPYAGATFEAVPSSIVSFHHPHSFQSSNLPSPHSSGNL

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              CCGDAQTGGDHTNESCVDGCCVRDSSVMVEEVTGSCEAVSSKEQLLTSFE

Cu1-5.9EFuCal1               KSLGKSGFDILSWDLHNGDETVSSSQIVNTNIQGANEPDGFIDIVGMYHK

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------MFSDPDTAVCRAFLRRVF

12.1ERhCme8                  SERTYGTEQSTWSVSTRSGASDGTQASPMDTSQAAADDDEDALEFEQQNI

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------MQRFTAPVPLAENRFPDYFLEHDP

29.2BBaFjo4                  --------------------------------------------MSEQSC

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  -----------------------------------------MAGRIAFGS

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         TPIGADIATSSLGIVTQALAGQRIGLLVSFLEALRLLTVLLPWQRAWQRY

24.2BChTro1                  TPIGADIATSSLGIVTQALAGQRIGLLVSFLEALRLLTVLLPWQRAWQRY

24.3BDeHoc1                  TIAGAELILDLFGAAVNILRQSETGPVLGVLQRTLRLRELYLRQRAWENW

24.4BGaHch1                  GSENTELLLRFMNAVGESFSHGWSGSLVDMALRLQQWRAEEARQQSWDQL

24.1BAcMbo1                  GRVGTDIALAATTAAANGLTQSLGTPLLDLVQRSLQISEAAAHRRVWRDR

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  -------------------------------------MNQPVSHEHKHPH

6.4BBeRme1                   --MSECGSKGCGCASVATRNPEPSTVGAGLKQARYRIENMDCPTEEALIR

6.13BCyNsp1                  LNSCSIVVLEYWQLTFCLNSKAAMTQTPSLKTQTLQVGGMDCGSCAKTIE

Tro2                         ---------------------------------MLRLQPDEPGACLAGSV

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         CVRRVERALASVPGVAEASVNLATEEAA----------------VTLSRP

Tth2                         CVARVERALKRAEGVEEARVNLTTEEAF----------------LRLQEG

Dra1                         CVGRVERGLRKVEGVQEAHVNLATERAS----------------VTYDPA

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        CVKRVKESLEQRPDVEQADVSITEAHVTGTASAEQLIETIKQAGYDASVS

Det1                         CAASIEARLSKTDGITDPKLNFASAKLI----------------FSYDPA

Dsp1                         CAAGIEGRLSKTAGVINPKLNFASGKLI----------------FNYDPS

5.18BFiBsu1                  CAARIEKGLKRMPGVTDANVNLATETSN----------------VIYDPA

Cu2.Fe3.Pb2-5.19BFiSau2      CSNRIEKKLNKLDDVN-AQVNLTTEKAT----------------VEYNPD

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  CAQTVEKAAKKVRGVTQASVNLATEKLS----------------IEYDEP

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            VEHNNQDCFLSRTSSRDESHALHKVRES----------------VCGMVI

Cu1.Ag.eff-5.3EMeHsa23       CVHSIEGMISQLEGVQQISVSLAEGTAT----------------VLYNPS

Cu1.eff-5.6EMeHsa16          CVQSIEGVISKKPGVKSIRVSLANSNGT----------------VEYDPL

Tma1                         --------------------------------------------MSDQKT

Cu1.Ag.eff-5.7AEuAfu2        ---------------------------------------------MVKDT

Cu2.GA-5.17EFuSce13          CTNTINTQLRALKGVTKCDISLVTNECQ-----------------VTYDN

Cu1.GA-5.8EFuCal2            CSASITEALEKTPGVYKASISLVTENGL-----------------IMHSP

5.24ACrSso1                  CVTTVSKSLKSVSGVKDAEVNLATGSAK----------------VILS-G

5.25ACrPae1                  CSLTVQKALLSVPGVKWAEASLASNEAK----------------LVVDPE

5.28ACrApe2                  CGLTVEKALRSLPGVVEASADPVTGEAV----------------IAYEPG

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  CETVYSIIHSLGGSYYYNLKGNTKLSPVA-------------MEET-DVD

27.3BEpNsp1                  CQGVYHLLRSEGLDSFYDKLGDTKLTPAQ-------------QKKE-DLE

Cch2                         CLGVYELLHNNALDTFYNERCTLQPTSVT-------------EGKAP---

27.1BBeNme1                  CQAVAQSIIDAGLGSYYKQRTADAQKTELPP-----------QEILDQIR

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         ARSSGGPSLPLLTISKALNRHFTGARHLHPLLLARCSPSVRRLGGFHGSR

Cu1.Chl-5.12EViAth1          HIR---PSK---------------------FLVNRCFPRLRR------SR

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 EQRGRRLTESEPLVLSSAEQSRSSSRNPSHFRFFTQEQISNAEGASTLEN

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              VVPSKSEGLQSIHDIRETTRCNTNSNQHTGKGRLCIESSDSTLKKRSCKV

Cu1-5.9EFuCal1               FINSRNKKKHMKYCKVCQESQQHKKKSTDSDFSSSSEDTVVEIPHQEFRA

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 RVPQIRGATIKAAPACRAELHFDTKRHAAKEVLGRVADCLVEDEGTPAEG

12.1ERhCme8                  EERLEGFEAFADQYWRIVVYILLNLLTCGLVYAALQSFPSTKVRLLYRRA

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  DHIGVGMLMAHLRHPGDTMNTANLHECAYCRAGTTEPVYCCSACETLDLH

29.2BBaFjo4                  FHCGLEIPKDEEINFDEKTFCCTGCKTVYEIFSLNDLTCYYDFEKSPGAT

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  -----------------------------------------MWSVTDSPL

31.2BGaMca1                  SWLRIEDTGVFGPGRAKIARRFARRVFTLPEVESLELEPSRGCALIRHRT

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         ERQLAESSLPHPGATARVSPGSRLPLPAVLEDGELLTLSPAGTVEHRTRG

24.2BChTro1                  ERQLAESSLPHPGATARVSPGSRLPLPAVLEDGELLTLSPAGTVEHRTRG

24.3BDeHoc1                  EPLMCAEPHQHAPTLPELSPRP------------------------TELP

24.4BGaHch1                  RDACLQQIEQLRRGAEPAPQRP------------------------RPLP

24.1BAcMbo1                  EPALASPRRPQAPVVPIISSAG------------------------AKSQ

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  DHAHGDDDHG-----------HAAHGHSCCG----AKAAPPL--------

6.4BBeRme1                   DKLAKLPGVGGLEFNLMQRTLAVSHQMASPGPIEEALSAIGM--------

6.13BCyNsp1                  VALQQLHGVTEATVNFTTGKARVSYDAEVLSEKSIYNQIKGLGYTIEQSH

Tro2                         DFLARSTRKDADAMPKEGDCRCRLPSCPGRPDTRWPAATSDQRLQEPAWY

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  -----------------------------------------------MTT

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  ---------------------------------------MPLLPIWTAWK

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         DVAVEELTTAIERAGYHARPLATPPASEAEAA------------------

Tth2                         -VDLKEVLRQVEEAGYEP------------VV------------------

Dra1                         LTNAAALVQKVVDTGYDA------------PT------------------

Au2-5.20BGaSen5              ----MSQSENRHDT------------------------------------

Cu1.Ag.eff-5.5BGaEco2        HPKAKPLAESSIPSEALTAVSEALPAATADDD------------------

Det1                         VISLADIKSIISGLGYGVISRK----------------------------

Dsp1                         IINLADIKSIITDLGYGIISRK----------------------------

5.18BFiBsu1                  ETGTAAIQEKIEKLGYHVVTEK----------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      QHDVQEFINTIQHLGYGVTVET----------------------------

Cu2upt-5.1BFiEhi1            ---------------MATNTKM----------------------------

5.23BSpLin1                  -----------MKVQQELHLNE----------------------------

5.15BFiEfa2                  TFSVENLQKAVDNSGYELIAQEG---------------------------

Cte3                         -------------------------------M------------------

Cch1                         -------------------------------M------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            LPDKAHSSIRYQDHQLYFCSAS----------------------------

Cu1.Ag.eff-5.3EMeHsa23       VISPEELRAAIEDMGFEASVVSESCSTNPLGNHSAGNSMVQTTDGTPTSV

Cu1.eff-5.6EMeHsa16          LTSPETLRGAIEDMGFDATLSDTNEPLVVIAQPSSEMPLLTSTN--EFYT

Tma1                         MEDRAAKNEEIKK-------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        YISSASKTPPMER-------------------------------------

Cu2.GA-5.17EFuSce13          EVTADSIKEIIEDCGFDCEILRDSEITAISTKEG----------------

Cu1.GA-5.8EFuCal2            KLSPENIITIIEDCGFDAQIESSKTKQSSAPESSQDQSKR----------

5.24ACrSso1                  NVRLKELVKAVRKAGYDVATEK----------------------------

5.25ACrPae1                  ALDYSELLKAVRRVGYDVFRES----------------------------

5.28ACrApe2                  SVRLSDVVKAIRSVGYDVVLAE----------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  -LENELVYQKFVRP-SSGHSE-----------------------------

27.3BEpNsp1                  KFDLEGFTKKYVKKRPDGLNE-----------------------------

Cch2                         --EAAAFRDTVISN--GNEQQ-----------------------------

27.1BBeNme1                  LYDLPEVQSDFVET-HGGTRE-----------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         FTSSNSALRSLGAAVLPVIRHRLECLSSSSPSFRSISSGGGSGFGGYNGG

Cu1.Chl-5.12EViAth1          IRRHCSRPFFLVSNSVEISTQSFESTESSIESVKSITS------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 TDYDMAWDATPAYEQDRIYGTGLSSRRSSIRSFSRASSLSNAKSYGSFSK

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              SRQKIEVSSKPECCNISCVERIASRSCEKRTFKGSTNVGISGSSSTDSLS

Cu1-5.9EFuCal1               SFLVTGMTCASCAQSITDNLRSILGESKNEDEPNFSVNVIQQSVVVIIPN

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 EPVFAPMITARDRQGVVHYHRFG---------------------------

12.1ERhCme8                  TNLAEATMLLVTFRRKSRQNKGHYFVIPSEPRARVPSSVLSAYLGRLSTR

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  VRQIPVLSEQQNPYAYLDQPEFR---------------------------

29.2BBaFjo4                  PQDIKGKYDFLDNESILAKVLEFQ--------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  DDAIQEAKSAAQKAGFDTETFAAVQ-------------------------

31.2BGaMca1                  AKTGVDAFRRRLAAAVDVEEEGR---------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         QTVAAGSFVLYGQAIVRYRAVEPGAAWRPRPTPLPALTQRYLDLIAPLAL

24.2BChTro1                  QTVAAGSFVLYGQAIVRYRAVEPGAAWRPRPTPLPALTQRYLDLIAPLAL

24.3BDeHoc1                  D----------------------------------APIERYMDTASMASL

24.4BGaHch1                  D----------------------------------GPIEKYKDTAEKLAL

24.1BAcMbo1                  EPRHSWAAAAAGEASHVVVGGSIDAAIDTAKGSRAGPVEQYVNQAANGSL

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------MEAHGTRLSYFVEGMDCANCVARV

6.14BAlSme6                  --------------------------MTGIFRETRFRVDGMDCASCAAKI

6.2BGaEco4                   -----------------------MSTPDNHGKKAPQFAAFKPLTTVQNAN

Tth3                         ---------------------------MKAPRVRVFRVEGMDCADCARKV

6.1BFiSau1                   --------------------MSEQKVKLMEEEMNVYRVQGFTCANCAGKF

6.8BFiLmo1                   --------------------MAEK---------TVYRVDGLSCTNCAAKF

6.12BGaPpu1                  --------------------VQLSETASAQAQLSRFRIEAMDCPTEQTLI

6.4BBeRme1                   --------------------RAVRMDEATPLQNTVLAIHQMDCPTEEALI

6.13BCyNsp1                  QAQSHQQSHSCGGEHDHDHQNHDHNVDIVSLQTLQLQISGMDCGSCAKTI

Tro2                         GTLWLVQIGLILNFEGKVGEMNPTQSLKSCVRMLRELADDDAIARAAYDP

6.11BGaPpu4                  ------------------------------MKSLLERPDDQAGHEGHSHE

6.9BFiBsu2                   ------------------------------MNEQVIVQRDPHEPLKTDKR

Dra4                         -----------------------------------MTVSNPTVAQAHAEA

6.10BFiBsu3                  ----------------------------MRLVKQEYVLDGLDCSNCARKI

6.5BCyObr1                   -------------------------------------MQKAKSSD-----

6.3BEpHpy1                   --------------------------------MQEYHIHNLDCPDCASKL

Cab1                         --------------------------MFSQLFSSPFSPEKLNNFFESGMT

Chl1                         --------------------------MFSRLFSTPFSPEILNNFFESGMA

Cpn1                         --------------------------MFSRLFFTSFSAEVVNTFFESGMS

Cmu1                         --------------------------MLPQLFSSPFSRELLNDFFESGMA

6.6EViAth26                  -------------------MEPATLTRSSSLTRFPYRRGLSTLRLARVNS

25.1BAcSco3                  ---------------------------------MDRFLLVARLRRSTAVL

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------MKHVTK

Tro3                         -----------------MAESVRSADEQQRWTTLILPVAELDCAECAQHV

32.8BCyTel1                  IARSRSPQPEIAERPITTETVHYQVVHWIRGRFRIRIPRLGFDAEYGARL

32.6AEuMsm6                  --------------------MKYQVMYNNGTRIRVRSGQAAFTKKEGYGI

32.7BVeAmu1                  --------------------MHYQVIHHTPGRLRVRSGRCAFNHDQAYGI

32.3BBaBca1                  PDDSRGEPPVRLPLFVKEEPMNATILHESRGRIRIRLKQNRMTLEQADRL

32.5BSpTde3                  --------------------MNFYIAHRLPGRLRLRYSRRGLSRKQAVLV

32.1BBeAar4                  -------------MTSGSWFGTLELAHRTRGRARFRYRCRKGTPTDARTI

32.2BAcMtu1                  --------------------MTLEVVSDAAGRMRVKVDWVRCDSRRAVAV

6.17AEuMac1                  -------------------------MVDTMTKNAYKNSKGKNIRSLITRY

Tro1                         -------------------------------ATVELAIEGMTCASCVRRV

Tth2                         -------------------------------ARAEIPVKGMTCAACVARV

Dra1                         -------------------------------AELSFPVAGMTCAACVGRV

Au2-5.20BGaSen5              ---------------------------------ISLLIEGMTCASCVARV

Cu1.Ag.eff-5.5BGaEco2        -------------------------------DSQQLLLSGMSCASCVTRV

Det1                         ---------------------------------SIFPIKGLHCASCVARA

Dsp1                         ---------------------------------SIFPIKGLHCASCVARA

5.18BFiBsu1                  ---------------------------------AEFDIEGMTCAACANRI

Cu2.Fe3.Pb2-5.19BFiSau2      ---------------------------------VELDITGMTCAACSSRI

Cu2upt-5.1BFiEhi1            ---------------------------------ETFVITGMTCANCSARI

5.23BSpLin1                  ---------------------------------VTLDVIGMTCANCALRI

5.15BFiEfa2                  -------------------------------TTQTFAIEGMTCASCAQTI

Cte3                         -------------------------------TTKTYSVKGMHCASCAAII

Cch1                         -------------------------------STETYSVKGMHCASCAAII

Plu1                         ----------------------------------------MSCASCANIV

Ag.eff-5.4BGaSen1            -------------------------------CESKFKAHPDHYFTEDASE

Cu1.Ag.eff-5.3EMeHsa23       QEVAPHTGRLPANHAPDILAKSPQSTRAVAPQKCFLQIKGMTCASCVSNI

Cu1.eff-5.6EMeHsa16          KGMTPVQDKEEGKNS----------------SKCYIQVTGMTCASCVANI

Tma1                         ----------------------------------TFTVTGMTCATCAKTV

Cu1.Ag.eff-5.7AEuAfu2        ----------------------------------TVRVTGMTCAMCVKSI

Cu2.GA-5.17EFuSce13          ----------------------------------LLSVQGMTCGSCVSTV

Cu1.GA-5.8EFuCal2            -------------------------------LNTTIGIIGMTCGACSASI

5.24ACrSso1                  ---------------------------------FTIKLNVNP--EEMPKI

5.25ACrPae1                  ---------------------------------AYIAAEFRP--EEAEAA

5.28ACrApe2                  ---------------------------------AVIRVPSMSSIDDERVV

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  ---------------------------------VSIQITNIHCSACVWIN

27.3BEpNsp1                  ---------------------------------IYLIIEGIHCSACVWLN

Cch2                         ---------------------------------IDVLLSGIRCASCVWLV

27.1BBeNme1                  ---------------------------------AVLMLGGITCAACVWLI

Aae3                         -------------------------------MRKAFKVYGMSCVNCARAI

Cu1.Ag-5.21BAqAae2           -------------------------------MRKAFKVYGMSCVNCARAI

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       -----------------------------MHE------------------

Tth4                         -----------------------------MKH------------------

5.16BFiEfa1                  -----------------------------MRN--------NKK-------

Cu1.Ag.eff-5.2BFiEhi2        -----------------------------MNNGIDPENETNKKGAIGKNP

5.27AKoKcr1                  -----------------------------MVKDPVCGMDVDPK-------

Cu1.Chl-5.11EViAth34         SGGGGGGGSESGDSKSKLGANASDGVSVPSSDIIILDVGGMTCGGCSASV

Cu1.Chl-5.12EViAth1          ------------DTP------------------ILLDVSGMMCGGCVARV

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 -----------------MGKETKIDKFEKSKYNKRYNEPNDPLEIDYMRG

16.1EOlTth26                 ----------------------MLSPSSNSTSLTQKLIEKQPFENSVKG-

14.1EFuSce15                 RGRSGSRAPQRLGENSDTGFVYHSATHSSSSLSRYTTRERIPIELESQTD

13.1EMeHsa8                  ---------------MSADSSPLVGSTPTGYGTLTIGTSIDPLSSSVSSV

32.4BFuFnu1                  -----------------MKNDNLLACEIVHRLRGRIRIKSKAFKYIGNPL

Cu1-5.13ACrSso2              ------------------------MMSQEQNNITKFYVGGMACAFCASTI

Cd2-5.14EFuSce9              EKFFSEQYSRMYNRYSSILKNLGCICNYLRTLGKESCCLPKVRFCSGEGA

Cu1-5.9EFuCal1               KQIINKIVDAINDMGFDCKLIEVLPVQRSVNTKVTALIGGMTCAACANSI

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   -------------------------MASKKMTKSYFDVLGICCTSEVPLI

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 -----------------KRVTGWQVVSDQIGSIRLKNPVLYRKNNLCQAI

12.1ERhCme8                  TILGQSARGRETLRLLSEPVETVLVIEARQRRYLLIQLSGWRHAGQRGMH

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  ----------------------RLYSHDKQDFNFLFFAEGLHCSSCVHLL

29.2BBaFjo4                  ---------------------------ESNTSIVSLNIPHIHCSSCIWIL

28.1BGaLpn4                  ------------------------MLYSNYRFYLAKDAQLLNPEESREAI

11.1EFuEcu1                  -------------------MKPLKMFVGIKQEKPFISVEGRKRRISTGFY

17.1EFuSpo12                 ----------------------MDSIELKQLVPENDSEPGTPRQLLFQHY

18.1EApCpa6                  -------------MQSKVNVSTKEYVTFGGINNCIVYSVISQNNNVESKF

19.1EOlTth19                 -------------------MGKQQKLFLYKKKQGLISKTQASKKSQIQQK

20.1EOlTth57                 ------------------MIQTKDKQEDEKFSNLNYRSRESTCQIDSNQV

26.1BAcCdi2                  --------------------------SKEGRTSFAFELEGLGSASSVSEL

31.2BGaMca1                  -------------------------ADRDLPQWPADSPVTLHRHDDLISL

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  ---------------------------MTKKSFVSSPIVRDSTLLVPKSL

21.1EBaTps13                 -----MQTAGRPLEDAVRTVLNLEAGDDKVTPLHIYVAKKILSSTSTTST

22.1EApCpa2                  -------------MDNIFEWLLYLQKCGFFIISTVLLFHLMLAICYQIRT

Tro5                         GAAAVNGLRAGSLAAAGRALVLLNARPALIGTEIADLGAVARALRAGTLV

24.2BChTro1                  GAAAVNGLRAGSLAAAGRALVLLNARPALIGTEIADLGAVARALRAGTLV

24.3BDeHoc1                  SAFGLGLLATGNMESASGLLFAGAPRPARLGRGAFAAHIGARLSHAGILV

24.4BGaHch1                  AAFSAGMAFTHDLTQSASTFFSSLPRPAHRGRKAFCLALAQRMAKADILL

24.1BAcMbo1                  IAAASALVAGGGTEDAAGAILAGVPRAAHMGRQAFAAVLGRGLANTGQLV

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         EKMVGGLPG---------------------------TGEVKTSFTRQTLT

6.14BAlSme6                  DTAVRRVAG---------------------------VEDVNVSVAAGTMT

6.2BGaEco4                   DCCCDGACSSTP------------------------TLSENVSGTRYSWK

Tth3                         ASALEEVPG---------------------------VVGVQVNYASG-KA

6.1BFiSau1                   EKNVKKIPG---------------------------VQDAKVNFGASKID

6.8BFiLmo1                   ERNVKEIEG---------------------------VTEAIVNFGASKIT

6.12BGaPpu1                  QDKLSKLAG---------------------------IEQLEFNLINRVLG

6.4BBeRme1                   RSKLAGIPG---------------------------VASLEFNLVQRTLH

6.13BCyNsp1                  EAGVQKIIG---------------------------VQEASVSFASERLH

Tro2                         DRGELVVHYRSSSDPATVEKRAQQVAELLAEHRAATASACPDCANGLVTV

6.11BGaPpu4                  HGG-----------------------------------------------

6.9BFiBsu2                   EKN-----------------------------------------------

Dra4                         PGSK----------------------------------------------

6.10BFiBsu3                  ENGVKGIKG---------------------------INGCAVNFAASTLT

6.5BCyObr1                   -------------------------------------SGCCSHDAHHEHS

6.3BEpHpy1                   ERDLNELDY---------------------------VKKAQINFSTSKLF

Cab1                         EDNSP---------------------------------------------

Chl1                         EDNSP---------------------------------------------

Cpn1                         EDTSP---------------------------------------------

Cmu1                         EENSP---------------------------------------------

6.6EViAth26                  FSILPPKT------------------------------------------

25.1BAcSco3                  ASPLLERG------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  LGITIITG------------------------------------------

Tro3                         EQALRTVPG---------------------------VLDVEGFPVARKVA

32.8BCyTel1                  LYAVGSLPA---------------------------VTAARINPPACSLV

32.6AEuMsm6                  SSLLLENNF---------------------------IKKVFTSHRNGSIL

32.7BVeAmu1                  ECRLLKQKG---------------------------VYSVKATPCNGGVF

32.3BBaBca1                  ELWLQNKAW---------------------------ARRVTVHERTCCII

32.5BSpTde3                  ETLVSLQEG---------------------------IRSISVNPVSGSIL

32.1BBeAar4                  ERAAENIPG---------------------------VLEARVNRAARSLV

32.2BAcMtu1                  EEAVAKQNG---------------------------VRVVHAYPRTGSVV

6.17AEuMac1                  QDFLLDPGT---------------------------LFTMASGLILIIAI

Tro1                         ERALSQVPG---------------------------VQEASVNLASERAL

Tth2                         ERAIKRLPG---------------------------VVSATVNLTAEKAF

Dra1                         ERALNKTDG---------------------------VLDASVNLATERAS

Au2-5.20BGaSen5              EKGIKAVPG---------------------------VTDATVNLATERAT

Cu1.Ag.eff-5.5BGaEco2        QNALQSVPG---------------------------VTQARVNLAERTAL

Det1                         EKALKNTNG---------------------------VLSASVNLANQTAN

Dsp1                         EKALKNTVG---------------------------VINASVNLANQTAS

5.18BFiBsu1                  EKRLNKIEG---------------------------VANAPVNFALETVT

Cu2.Fe3.Pb2-5.19BFiSau2      EKVLNKMNG---------------------------VQNATVNLTTEQAK

Cu2upt-5.1BFiEhi1            EKELNEQPG---------------------------VMSATVNLATEKAS

5.23BSpLin1                  EKGLKKIPG---------------------------VKDVRVNFAMETAK

5.15BFiEfa2                  EKAVGKLSG---------------------------VDKASVNLATEKMQ

Cte3                         TKKLSKVEG---------------------------IEKADVNLATEKAQ

Cch1                         EKKLSKVDG---------------------------ISKASVNLATETAQ

Plu1                         QKKLTAMEG---------------------------VEGADVNFATEKAT

Ag.eff-5.4BGaSen1            HHHHHDHHE---------------------------VSPDKIKQSHRQAE

Cu1.Ag.eff-5.3EMeHsa23       ERNLQKEAG---------------------------VLSVLVALMAGKAE

Cu1.eff-5.6EMeHsa16          ERNLRREEG---------------------------IYSILVALMAGKAE

Tma1                         EKALKKLDG---------------------------VKFAAVNLATSTGF

Cu1.Ag.eff-5.7AEuAfu2        ETAVGSLEG---------------------------VEEVRVNLATETAF

Cu2.GA-5.17EFuSce13          TKQVEGIEG---------------------------VESVVVSLVTEECH

Cu1.GA-5.8EFuCal2            TNVLEKLPG---------------------------VENVSVSLITEEAS

5.24ACrSso1                  ERKFENVKG---------------------------VVDVKSNPGLGIVS

5.25ACrPae1                  ERRVR-GWG---------------------------VFYAKANPATGVIY

5.28ACrApe2                  EETLLKMKG---------------------------VAEVYASHTNKTVV

5.26AEuTvo1                  ---------------------------------------MPTDPVCGMYV

27.2BSpLbi1                  EKVLNEEEG---------------------------ILSAQINFASGRAR

27.3BEpNsp1                  EKVLHKTPG---------------------------IIEASINYTNNKAK

Cch2                         ETVLLKQQG---------------------------ILSARVNYATHKAT

27.1BBeNme1                  EQQLLRTDG---------------------------IVRIDLNYSTHRCR

Aae3                         EITLKRTEG---------------------------VKNVNVSFELGRVE

Cu1.Ag-5.21BAqAae2           EITLKRTEG---------------------------VKNVNVSFELGRVE

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ------------------------------------HDSHGEAAHSNSED

Tth4                         ------------------------------------ENPHHKHSHPHSE-

5.16BFiEfa1                  ------------------------------------HSSHSHHNHGDMEH

Cu1.Ag.eff-5.2BFiEhi2        EEKITVEQT---------------------------NTKNNLQEHGKMEN

5.27AKoKcr1                  ------------------------------------RAEYKLTYQGQEYY

Cu1.Chl-5.11EViAth34         KKILESQPQ---------------------------VASASVNLTTETAI

Cu1.Chl-5.12EViAth1          KSVLMSDDR---------------------------VASAVVNMLTETAA

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  ------------------------------------------MSG-----

8.5EFuSce4                   ------------------------------------------MSSPSKPT

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 YQTTTLSNILHYG-------------------------------------

16.1EOlTth26                 --ILGQNVKFVLP-------------------------------------

14.1EFuSce15                 EILEDESSTHSLESSDSRRSASENNRGSFSGHDDVHNQHSEYLKPDYHEK

13.1EMeHsa8                  RLSGYCGSPWRVIG------------------------------------

32.4BFuFnu1                  KSEIEKQLLQVR-----------------------YIENVEISLVTGTIL

Cu1-5.13ACrSso2              EKGLKKIEG---------------------------VNEVKVVLESSEVF

Cd2-5.14EFuSce9              SKKTKYSYRNSSGCLTKKKTHGDKERLSNDNGHADFVCSKSCCTKMKDCA

Cu1-5.9EFuCal1               DSAVKELPFILESGINVVTKAAQFVLEDDGGSNIAKLKETIEDCGFDFEL

6.16BGaPae5                  ------------------------------------MSEPTAHGSHGGCA

6.7EViAth1                   ENILNSMDG---------------------------VKEFSVIVPSRTVI

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 ERELMSVLG---------------------------VDRYKTHSLRCTVQ

12.1ERhCme8                  QRFICLRIHSAFIPAFEEYYRLPTDESSLITPSMHPIPEHEVALPVAGFH

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  EKLPEFYDR---------------------------IAMARVNFGQSTVA

29.2BBaFjo4                  ENLNRLNSG---------------------------ISSSQVNFPEKRVR

28.1BGaLpn4                  EQILAKTKELELIR---------------------VAVDLTSSNKSISLL

11.1EFuEcu1                  NVLCVLTLGG--------------------------FHMVCRYLPKVKHF

17.1EFuSpo12                 DISNEETIGIKPFKSIPAKVYILRVTEILTLGLLHLILTWLPEFRLKWIE

18.1EApCpa6                  HEDSHKFDYPVYITPICRRLYLEKVYLIFQIFTLGIISIICHWFPNFYRW

19.1EOlTth19                 ENIIEQNRVMDEQELKINGQIKIINSQIEGECYIQEVYALKQQQYKQFLV

20.1EOlTth57                 CIQNSDVEG------------------------DLKVIKIEAYQLSKFKV

26.1BAcCdi2                  EEAIEQIEG----------------------------VDAKIVYPSAMAW

31.2BGaMca1                  FRIGSAANG--------------------------WLELQHPSLQGNAVR

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  IAKPYVLPFFPLYATFAQLYFQQYDRYIKGPEWTFVYLGTLVSLNILVML

21.1EBaTps13                 PSEILPPAHLPSPLPLLGLLSALLILIGGTILVPKWSVGTDVLLNYEQLK

22.1EApCpa2                  KHVNKGKTGLFQIVGLKKSFFGEFLRQIEIFFLIFYPFVFHVSVVAIMFY

Tro5                         T-RLAPGRRLVRPSVIVLDHPLLLSDGFELDTAISLDDALSLDELLECSA

24.2BChTro1                  T-RLAPGRRLVRPSVIVLDHPLLLSDGFELDTAISLDDALSLDELLECSA

24.3BDeHoc1                  L-EPHVLRRLSRFDCVVVDAALLDDT-------------------PDARK

24.4BGaHch1                  LEEPSVLERLDRIDRVALDEELFRTQR------------------PAVTA

24.1BAcMbo1                  L-DPGALRRLDRVRVVVIDGAALRGDNRAVLHAQGDEPGWDDDRVYEVAD

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         LELDETQTSRAALEKNLRSLG-YGPS---LLPDRDAPQTGEGAHTHDHAD

6.14BAlSme6                  VRHAARDDIGAQVMRKVGVLG-YGLSPLDVAAERQPAQSEHACCGHDHAA

6.2BGaEco4                   VSGMDCAACARKVENAVRQLAGVNQVQVLFATEKLVVDADNDIRAQVESA

Tth3                         YLVLEREEALREAEARLAPLG-----------------------------

6.1BFiSau1                   VYG-NASVEELEKAGAFENLK--------VSPEKLANQTI----------

6.8BFiLmo1                   VTG-EASIQQVEQAGAFEHLK--------IIPEKES--------------

6.12BGaPpu1                  VR--HTLDGTADIERAIDSLG--------MKAEPIA--------------

6.4BBeRme1                   VW--HAADTLSHVLTALKSLG--------FDAEVRS--------------

6.13BCyNsp1                  ISYDPQLVNEKTIYDRIQDLG--------YTVEEGVETSSNHHTDACGHD

Tro2                         QNGMETDAPMTTLTVPVPSAG-----------------------------

6.11BGaPpu4                  IFGMNTELIFALICGALLGAG-----------------------------

6.9BFiBsu2                   -WAQHAELIAALVSGALILAG-----------------------------

Dra4                         KFVIPPDLRLAVLFTFLTLLG-----------------------------

6.10BFiBsu3                  VSADGKEEQWVTNKVEKKVKS-----------------------------

6.5BCyObr1                   HENHNHDHDHGHDHGNGDFN------------------------------

6.3BEpHpy1                   LDTSDFEKVKAFIKQNEPHLS-----------------------------

Cab1                         MLSQGSRLLNRNLSLKSACVSL----------------------------

Chl1                         MLSQKNRLLSRNLSLKSASISL----------------------------

Cpn1                         LLSKQNRKLSHNLPLKSAYLSL----------------------------

Cmu1                         LLSRKNRLLSQNLTLKSAYISL----------------------------

6.6EViAth26                  LLRQKPLRISASLNLPPRSIRLRAVEDHHHDHHHDDEQDHHNHHHHHHQH

25.1BAcSco3                  LLAVTTAALTGG--------------------------------------

25.2BAlSme3                  MLAGIVTWLAG---------------------------------------

25.3BFiEfa3                  VLALLFEFILH---------------------------------------

Tro3                         VVLDPTRVDRVAIERALARAG-----------------------------

32.8BCyTel1                  VEYNPKLFGEALAMIQGQIFES----------------------------

32.6AEuMsm6                  IYYDDVKNRDKVFAALDKITED----------------------------

32.7BVeAmu1                  ILYEGT-SPQAIFRTLDRLRPE----------------------------

32.3BBaBca1                  LQYEGD--RQAVLDDIRCFSWE----------------------------

32.5BSpTde3                  IEYSGI-SEDEALSYIKALNSS----------------------------

32.1BBeAar4                  LHFDDK------EVELETLRTA----------------------------

32.2BAcMtu1                  VWYSPRRADRAAVLAAIKGAAH----------------------------

6.17AEuMac1                  VAYPQN-----------MLSDS----------------------------

Tro1                         VRYDPHTTSLDALIGAVEAAGYHAAIVPTI--------------------

Tth2                         VEYLPDTVSLARIRQAIREAGYEP-----L--------------------

Dra1                         VRYLPASVSPAELKSAVVNAGYDVP---EE--------------------

Au2-5.20BGaSen5              VR---GTASAEAVIAAIEKTGYKAR---PI--------------------

Cu1.Ag.eff-5.5BGaEco2        VMG---SASPQDLVQAVEKAGYGAE---AI--------------------

Det1                         VEYLD-FISYRELSQAIKNTGYELLSE-----------------------

Dsp1                         VEYLD-SITFRELSQSISNMGYELLPE-----------------------

5.18BFiBsu1                  VEYNPKEASVSDLKEAVDKLGYKLKLK-----------------------

Cu2.Fe3.Pb2-5.19BFiSau2      VDYYPEETDADKLVTRIQKLGYDASIK-----------------------

Cu2upt-5.1BFiEhi1            VKYT--DTTTERLIKSVENIGYGAILY-----------------------

5.23BSpLin1                  IDFES-SISKEILMDKIDFLGYRAVVH-----------------------

5.15BFiEfa2                  VSYNPSAISVSDVTGAVSNSGYAAVLE---T-------------------

Cte3                         LEFTGEAVTDDALNELLGKYGYGLVSEQPPA-------------------

Cch1                         LSFDKESLSTEALNNILNNYGFSLERETAPE-------------------

Plu1                         VELSDGAPRLEAMNSQLEKLGYRLMEEETEPG------------------

Ag.eff-5.4BGaSen1            KEISEGVWTCP-MHPEIRRSGPGSCPVCG---------------------

Cu1.Ag.eff-5.3EMeHsa23       IKYDPEVIQPLEIAQFIQDLGFEAAVMEDYAGSDGNIELTITGMTCASCV

Cu1.eff-5.6EMeHsa16          VRYNPAVIQPPMIAEFIRELGFGATVIENADEGDGVLELVVRGMTCASCV

Tma1                         I-VAEKEISFEEIKKAVEEVGYGVTTE-----------------------

Cu1.Ag.eff-5.7AEuAfu2        IRFDEKRIDFETIKRVIEDLGYGVVDEQ----------------------

Cu2.GA-5.17EFuSce13          VIYEPSKTTLETAREMIEDCG----FDSNIIMDGNGNADMTEKTVILKVT

Cu1.GA-5.8EFuCal2            IVHDSTITTVQQLKEAIEDCGFTPTFNKSINLNQYQNTNDSNEEVTLKIV

5.24ACrSso1                  VEYNPETTTPEEILK---EAGVKGEIVN----------------------

5.25ACrPae1                  VEYNPLELDADMVAKRLEEAGYKVREVKKG--------------------

5.28ACrApe2                  VRYNPHATKPEEVLEALRKAGYKAEMAEGKSL------------------

5.26AEuTvo1                  PETSDLYVDKDGQRYYFCSKGCMEKFLSPE--------------------

27.2BSpLbi1                  IRFDESKIKISRILSLIRAIGYKPVLFSPT--------------------

27.3BEpNsp1                  IVWDPEEIKLSKIIETIRSIGYNAYPYDPK--------------------

Cch2                         ITWQQGAITLDTILQTLHKLGYQPHPYRGS--------------------

27.1BBeNme1                  VVWDDGKIRLSDILLKIRQIGYTAAPYDAQ--------------------

Aae3                         VEFDEDLISEEEIVKKIEELGYSVERK-----------------------

Cu1.Ag-5.21BAqAae2           VEFDEDLISEEEIVKKIEELGYSVERK-----------------------

Aae2                         ---MHEHHDKHKHELKRK--------------------------------

Cu2-5.22BAqAae1              ---MHEHHDKHKHELKRK--------------------------------

Cu1.Ag.eff-5.10AEuAfu1       MQMIHQHHEHHGHEEEHS--------------------------------

Tth4                         ----PQHAHPSGGHAAHT--------------------------------

5.16BFiEfa1                  S--KHDHNEME-HSQMDH---SKMNHSAMDHSKMNHSQ------------

Cu1.Ag.eff-5.2BFiEhi2        MDQHHTHGHMERHQQMDHGHMSGMDHSHMDHEDMSG--------------

5.27AKoKcr1                  FCSKACMEEFSRDPKRYLSG------------------------------

Cu1.Chl-5.11EViAth34         VWPVPEAKSVPDWQKSLGETLANHLTNCGFQSTPRDL-------------

Cu1.Chl-5.12EViAth1          VKFKPEVEVTADT----AESLAKRLTESGFEAKRRVSG------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         ---------------------------------------------MLAMG

1.5BSpLbi2                   -------------MLLEYLNVDSIQILNDSKNWDDVHNSLLNKIRELEIR

Na.K-1.1EMeHsa13             ---------------------------------MGKG--------VGRDK

N.K-1.6EMeSac1               ---------------------------------MGKG--------TASDK

H.K.NoGas1.4EMeRno1          ---------------------------------MRRKTEIYSVELNGTKD

H.K.Gas-1.2EMeHsa24          ---------------------------------MGKAEN--YELYSVELG

Na-1.3ERaHak1                ---------------------------------------------MGLMK

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              ----MTS------LLKSSPGRRRGGDVESGK-SEHADSDS------DTFY

PM-2.14EViAth40              ----MSTSSSNGLLLTSMSGRHDDMEAGSAKTEEHSDHEELQHDPDDPFD

Chl-2.11EViAth32             --------------MESYLN--------------------------ENFG

PM-2.12EViAth11              --------------MESYLN--------------------------ENF-

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  -------------------------MNDDRETPPKRKPGEDDTLFDIDFL

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  -----------TFHGDGHAPMSPFEDTFQFEDNSSNE-DTHIAPT-----

8.5EFuSce4                   SPFVDDIEHESGSASNGLSSMSPFDDSFQFEKPSSAHGNIEVAKTGGSVL

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 ----------------------------------------LIILSAGLLL

16.1EOlTth26                 ----------------------------------------EDIQEEGLLY

14.1EFuSce15                 FYPQYAPNLHYQRFYIAEEDLVIGIAAYQTSKFWYIIYNLCCFLTFGLVY

13.1EMeHsa8                  -------------------------------------YHVVVWMMAGIPL

32.4BFuFnu1                  IYFEDVSLSDQNLISLIQNTLNSHIFEICKN-------------------

Cu1-5.13ACrSso2              VKYDNSLVSSEIIKKEIEKLGYYVSDR-----------------------

Cd2-5.14EFuSce9              VTSTISGTSSSEISRIVSMEPIENHLNLEAGSTGTEHIVLSVSGMSCTGC

Cu1-5.9EFuCal1               LSTEKVNYTSGKQKPRSINLKVNGMFCNHCPDIITQYLTNYGDAVVINDP

6.16BGaPae5                  HHHHHLPFGGGLLSRDEQRR------------------------------

6.7EViAth1                   VVHDTLILSQFQIVKALNQAQLEAN-------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 IDYDPRRLSQTNLIEILDSALET---------------------------

12.1ERhCme8                  EEDEAAWDRPSDPRGNQESAVADVEDPAAPEAEVQPASLVLHRPLGIDLL

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  VKLAEGGSLAQVAHVIAELGYKPSPLAAQDN-------------------

29.2BBaFjo4                  ITFNSEIVSLKEIAYLLSSIGYEPYISLEN--------------------

28.1BGaLpn4                  SASKENHVIKTKVTQILKEQGLSVIDMMEVEVLQDIEKIEHHHPTHKS--

11.1EFuEcu1                  LLSSPCSLSDADCVIVTSQNGRREFVDVLAYS------------------

17.1EFuSpo12                 APCSNEDVEFVAISDPSGTSSIEKVSSICLKN------------------

18.1EApCpa6                  MNFKASTISECDSFLVITKESYYSVVNRNKFFSLNKNFSNDELNLLRFLN

19.1EOlTth19                 ILLNIITFGGYYLLENWYERSLLKLR------------------------

20.1EOlTth57                 FISIAITLLSCLTFGILLKNSIKVRLRCIFN-------------------

26.1BAcCdi2                  ISASRTLDPTLIVDAFQQHGVTATLTDSSLRRRLAWTDVEEGRYRRARAR

31.2BGaMca1                  LRTIEAALGALDAVRGVSGHAASGTIRIRYHAG-----------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  MPAWNVKIKAKFNYSTTKNVNEATHILIYTTP------------------

21.1EBaTps13                 TDETTSWSTLQHWFDGQSEDEVDPYYQPKKPLSPAVLIHEG---------

22.1EApCpa2                  KSYTQTFESSFNWHEAVKIYARSLLTVIFCIVFLKLLKAKYG--------

Tro5                         RLALEQRLPFASAFPLPTNGRRNG--------------------LRDWRR

24.2BChTro1                  RLALEQRLPFASAFPLPTNGRRNG--------------------LRDWRR

24.3BDeHoc1                  LVHAAR-QAKLTLVAACEDGDSVR--------------------WAG---

24.4BGaHch1                  TRHSGRHRTPVAVLDGLLTEPAVE--------------------WKGRTY

24.1BAcMbo1                  ALLHGEQAPEPDPDELPATGARLR--------------------WAPAQG

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  GS------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  HE------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  ID------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   LS------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  GC------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       ------------------------------------------------HN

Cu1.eff-5.6EMeHsa16          ------------------------------------------------HK

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------KAFEDESPLILSSVSERFQFLLDLG------------VKSIE

Cu1.GA-5.8EFuCal2            GVNHTTDLIGLRYNIEAYLRSISGVQKFELTLRGMNASSNIMPTQVGTLI

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------MVHGHGCDSAPGKGSSQPQVLAGDQVRSTSDAEEPPCSGYSH

Tro7                         GELASSSTSIP---------------------------------------

1.5BSpLbi2                   EEIQNHFQSIPNQTFESIGQSILIPHFRSKKIKSPELFLFILPQGIIVGD

Na.K-1.1EMeHsa13             YEPAAVSEQGDKKGKKGKKD------------------------------

N.K-1.6EMeSac1               YEPAATSENATKSKKKGKKDK-----------------------------

H.K.NoGas1.4EMeRno1          VKPADQRDDKKFKGAKNKDLE-----------------------------

H.K.Gas-1.2EMeHsa24          PGPGGDMAAKMSKKKKAGGGG-----------------------------

Na-1.3ERaHak1                KKAGGDSNS-----------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            ---------------------MTNPSDRVLPANSMAES------------

PM-2.25EMeHsa1               -----------------MGDMANNSVAYSGVKNSLKEAN-----------

PM-2.15EMeCel1               --------------------------MRLRRGHTYDED------------

Vac-2.17EnoDdi23             -------------------------MTGSHEMESIMLDS-----------

PM-2.10EViAth45              IP-SKNASIERLQQWR-KAALVLNASRRFRYTLDLKKEQETREMRQ----

PM-2.14EViAth40              IDNTKNASVESLRRWR-QAALVLNASRRFRYTLDLNKEEHYDNRRR----

Chl-2.11EViAth32             DVKPKNSSDEALQRWRKLCWIVKNPKRRFRFTANLSKRSEAEAIRRSNQE

PM-2.12EViAth11              DVKAKHSSEEVLEKWRNLCGVVKNPKRRFRFTANLSKRYEAAAMRRTNQE

Vac-2.2EFuSce6               ----------MSRQDENSALLANNENNKPSYTGNENG-------------

Vac-2.18EApTgo1              -MGGVRAIASALGSDLADGLPILKRHDSSLRASSFDGAAAIRESSHG---

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  DDTTSHSGSRSKVTNSHANGYYIPPSHVLPEETIDLDADDDNIENDVHEN

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  -----HFDDGATSNKYSRPQVSFNDETPKNKREDAEEFT--------FND

8.5EFuSce4                   KRQSKPMKDISTPDLSKVTFDGIDDYSNDNDINDDDELNGKKTEIHEHEN

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 LVYHWVPRWGIKMRFKECKLNDANYVYVKAKDKKYELSQVKHVLIGK---

16.1EOlTth26                 LFTRWSINLKIRLQMVQCKSSEAQFMKIISADN-----TISLVQTEN---

14.1EFuSce15                 LLTRWLPHLKVKLYGVKVPLAKAEWVVIENEFGEFVIQPIDRQWYNRPLS

13.1EMeHsa8                  LLFRWKPLWGVRLRLRPCNLAHAETLVIEIRDKEDSSWQLFTVQVQTEAI

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              ESKLKKSFGALKCVHGLKTSLILSQAEFNLDLAQGSVKDVIKHLSKTTEF

Cu1-5.9EFuCal1               ISLDHPVIKFTYVPSQTLKTRKILFDLN----------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  EADVIRAIVGDNSIEVEMAPLLRLFLQSVTHPFFLFQFFSIALWILEAYY

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  RFG-----------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         FELTGANGATHPVAQKLLERGSLPVLLCERGCGRVAGVIALRPCLSAAGR

24.2BChTro1                  FELTGANGATHPVAQKLLERGSLPVLLCERGCGRVAGVIALRPCLSAAGR

24.3BDeHoc1                  -------------------------------------------IGDITGG

24.4BGaHch1                  QWRTPEQEQEVPPRLREWWRATSQPLDSLRIVTRDNRICAAVLVQEVTDH

24.1BAcMbo1                  PSATPAQGLEHADLVVDGQCVGSVDVG---WEVDPYAIPLLQTAHRTGAR

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         -----------------------------------------------PAV

Tth2                         -----------------------------------------------EGT

Dra1                         -----------------------------------------------QTQ

Au2-5.20BGaSen5              -----------------------------------------------ETA

Cu1.Ag.eff-5.5BGaEco2        -----------------------------------------------EDD

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  -----------------------------------------------TET

Cte3                         ------------------------------------------TPSAPFVD

Cch1                         ------------------------------------------ESRTNPTV

Plu1                         -----------------------------------------METTDRTHA

Ag.eff-5.4BGaSen1            ------------------------------------------------MA

Cu1.Ag.eff-5.3EMeHsa23       IESKLTRTNGITYASVALATSKALVKFDPEIIGPRDIIKIIEEIGFHASL

Cu1.eff-5.6EMeHsa16          IESSLTKHRGILYCSVALATNKAHIKYDPEIIGPRDIIHTIESLGFEASL

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          ISDD--------MHTLTIKYCCNELGIRDLLRHLERTG--YKFTVFSNLD

Cu1.GA-5.8EFuCal2            TEEDTIADVKSLVNELVFQYDSDSVGIRDIIDGLNTISDNIEFMVINSLD

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         ----------------------------------------------SEKH

Cu2-5.22BAqAae1              ----------------------------------------------SEKH

Cu1.Ag.eff-5.10AEuAfu1       ----------------------------------------------AHHE

Tth4                         ----------------------------------------------GHDK

5.16BFiEfa1                  ----------------------------------------------MDHS

Cu1.Ag.eff-5.2BFiEhi2        ----------------------------------------------MNHS

5.27AKoKcr1                  ----------------------------------------------GHHE

Cu1.Chl-5.11EViAth34         ------------------------------------------------VT

Cu1.Chl-5.12EViAth1          ----------------------------------------------MGVA

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   -------------------------------------------------M

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        -----------------------------------MGKGSEDLVKKESLN

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            -------MKVARFQKIP--NG--------------------------ENE

Ca.Mn.GA-2.9EMeHsa2          ----MVEGRVSEFLKKLGFSGGGRQYQALEKDEEEALIDEQSELKAIEKE

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             ---------MSDN----PFNASLLDEDSNREREILDATAEALSKPSP---

2.6EFuNcr3                   ---MDRLSAWKDNDDVLPFYQKSPGQGTFATPEEIEQSRSGCNTPRHRIT

9.1EFuSce8                   -------------------------------MSEGTVKENNNEEFN----

9.4EFuZro1                   -------------------------------MNLNEVKEND---------

9.3EFuDoc1                   ----------------------------MSSINTNVAEKHSYKERVNTDA

9.5EFuUma1                   -------------------------------MVHKKEDKFPRSDTVQGPD

9.2EFuSpo3                   -------------------------------MVTINISN-----------

9.6EFuUma2                   STQQYSRHQQQPHHDQAEKPELGQHHDTIVDVQPHLLSRTPSSTTSRRSS

Tro7                         --------------------------------------------------

1.5BSpLbi2                   KHIRLVLFQMIPENLPSLHLRLLHGLSSLLPQIFDELMSCEKEVDVLSVV

Na.K-1.1EMeHsa13             -----------------------------------------------RDM

N.K-1.6EMeSac1               -------------------------------------------IDKKRDL

H.K.NoGas1.4EMeRno1          -------------------------------------------PNKSHEK

H.K.Gas-1.2EMeHsa24          -------------------------------------------GKRKEKL

Na-1.3ERaHak1                -----------------------------------------------RRV

Cte1                         -------------MFRTLYNKISSTSIR---------------EEAAQSH

4.1BGaSen1                   -------------MLKTITRQLFARLNRHLPYRLVHRDPLPGAQTAVNAT

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------REGDFGCTVMELRKLMEL

PM-2.25EMeHsa1               --------------------------------HDGDFGITLAELRALMEL

PM-2.15EMeCel1               ---------------------------------AKEFGCSLGDLRGLMEA

Vac-2.17EnoDdi23             --------------------------------MEEEFPVSVETLGKLVDV

PM-2.10EViAth45              KIRSHAHALLAANRFMDMGRESGVEKTTGPATPAGDFGITPEQLVIMSKD

PM-2.14EViAth40              MIRAHAQVIRAALLFKLAGEQQIAFGSSTPAASTGNFDIDLEKLVSMTRN

Chl-2.11EViAth32             KFRVAVLVSQAALQFINSLKLSSEYTLPEEVRKAG-FEICPDELGSIVEG

PM-2.12EViAth11              KLRIAVLVSKAAFQFISGVSPS-DYTVPEDVKAAG-FEICADELGSIVES

Vac-2.2EFuSce6               --------------------------------VYDNFKLSKSQLSDLHNP

Vac-2.18EApTgo1              ---------FETVVVRTLGSLQTGDAATGVTLGRSETREAPQRPRCLQTR

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  -----------------------------------------------MSG

3.1EFuNcr1                   ---------------------MADHSASGAPALSTNIESGKFDEKAAEAA

3.6EFuSce5                   ---------------------MTDTSSSSSSSSASSVS--AHQPTQEKPA

3.2ETrLma9                   -----------------------------MSSKKYQLDAAAFEDKPESQS

3.5ETrTbr5                   -----------------------------MG------DTGPKGVPGTNDA

23.1BAcSco4                  ----------------------------------------------MTHL

23.2BFiEfa2                  -----------------------------------------------MCL

8.1EMeBta1                   ----------------------------------------------MPTM

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  LFMSNNHDDQTSWNANRFDSDAYQPQSLRAVKPPGLFARFGNGLKNAFTF

8.6EViAth15                  -------------------------------------------------M

8.4EFuSce14                  DTEYDNHSFQPTPKLNNGSGTFDDVELDNDSGEPHTN--YDGMKRFRMGT

8.5EFuSce4                   EVDDDLHSFQATPMPNTGG--FEDVELDNNEGSNNDSQADHKLKRVRFGT

8.7EViAth19                  ----------MDPRKSIDKPPHHDPILGVSSRWSVSSKDNKEVTFGDLGS

15.1EnoDdi18                 ---------------------------------------KDLEFSESEKK

16.1EOlTth26                 ---------------------------------------RTMAFQDQPEL

14.1EFuSce15                 TVLPFENYPNPSYEPNDINLSH----------------HHANEINPNVPI

13.1EMeHsa8                  GEGSLEPSPQSQAEDGRSQAAVGAVPEGAWKDTAQLHKSEEAVSVGQKRV

32.4BFuFnu1                  ----------------------------------------------EKVE

Cu1-5.13ACrSso2              -------------------------------------------------S

Cd2-5.14EFuSce9              KYEQISNHGSTIDVVVPYAAKDFINEEWPQGVTELKIVERNIIRIYFDPK

Cu1-5.9EFuCal1               ----------------------------HLKDDGNGGYTITPDEKGAFEC

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   ---------------------------------------------MPNQP

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  YYSATIAFASFMSALLEAMEMRSNAERLARIAASEGDVLVIRRSPTNRSC

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  -------------------------------------------KNTHLHP

11.1EFuEcu1                  -----------------------------------------------TEE

17.1EFuSpo12                 -----------------------------------------------DIQ

18.1EApCpa6                  -------------------------------------ILPSQYKFSDLKG

19.1EOlTth19                 -----------------------------------------YCYTDDIKQ

20.1EOlTth57                 --------------------------------------------KSSVNK

26.1BAcCdi2                  -----------------------------------------SRVDEESRR

31.2BGaMca1                  ----------------------------------------------SLEP

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  -----------------------------------------------NNG

21.1EBaTps13                 -------------------------------------------DLLNPKE

22.1EApCpa2                  --------------------------------SFEQIFLVPEDLSDCEFI

Tro5                         ELVSRCRQQGIRVLVRGAPDTRLTWLETVGVEVLADSDPATTIAGLRRSG

24.2BChTro1                  ELVSRCRQQGIRVLVRGAPDTRLTWLETVGVEVLADSDPATTIAGLRRSG

24.3BDeHoc1                  ------------------------DIVDAIRNWQARGRGVCFVG------

24.4BGaHch1                  TLESVLSRMRALELKVTVLNPDKEPVRERIREYQRRGESVMAIG------

24.1BAcMbo1                  VVLRHVAGTEDLSASVGSTHPPGTPLLKLVRELRADRGPVLLITAVHRD-

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         -----HQHAGHSHSHDPAEQGK---------------PWYRT--------

6.14BAlSme6                  ----AHGEASHDHGHSTALPASTKPSSRF----TAPLPWWRT--------

6.2BGaEco4                   -----LQKAGYSLRDEQAAEEP---------------QASRL--------

Tth3                         ------YRLLQAEGEGEGLPGP--------------WPWALL--------

6.1BFiSau1                   ----QRVKDDTKAHKEEKTPFYK--------------KHST---------

6.8BFiLmo1                   --------FTDPEHFTDHQSFIR--------------KNWR---------

6.12BGaPpu1                  --------AQDDGSASVPQPAKA--------------HWWP---------

6.4BBeRme1                   --------AGAPAAAEAPGPART--------------NWWP---------

6.13BCyNsp1                  ----HHHDHDYSHNHEHSQPINK--------------SKQKQKSDLTSWR

Tro2                         --------VSARRQPRRVDREER-----MLWWQQHGL-------------

6.11BGaPpu4                  --------ALAG--------------------------------------

6.9BFiBsu2                   --------WLLSG-------------------------------------

Dra4                         --------LIVGLIG-----------------------------------

6.10BFiBsu3                  ----PHVTVRQKHIKKSADDGYRNR-------------------------

6.5BCyObr1                   --------LKQELIP-----------------------------------

6.3BEpHpy1                   ----FKEATEKPLSFTP---------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  ----CSVELKAESKPQKMLFGFAKAIGWVRLANYLREHLHLC--------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         ------YTVGSEPAEDTQRTWRRVALLSG---------------------

32.8BCyTel1                  ----IQVAANPDLPALSAEKATPAVEAHPINY------------------

32.6AEuMsm6                  ----DLVEVEPDMYMSSNELTN----------------------------

32.7BVeAmu1                  ----TLRSHEPEERAEARKLAR----------------------------

32.3BBaBca1                  ----KAEQQISLPAHSTRALNR----------------------------

32.5BSpTde3                  ----YLENEELLENVEEPIVSE----------------------------

32.1BBeAar4                  ----LAALSAPIPAARGSAVVE----------------------------

32.2BAcMtu1                  ----VAAELIPARAPHSAEIRNTDVLRMVIG-------------------

6.17AEuMac1                  ----NATDEGNWLYLLSALIGS----------------------------

Tro1                         AEASDEAEQRR-ARQLRRLRDEVILAWVLALPVVALNMFVPPS-------

Tth2                         EEARKEAPTYR-KDLLLALP-----FALLTLLLAMGPMLLPLP-------

Dra1                         AASRLELERARKAEELAGLRRSLTFSAVFSVPLLLLSMVPMLYPL-----

Au2-5.20BGaSen5              GQGEDDSEEKKEAERVR-LKRDLILASVLALPVFVLEMGSHLIPG-----

Cu1.Ag.eff-5.5BGaEco2        AK-RRERQQETAVATMKRFRWQAIVALAVGIPVMVWGMIGDNMMV-----

Det1                         -ETPQNELNSSENAETRKLQQELTVALVLGISLMIIG-------------

Dsp1                         -ETPQDELSRSEDAETRKLKRELSVALLLGICLMITG-------------

5.18BFiBsu1                  GEQDSEAAAKKKE--ERKQTARLIFSAVLSFPLLWA----MVSHF-----

Cu2.Fe3.Pb2-5.19BFiSau2      DNNKDQTSRKAEA--LQHKLIKLIISAVLSLPLLML----MFVHL-----

Cu2upt-5.1BFiEhi1            DEAHKQKIAEEKQTYLRKMKFDLIFSAILTLPLMLA----MIAMM-----

5.23BSpLin1                  EDIEIDGEIQKKE--FKKLKVRVIVSAFLSLPLLLS----MIGHF-----

5.15BFiEfa2                  QDNSRAEKREKKEKRMKQLSNRFGISIIFTIPLLIISMGPMVGMP-----

Cte3                         RKAAAEKAKMEKEMELQAQLAKVQLALPIALMVFILMMWDIAARS-----

Cch1                         KLQAKQAAKVE---ELRQQRQNVQRTLPLALLLFFWMVWESAAMS-----

Plu1                         GAPEERKAGEEKLKSLRAMKRTVLLVLPPAILMVAVMLYGMLVR------

Ag.eff-5.4BGaSen1            LEPLVATASTGTSDELRDMTRRFWLGLLLAFPVLILEMGSHLFPA-----

Cu1.Ag.eff-5.3EMeHsa23       AQRNPNAHHLDHKMEIKQWKKSFLCSLVFGIPVMALMIYMLIPSN-----

Cu1.eff-5.6EMeHsa16          VKKDRSASHLDHKREIRQWRRSFLVSLFFCIPVMGLMTYMMVMDHHFATL

Tma1                         ------SPEDVERKRYEESKRNLILAWLVTAPLALLMIYHMFVSE-----

Cu1.Ag.eff-5.7AEuAfu2        ------AAVSAEVEHLSRMKRKLYVAAFAG---VLLLFLAHFIS------

Cu2.GA-5.17EFuSce13          N--TTQLRLLSKEDEIRFWKKNSIKSTLLAIICMLLYMIVPMMWPTIVQD

Cu1.GA-5.8EFuCal2            QSSATQLKLLSKVKDINYWKKIFIQSLLFGIPVLFLNHTK--NWPIWKTT

5.24ACrSso1                  ---EQRSEKSILYKDFHDLLRRLAVGIIFTPLTYLLPFFFGILVS-----

5.25ACrPae1                  -DVEVDVDRRVAELEARDIRRRLIPAVLIS--TVLAPTMLGIKVVP----

5.28ACrApe2                  VEAEAEEERRLLLDGLISITASIVYYILLALERLAGVEAAGAVLP-----

5.26AEuTvo1                  -GESRSLKRRLVIAWLFSIPVLILSYALFPQKDWVLFILS----------

27.2BSpLbi1                  -EGNLQKSKQLKTLLLRIGVAGFCFGNIMILSVALYSGYFTGIDLN----

27.3BEpNsp1                  -LQEERAVKTRRDYYARILLAVFATMNIMWIAIAKYVGFFTGMRGD----

Cch2                         -SNDVMIAE-KQDLLLRFGTASFFSMQLMLFTAALYAGFFDGMESR----

27.1BBeNme1                  -KIEAANQKERKQYIVRLAVAGLGMMQTMMFALPTYL-YGGDIEPD----

Aae3                         -----------KDYDKLFLGLGVLSSLFFLVGMFFTFPLK----------

Cu1.Ag-5.21BAqAae2           -----------KDYDKLFLGLGVLSSLFFLVGMFFTFPLK----------

Aae2                         EHAHHAEI----------IKRKALITTILTVPVVVLSPSIQELIGIK---

Cu2-5.22BAqAae1              EHAHHAEI----------IKRKALITTILTVPVVVLSPSIQELIGIK---

Cu1.Ag.eff-5.10AEuAfu1       KMKHSADHGDHHRMMMEDFKKRFYVSTLLTIPILILSPAIQTFLGFR---

Tth4                         HAGHTPEM----------FRDRFFVSLLLTLPILYFSEHFQDWFGYRA--

5.16BFiEfa1                  EMDHGAMGGHAH-HHHGSFKEIFLKSLPLGIAILLITPMMDIQLPFQ---

Cu1.Ag.eff-5.2BFiEhi2        HMGHENMSGMDHSMHMGNFKQKFWLSLILAIPIILFSPMMGMSFPFQ---

5.27AKoKcr1                  GHVHHSSD----------LKRRLIASLILTIPIFFTS-DVAEDLGISL--

Cu1.Chl-5.11EViAth34         ENFFKVFETKTKDKQARLKESGRELAVSWALCAVCLVGHLTHFLG-----

Cu1.Chl-5.12EViAth1          ENVKKWKEMVSK-KEDLLVKSRNRVAFAWTLVALCCGSHTSHILHSLGI-

Aae1                         ----MLKA---HSLSPEEILRILKT-------------------------

2.24BAqAae1                  ----MLKA---HSLSPEEILRILKT-------------------------

2.23AEuMva3                  ----MKSSDFFHSLEVDKVFSDLDS-------------------------

Plu3                         --MHSDSRVPWHALPADEAMRRL-D-------------------------

Tth1                         ----------MLGLTSEEAKKRLRE-------------------------

Tro6                         ----MRDTVHWHALTVAETLERL-G-------------------------

Cch3                         -MIRKDENKCWHALDSQQVLSIF-E-------------------------

Plu2                         ------MQLEWHTAGTGEVLEAL-D-------------------------

2.4BCySsp6                   DFPTLSSYLHHHRPGEDILADLH-T-------------------------

GA-2.19EViAth27              -------MEDAYARSVSEVLDFFGV-------------------------

ER-2.7EMeHsa25               -------MENAHTKTVEEVLGHFGV-------------------------

Ca.Mn.GA-2.13EViAth13        STPVNSDTFPAWAKDVAECEEHFVV-------------------------

2.8EApPfa2                   ---MEEVIKNAHTYDVEDVLKFLDV-------------------------

2.21BThPmo1                  ---------MWFTKSKDEVIKDLQV-------------------------

GAeff-2.5EMeHsa12            TMIPVLTSKKASELPVSEVASILQA-------------------------

Ca.Mn.GA-2.9EMeHsa2          KKVTALPPKEACKCQKEDLARAFCV-------------------------

Ca.Mn.GA-2.16EMeCel2         -MIETLTSEQAASHEVVPCTHQLRT-------------------------

GAeff-2.3EFuSce2             -------SLEYCTLSVDEALEKLDT-------------------------

2.6EFuNcr3                   SAESRGVADDFSYMTPAEAATHLDT-------------------------

9.1EFuSce8                   ---------AYHTLTTEEAAEFIGT-------------------------

9.4EFuZro1                   ---------LFHTLDIAQTAQVVGT-------------------------

9.3EFuDoc1                   SSLSADGSVEAHRLTIEQVAKIFNT-------------------------

9.5EFuUma1                   ISIEDALEAAWQHHYTSVMRALGVE-------------------------

9.2EFuSpo3                   ---------PVYFSDIKDVESEFLT-------------------------

9.6EFuUma2                   TVAATVDLHQPHSLEADQVIAHFQS-------------------------

Tro7                         -----------------------TT-------------------------

1.5BSpLbi2                   QRGEVNMKPSYKNLNHSQIAFELQT-------------------------

Na.K-1.1EMeHsa13             DELKKEVSMDDHKLSLDELHRKYGT-------------------------

N.K-1.6EMeSac1               DELKKEVSMDDHKLSLDELHNKYGT-------------------------

H.K.NoGas1.4EMeRno1          EELKKELDLDDHRLSNTELEQKYGT-------------------------

H.K.Gas-1.2EMeHsa24          ENMKKEMEINDHQLSVAELEQKYQT-------------------------

Na-1.3ERaHak1                DDLKKNVVMTEHKEEWEELFAKLG--------------------------

Cte1                         VRSEDEQFLLKLCNAPVDEALRLME-------------------------

4.1BGaSen1                   IPPSLSERCLKIAAMEQETLWRVFD-------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   -MEIEKDKLSHFWSLTSNECLTLTQ-------------------------

30.3BSpLbi4                  ---------------MQSIPKQIFE-------------------------

30.4BCyAva17                 ---------------------MIYN-------------------------

30.2BBaFjo5                  -------------------MTTYNI-------------------------

PMeff-2.1EMeHsa11            RSRDALTQINVHYGGVQNLCSRLKT-------------------------

PM-2.25EMeHsa1               RSTDALRKIQESYGDVYGICTKLKT-------------------------

PM-2.15EMeCel1               RGAEAIVRLSTEHEGVEGLCKKLKT-------------------------

Vac-2.17EnoDdi23             PKG---FDTYAELGGLSGLSTKLKS-------------------------

PM-2.10EViAth45              HNSG----ALEQYGGTQGLANLLKT-------------------------

PM-2.14EViAth40              QNMS----NLQQYGGVKGVAEKLKS-------------------------

Chl-2.11EViAth32             HDLK----KLKIHGGTEGLTEKLST-------------------------

PM-2.12EViAth11              HDVK----KLKFHGGVDGLAGKLKA-------------------------

Vac-2.2EFuSce6               KSIRSFVRLFGYESNSLFKYLKTDK-------------------------

Vac-2.18EApTgo1              PAGSDADPLTGLASQESWITRLLRR-------------------------

Cte2                         MDGQGRKSKEYEQKPVEETLSELK--------------------------

3.4AEuMja1                   MWG--------VVMNVEEIEEEYK--------------------------

3.7EViAth21                  LEDIKNETVDLEKIPIEEVFQQLK--------------------------

3.1EFuNcr1                   AYQPKPKVEDDEDEDIDALIEDLESHDGHDAEEEEEE--ATPGGGRVV--

3.6EFuSce5                   KTYDDAASESSDDDDIDALIEELQSNHGVDDEDSDNDGPVAAGEARPV--

3.2ETrLma9                   DEEMTPQKPQRRQSVLSKAVSEHDE--------------------RAT--

3.5ETrTbr5                   GEVHKPQKPQRRQSVLSKAISEHRE--------------------GDD--

23.1BAcSco4                  DADRLDPEHPA-------------------------------HAVDA---

23.2BFiEfa2                  RRKKEMQENEP-------------------------------IAVTAN--

8.1EMeBta1                   RRTVSEIRSRAEGYEKTDD-----------------------VSEKTS--

8.8EMeMmu1                   ------------------------------------------MSRATS--

8.2EFuSce10                  KRKKGPESFEMNHYNAVTNNELDDNYLDSRNKFNIKILFNRYILRKNV--

8.6EViAth15                  VRSGSFSVDSSATHQRTPS-----------------------RTVTLG--

8.4EFuSce14                  KRNKKGNPIMGRSKTLKWARKNIPNPFEDFTK--DDIDPGAIN-RAQE--

8.5EFuSce4                   RRNKSGRIDINRSKTLKWAKKNFHNAIDEFSTKEDSLENSALQNRSDE--

8.7EViAth19                  KRIRHG-SAGADSEMLSMSQKEIK---------------------DED--

15.1EnoDdi18                 DKYIEFKFTRLFYNVEKDLFIRPISN------------------------

16.1EOlTth26                 YTYFYIQNSNCFYPIQFALSLLTNN-------------------------

14.1EFuSce15                 LITFEYRYIKFIYSPLDDLFKTNNNW------------------------

13.1EMeHsa8                  LRYYLFQGQRYIWIETQQAFYQVSLL------------------------

32.4BFuFnu1                  KSSKYIIERKLQEESPKEIMKKIVTTAGLLG-------------------

Cu1-5.13ACrSso2              LFSDELLKDSRRRSIISWSLTTLLG-------------------------

Cd2-5.14EFuSce9              VIGARDLVNEGWSVPVSIAPFSCHPTIEVGRKHLVRVGCTTALSIILTIP

Cu1-5.9EFuCal1               EIIKPVTVDEHVRKLAHREVLGLAIRLAIATLFAIPTFIFGIVAMSLLPK

6.16BGaPae5                  ----AARQLSLAMLALGLLLLGLAWR------------------------

6.7EViAth1                   ----VRVTGETNFKNKWPSPFAVVSG------------------------

8.3ETrLdo1                   PCWRKCLSTRIFPDKLSKSFCCFSAEADVD--------------------

23.3BCyTer4                  ------------MNDRQNIHN-----------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  -------MKTTSFGNLKGLVYR----------------------------

31.1BGaMca11                 ----AEHQEALDRLDLDLTICSLSIP------------------------

12.1ERhCme8                  DCCERISSRELVPGDVIIVESGMVMPCDCTLLQGSAVVTEANLTGEAAPL

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --LAARYQSENRSFLKRIAVAGFCAGNTMLFVIPVYSGLAG---------

29.2BBaFjo4                  YETGKTKVDRSLTYKLGVAFFCFGNIMLLSFPEYFEMKEFWLDS------

28.1BGaLpn4                  VKKHQKKAKHDHSHGHGHHHGHHHENHWIKAALGLIWGIG----------

11.1EFuEcu1                  IPSLRRYSLEGKARVVDSLFSRLIYDVVSRR-------------------

17.1EFuSpo12                 TSSFVLPSGKTRYFEYKKLRFYLEPLN-----------------------

18.1EApCpa6                  QKNSNNNISNSHRTSIINCNNTQICHINSQLFIPSIEITFFTFCGSIYVF

19.1EOlTth19                 ATHFLIVQLDNTFQIVKHFEIQLQSAISFDNRFLRYIYS-----------

20.1EOlTth57                 ATHFLITNQDGYQQIVNRIKTKDKNKILFINRHMKYQYFDDFNKK-----

26.1BAcCdi2                  FEIARREGFLHKRDETTRVVETTEVLFTARSLMTKARLFTSIACTIP---

31.2BGaMca1                  AALLRVAEGLLIAETASCIPEPAAVDFRVAN-------------------

2.20BFiCac3                  -------MADWYGLAAVDVVNLFRS-------------------------

10.1EFuSce3                  SDGIVEIQRVTEAGSLQTFFQFQKKRFLWHE-------------------

21.1EBaTps13                 TICQLLLSPEYNGNLVDGQHRRYYFEFNQKRYYYDPSKSPSLISGGPS--

22.1EApCpa2                  SISFPGSCRFSKNNIWCKLFGNYYIRVLEKFPVTKLCRIIKRSEPINFFG

Tro5                         QRVFYVADHLGNPSAFREADLGIGLQPNGVVLDYPVDVLAS--DLAAVMT

24.2BChTro1                  QRVFYVADHLGNPSAFREADLGIGLQPNGVVLDYPVDVLAS--DLAAVMT

24.3BDeHoc1                  ---------RGAHLAYVAADCGIGVWDSEAGACWGAHMVCR-DSAQVAAL

24.4BGaHch1                  ---------GSALLP--EADLAVGLLKEGEPWPFGAHILTSTPLDTIWRL

24.1BAcMbo1                  ------FASTDTLAALAIADVGVALDDPRGATPWTADLITGTDLAAAVRI

Dra3                         ----------------------MTTAPQPKQSIFSPELVRG----AVRAS

7.1BGaEco3                   -------------------------MSRKQLALFEPTLVVQ----ALKEA

Dra2                         --------GQGQLVVASGVLLALAWVFGRFEPAWAQWGYAAAALLGAWPL

6.14BAlSme6                  --------AKGKLTLACGVALASAYAIGQFVPATEPWIFTLAMLVGLLPI

6.2BGaEco4                   --------KENLPLITLIVMMAISWGLEQFNHPFGQLAFIATTLVGLYPI

Tth3                         --------SGG--------LLLLAWVWDAFFAG-GGLPYALAALVGVLPL

6.1BFiSau1                   ----------LLFATLLIAFGYLSHFVNGEDNLVTSMLFVGSIVIGGYSL

6.8BFiLmo1                   ----------LLLSGLFIAVGYASQIMNGEDFYLTNALFIFAIFIGGYSL

6.12BGaPpu1                  ----------LALSGVAAIAAEIVHFAALAPEWVVAGLALAAILGCGLGT

6.4BBeRme1                   ----------LAVSGVAATLAEVVYWLHGGNHWGVVALALAAIFTGGLTT

6.13BCyNsp1                  FWIENRRGQSVILAGIGLVLGLLTQYLVLP-IWIARAFYGIGIVIAGYPI

Tro2                         --------LLSTAATGILLVSAWSADRAGLPSWLSLVLYLLAYAAGGSYA

6.11BGaPpu4                  --------------------------KLGLIDRLPLILYVSAYVFGGWFT

6.9BFiBsu2                   ------------------------------YQVLSIILFLLAFVIGGFAK

Dra4                         -------------------------EKVMGNDAVMWIGFGLAYLAGGIPA

6.10BFiBsu3                  --------MVNMLIRMAAAVILGAAAYLVQSGTIEFFLFLGAYLIIGGDI

6.5BCyObr1                   --------VISVVLLFIGGLIFEEKLHNTPYSIAEYLVFIPAYLLSGWNV

6.3BEpHpy1                   --------LIITIMVFLGAILILHLNPSPLIEKAMFFVLALVYLVSGKDV

Cab1                         -------------GMYLCALVFYWFH----VTEISNLFVVFTFFLAGTPA

Chl1                         -------------ATYLCALAFYWFR----IVDISNLFVVFTFFLAGTPA

Cpn1                         -------------GTYLIALLSFWLH----AKNLSNLFVVFTFFLAGTPA

Cmu1                         -------------ALYIGSLLSHWTG----YQPLSSLLLILTFFLAGTPA

6.6EViAth26                  ---------CSAAAMFLAAAVCPYLAPEPYIKSLQNAFMIVGFPLVGVSA

25.1BAcSco3                  -------------------GVAHFLD----ADGIAELFWGLGTVAAVIPA

25.2BAlSme3                  ------------------------------RPDLSAASWAAGTAVILASL

25.3BFiEfa3                  ------------------------------QPNWAYGIILITGSVMALMM

Tro3                         ---------VAVAVVLGVVVAELAGLVERANQVIPWPIWLLGIAIGGWPV

32.8BCyTel1                  -----------WERLGLPALGLGLSVASLMGVPIPGYVIAAVVIAGAMPV

32.6AEuMsm6                  --------------NFWVSLSGMLVRRVLGKIVLPIPIRNLLTVYRATKY

32.7BVeAmu1                  --------------SFFLRIAGKASSFLFCKVFLPPPLRMAKAFWNYSSY

32.3BBaBca1                  --------------EFEEKLVSKVMMKAACTLFLPSPLRIARIVWHMIPF

32.5BSpTde3                  --------------SLTVSLG-MLLAEFFIRRLLPIPVRRILALFSIMPR

32.1BBeAar4                  --------------QGGPAPMVASLVTLAVTRFLPQPLQLPVTLGAAAPL

32.2BAcMtu1                  -----------GVALALLGVRRYVFARPPLLGTTGRTVATGVTIFTGYPF

6.17AEuMac1                  ------------------------------------------------SF

Tro1                         ----------------------------RWSSIVLLVATLPVWGYLGRRF

Tth2                         ----------------------------HFPGFLQALAALPVL-YAGRRF

Dra1                         -----------------LHHWLLGTLGERAMNVLMLLLAAPVQFGPGLRF

Au2-5.20BGaSen5              -----------------MHEWVIKTIGLQQSWYWQFALTLLVLTIPGRRF

Cu1.Ag.eff-5.5BGaEco2        -----------------TAD-------NRSLWLVIGLITLAVMVFAGGHF

Det1                         -----------------------FLPAFGGKEFIMFLLATPVQFWAGLRF

Dsp1                         -----------------------FLPAFSGKEILMFLLATPVQFWAGIRF

5.18BFiBsu1                  -----------------TFTSFIWVPDIFLNPWMQFALATPVQFLIGWPF

Cu2.Fe3.Pb2-5.19BFiSau2      -----------------FN---MHIPALFTNPWFQFILATPVQFIIGWQF

Cu2upt-5.1BFiEhi1            -----------------LG-SHGPIVSFFHLSLVQLLFALPVQFYVGWRF

5.23BSpLin1                  -----------------ENNLNFEYLSFLMNPWLQFVLATPIQFWIGASF

5.15BFiEfa2                  -----------------LPNIVDPMINAFNFSLLQLILTLPIMVVS-WEY

Cte3                         -----------------FPSMPGMPIPMALFNIVSMALATYMVFRIGAPF

Cch1                         -----------------LHFIPHPPLLMHQFTLPLLVAATWVLLTVGKPF

Plu1                         ------------------------PLPHDIYNPVAMIIATIILFGPGKPF

Ag.eff-5.4BGaSen1            -----------------LRN----TVPPQYNTWLQLLLASPVVLWCGWPF

Cu1.Ag.eff-5.3EMeHsa23       ------------EPHQSMVLDHNIIPGLSILNLIFFILCTFVQLLGGWYF

Cu1.eff-5.6EMeHsa16          HHNQNMSKEEMINLHSSMFLERQILPGLSVMNLLSFLLCVPVQFFGGWYF

Tma1                         ---------------------------VPYFTWIEVFAGAFVTFYVGRGT

Cu1.Ag.eff-5.7AEuAfu2        ---------------------------LPYEDFVQLLIALPAIFYSGSSI

Cu2.GA-5.17EFuSce13          RIFPY--------------KETSFVRGLFYRDILGVILASYIQFSVGFYF

Cu1.GA-5.8EFuCal2            MIFP----------------------GLYLVSLLELILSTYIQFYLGSVF

5.24ACrSso1                  ---------------------------------------IAVQFYSGLRF

5.25ACrPae1                  -------------------------------PLAQMALTAIVQFYSGWRF

5.28ACrApe2                  --------------------------------YYGAVVFAIVLLGPGRRF

5.26AEuTvo1                  ---------------------------------------IPVVFYSGFPF

27.2BSpLbi1                  --------------------------LKRMFHYASWVFATPAYLYSGFPF

27.3BEpNsp1                  --------------------------IKQILDIAEFALATPTLFYSGWVF

Cch2                         --------------------------YKLAFQLIALALATPVIFYSGYPF

27.1BBeNme1                  --------------------------FLQILHWGGFLMVLPVVFYCAVPF

Aae3                         -------------------------------YELQFLLSSIVQFTAGWKF

Cu1.Ag-5.21BAqAae2           -------------------------------YELQFLLSSIVQFTAGWKF

Aae2                         -------------------------VSFPYSNWVILLLSTAVFIYGGTFF

Cu2-5.22BAqAae1              -------------------------VSFPYSNWVILLLSTAVFIYGGTFF

Cu1.Ag.eff-5.10AEuAfu1       -------------------------VEFAGSLYILFLLSSAVYFYGGYPF

Tth4                         -------------------------AQFPGSAWVNPVLGTILYFYGGLVF

5.16BFiEfa1                  -------------------------IIFPYADVVAAVLATILYIYGGKPF

Cu1.Ag.eff-5.2BFiEhi2        -------------------------VTFPGSNWVVLVLATILFIYGGQPF

5.27AKoKcr1                  -------------------------GIHQG--IIGLISASLLFLYGGYPF

Cu1.Chl-5.11EViAth34         --------------------VNAPWIHAIHSTGFHVSLCLITLLGPGRKL

Cu1.Chl-5.12EViAth1          ------------------HIAHGGIWDLLHNSYVKGGLAVGALLGPGREL

Aae1                         -------------------------DRR-GLSE-EEAKKR--LKIYGKN-

2.24BAqAae1                  -------------------------DRR-GLSE-EEAKKR--LKIYGKN-

2.23AEuMva3                  -------------------------SPN-GISK-KDADER--LNRFGEN-

Plu3                         -------------------------SGPDGLTH-DAVLLR--KHKEGANI

Tth1                         -------------------------YGPNALPE-RPAEPF--SRKLLRQF

Tro6                         -------------------------TSLDGLAT-REAERR--LQQFGPNE

Cch3                         -------------------------SSLQGLEL-EEVKTR--LVSYGRNE

Plu2                         -------------------------SSEGGLSR-EEALSR--LRAKGPNR

2.4BCySsp6                   -------------------------DPGLGLTA-EAVAQR--YEQYGRNE

GA-2.19EViAth27              -------------------------DPTKGLSD-SQVVHH--SRLYGRNV

ER-2.7EMeHsa25               -------------------------NESTGLSL-EQVKKL--KERWGSNE

Ca.Mn.GA-2.13EViAth13        -------------------------SREKGLSS-DEVLKR--HQIYGLNE

2.8EApPfa2                   -------------------------NKDNGLKN-EELDDR--RLKYGLNE

2.21BThPmo1                  -------------------------NTIQGLST-QEAKER--LSRYGENK

GAeff-2.5EMeHsa12            -------------------------DLQNGLNK-CEVSHR--RAFHGWNK

Ca.Mn.GA-2.9EMeHsa2          -------------------------DLHTGLSE-FSVTQR--RLAHGWNE

Ca.Mn.GA-2.16EMeCel2         -------------------------NLEEGLTT-AEATRR--RQYHGYNE

GAeff-2.3EFuSce2             -------------------------DKNGGLRSSNEANNR--RSLYGPNE

2.6EFuNcr3                   -------------------------SLTHGLTP-AEALSR--LHDYGPNE

9.1EFuSce8                   -------------------------SLTEGLTQ-DESLRR--LKAVGENT

9.4EFuZro1                   -------------------------DTEHGLNA-NEAHAR--LKHGGPNN

9.3EFuDoc1                   -------------------------DIINGLST-SQANQT--LKDFGANT

9.5EFuUma1                   -------------------------DAEHGLNK-KDIESR--RQEFGQNM

9.2EFuSpo3                   -------------------------SIPNGLTH-EEAQNR--LSEYGENR

9.6EFuUma2                   -------------------------DINIGLSE-GQATTR--LNEYGPNQ

Tro7                         -------------------------DPNRGLTE-AEVHAR--RARFGPNE

1.5BSpLbi2                   -------------------------DLQIGLTE-KEAKIR--LSTFGKNV

Na.K-1.1EMeHsa13             -------------------------DLSRGLTS-ARAAEI--LARDGPNA

N.K-1.6EMeSac1               -------------------------DLTRGLTN-ARAKEI--LARDGPNS

H.K.NoGas1.4EMeRno1          -------------------------NIIQGLSS-VRATEL--LARDGPNT

H.K.Gas-1.2EMeHsa24          -------------------------SATKGLSA-SLAAEL--LLRDGPNA

Na-1.3ERaHak1                -------------------------SSVEGLSQ-EEAQKR--NREFGDDR

Cte1                         -------------------------SRVDGLDS-QEASKR--LSKYGKNE

4.1BGaSen1                   -------------------------THPEGLNA-AEVTRA--REKHGENR

Tro4                         --------------------------------------------------

4.2BSpLin3                   -------------------------SNRNGLSE-EEAKKR--LLQFGENK

30.3BSpLbi4                  -------------------------YIELG-LTYEMVKKN--RSVYGPNE

30.4BCyAva17                 -------------------------IESITGLSASAVGDR--LQQEGYNE

30.2BBaFjo5                  -------------------------PNHLKGLTVNEVKVS--RERYGYNR

PMeff-2.1EMeHsa11            -------------------------SPVEGLSGNPADLEK-RRQVFGHNV

PM-2.25EMeHsa1               -------------------------SPNEGLSGNPADLER-REAVFGKNF

PM-2.15EMeCel1               -------------------------DSLVGLNGEQADLDR-RRHVYGANT

Vac-2.17EnoDdi23             -------------------------NIKTGLPLEKSSTEENRVLKYSKNI

PM-2.10EViAth45              -------------------------NPEKGISGDDDDLLK-RKTIYGSNT

PM-2.14EViAth40              -------------------------NMEQGINEDEKEVID-RKNAFGSNT

Chl-2.11EViAth32             -------------------------SIASGISTSEDLLSV-RKEIYGINQ

PM-2.12EViAth11              -------------------------SPTDGLSTEAAQLSQ-RQELFGINK

Vac-2.2EFuSce6               -------------------------NAGISLPEISNYRKTNRYKNYGDNS

Vac-2.18EApTgo1              -------------------------SIG---SEQGGDLVQTQQRRFGVNR

Cte2                         ------------------------VDRTLGLDDKAVSERR---SRFGFNE

3.4AEuMja1                   ------------------------TSIKTGLSTEEAKKRL---KIYGYNE

3.7EViAth21                  ------------------------CTR-EGLTTQEGEDRI---VIFGPNK

3.1EFuNcr1                   ------------------PEDMLQTDTRVGLTSEEVVQRR---RKYGLNQ

3.6EFuSce5                   ------------------PEEYLQTDPSYGLTSDEVLKRR---KKYGLNQ

3.2ETrLma9                   ------------------GPATDLLPPSKGLTTEEAEELL---TKYGRNE

3.5ETrTbr5                   ------------------G-SVPLVPPSKGLTSAEAEELL---LKYGRNE

23.1BAcSco4                  -----------------------PSPATGLTAAGVAERIARGQVNDVPVR

23.2BFiEfa2                  ------------------AERYYPEDKQGLTAAQVEERQRKGLVNAAVDT

8.1EMeBta1                   ------------------LADQEE--IRTIFINQPQLT---KFCNNHVST

8.8EMeMmu1                   ------------------VGDQLEAPARIIYLNQSHLN---KFCDNRIST

8.2EFuSce10                  ------------------GDAEGNGEPRVIHINDSLANSSFGYSDNHIST

8.6EViAth15                  ------------------HIQPQAPTYRTVYCNDRESNQPVRFKGNSIST

8.4EFuSce14                  ------------------LRTVYYNMPLPKDMIDEEGNPIMQYPRNKIRT

8.5EFuSce4                   ------------------LRTVYYNLPLPEDMLDEDGLPLAVYPRNKIRT

8.7EViAth19                  ------------------ARLIYINDPDRTNER-------FEFTGNSIKT

15.1EnoDdi18                 ------------------TDYHRSKINELVKTGLSMNKYQEGRDLFGPNL

16.1EOlTth26                 -----------------------QIYEKYGRGVPSEENLKQQVSIYGLNN

14.1EFuSce15                 ------------------IDPDWVDLSTVSN-GLTKGVQEDRELAFGKNQ

13.1EMeHsa8                  ------------------DHGRSCDDVHRSRHGLSLQDQMVRKAIYGPNV

32.4BFuFnu1                  -----------------YNLFFKSKSTVALTGIRRFLNYNTLSTLALAMP

Cu1-5.13ACrSso2              ---------------------LLYFFEYYNIIFRVTIILLVTTNLFYIAL

Cd2-5.14EFuSce9              ----------------ILVMAWAPQLREKISTISASMVLATIIQFVIAGP

Cu1-5.9EFuCal1               HHPFRIWVEDPLWVGNVSRNSWILFILATPVYFFAADTFHRKAIKEIKSL

6.16BGaPae5                  -------------------------WLAADQAGVSQILLGVASLLVALPV

6.7EViAth1                   ----------------------ILLLLSFFKYLYSPFRWLAVAAVVAGIY

8.3ETrLdo1                   -----------------------EDDEVIVYLNDPELNAQFNYPSNFIRT

23.3BCyTer4                  ---------------------------TSIIHGLTKDQVINLRAVGRGNN

Mn.Cd-3.3BFiLpl1             -----------------------------MIEDLTEQQAAAKLAADGFND

30.1BDeBba3                  ------------------------------SGGLIDSELAEQRSRFPAND

31.1BGaMca11                 ------------------------LAATAQFAVPALLPLSAAVFAYTSIP

12.1ERhCme8                  FKSSWHSAYEEPSSRVPPRIPIESYQHSSGLAAVSEVTTQEASAHQGAES

2.22BFiSth8                  ---------------------------MKKFKGLTSAEVQASKNAHGDNR

29.1BDeBba2                  -------------------------TWATVFNWLSFALFLPILLYSAQPF

29.2BBaFjo4                  --------------------------YKPFFRLLIFVLALPSFFYSASGY

28.1BGaLpn4                  ------------------LLVLSIGTFNIPLVAYYVITGLTSLMTLYLGH

11.1EFuEcu1                  --------------------FVVPPEQKAVFRDFEELYSTEISKSPETER

17.1EFuSpo12                 ---------------------LQWVLMPLETSAYSLVTSTPAYIQNGLDT

18.1EApCpa6                  DSVLNKFIITIPSLDNNPYSVIRNRFGKLVGSFLNNENTDDSNNMDSIEY

19.1EOlTth19                 ---------------------EEEKYFKCIHFNYTNFLEKNQLGRKGLNQ

20.1EOlTth57                 ----------------------SFYPVYYHQLEKQSLRDIKSIHAEGLND

26.1BAcCdi2                  ----------------VLAVSFWRELQFDYWQWALAALSLPVVLYGAWPF

31.2BGaMca1                  -------------------------ASVGLGAVGELMLPLATPLAAGLLV

2.20BFiCac3                  ----------------------------NYTTGLSDEEVLQNRKLYGSNK

10.1EFuSce3                  ----------------------NEQVFSSPKFLVDESPKIGDFQKCKGHS

21.1EBaTps13                 ---------------LHEESPSYLLSNDIIRGLCSNAKLLHAQERFGPYA

22.1EApCpa2                  ----------TETDRYFEYRREKYWWYENEFTWSREILSRKAAESFPVEN

Tro5                         LLDIGERRDQAVRDTTLVSLASNLAALALGFGLPVSPTLAAILLGGSALL

24.2BChTro1                  LLDIGERRDQAVRDTTLVSLASNLAALALGFGLPVSPTLAAILLGGSALL

24.3BDeHoc1                  FTMMATARKADDHSTQLAMLEAAVGVTLSYTGLDGKTTRRIMKVGQGLSI

24.4BGaHch1                  LSAIAQTRTMAAQSVELAKIDAFSGLILSLEKMDRRMLKRVRLAASLASL

24.1BAcMbo1                  LSALPVARAASESAVHLAQGGTTLAGLLLVTGEQDKTTNPASFRRWLNPV

Dra3                         FAKLSPRDQARNPVMFVVYLGTALTAYLTVANLVTGKPWG----------

7.1BGaEco3                   VKKLNPQAQWRNPVMFIVWIGSLLTTCISIAMASGAMPGNAL--------

Dra2                         AKK-AWASVRLGDPFSINLLVTLAAIGAVAIGQAA---------------

6.14BAlSme6                  ARR-ALMAALSGTLFSIEMLMTIAAAGAVFIGAGE---------------

6.2BGaEco4                   ARQ-ALRLIKSGSYFAIETLMSVAAIGALFIGATA---------------

Tth3                         ARK-GLLGFRR-NPFSIQVLVSLATFGALAIGAAQ---------------

6.1BFiSau1                   FKV-GFQNLIR-FDFDMKTLMTVAVIGATIIGKWA---------------

6.8BFiLmo1                   FKE-GFKNLLK-FEFTMETLMTIAIIGAAFIGEWA---------------

6.12BGaPpu1                  YKK-GWIALKN-RNLNINALMSIAVTGAVLIGQWP---------------

6.4BBeRme1                   YKR-GWIALRN-RNLNMNALMSIAVTGAMLIGHWP---------------

6.13BCyNsp1                  ARA-GLFELRL-RRADMNLLMTISVIGAVILGDWF---------------

Tro2                         TYR-ALRA-LAQATIDIDLLMILAAAGAAILDAWP---------------

6.11BGaPpu4                  TKE-AVTN-IRQKRFEIDSLMLLAAVGAASIGAWA---------------

6.9BFiBsu2                   AKE-GIEETLESKTLNVELLMIFAAIGSALIGYWA---------------

Dra4                         GRE-ALHSLFVEKKLDVDLLMVLAALGAATIGQAA---------------

6.10BFiBsu3                  IIR-AVKNIIRGQVFDEHFLMALATIGAFLIQQYP---------------

6.5BCyObr1                   LTS-AGRNILRGRVFDENFLMTVATLGAVAIHKLP---------------

6.3BEpHpy1                   ILG-AFRGLRKGQFFDENALMLIATIAAFFVGAYE---------------

Cab1                         LIK-SLDDIRN-KTVNIDILMTSAAFGSIFIGGAL---------------

Chl1                         LIK-SLDDIRN-KTVNIDILMTSAAFGSIFIGGAL---------------

Cpn1                         LIK-SLDNICQ-KVVNIDILMTSAAFGSIFIGGAL---------------

Cmu1                         LVK-SFEDILN-KTVNIDILMTSAAFGSIFIGGAL---------------

6.6EViAth26                  SLD-ALMDIAG-GKVNIHVLMALAAFASVFMGNAL---------------

25.1BAcSco3                  VGW-VLVALRR-GHAGVDLIAVLALGGTLAVGEYL---------------

25.2BAlSme3                  LTE-IAISLGR-KEFGLDLIAALAMGGALILGEYL---------------

25.3BFiEfa3                  FWE-MIQTLRE-GKYGVDILAITAIVATLAVGEYW---------------

Tro3                         FRD-VARASWQ-RRVTAHTLMTIGALAAMVVGAWA---------------

32.8BCyTel1                  FQR-AWEAIQEEKQLTIDFLDGLAIFLHTTQGHYF---------------

32.6AEuMsm6                  IWH-ALDSLTSFR-VDVALLDGAAVTGSLLKRDFD---------------

32.7BVeAmu1                  LRR-GMAGLGSGR-LNVAVLDAVSIGVSIGTKAYG---------------

32.3BBaBca1                  VRR-GLHCLLRRR-IKVELLDALSISISACRGDFG---------------

32.5BSpTde3                  VKG-GMRALKGGRPFCAETLDATALSLSYATGDLN---------------

32.1BBeAar4                  LRH-ALEDLVANG-ISSHVLEAMAVSISLARGDYT---------------

32.2BAcMtu1                  LRG-ALRSLRSGK-AGTDALVSAATVASLILRENV---------------

6.17AEuMac1                  IWW-SAYQGIKERDFTADIPVTIATIAAIAIGQYS---------------

Tro1                         HF--AALHNLRHGQFTMDTLVSLGTSAAFFSSLASTLAALWAPH------

Tth2                         FR--QALAEARHLAFGMSTLVALGAGSAYLYSFLVLLFPGLFPE------

Dra1                         YR--TGWAALRHRSPDMNTLVMLGTSAAFFYSLAVTLWPQLFPA------

Au2-5.20BGaSen5              YL--KGFPALARLAPDMNSLVAVGTAAAFGYSLVATFTPDLLPE------

Cu1.Ag.eff-5.5BGaEco2        YR--SAWKSLLNGAATMDTLVALGTGVAWLYSMSVNLWPQWFPM------

Det1                         YR--GAFAALKNRTSDMNTLIALGTSAAYLYSLTALVFPSIFDSP-----

Dsp1                         YR--GAFSALKNRTTDMNTLIALGTSAAYLYSLIALLFPSLFDSP-----

5.18BFiBsu1                  YV--GAYKALRNKSANMDVLVALGTTAAYAYSLYLTFQSIGSHG------

Cu2.Fe3.Pb2-5.19BFiSau2      YV--GAYKNLRNGGANMDVLVAVGTSAAYFYSIYEMVRWLNGST------

Cu2upt-5.1BFiEhi1            YK--GAYHALKTKAPNMDVLVAIGTSAAFALSIYNGFFPS----------

5.23BSpLin1                  YK--GSFRALRNGGANMDVLVVLGTSAAYFYSVYLTFIFNEKYI------

5.15BFiEfa2                  FQ--KGFKTLFKGHPNMDSLIALGTAAAFVYSLAATIGAGLGYG------

Cte3                         LH--GIVMFVQSGAASMDTLIGIGTLTAYLYSTVITLMPEVRELL-----

Cch1                         LR--AIPSFIRNGAANMDTLIGIGTLCAYLYSATITLLPQAKSFL-----

Plu1                         LK--GVSAFVRYRAATMDTLIGIGTLAAYTYSSAITLFPSVREFL-----

Ag.eff-5.4BGaSen1            FA--RAGMSLRNRSLNMFTLVAMGTGVAWVYSVIATVFPSWFPASFRNM-

Cu1.Ag.eff-5.3EMeHsa23       YV--QAYKSLRHRSANMDVLIVLATSIAYVYSLVILVVAVAEKAE-----

Cu1.eff-5.6EMeHsa16          YI--QAYKALKHKTANMDVLIVLATTIAFAYSLIILLVAMYERAK-----

Tma1                         IR--GAWIALTHKHTNMDTLIFFGAVTSWVTALLDSVGLP----------

Cu1.Ag.eff-5.7AEuAfu2        FK--AAFSALRRRTLNMDVMYSMGVGAAFLASVLSTAGVLP---------

Cu2.GA-5.17EFuSce13          YK--AAWASLKHGSGTMDTLVCVSTTCAYTFSVFSLVHNMFHPSST----

Cu1.GA-5.8EFuCal2            IKKFSSFLRKKFKGATMDVLVCISTMCSYIFSLTTIIVSVWNGQKN----

5.24ACrSso1                  HK--GAYRALKNKTTNMDVLVSLASNILWLSS--------IFLHN-----

5.25ACrPae1                  IS--GAARAFRNKTANMDTLVTLGTLSAFLYSSYA-----VFSGEP----

5.28ACrApe2                  LV--GAYRSLKNGTPGMDALVSLGTLSIYFYSLAA---TLNIIRGE----

5.26AEuTvo1                  YR--GAYSAIRNFSGNMDLLISIGVLTAFFFSLFVSIFPQAIPNSS----

27.2BSpLbi1                  MS--GFLTSIRRRTLSMDFLLFLGISMAYFYSVYVTLTDR----------

27.3BEpNsp1                  FK--GAYYGLKNRFINMDFLVATGALLTYIYSIYAMVTRS----------

Cch2                         LA--NALRAIKRLTLNMDVLIALGSLASYLYSIAMIFAD-----------

27.1BBeNme1                  YQ--GALRDLKNRRVGMDTPITVAIIMTFIAGVYSLATNAG---------

Aae3                         YR--GAYSSLKKGIGSMDTLVALGTTGAYVYSVLSYFNLINSTP------

Cu1.Ag-5.21BAqAae2           YR--GAYSSLKKGIGSMDTLVALGTTGAYVYSVLSYFNLINSTP------

Aae2                         LK--GMLEELKKKNPGMMTLVGLAISVAYIYS-------VYTFFFG----

Cu2-5.22BAqAae1              LK--GMLEELKKKNPGMMTLVGLAISVAYIYS-------VYTFFFG----

Cu1.Ag.eff-5.10AEuAfu1       LK--GIFDELRRRQPGMMTLIAVAISVAYFYSS------AVVFGLK----

Tth4                         LK--GALRELRARTPGMMTLIALGITAAYGYSL------AVSLGLP----

5.16BFiEfa1                  YM--GAKDEFNSKAPGMMSLITLGITVSYAYSVYAVAARYVT-GEH----

Cu1.Ag.eff-5.2BFiEhi2        LS--GAKMELKQKSPAMMTLIAMGITVAYVYSVYSFIANLINPHTH----

5.27AKoKcr1                  LR--GAVSELKERSPGMMLLVSIGISASFFYSL------YSFLSGG----

Cu1.Chl-5.11EViAth34         VL--DGIKSLLKGSPNMNTLVGLGALSSFSVSSLA---AMIPKLGW----

Cu1.Chl-5.12EViAth1          LF--DGIKAFGKRSPNMNSLVGLGSMAAFSISLIS---LVNPELEW----

Aae1                         EIEEEEESLIKVFFRQFNNPFVYILFVASGISAYIGK-------------

2.24BAqAae1                  EIEEEEESLIKVFFRQFNNPFVYILFVASGISAYIGK-------------

2.23AEuMva3                  IIENYERSKLSIFLKQFMSPVIYVLIFAAILAFFIGD-------------

Plu3                         IRPVRPVRPLSLLLLQFRNVLVITLFIAAALSFLI---------------

Tth1                         QSPL-----VYILLLALLVDLLLWLYEGAR--------------------

Tro6                         IETAPPPSLLRIILHQFKSPLIYILLVAALVTAGL---------------

Cch3                         LKRKNKDGALKVLWRQINNPLIWVLIGSSTLATAL---------------

Plu2                         LTPPESVSPVKRFLRQFNNLLIYVLIAAGILTAAL---------------

2.4BCySsp6                   LKFKPGKPAWLRFLLQFHQPLLYILLIAGTVKAFL---------------

GA-2.19EViAth27              LPEEKRTPFWKLVLKQFDDLLVKILIVAAIVSFVLALAN----GET----

ER-2.7EMeHsa25               LPAEEGKTLLELVIEQFEDLLVRILLLAACISFVLAWFEE---GEE----

Ca.Mn.GA-2.13EViAth13        LEKPEGTSIFKLILEQFNDTLVRILLAAAVISFVLAFFDGDEGGEM----

2.8EApPfa2                   LEVEKKKSIFELILNQFDDLLVKILLLAAFISFVLTLLDMK-HKKI----

2.21BThPmo1                  LATQKNRSLLQLFFAQLNDAMIYVLLGAALISAILGELS-----------

GAeff-2.5EMeHsa12            FDISEDEPLWKKYISQFKNP-LIMLLLASAVISVLMH-------------

Ca.Mn.GA-2.9EMeHsa2          FVADNSEPVWKKYLDQFKNP-LILLLLGSALVSVLTK-------------

Ca.Mn.GA-2.16EMeCel2         FDVGEEEPIYKKYLEQFQNP-LILLLLASAFVSIVMK-------------

GAeff-2.3EFuSce2             ITVEDDESLFKKFLSNFIEDRMILLLIGSAVVSLFMG-------------

2.6EFuNcr3                   IPHDPPEPLWLRFVKQFQEP-LILLLLASAGASILVG-------------

9.1EFuSce8                   LGDDTKIDYKAMVLHQVCNAMIMVLVISMAISFAVRD-------------

9.4EFuZro1                   LGEDTGIDYKSLVIHQVCNAMVMVLFISMVISFAIRD-------------

9.3EFuDoc1                   LGDGDKISLTKIIAHQVCNAMILVLIISMVIALAIKD-------------

9.5EFuUma1                   LEGGDEISIWKIMAHQIANAMTLVLILAMGVSLGIGS-------------

9.2EFuSpo3                   LEADSGVSAWKVLLRQVLNAMCVVLILAAALSFGTTD-------------

9.6EFuUma2                   LKETNRVSATSILIRQMANALTLVLLAAMALSFGVKD-------------

Tro7                         LPQPQSPALWRLALAQVTHLFALLLWIAAASASIAG--------------

1.5BSpLbi2                   IEKEKSVPMIWKFIKSFFNLFAILLWVATGLCFVPGV-------------

Na.K-1.1EMeHsa13             LTPPPTTPEWIKFCRQLFGGFSMLLWIGAILCFLAYSIQAATEEEP----

N.K-1.6EMeSac1               LTPPPTTPEWIKFCRQLFGGFSILLWIGAILCFLAYGIQAATEDEP----

H.K.NoGas1.4EMeRno1          LTPPKQTPEIIKFLKQMVGGFSILLWIGAALCWIAFVIQYVN-NSA----

H.K.Gas-1.2EMeHsa24          LRPPRGTPEYVKFARQLAGGLQCLMWVAAAICLIAFAIQASEGDLT----

Na-1.3ERaHak1                LTPPPTTPKWVKFLKEMTGFFSLLLWGGGILCFIRYGLRKEV--------

Cte1                         ISLATRPSFLQDILHRLSSPLVIQLVLIAVVSGVTGD-------------

4.1BGaSen1                   LPAQKPSPWWVHLWVCYRNPFNILLTILGGISYATED-------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   LSSKKETTAIGLFFSQFKSPIVLLLLFAAGLSVIVQD-------------

30.3BSpLbi4                  ISSTKKLGLFRMLFGVVTEPMILLLISISIVYLLLGD-------------

30.4BCyAva17                 LPSTQQRTIWGIALEIFQEPIFLLLLGCGVIYLFLGD-------------

30.2BBaFjo5                  MEAIGKNSLLDMLINILKEPMLILLFAISIIYVIVGD-------------

PMeff-2.1EMeHsa11            IPPKKPKTFLELVWEALQDVTLIILEIAAIISLVLSFYRPAGEENE----

PM-2.25EMeHsa1               IPPKKPKTFLQLVWEALQDVTLIILEIAAIVSLGLSFYQPPEGDNA----

PM-2.15EMeCel1               IPPAKSKGFVRLVLDACKDPTLVILVLSGFINLALSFYEPTSAAEDATQH

Vac-2.17EnoDdi23             LPDPPHQPLWSIVLDALSDHILILLIVAAVVSIVLGSIDYTSDHPE----

PM-2.10EViAth45              YPRKKGKGFLRFLWDACHDLTLIILMVAAVASLALGIKTEGIKE------

PM-2.14EViAth40              YPKKKGKNFFMFLWEAWQDLTLIILIIAAVTSLALGIKTEGLKE------

Chl-2.11EViAth32             FTESPSRGFWLFVWEALQDTTLMILAACAFVSLIVGILMEGWPI------

PM-2.12EViAth11              FAESEMRGFWVFVWEALQDMTLMILGVCAFVSLIVGIATEGWPK------

Vac-2.2EFuSce6               LPERIPKSFLQLVWAAFNDKTMQLLTVAAVVSFVLGLYELWMQPPQ----

Vac-2.18EApTgo1              IPHRPLTSFWTLLIEAASDATLRVLMLCGLLSVVLALLFSKEPE------

Cte2                         IEEKE-EALWHRVFRRFWGPIPWMIEVAAILSAAVQK-------------

3.4AEuMja1                   IPEKK-VHPIIKFLSYFWNPIAWMIEIAAILSAIIKH-------------

3.7EViAth21                  LEEKK-ESKILKFLGFMWNPLSWVMEAAALMAIALANGDNRPPD------

3.1EFuNcr1                   MKEEK-ENHFLKFLGFFVGPIQFVMEGAAVLAAGLED-------------

3.6EFuSce5                   MADEK-ESLVVKFVMFFVGPIQFVMEAAAILAAGLSD-------------

3.2ETrLma9                   LPEKK-TPSWLIYVRGLWGPMPAALWIAIIIEFALEN-------------

3.5ETrTbr5                   LPEKK-TPSWLIFLRNLWGPMPIVLWIVIIIQFALQH-------------

23.1BAcSco4                  SSRSLADIVRANVFTRFN-------AIIGVLWVIMLFVAPI---------

23.2BFiEfa2                  EFITTKQIVINNVFTYFN-------LIFVVLGVLLMLVQSY---------

8.1EMeBta1                   AKYNIITFLPRFLYSQFRRAANSFFLFIALLQQIPDVSPTG---------

8.8EMeMmu1                   AKYSVLTFLPRFLYEQIRRAANAFFLFIALLQQIPDVSPTG---------

8.2EFuSce10                  TKYNFATFLPKFLFQEFSKYANLFFLCTSAIQQVPHVSPTN---------

8.6EViAth15                  TKYNVFTFLPKGLFEQFRRIANIYFLGISCLSMTP-ISPVS---------

8.4EFuSce14                  TKYTPLTFLPKNILFQFHNFANVYFLVLIILGAFQIFGVTN---------

8.5EFuSce4                   TKYTPLTFFPKNILFQFHNFANIYFLILLILGAFQIFGVTN---------

8.7EViAth19                  AKYSVFTFLPRNLFEQFHRVAYIYFLVIAVLNQLPQLAVFG---------

15.1EnoDdi18                 ISVPLKSIPSLLLDEILHPFFIFQIYSIILWCTEDYY-------------

16.1EOlTth26                 TEIPDKSTVKILIDEVLSPFYIFQIFSVTLWMLEPYY-------------

14.1EFuSce15                 INLRMKTTSEILFNEVLHPFYVFQVFSIILWGIDEYY-------------

13.1EMeHsa8                  ISIPVKSYPQLLVDEALNPYYGFQAFSIALWLADHYY-------------

32.4BFuFnu1                  VLKNGINSLIKNKRPNADTLSSSAIISSILLGKES---------------

Cu1-5.13ACrSso2              PIYKGASHAIGKGILNEHVLYGVAGISSYILGIVGFLEFNKNLFG-----

Cd2-5.14EFuSce9              FYLNALKSLIFSRLIEMDLLIVLSTSAAYIFSIVSFGYFVVGRPLS----

Cu1-5.9EFuCal1               WFHKNSFKSRLLKFGSMNLLMSLGTTVAYFASIVLIGLSATQKPMTHHG-

6.16BGaPae5                  ARSAWDSLRHPSLHGVTDQLIALAMLGAWASGDLLT--------------

6.7EViAth1                   PILAKAVASLARFRIDINILVVVTVGATIGMQDYT---------------

8.3ETrLdo1                   SKYTLISFLPLSLLLEFKKVSNLYFLMNVIFSLIPGVS------------

23.3BCyTer4                  IKLDTSRSYRQILKENLFTFINTVFLSISLVLISLSR-------------

Mn.Cd-3.3BFiLpl1             VP-EPTFNFFKAVVSRLWEPSAWILEGALVIEVVLG--------------

30.1BDeBba3                  IVEVTGNPWIEIFADTIKDPMIWFLVGVGLAFFLTG--------------

31.1BGaMca11                 CFRGAYERLSKEKRIGCDFLDSIVVLGCLGTLQLLP--------------

12.1ERhCme8                  SAHFINMEESEGNEEDEQSSGESEGYFMGAYSASNEAEDLLPTPAFHHMS

2.22BFiSth8                  LSSKEANSLLSIFIEAFQDQWILILLAALGLKIIFNFVAMIFPAIG----

29.1BDeBba2                  YKG--AWNSLKYKVINVDLPIAIAMLSGFALSTANLVRGDGD--------

29.2BBaFjo4                  YVS--AYKSIKSGMLNIDIPIALGIIVMFIRSTYDMLMDHG---------

28.1BGaLpn4                  TVYQSAWQALKEKKWDTTTLYSISTLTILAVSIASVFVPGLP--------

11.1EFuEcu1                  AEAIQRNIFYGRNVTSLPIPGVFDIVVKNTLNITFLSNIICLFVWR----

17.1EFuSpo12                 FTIAKLRQVYGSNSLVSTKKSIVTILLNEVLHPFYLFQAVSVLIWLCDS-

18.1EApCpa6                  IQEDSIRQNLQKIFGKCSCDIPIVPIAYLIKNEILHPFFIFQVCAVCIWF

19.1EOlTth19                 QQLQLLEQCYGKCIMQIPIPSYWSYLHKELINPFFMFQIFS---------

20.1EOlTth57                 HKVEAHLEKYGNCEIHIPLPSLIEYLFDNLTSVFFIFQYISMILWT----

26.1BAcCdi2                  HRATIGGARRGMSALDSASSVAILMAWGWSIVMMLFSSVGDPTYRAQPKW

31.2BGaMca1                  AGNLRVLQDAGKQISHGKLGVAVFHTALLACSIATG--------------

2.20BFiCac3                  IVSTKNKNLMLSMIKEIVNPWFIFLIFCSCAFFYIG--------------

10.1EFuSce3                  GDLTHLKRLYGENSFDIPIPTFMELFKEHAVAPLFVFQVFCVALWLLD--

21.1EBaTps13                 HITIPVPTLSSAFAQRVSSPLVALQLLGRLLSILEDESIGKSLANLARLG

22.1EApCpa2                  TDFLKVRDQVIESFGNHDKDKILEFVGTNSLGSYPLSLWKLIFSEFTSVL

Tro5                         AIVLSWVRLWGQPPSS---VAPVYVDPEPERWGDRAPDELFREFATSPHG

24.2BChTro1                  AIVLSWVRLWGQPPSS---VAPVYVDPEPERWGDRAPDELFREFATSPHG

24.3BDeHoc1                  LAMGNAVRLAAAIDIP-EHDPHAAAAAAALPWHNMDIAEVLSAVRTSDDG

24.4BGaHch1                  CAMLNSYRLARNVS-----ELPLSLRHDSTPWHAMDAEAVLERLQQRE--

24.1BAcMbo1                  NAAAATALVSGMWSAAKVLRMPDPTPQPLTAWHALDPEIVYSRLAGGSRP

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            ----------LCGQVA----------------------------------

PM-2.25EMeHsa1               ----------LCGEVS----------------------------------

PM-2.15EMeCel1               LVNATTAAILANGTFM----------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  VG------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  KN------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  IAIDPTKFVSG---------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  N-------------------------------------------------

Tro5                         LSASEALRRL--------------AIEPSDSQLSPWVQAALEQLSSPLVA

24.2BChTro1                  LSASEALRRL--------------AIEPSDSQLSPWVQAALEQLSSPLVA

24.3BDeHoc1                  LSESVALQRR-------------PPPALEPSKVSHWLHMFGEELATPMVP

24.4BGaHch1                  -PLPVALEQS-------------AAPQP-------LWRLWLEEMTTPLVP

24.1BAcMbo1                  LAVEPGIPAWRRILDDLSYEPVMAPLRGPARTLAQLAVATRHELADPLTP

Dra3                         -----------------------------------------------YEL

7.1BGaEco3                   -----------------------------------------------FSA

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         ------------------------------------------AHVGHTYY

Tth2                         ------------------------------------------EAR-HLYF

Dra1                         ------------------------------------------GSR-HVYF

Au2-5.20BGaSen5              ------------------------------------------GTV-NVYY

Cu1.Ag.eff-5.5BGaEco2        ------------------------------------------EAR-HLYY

Det1                         ------------------------------------------LLEKHLYF

Dsp1                         ------------------------------------------LLEKHLYF

5.18BFiBsu1                  -------------------------------------------HTDGLYY

Cu2.Fe3.Pb2-5.19BFiSau2      -------------------------------------------TQPHLYF

Cu2upt-5.1BFiEhi1            -------------------------------------------HSHDLYF

5.23BSpLin1                  ------------------------------------------HKTANLYY

5.15BFiEfa2                  ------------------------------------------NFSDLLYY

Cte3                         ------------------------------------------RVPNYTYF

Cch1                         ------------------------------------------HASEATYF

Plu1                         ------------------------------------------QVDPHTYF

Ag.eff-5.4BGaSen1            ------------------------------------------DGLVAIYF

Cu1.Ag.eff-5.3EMeHsa23       -------------------------------------------RSPVTFF

Cu1.eff-5.6EMeHsa16          -------------------------------------------VNPITFF

Tma1                         ---------------------------------------------VMSFG

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------REYSFY

Cu2.GA-5.17EFuSce13          ------------------------------------------GKLPRIVF

Cu1.GA-5.8EFuCal2            ------------------------------------------GPPP-VLF

5.24ACrSso1                  -----------------------------------------------TFY

5.25ACrPae1                  -----------------------------------------------TFF

5.28ACrApe2                  -----------------------------------------------LYY

5.26AEuTvo1                  -----------------------------------------------VYF

27.2BSpLbi1                  ---------------------------------------------GEVYF

27.3BEpNsp1                  ---------------------------------------------GEVYF

Cch2                         ---------------------------------------------GEVFF

27.1BBeNme1                  ---------------------------------------------QGMYF

Aae3                         ------------------------------------------------FF

Cu1.Ag-5.21BAqAae2           ------------------------------------------------FF

Aae2                         ---------------------------------------------GKEFF

Cu2-5.22BAqAae1              ---------------------------------------------GKEFF

Cu1.Ag.eff-5.10AEuAfu1       ---------------------------------------------GKFFF

Tth4                         ---------------------------------------------GKPFY

5.16BFiEfa1                  ---------------------------------------------VMDFF

Cu1.Ag.eff-5.2BFiEhi2        ---------------------------------------------VMDFF

5.27AKoKcr1                  ---------------------------------------------SKAFY

Cu1.Chl-5.11EViAth34         ---------------------------------------------KT-FF

Cu1.Chl-5.12EViAth1          ---------------------------------------------DASFF

Aae1                         -------------------------------------------------K

2.24BAqAae1                  -------------------------------------------------K

2.23AEuMva3                  -------------------------------------------------T

Plu3                         -----------------------------------------------GEG

Tth1                         -----------------------------------------------GVP

Tro6                         -----------------------------------------------GEW

Cch3                         -----------------------------------------------GKI

Plu2                         -----------------------------------------------GHM

2.4BCySsp6                   -----------------------------------------------GSW

GA-2.19EViAth27              ---------------------------------------------GLTAF

ER-2.7EMeHsa25               ---------------------------------------------TITAF

Ca.Mn.GA-2.13EViAth13        ---------------------------------------------GITAF

2.8EApPfa2                   ---------------------------------------------EICDF

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            ------------------------------------------------QF

Ca.Mn.GA-2.9EMeHsa2          ------------------------------------------------EY

Ca.Mn.GA-2.16EMeCel2         ------------------------------------------------QY

GAeff-2.3EFuSce2             ------------------------------------------------NI

2.6EFuNcr3                   ------------------------------------------------NV

9.1EFuSce8                   -------------------------------------------------W

9.4EFuZro1                   -------------------------------------------------W

9.3EFuDoc1                   -------------------------------------------------W

9.5EFuUma1                   -------------------------------------------------W

9.2EFuSpo3                   -------------------------------------------------W

9.6EFuUma2                   -------------------------------------------------W

Tro7                         ------------------------------------------------MT

1.5BSpLbi2                   -----------------------------------------------DMP

Na.K-1.1EMeHsa13             ---------------------------------------------QNDNL

N.K-1.6EMeSac1               ---------------------------------------------ANDNL

H.K.NoGas1.4EMeRno1          ---------------------------------------------SLDNV

H.K.Gas-1.2EMeHsa24          ---------------------------------------------TDDNL

Na-1.3ERaHak1                -----------------------------------------------DNM

Cte1                         -------------------------------------------------M

4.1BGaSen1                   -------------------------------------------------L

Tro4                         --------------------------------------------------

4.2BSpLin3                   -------------------------------------------------S

30.3BSpLbi4                  -------------------------------------------------R

30.4BCyAva17                 -------------------------------------------------V

30.2BBaFjo5                  -------------------------------------------------Y

PMeff-2.1EMeHsa11            ------------------------------------TTPEDENEAQ-AGW

PM-2.25EMeHsa1               ------------------------------------VG-EEEGEGE-TGW

PM-2.15EMeCel1               ------------------------------------STTEAPSEGHGTAW

Vac-2.17EnoDdi23             -----------------------------------------------TGW

PM-2.10EViAth45              ------------------------------------------------GW

PM-2.14EViAth40              ------------------------------------------------GW

Chl-2.11EViAth32             ------------------------------------------------GA

PM-2.12EViAth11              ------------------------------------------------GS

Vac-2.2EFuSce6               -------------------------------------YDPEGNKIKQVDW

Vac-2.18EApTgo1              -----------------------------------------------VEI

Cte2                         -------------------------------------------------W

3.4AEuMja1                   -------------------------------------------------W

3.7EViAth21                  -------------------------------------------------W

3.1EFuNcr1                   -------------------------------------------------W

3.6EFuSce5                   -------------------------------------------------W

3.2ETrLma9                   -------------------------------------------------W

3.5ETrTbr5                   -------------------------------------------------F

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              ------------------------------------------------FL

Cd2-5.14EFuSce9              ---------------------------------------------TEQFF

Cu1-5.9EFuCal1               --------------------------------------------LHTTYF

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  -------------------------------------------------Y

Mn.Cd-3.3BFiLpl1             ------------------------------------------------KE

30.1BDeBba3                  ------------------------------------------------EV

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  ---------------------------------------------GLSAW

2.22BFiSth8                  ----------------------------------------------EANW

29.1BDeBba2                  -----------------------------------------------IYF

29.2BBaFjo4                  ----------------------------------------------PGFF

28.1BGaLpn4                  -----------------------------------------------MMF

11.1EFuEcu1                  ---------------------------------------------AVDYH

17.1EFuSpo12                 ------------------------------------------------FV

18.1EApCpa6                  -----------------------------------------------SYV

19.1EOlTth19                 -------------------------------------------VCIWAYD

20.1EOlTth57                 ------------------------------------------------LE

26.1BAcCdi2                  ----------------------------------------------ALFF

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  ------------------------------------------------KF

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 ---------------------------------------------IQHVS

22.1EApCpa2                  --------------------------------------------IIRIMT

Tro5                         IMAAGAALSLAVNAPLDVLIIVGTIAVNTLLGTWQDVRVARATSELARLT

24.2BChTro1                  IMAAGAALSLAVNAPLDVLIIVGTIAVNTLLGTWQDVRVARATSELARLT

24.3BDeHoc1                  ILAAGAGLSILAGAFTDAALVAAALGINGVFGGAQRYHVEKALREFSRNE

24.4BGaHch1                  ILLTGAGLAIFTGAVGDALLIGTVVGLNGLIGGLQRRKTEQQLQQLGMSA

24.1BAcMbo1                  ILAVGAAASAIVGSNIDALLVAGVMTVNAITGGVQRLRAEAAAAELFAEQ

Dra3                         AITLLLLLTVLFANFAEGMAEARGKAQAASLRSAREDVKARRLVN-----

7.1BGaEco3                   AISGWLWITVLFANFAEALAEGRSKAQANSLKGVKKTAFARKLREP----

Dra2                         -EGAVVVFLFAVGELLEGVAAGRARAGIATLAALAPKTALLVEP-GGVRE

6.14BAlSme6                  -EAAMVVFLFLIGELLEGVAAGKARASIQALTALVPKSALLEEN-GRTVE

6.2BGaEco4                   -EAAMVLLLFLIGERLEGWAASRARQGVSALMALKPETATRLRK-GEREE

Tth3                         -EAAVVVFLFLLGEVLEAYSVAQARRSLYALSELLPRRAYRLKE-GGVEE

6.1BFiSau1                   -EASIVVILFAISEALERFSMDRSRQSIRSLMDIAPKEALVRRN-GQEII

6.8BFiLmo1                   -EGSIVVILFAVSEALERYSMDKARQSIRSLMDIAPKEALVRRS-GTDRM

6.12BGaPpu1                  -EAAMVMVLFTVAELIEARSLDRARNAIGGLMQLTPDMATVQQADGQWRE

6.4BBeRme1                   -EAAMVMVLFALAEVIEAKSLDRARNAIRGLMDLAPDTALIQQADGSWAE

6.13BCyNsp1                  -EGGLVVFLFSLGTTLQVFTFGRTRNAIRSLMDLTPPTATVKRG-NQEFT

Tro2                         -EGGILLFLFSLGNALEHYALGRTHRAVRALMELRPETALVVRD-GAEYL

6.11BGaPpu4                  -EGALLLFLFSLGHSLESYAMGRAKKAIEALSKLAPATAIVRRA-NGTVE

6.9BFiBsu2                   -EGAILIFIFSLSGALETYTMNKSSRDLTSLMQLEPEEATLMVN-GETKR

Dra4                         -DGAILLFLFSLSNTLQDWAMGRTKRAIEALMDLNPEGATVRRN-GVEKW

6.10BFiBsu3                  -EGVAVMLFYQIGELFQGAAVSRSRKSISALMDIRPDYANLKTK-NGIEQ

6.5BCyObr1                   -EAVGVMLFFKIGELFQEFAVGRSRQSIKSLLEIRPDSANLKEN-GDIKK

6.3BEpHpy1                   -ESVSIMVFYSAGEFLQKLAVSRSKKSLKALVDVAPNLAYLKKG-DELVS

Cab1                         -EGSLLLVLFAISEALGQMVSGKAKGTLASLKHLAPTIAWVVQEDG----

Chl1                         -EGSLLLVLFAISEALGQMVSGKAKSTLASLKHLAPTIAWIVGTDG----

Cpn1                         -EGALLLVLFAISEALGQMVSGKAKSTLVSLKQLAPTTGWLVLEDG----

Cmu1                         -EGALLLVLFAISESLGSMVSGKAKSTLASLKHLAPTVAWVVQQDG----

6.6EViAth26                  -EGGLLLAMFNLAHIAEEFFTSRSMVDVKELKESNPDSALLIEVHNGNVP

25.1BAcSco3                  -AGVLIALMLATGRTLEGAAQRRASHDLHALLAHAPRSARRRTGDG----

25.2BAlSme3                  -TGTIVALMYTGGEALEDFAQRRARRELTALLNRVPRTAVRYADGQ----

25.3BFiEfa3                  -ASLMILIMLTGGDSLEDYAAGKANQELKSLLDNSPQKAHRLNGEN----

Tro3                         -AAAIVVLFMRLGSALEEVTGRQAGRALRELAALAPQLARVERDGSE---

32.8BCyTel1                  -APSFMLGLIEGGEVIRDLTARRSERANLDLLDCLGKTAFVER-------

32.6AEuMsm6                  -PASSMMFLLSISDLLEDYTLQKTKNTLKESLTLNIDTVWVVN-------

32.7BVeAmu1                  -TANSIMFLLSISDLLENYTRKKTRAALAASLSINIDRVWRVE-------

32.3BBaBca1                  -TAGAVMFLLELGELLEEWTRKKSVEDLARCMSLNVDRVWLRT-------

32.5BSpTde3                  -TAGTIAMMLEMGEILEDYTRRKSYENLTRSFLNTKETVHVLK-------

32.1BBeAar4                  -AANTTTFMLALGEYLEISIARRSDDLLKHLLRPASDEIWIER-------

32.2BAcMtu1                  -VALTVLWLLNIGEYLQDLTLRRTRRAISELLRGNQDTAWVRLTDPSAGS

6.17AEuMac1                  -AAAVVAVLLLLGGMLEELVSARAGKALESLAKLLPDRVTVRR-------

Tro1                         DVAAVVIAAILLGRYLEARARGQTTSAVRRLLGLQPKTARVR-RGGR---

Tth2                         EAGAVILTLILLGKHLEEGAKGKASEAIRKLLALRPKTARVV-QDGE---

Dra1                         EASAVVITLILLGKYFEALAKGRSSEAMRTLLQLQPQSARVQ-RGTE---

Au2-5.20BGaSen5              EAAAVIVALILLGRFLEARAKGRTSEAIKRLVGLQARVAHVL-REGR---

Cu1.Ag.eff-5.5BGaEco2        EASAMIIGLINLGHMLEARARQRSSKALEKLLDLTPPTARLV-TDEG---

Det1                         DTSAMIIALILTGRFLEARAKGRTSDAIRRLVGLQPSTASII-RDGK---

Dsp1                         DTSAMIIALILTGRFLESRARGRTSDAIRRLIGLQPNTASVI-KDGK---

5.18BFiBsu1                  ETSAILLTLILLGKLFETKAKGRSSDAIKKLMKLQAKTATVV-RDGQ---

Cu2.Fe3.Pb2-5.19BFiSau2      ETSAVLLTLILFGKYLEARAKSQTTNALGELLSLQAKEARIL-KDGN---

Cu2upt-5.1BFiEhi1            ESSSMIITLILLGKYLEHTAKSKTGDAIKQMMSLQTKTAQVL-RDGK---

5.23BSpLin1                  ETSSVLITLILFGKLLEHIVKGKSSKAIQSLVNLQPKKANVI-REKE---

5.15BFiEfa2                  EVTGVILTLHTLGLFLEERSKGQMSSAIEKLVNLVPKTARVI-RNGV---

Cte3                         DTTIVVIGFVLLGKYLEARSKLKTGEAIEKLIGLQAKSAIVR-RGGA---

Cch1                         DVTIVVIGFVLLGKYLEARSKMKTGEALEALITLQAKSALVE-RDGI---

Plu1                         DTAVIIIGFVLSGKYLEARAKQKTGEAIEKLIGLQAKSAIIV-RDGT---

Ag.eff-5.4BGaSen1            EAAAVITVLVLLGQVLELRAREQTSGAITALLNLAPKTARRLDQDGH---

Cu1.Ag.eff-5.3EMeHsa23       DTPPMLFVFIALGRWLEHLAKSKTSEALAKLMSLQATEATVVTLGEDNLI

Cu1.eff-5.6EMeHsa16          DTPPMLFVFIALGRWLEHIAKGKTSEALAKLISLQATEATIVTLDSDNIL

Tma1                         AIGAMIVAFHITGRFIESYLRDRASKEIKALLKLQAKEARVITDEG----

Cu1.Ag.eff-5.7AEuAfu2        ETSVLLLAFLLLGRTLEARAKSRTGEAIKKLVGLQAKTAVVIRDGK----

Cu2.GA-5.17EFuSce13          DTSIMIISYISIGKYLETLAKSQTSTALSKLIQLTPSVCSIISDVE----

Cu1.GA-5.8EFuCal2            DTLVMLISFVSFGKLLENKAKGATSTALSSLLSLTPSTCTIINDIPGYQK

5.24ACrSso1                  ADASLLITFILVGKTLEAYIKAKMSAEIR----IEPYKATLKDGR-----

5.25ACrPae1                  EVSAVIITFILAGRYIEILMKLRTGDAVRKLAQLQPPKARVKRGDEW---

5.28ACrApe2                  EGIGLIIGFVLIGRYIESKVKKGTGKAVENLAKLKPQKARVLRGRRE---

5.26AEuTvo1                  DSSDFIVSLILTGSYIENISKKRASSAGDKLLQMMPKIVHIVSGASI---

27.2BSpLbi1                  DSVAMIYFFILVGKYFEEKARVFASDKLESILCKLPETSNRITET-----

27.3BEpNsp1                  DSVTMIITFVLVGKYLEVLSKKQAVDTIDSLLGSVPTEVVVVQNN-----

Cch2                         DTSAMIITSILLGRFLEAGSRLKANNAIAELAELQPHEALRVSNN-----

27.1BBeNme1                  ESIAMLLFFLLGGRFMEHIARRKAGDAAERLVKLIPAFCHHMPDYPDT--

Aae3                         ETNVFLITFVRLGKFIEEKAKERAVKGLKELVNLSFRKVKVLEGEKE---

Cu1.Ag-5.21BAqAae2           ETNVFLITFVRLGKFIEEKAKERAVKGLKELVNLSFRKVKVLEGEKE---

Aae2                         WELTTLIVVMLWGHYVEMKSVLGAGRALEELVKLIPSKAHLVT-------

Cu2-5.22BAqAae1              WELTTLIVVMLWGHYVEMKSVLGAGRALEELVKLIPSKAHLVT-------

Cu1.Ag.eff-5.10AEuAfu1       WELATLIDIMLLGHYIEMRSVLGASRALEELVKIMPSEAHLLK-------

Tth4                         WELATLIDVMLLGHWLEMASVQAASRALEELSKLMPTTAHRIL-------

5.16BFiEfa1                  FEFATLILIMLLGHWIEMKALGEAGDAQKALAELVPKDAHVVLE------

Cu1.Ag.eff-5.2BFiEhi2        WELATLIVIMLLGHWIEMNAVSNASDALQKLAELLPESVKRLKK------

5.27AKoKcr1                  LELALLIDIMLIGHFIEAKVISAATSSMDLLVRLLPYGAHLIS-------

Cu1.Chl-5.11EViAth34         EEPVMLIAFVLLGRNLEQRAKIKATSDMTGLLSVLPSKARLLLDGDLQNS

Cu1.Chl-5.12EViAth1          DEPVMLLGFVLLGRSLEERAKLQASTDMNEPLSLISTQSRLVITSSDNNT

Aae1                         EDSLIILAIIFVNSLLGFFQEFRAITSLKALKKLT--EVKTKVYRDG---

2.24BAqAae1                  EDSLIILAIIFVNSLLGFFQEFRAITSLKALKKLT--EVKTKVYRDG---

2.23AEuMva3                  NDFLIIIGIVIINSLLGFWQESKAESSLKALKKLT--EQRAFVFRNG---

Plu3                         LEAATIAIIVLFAVVLGFVQEYRAEQAVAALRKMA--APMARVRRGG---

Tth1                         LESLVILAILLLNALLGAFQEKRSEEALKRLKALA--EPSVWVLRDG---

Tro6                         IDTGAIFAVLLINAALGTYHELRAEQAIRSLMLYL--SPRARVIRDG---

Cch3                         TDGMVVFAVVVINSIIGFIQEFKAGKAIEALSSMV--PENATVIRDG---

Plu2                         VDALVIFGVVVLNAIFGFVQEGKAEKAMDALKQML--SLQALVRRNG---

2.4BCySsp6                   TNAWVIWGVTLVNAIIGYIQEAKAEGAIASLAKAV--TTEATVLRDG---

GA-2.19EViAth27              LEPFVILLILAANAAVGVITETNAEKALEELRAYQ--ANIATVLRNG---

ER-2.7EMeHsa25               VEPFVILLILVANAIVGVWQERNAENAIEALKEYE--PEMGKVYRQDR--

Ca.Mn.GA-2.13EViAth13        VEPLVIFLILIVNAIVGIWQETNAEKALEALKEIQ--SQQATVMRDG---

2.8EApPfa2                   IEPLVIVLILILNAAVGVWQECNAEKSLEALKELQ--PTKAKVLRDG---

2.21BThPmo1                  -DAIIIAVVILINAVVGLIQEYRAEQALEALKKLS--TPKSIVKRDG---

GAeff-2.5EMeHsa12            DDAVSITVAILIVVTVAFVQEYRSEKSLEELSKLV--PPECHCVR-----

Ca.Mn.GA-2.9EMeHsa2          EDAVSIATAVLVVVTVAFIQEYRSEKSLEELTKMV--PPECNCLR-----

Ca.Mn.GA-2.16EMeCel2         DDAISITVAVVIVVTVGFVQEYRSEKTLEQLTKLV--PPTCHVLR-----

GAeff-2.3EFuSce2             DDAVSITLAIFIVVTVGFVQEYRSEKSLEALNKLV--PAECHLMR-----

2.6EFuNcr3                   DDAVSISVAVTIVVSVGFIQEYRSEKSIEALNHLV--PNHAHLVRKHTGA

9.1EFuSce8                   ITGGVISFVIAVNVLIGLVQEYKATKTMNSLKNLS--SPNAHVIRNG---

9.4EFuZro1                   ITGGVIAFVVGVNVSIGVFQEFKASKTMNSLKSLT--SPTATVIREG---

9.3EFuDoc1                   ISGGVIGFVVLINISVGFVQEYKAEKTMGSLRSLS--SPTARVTRNG---

9.5EFuUma1                   IEGGVLAGVVAINIIVGFFQELSAEKTMNALRNLA--SPTARVIRNG---

9.2EFuSpo3                   IEGGVISAIIVLNITVGFIQEYKAEKTMDSLRTLA--SPMAHVTRSS---

9.6EFuUma2                   VEGGVVTAVIVTNVLIGFIQEYKAERTMASLRTLS--SPNANVLRSS---

Tro7                         ELALAIVAVILLNGIFAFLQEYRAERAAARLRSLL--PLRVTVRRDG---

1.5BSpLbi2                   ELGLAIFIVVLINGIFSFFQESKSDHAVEALRKLL--ANECPVIRGG---

Na.K-1.1EMeHsa13             YLGVVLSAVVIITGCFSYYQEAKSSKIMESFKNMV--PQQALVIRNG---

N.K-1.6EMeSac1               YLGVVLSTVVIVTGCFSYYQEAKSSRIMDSFKNMV--PQQALVIRDG---

H.K.NoGas1.4EMeRno1          YLGAILVLVVILTGIFAYYQEAKSTNIMASFSKMI--PQQALVIRDA---

H.K.Gas-1.2EMeHsa24          YLAIALIAVVVVTGCFGYYQEFKSTNIIASFKNLV--PQQATVIRDG---

Na-1.3ERaHak1                YLGIVLFAVVFVTGCFSFFQNSKSENLMKSFEKLL--PPSINAKRNG---

Cte1                         TSSAIVGMMILLSVGTSYVLERRSGNAVEALGKRV--QSRAHVIR-----

4.1BGaSen1                   FAAGVIALMVGISTLLNFVQEARSTKAADALKAMV--SNTATVLRVINE-

Tro4                         --------------------------------------------------

4.2BSpLin3                   VDATIILGIVFLSGLLGFWQEKGAINAVRKLLAMV--QIRVSVMR-----

30.3BSpLbi4                  GEALLLLCSVVGIIGITFYQEKKTETAISALRSLA--SPRTNVIRDG---

30.4BCyAva17                 QEALILLGFVFFIVGINLYQEQKTEKSLEALRDLS--SPRALVIRDG---

30.2BBaFjo5                  GEALFMFLAIIAVSAISFYQDNRSKKALAELEKLN--EPLSTVIRNS---

PMeff-2.1EMeHsa11            IEGAAILFSVIIVVLVTAFNDWSKEKQFRGLQCRIEQEQKFSIIRNG---

PM-2.25EMeHsa1               IEGAAILLSVVCVVLVTAFNDWSKEKQFRGLQSRIEQEQKFTVIRGG---

PM-2.15EMeCel1               IEGVAILLCVIVVVLVTAVNDYSKERQFRSLQEKIETGQKFSVIRNG---

Vac-2.17EnoDdi23             IDGVAILVAVILVVGITSLNDFKNQARFRELNDKS-NDKEVKGIRGG---

PM-2.10EViAth45              YDGGSIAFAVILVIVVTAVSDYKQSLQFQNLNDEK-RNIHLEVLRGG---

PM-2.14EViAth40              LDGGSIAFAVLLVIVVTAVSDYRQSLQFQNLNDEK-RNIQLEVMRGG---

Chl-2.11EViAth32             HDGLGIVASILLVVFVTATSDYRQSLQFKDLDAEK-KKIVVQVTRDK---

PM-2.12EViAth11              HDGLGIAASILLVVFVTATSDYRQSLQFRDLDKEK-KKITVQVTRNG---

Vac-2.2EFuSce6               IEGVAIMIAVFVVVLVSAANDYQKELQFAKLNKKK-ENRKIIVIRND---

Vac-2.18EApTgo1              LEGIAIWVAVLVVVVVTAGNDWMKEQQFAKLSVVK-DDKKCTVVRSG---

Cte2                         EDFSIIFVMLLVNAGLDFMQEHRALNALKTLKQRL--SKEVTVRRNG---

3.4AEuMja1                   VDFVIILILLLVNGVVGFWEEYKAENVIEFLKQKM--ALNARVLRDG---

3.7EViAth21                  QDFVGIICLLVINSTISFIEENNAGNAAAALMAGL--APKTKVLRDG---

3.1EFuNcr1                   VDFGVICGLLLLNAVVGFVQEFQAGSIVDELKKTL--ALKAVVLRDG---

3.6EFuSce5                   VDFGVICGLLMLNAGVGFVQEFQAGSIVDELKKTL--ANTAVVIRDG---

3.2ETrLma9                   PDGAILLAIQIANATIGWYETIKAGDAVAALKNSL--KPIATVYRDS---

3.5ETrTbr5                   ADGAVLLGIQLANALIGWYETIKAGDAVAALKNSL--KPIATAYRDG---

23.1BAcSco4                  -QDSLFGFVILANTGIGIIQEWRAKKTLDSLALIG--EVRPTVRRDG---

23.2BFiEfa2                  -KNMTFLPVVIINTVIGIYQEIKSKKVLDSLNILN--ATKVTVVRDG---

8.1EMeBta1                   -RYTTLVPLLFILAVAAIKEIIEDIKRHKADNAVN--KKQTQVLRNG---

8.8EMeMmu1                   -RYTTLVPLVIILTIAGIKEIIEDFKRHKADNAVN--KKKTIVLRNG---

8.2EFuSce10                  -RYTTIGTLLVVLIVSAMKECIEDIKRANSDKELN--NSTAEIFSEAHD-

8.6EViAth15                  -PITNVAPLSMVLLVSLIKEAFEDWKRFQNDMSIN--NSTVEILQDQ---

8.4EFuSce14                  -PGLSAVPLVVIVIITAIKDAIEDSRRTVLDLEVN--NTKTHILEGVENE

8.5EFuSce4                   -PGFASVPLIVIVIITAIKDGIEDSRRTVLDLEVN--NTRTHILSGVKNE

8.7EViAth19                  -RGASIMPLAFVLLVSAIKDAYEDFRRHRSDRVEN--NRLALVFE-----

15.1EnoDdi18                 VYAGAILFIALVTAIFTLRETRNNLLRLNEIATYR---CDVTVLRDG---

16.1EOlTth26                 YYASVIFFTSLLSAVVSLLETKNNYKKLKQMSFFE---TPVFVFREAAEY

14.1EFuSce15                 YYAACIFLISVLSIFDSLNEQKKVSRNLAEMSHFH---CDVRVLRDK---

13.1EMeHsa8                  WYALCIFLISSISICLSLYKTRKQSQTLRDMVKLS---MRVCVCRPGG--

32.4BFuFnu1                  -AALTIMFLEEVSELLTVYTMEKTRGAIKDMLSVGENYVWKEISEDN---

Cu1-5.13ACrSso2              FISSLLTSLHLSAGWMGAILNNKVEKALHKVIELRPPYAHLINGED----

Cd2-5.14EFuSce9              ETSSLLVTLIMVGRFVSELARHRAVKSISVRSLQASSAILVDKTGKET--

Cu1-5.9EFuCal1               DSVVFLSFFLLIGKLLQSYSKSKTADAISELSKLKQTEATLIEDNKD---

6.16BGaPae5                  --AALLPIIMIFGHVLEERSVIGSQEAIAALGELTRSHARRIEADGS---

6.7EViAth1                   -EAAVVVFLFTIAEWLQSRASYKASAVMQSLMSLAPQKAVIAETG-----

8.3ETrLdo1                   PLSPATSIAPLSFVLIVALIKEGVEDIKRHQADNRANSILVQVLRNG---

23.3BCyTer4                  GDAFLVIIVILGGVIVSVCQEIWAKQKLDQIALLARPLATVIRETKQ---

Mn.Cd-3.3BFiLpl1             IQAGFIALMLVFAAVNGAIQSRRAALVLQELAHQLTPTSSVRRAG-----

30.1BDeBba3                  ADGITLFVAVLPLLFMDAFLHWRTQASTAALRGDLSSSVKVYRNAVE---

31.1BGaMca11                 --GAVLAWCLSFGRLLVKKTEDNSKKMLLNAFGKQPRHVWLVKDG-----

12.1ERhCme8                  LQPASAAEASAVGSALDASVEHSYTTAAATTAAATAPAAAGADADVNVRQ

2.22BFiSth8                  YEAISLIFAILMSTGFSAVSQYRNEQKFNILQEEASKTNAKVYRDGK---

29.1BDeBba2                  DSTASFMFFILSARYLLKRVQQNYLSPSRMKSFFQMEKYERISGDTS---

29.2BBaFjo4                  DSLASLVFFMLLGKMFQIKTYSFLSFERDFKSYFPIAVTRINSDASE---

28.1BGaLpn4                  EAAPLVLGFWHLGEGIEHTLVGKINKKLDVRDCVPPLVLLKGNPDKE---

11.1EFuEcu1                  NYAFVMGMLMLYSFVFTNWEEISHSIGMKKLVKRRTVKILRGG-------

17.1EFuSpo12                 FYSCCIVFISSYSIFLSVKESKESENRIHSIIGAPQPVTVIRNQVKQ---

18.1EApCpa6                  EYAIFIILITIVSLINSIYETRCSHIKMNEISKLEYKVSIISRNPTSREP

19.1EOlTth19                 DYYAFCIAITLILSISTASNICQIRSNLASFTKIAFYETEIMIKRDK---

20.1EOlTth57                 GYLQFAILMISVSVFITLINYYLLKASLNKLKKFAKIDLNVQVIRNG---

26.1BAcCdi2                  DVACGMTVILLAGRILVRRARSDLLEDLKRYRPNPSSTVTVVGKNRKTG-

31.2BGaMca1                  QVLAYALTEWSLRYWQQNWRKHLTRETRALLEDNLPIPAQTVLLSPEG--

2.20BFiCac3                  NYFFVVLLLDIFALIISILPYYRSYKTIKNIEKIN--LSKVSVLRNG---

10.1EFuSce3                  EFWYYSLFNLFMIISMEAAAVFQRLTALKEFRTMGIKPYTINVFRNK---

21.1EBaTps13                 DAKRSIESAITLAKEVKDNEDIDDTEEKSRIWAVRPKDCNTTTKGHKSKN

22.1EApCpa2                  LLDALFYSFIVWPLCWSIITFYTISWSIIKSRRNYIETEKVLTQHDWDIY

Tro5                         ETTAR---------------------------------------------

24.2BChTro1                  ETTAR---------------------------------------------

24.3BDeHoc1                  QRRVR---------------------------------------------

24.4BGaHch1                  AQLYT---------------------------------------------

24.1BAcMbo1                  DQLVRRVVVPAVATTRRRLEA-----------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  NI------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       I-------------------------------------------------

Cu1.eff-5.6EMeHsa16          L-------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          ---------RNE--------------------------------------

Cu1.GA-5.8EFuCal2            FIEDQQSLEKSEKSNSLSM-------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          PVDSVLSS------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   KPVDGDDSSDIGDVAGSVTPPED---------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  NVSTDNISLWRRFKKANSRLLFKFIQYCKEHLTEEGKKKRMQRKRHELRV

8.5EFuSce4                   NVAVDNVSLWRRFKKANTRALIKIFEYFSENLTAAGREKKLQKKREELRR

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 IEPYEGQFKIER--------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  VSRDGER-------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  RYLTG---------------------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  QKTVGTSGPRSSLDSIDSYRVSADYGRPSLDYDNLEQGAGEAN-------

8.5EFuSce4                   KRNSRSFGPRGSLDSIGSYRMSADFGRPSLDYENLNQTMSQANRYNDGEN

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         -------VRRDGDEQLIPASELVPGDIVLLRFGD--------LVPADARL

24.2BChTro1                  -------VRRDGDEQLIPASELVPGDIVLLRFGD--------LVPADARL

24.3BDeHoc1                  -------VRRAGRIVEMDTAALVVGDIIELSSGE--------VVPADCRI

24.4BGaHch1                  -------FQRGEEYLEGPAKALRPGDVLTLTAGD--------VAPADARI

24.1BAcMbo1                  -------ARHATRTATVSAKSLRVGDVIDLAAPE--------VVPADARL

Dra3                         -----------GQEELVAGTALERGDLVVVEAGE--------MIPADGEI

7.1BGaEco3                   --------KYGAAADKVPADQLRKGDIVLVEAGD--------IIPCDGEV

Dra2                         ----------------VPADTLQVGQTVQVGPGA--------RVPADGTI

6.14BAlSme6                  ----------------VPAESLAPGAIVLVRPGD--------RLPADGII

6.2BGaEco4                   ----------------VAINSLRPGDVIEVAAGG--------RLPADGKL

Tth3                         ----------------VPLKALRVGDLVRVPPGE--------RVPADGVV

6.1BFiSau1                   ----------------IHVDDIAVGDIMIVKPGE--------KIAMDGII

6.8BFiLmo1                   ----------------VHVDDIQIGDIMIIKPGQ--------KIAMDGHV

6.12BGaPpu1                  ----------------LDVREVAIGALVRVRPGE--------RIGLDGEV

6.4BBeRme1                   ----------------VDAKAVAVGSRIRVKPGE--------RIALDGQV

6.13BCyNsp1                  ----------------VPVESIQLGEILTIRPGG--------RVALDGVV

Tro2                         ----------------VPVEDLVPGDEVIVRPAE--------RIPVDGIV

6.11BGaPpu4                  ----------------MPVELLVPGDVVIVRPND--------RLPADGFV

6.9BFiBsu2                   ----------------VPVSDLQAGDMIVIKPGE--------RVAADGII

Dra4                         ----------------CQLGEIQIGDLLVIKPGE--------RVAADARV

6.10BFiBsu3                  ----------------VSSEDVQTGDIIVVNPGE--------SIPLDGKV

6.5BCyObr1                   ----------------VSPETVAVGDIILVKPGE--------KIPLDGEI

6.3BEpHpy1                   ----------------VAPEDLRVNDIVVVKVGE--------KVPVDGVV

Cab1                         ------------NLEKIPVRLVEVGHIIRVKSGE--------IVPLDGEI

Chl1                         ------------NLEKKPVSQVQVGDIIRVKSGE--------IVPLDGEI

Cpn1                         ------------NLQKVAINKIEVGNILRIKSGE--------VVPLDGEI

Cmu1                         ------------SLQKILVQNVKVGEVIRVKSGE--------VVPLDGEI

6.6EViAth26                  ---------SDLSYKSVPVHSVEVGSYVLVGTGE--------IVPVDCEV

25.1BAcSco3                  -------------VVRVPLSEITAGDALVVGPGE--------VVPVDGRV

25.2BAlSme3                  -------------LQEVSIEELNPGDRILIRRGE--------VVPVDGSV

25.3BFiEfa3                  -------------LEDVSVEEINVGDELVVKPGE--------LVPVDGLV

Tro3                         --------------LEVPAGSVAPGEIVLVRTGE--------AIPVDGTV

32.8BCyTel1                  ---------DGV-EVEVEVKDLVEGDRVVVYPGD--------QIPVDGLI

32.6AEuMsm6                  ---------EDGEEIQQPISQINKDDKIKVHMGD--------VIPVDGKV

32.7BVeAmu1                  ---------EGG-MRQVPMEQIRPGEKIRVDAGN--------VIPVDGTV

32.3BBaBca1                  ---------SEG-EVLIPISQVQPGDAVVVRAGG--------IIPVDGVL

32.5BSpTde3                  ---------DGN-ETEISANLLQAGDTVILRIGS--------VIPADGTV

32.1BBeAar4                  ---------GGQ-EVLVAAGEVAVGDTVIVADGA--------VVPVDGTV

32.2BAcMtu1                  ---------DAATEIQVPIDTVQIGDEVVVHEHV--------AIPVDGEV

6.17AEuMac1                  ----------DGHDTVISLEDVQVGDTILVKSGE--------RIAVDGTV

Tro1                         -------------EIEIPVHEVLPGDLVVVRPGE--------RIPVDGFV

Tth2                         -------------EKEVPAEALIPGDVVRVLPGE--------RIPADGVV

Dra1                         -------------VVEVPVDGVRVGDTVLVRSGE--------RLPVDGEV

Au2-5.20BGaSen5              -------------IVDIPVDEVVLGDCVEVRPGE--------RIPVDGEV

Cu1.Ag.eff-5.5BGaEco2        -------------EKSVPLAEVQPGMLLRLTTGD--------RVPVDGEI

Det1                         -------------EILVGISEVVAGDKIVIRPGE--------RLPVDGLI

Dsp1                         -------------EILVSISQVMAGDKIVIRPGE--------RLPVDGLI

5.18BFiBsu1                  -------------EQIIPIDEVLVNDIVYVKPGE--------RIPVDGEV

Cu2.Fe3.Pb2-5.19BFiSau2      -------------EVMIPLNEVHVGDTLIVKPGE--------KIPVDGKI

Cu2upt-5.1BFiEhi1            -------------EETIAIDEVMIDDILVIRPGE--------QVPTDGRI

5.23BSpLin1                  -------------IQEIPLLAVRSGDLILVKPGE--------SIPVDGII

5.15BFiEfa2                  -------------EQEITVDEVALGDVIRVRPGE--------SMPVDGVV

Cte3                         -------------EVEVPLEQVQKGDLIVVRPGT--------KVPVDGTI

Cch1                         -------------TVEIPIGQVRRGDTIMVRPGE--------KIPVDGII

Plu1                         -------------EMTVPVSEVRRGNLLRVKPGA--------VIPVDGII

Ag.eff-5.4BGaSen1            -------------ETDINAEDVLPGDKLRIRPGE--------SIPVDGIV

Cu1.Ag.eff-5.3EMeHsa23       ------------REEQVPMELVQRGDIVKVVPGG--------KFPVDGKV

Cu1.eff-5.6EMeHsa16          ------------SEEQVDVELVQRGDIIKVVPGG--------KFPVDGRV

Tma1                         -------------EVMMPIEAVKEGFIVLVKPGE--------RIPVDGVI

Cu1.Ag.eff-5.7AEuAfu2        -------------EIAVPVEEVAVGDIVIVRPGE--------KIPVDGVV

Cu2.GA-5.17EFuSce13          -------------TKEIPIELLQVNDIVEIKPGM--------KIPADGII

Cu1.GA-5.8EFuCal2            ---------QEFPTRVISIDLVQPNDIAIVLPGG--------KVPADGEI

5.24ACrSso1                  ---------------VVNSNELKVGDVVIVRAGE--------RIPADGII

5.25ACrPae1                  --------------VEVNASEVKPGEVVEVREGE--------RIPVDGYV

5.28ACrApe2                  --------------VEVDVSEVKPGDLVVVRQGE--------RIPVDGYV

5.26AEuTvo1                  --------------KDAEASSLKAGVTLQVRPGE--------IIAVDGTI

27.2BSpLbi1                  -----------GDQ-TIPSSEIKLGDKIQVAPGK--------RIPVDAIL

27.3BEpNsp1                  -----------EKS-LVPVENVEVGDTIEIKAGD--------KVVIDGVI

Cch2                         -----------GETNRVAVATIQSGEVIEILAGN--------RIPLDGKV

27.1BBeNme1                  -----------QETCEAAVVKLKAGDIVLVKPGE--------TIPVDGTV

Aae3                         --------------VEKNVREVFKGEKVVYRSGE--------QILLDGVI

Cu1.Ag-5.21BAqAae2           --------------VEKNVREVFKGEKVVYRSGE--------QILLDGVI

Aae2                         ----------QKGLIDVPVEKLKKGDLVLVRPGE--------KIPTDGTV

Cu2-5.22BAqAae1              ----------QKGLIDVPVEKLKKGDLVLVRPGE--------KIPTDGTV

Cu1.Ag.eff-5.10AEuAfu1       ----------DGEIVEVKVENLKPGDKVLVKPGE--------KIPVDGIV

Tth4                         ----------GDRIEDIPVSALKEGDLILIRPGE--------QVPADGVV

5.16BFiEfa1                  ----------DDSIETRPVSELQVGDVIRVQAGE--------NVPADGII

Cu1.Ag.eff-5.2BFiEhi2        ----------DGTEETVSLKEVHEGDRLIVRAGD--------KMPTDGTI

5.27AKoKcr1                  ----------DGSYRDVPVRELKPGDIVLVKPGE--------RVPADGVI

Cu1.Chl-5.11EViAth34         -------------TVEVPCNSLSVGDLVVILPGD--------RVPADGVV

Cu1.Chl-5.12EViAth1          ----------DSICINVSVDDIRVGDSLLVLPGE--------TFPVDGSV

Aae1                         ------------KLKVIPASELVPGDVVYIQEGD--------VVPADIRL

2.24BAqAae1                  ------------KLKVIPASELVPGDVVYIQEGD--------VVPADIRL

2.23AEuMva3                  ------------EVIEIPSSKIVPGDVLMLSEGN--------VISADLRL

Plu3                         ------------RESTLDASELVSGDIIILDAGD--------RVPADARI

Tth1                         ------------RFQRLSARGLVPGDVVRLEAGD--------RVPADGVL

Tro6                         ------------VEREIPAKSLVPGDIVLLESGI--------RVPADLRL

Cch3                         ------------NVLTIPVAELVPGDIVQVAAGD--------RIPADMRI

Plu2                         ------------RTHQLNAEELVAGDIVLLQSGD--------KVPADMRL

2.4BCySsp6                   ------------QNLRIPSQDLVIGDIVSLASGD--------KVPADLRL

GA-2.19EViAth27              ------------CFSILPATELVPGDIVEVTVGC--------KIPADLRM

ER-2.7EMeHsa25               -----------KSVQRIKAKDIVPGDIVEIAVGD--------KVPADIRL

Ca.Mn.GA-2.13EViAth13        -----------TKVSSLPAKELVPGDIVELRVGD--------KVPADMRV

2.8EApPfa2                   ------------KWEIIDSKYLYVGDIIELSVGN--------KTPADARI

2.21BThPmo1                  ------------KILEIPSEEVVPGDIVIIDAGR--------YIPCDLRL

GAeff-2.5EMeHsa12            ----------EGKLEHTLARDLVPGDTVCLSVGD--------RVPADLRL

Ca.Mn.GA-2.9EMeHsa2          ----------EGKLQHLLARELVPGDVVSLSIGD--------RIPADIRL

Ca.Mn.GA-2.16EMeCel2         ----------DGKEAMMLARELVPGDIVLLNTGD--------RIPSDLRI

GAeff-2.3EFuSce2             ----------CGQESHVLASTLVPGDLVHFRIGD--------RIPADIRI

2.6EFuNcr3                   --------VLDAKSSKVMAAQLVPGDLVLFTTGD--------RIPADVRV

9.1EFuSce8                   ------------KSETINSKDVVPGDICLVKVGD--------TIPADLRL

9.4EFuZro1                   ------------KHVSVESATVVVGDICEVRVGD--------SVPADLRL

9.3EFuDoc1                   ------------DDTTIPAEEVVPGDIVHIKVGD--------TVPADLRL

9.5EFuUma1                   ------------DGETISANEVVPGDIIELTTGD--------TVPADCRL

9.2EFuSpo3                   ------------KTDAIDSHLLVPGDVVVLKTGD--------VVPADLRL

9.6EFuUma2                   ------------SIRQVPSAELVPGDIIHFRAGD--------LVPADVRL

Tro7                         ------------HEIVIDARELVPGDIVILKAGD--------RVPADVLL

1.5BSpLbi2                   ------------NVLTVPADEIVPGDLLVLAEGD--------IVPADCRI

Na.K-1.1EMeHsa13             ------------EKMSINAEEVVVGDLVEVKGGD--------RIPADLRI

N.K-1.6EMeSac1               ------------EKSTINAEFVVAGDLVEVKGGD--------RIPADLRI

H.K.NoGas1.4EMeRno1          ------------EKKVISAEQLVVGDVVEIKGGD--------QIPADIRL

H.K.Gas-1.2EMeHsa24          ------------DKFQINADQLVVGDLVEMKGGD--------RVPADIRI

Na-1.3ERaHak1                ------------EFIKVPSEKLVKGDVIRLEGGE--------LVPCDVRI

Cte1                         --------NG--LEAEVPLSELVPGDIVQLQAGS--------VIPADLRL

4.1BGaSen1                   --------NGENAWLELPIDQLVPGDIIKLAAGD--------MIPADLRI

Tro4                         --------------------------------------------------

4.2BSpLin3                   ----------NSSIREIPSEEVVPGDILKLSAGD--------MIPADCIL

30.3BSpLbi4                  ------------KIIRIEGKDVVFDDLIILNEGD--------RIPADAKL

30.4BCyAva17                 ------------KRQRIAGREVVREDVIVLSEGD--------RVPADAVV

30.2BBaFjo5                  ------------EVVKIATHDIVIGDLCITEEGR--------IINADGRI

PMeff-2.1EMeHsa11            ------------QLIQLPVAEIVVGDIAQVKYGD--------LLPADGIL

PM-2.25EMeHsa1               ------------QVIQIPVADITVGDIAQVKYGD--------LLPADGIL

PM-2.15EMeCel1               ------------EAIDVPVSDLVVGDIARVKYGD--------LLPADGFL

Vac-2.17EnoDdi23             ------------EQCQISIFDVKVGDIISLDTGD--------IICADGVF

PM-2.10EViAth45              ------------RRVEISIYDIVVGDVIPLNIGN--------QVPADGVL

PM-2.14EViAth40              ------------RTVKISIYDVVVGDVIPLRIGD--------QVPADGVL

Chl-2.11EViAth32             ------------LRQKISIYDLLPGDVVHLGIGD--------QIPADGLF

PM-2.12EViAth11              ------------FRQKLSIYDLLPGDIVHLAIGD--------QVPADGLF

Vac-2.2EFuSce6               ------------QEILISIHHVLVGDVISLQTGD--------VVPADCVM

Vac-2.18EApTgo1              ------------HKEQISVFQLVVGDILHLEAGD--------EVPADALV

Cte2                         ------------QFVRVPVRELVPGDIVKIRIGD--------IVPADVQL

3.4AEuMja1                   ------------KWQIIPAKELVPGDVVRIRIGD--------IVPADIIL

3.7EViAth21                  ------------KWSEQEAAILVPGDIVSIKLGD--------IIPADARL

3.1EFuNcr1                   ------------TLKEIEAPEVVPGDILQVEEGT--------IIPADGRI

3.6EFuSce5                   ------------QLVEIPANEVVPGDILQLEDGT--------VIPTDGRI

3.2ETrLma9                   ------------KWQQIDAAVLVPGDLVKLASGS--------AVPADCSI

3.5ETrTbr5                   ------------TWQQIDAALLVPGDLVKLGSGS--------AVPADCTI

23.1BAcSco4                  ------------KPVGISTSEIVLDDVIEIGPGD--------KAVVDGVC

23.2BFiEfa2                  ------------QEQEISPDELVLDDVVLFKSGE--------QISGDAIV

8.1EMeBta1                   ------------AWEIVHWEKVNVGDIVIIKGKE--------YIPADTVL

8.8EMeMmu1                   ------------MWHTIMWKEVAVGDIVKVLNGQ--------YLPADMVL

8.2EFuSce10                  ------------DFVEKRWIDIRVGDIIRVKSEE--------PIPADTII

8.6EViAth15                  ------------QWVSIPWRKLQVGDIVKIKKDG--------FFPADILF

8.4EFuSce14                  IVDRSLPPRTDCKFAKNYWKGVKVGDIVRIHNND--------EIPADIIL

8.5EFuSce4                   LVDRTLQPNPECRFAKDYWKNVKVGDIVRVHNND--------EIPADMIL

8.7EViAth19                  ----------DHQFREKKWKHIRVGEVIKVQSNQ--------TLPCDMVL

15.1EnoDdi18                 ------------KLQVVSSETLVPGDIIEIQKS--L------VLPCDFCL

16.1EOlTth26                 --------DIIKVKKQISSLELVPGDIIEIPDG--Q------ILPCDVIL

14.1EFuSce15                 ------------FWTTISSSELVPGDIYEVSDPNIT------ILPCDSIL

13.1EMeHsa8                  ------------EEEWVDSSELVPGDCLVLPQEG-G------LMPCDAAL

32.4BFuFnu1                  -------------VKRVPIEEIQKDDIIVVQTGE--------KISVDGKI

Cu1-5.13ACrSso2              ----------------VPVTKLKKGDIVIVKPGE--------KIPLDGVV

Cd2-5.14EFuSce9              ---------------EINIRLLQYGDIFKVLPDS--------RIPTDGTV

Cu1-5.9EFuCal1               --------------TRVDIQLLEIGDQIRIGTGE--------SPPVDCVL

6.16BGaPae5                  -------------LSEVDNASLRPGDQVEVRAGD--------RVPADGRV

6.7EViAth1                   --------------EEVEVDELKTNTVIAVKAGE--------TIPIDGVV

8.3ETrLdo1                   ------------KLVSVHSKDIHPGDVMRIKNGE--------EVRADVVM

23.3BCyTer4                  --------------QNIDPSEIVVGDILVVHSGD--------QIVVDGQV

Mn.Cd-3.3BFiLpl1             ------------HWQLIDAKALVVGDLISLQVGS--------VIPADIRV

30.1BDeBba3                  --------------VEVDSRDLVPGDLVLLRQGD--------VVPADGVF

31.1BGaMca11                 ------------VEIEVPMDKVQKGDIVAVHTGD--------TVPVDGHI

12.1ERhCme8                  --------YRRERGARSVPRMMTAGRQHQAPAAHHL------AWDQVNHV

2.22BFiSth8                  -------------LKEILVDDVVKGDQILLQSGD--------KIPVDGII

29.1BDeBba2                  --------------AVIPWSSVNAGDVLKLKQGQ--------SLPSDATL

29.2BBaFjo4                  --------------ESVPIYDVLKGNRLLIRNQE--------LIPVDGIL

28.1BGaLpn4                  ----------------ISVKTLIPNDMIIVKKGQ--------VIPVDGVL

11.1EFuEcu1                  ------------RFVEVDSREVYPGNIIYIEPCK--------EFPCDALV

17.1EFuSpo12                 ---------------TVLADDLVIGDLLYFSNLDLK------TCPVDGIL

18.1EApCpa6                  ------------YERTINSSDLLPGDLIILKPGM--------VLPCDAII

19.1EOlTth19                 -------------IEKQTSSNILPGDLFYINDQM--------KVPCDCIL

20.1EOlTth57                 ------------VQQTIDCIDLLPGDLFLFQNNM--------LMPCDSLL

26.1BAcCdi2                  ----------EVRKEEVAIQKLNVGDDILIAPYA--------LIPADGYV

31.2BGaMca1                  ------------IESRVAPSDLRAGDRVKVSAPR--------IIPVDGVV

2.20BFiCac3                  ------------KLMNINSEDLVVGDIVIFSKGN--------TIPGDIRI

10.1EFuSce3                  ------------KWVALQTNELLPMDLVSITRTAEES-----AIPCDLIL

21.1EBaTps13                 ----------RSQWVQLSPTDLLPGDVFLIAPLETKKRAKSLIIPVDALL

22.1EApCpa2                  --PYKPHSYSNAGSSFVLSKELFPGTVIFIDKAMR--------IPADLLL

Tro5                         IETN----NFAVDESALTGESIPVQKDAAARDE-----------------

24.2BChTro1                  IETN----NFAVDESALTGESIPVQKDAAARDE-----------------

24.3BDeHoc1                  ASAE----HLEVDESSLTGESLPVTKDAKPVDTDVIAE------------

24.4BGaHch1                  LKAE----ALEMDESSLTGESLPVKKHTAPSFSPNLAE------------

24.1BAcMbo1                  LVAE----DLEVDESFLTGESLPVDKQVDPVAVNDPD-------------

Dra3                         VEG-----LASVDESAITGESAPVIREAGTDHSG----------------

7.1BGaEco3                   IEG-----GASVDESAITGESAPVIRESGGDFAS----------------

Dra2                         TAG-----QSSLDDSPVTGESVPVSKGPG---------------------

6.14BAlSme6                  VSG-----ESSVDEAPVTGESTPVLKEAG---------------------

6.2BGaEco4                   LSP-----FASFDESALTGESIPVERATG---------------------

Tth3                         VSG-----QASVEEAAFTGEPLPRPKGIG---------------------

6.1BFiSau1                   VNG-----LSAVNQAAITGESVPVSKAVD---------------------

6.8BFiLmo1                   VKG-----YSAVNQAAITGESIPVEKNID---------------------

6.12BGaPpu1                  TRG-----QSSVDQAPITGESLPVEKGVG---------------------

6.4BBeRme1                   IEG-----RSTVNQAPITGESLPVEKIEG---------------------

6.13BCyNsp1                  VSG-----NSAIDQSPITGESIPEDKDVG---------------------

Tro2                         LSG-----DSSVDQSAITGESLPVHKRPG---------------------

6.11BGaPpu4                  VVG-----SSSINQAPVTGESVPVDKQPVPDAELARSKPDA---------

6.9BFiBsu2                   ESG-----STSLDESALTGESMPVEKNTG---------------------

Dra4                         VRG-----NTSVDESPITGESRPIDKAPG---------------------

6.10BFiBsu3                  VQG-----SAMVDTSALTGESVPRKAAEG---------------------

6.5BCyObr1                   IDG-----NSQIDTSALTGESVPRTVKVG---------------------

6.3BEpHpy1                   VKG-----ESLLDERALSGESMPVNVSEN---------------------

Cab1                         VHG-----SSSINLMHLTGEKIPKSCQVG---------------------

Chl1                         IHG-----SSSINLMHLTGEKIPKSCQIG---------------------

Cpn1                         LHG-----SSSINLMHLTGEKVPKSCHPG---------------------

Cmu1                         IQG-----ASSINLMHLTGEKIPKSCNIG---------------------

6.6EViAth26                  YQG-----SATITIEHLTGEVKPLEAKAG---------------------

25.1BAcSco3                  EST-----EAVLDESVLTGEPLQVTRQRG---------------------

25.2BAlSme3                  MDG-----IAVLDESALTGEAMPIRRRSG---------------------

25.3BFiEfa3                  KTG-----TSTVDESSLTGESKPIEKNPG---------------------

Tro3                         LEG-----TALVDEAALTGEPLPRAVAAG---------------------

32.8BCyTel1                  LRG-----TGLIDQCKLTGESVPVTRTEG---------------------

32.6AEuMsm6                  VDG-----EGMVNEATMTGEPLAVHKMPG---------------------

32.7BVeAmu1                  LSG-----EAEVNQAAMTGESEAASKREG---------------------

32.3BBaBca1                  LEG-----EITVNQASLTGESIPVPKRPG---------------------

32.5BSpTde3                  VSG-----EASVNQASMTGEGLPVHKVSG---------------------

32.1BBeAar4                  LGG-----EATVNEATMTGESAAVAKGRG---------------------

32.2BAcMtu1                  VDG-----EAIVNQSAITGENLPVSVVVG---------------------

6.17AEuMac1                  LSG-----TASVNQAAITGESLPVDKQSG---------------------

Tro1                         IEG-----RSAVDESMLTGESLPVEKGPG---------------------

Tth2                         LEG-----QSHVDESMLTGEPIPKAKGPG---------------------

Dra1                         LSG-----ESYVDESMLTGESVPVHKAAG---------------------

Au2-5.20BGaSen5              TEG-----RSFVDESMITGEPIPVEKSAG---------------------

Cu1.Ag.eff-5.5BGaEco2        TQG-----EAWLDEAMLTGEPIPQQKGEG---------------------

Det1                         LEG-----YSSLDESMVTGESIPAEKKAG---------------------

Dsp1                         LEG-----YSSLDESMITGESIPSEKKTG---------------------

5.18BFiBsu1                  VEG-----RSAVDESMITGESLPVDKNPG---------------------

Cu2.Fe3.Pb2-5.19BFiSau2      IKG-----MTAIDESMLTGESIPVEKNVD---------------------

Cu2upt-5.1BFiEhi1            IAG-----TSALDESMLTGESVPVEKKEK---------------------

5.23BSpLin1                  EEG-----SSTIDESMLTGESIPVEKTIS---------------------

5.15BFiEfa2                  VEG-----RTSVDESMLTGESIPVEKESG---------------------

Cte3                         TEG-----SSSIGESMVTGEPVPVDKTVG---------------------

Cch1                         TDG-----TSAVDEAMVTGESLPVDKKAG---------------------

Plu1                         AKG-----TATIDESMVTGEPVPVDKAPG---------------------

Ag.eff-5.4BGaSen1            VEG-----KTTVDESMVTGESMPVTKTEG---------------------

Cu1.Ag.eff-5.3EMeHsa23       LEG-----NTMADESLITGEAMPVTKKPG---------------------

Cu1.eff-5.6EMeHsa16          IEG-----HSMVDESLITGEAMPVAKKPG---------------------

Tma1                         VEG-----QSSIDESVVTGESIPVLKKEN---------------------

Cu1.Ag.eff-5.7AEuAfu2        VEG-----ESYVDESMISGEPVPVLKSKG---------------------

Cu2.GA-5.17EFuSce13          TRG-----ESEIDESLMTGESILVPKKTG---------------------

Cu1.GA-5.8EFuCal2            VFG-----ETEIDESLITGEPLPVYKKLK---------------------

5.24ACrSso1                  ENG-----EGEVNEAILTGEQKPVLKKKG---------------------

5.25ACrPae1                  DEG-----AGAVDESAFTGEPLPVEKKAG---------------------

5.28ACrApe2                  VQG-----KAYVDESVFTGEPIPVEKKPG---------------------

5.26AEuTvo1                  LEG-----RSEVDESSITGEQEPVLKTAG---------------------

27.2BSpLbi1                  VSK-----ETYIDESFLTGESVPIRKQKG---------------------

27.3BEpNsp1                  ISG-----EGSFDESSLTGESEPAYKKEG---------------------

Cch2                         VEG-----EAEVNEAMLSGESTPVLKGMD---------------------

27.1BBeNme1                  LEG-----SSAVNESMLTGESLPVAKMPS---------------------

Aae3                         IKG-----EGLVNEAVITGEPVPILKKEG---------------------

Cu1.Ag-5.21BAqAae2           IKG-----EGLVNEAVITGEPVPILKKEG---------------------

Aae2                         VEG-----NTHVDESMLTGESRPVPKKPG---------------------

Cu2-5.22BAqAae1              VEG-----NTHVDESMLTGESRPVPKKPG---------------------

Cu1.Ag.eff-5.10AEuAfu1       VEG-----ESFVNEAMLTGESKPVAKKPG---------------------

Tth4                         VEG-----ASTMNEAFLTGESRPVPKEPG---------------------

5.16BFiEfa1                  IRG-----ESRVNEALVTGESKPIEKNPG---------------------

Cu1.Ag.eff-5.2BFiEhi2        DKG-----HTIVDESAVTGESKGVKKQVG---------------------

5.27AKoKcr1                  IEG-----VSSFDESILTGESAPVVRGKG---------------------

Cu1.Chl-5.11EViAth34         KSG-----RSTIDESSFTGEPLPVTKESG---------------------

Cu1.Chl-5.12EViAth1          LAG-----RSVVDESMLTGESLPVFKEEG---------------------

Aae1                         IESVG----LMVDESVLTGESVPVEKNADVVLP-----------------

2.24BAqAae1                  IESVG----LMVDESVLTGESVPVEKNADVVLP-----------------

2.23AEuMva3                  YDTKG----MLIDESTITGESIPVEKDGKVILP-----------------

Plu3                         FSSYG----MIVDESPLTGESEATEKSADSVF------------------

Tth1                         LEGSG----LLVDESVLTGESVPVEKGVG---------------------

Tro6                         VSTTA----LMVDESVFTGESVPVVKRPDPVP------------------

Cch3                         IQQKN----LQVEEAALTGESVPSQKTTEAVN------------------

Plu2                         LKVRE----LRADESILTGESLPVEKNTDAVR------------------

2.4BCySsp6                   LKVRN----LQVDESALTGEAVPVEKAVELLP------------------

GA-2.19EViAth27              IEMSSN--TFRVDQAILTGESCSVEKDVDCTL------------------

ER-2.7EMeHsa25               TSIKST--TLRVDQSILTGESVSVIKHTDPVP------------------

Ca.Mn.GA-2.13EViAth13        VALISS--TLRVEQGSLTGESEAVSKTTKHV-------------------

2.8EApPfa2                   IKIYST--SLKVEQSMLTGESCSVDKYAEKMED-----------------

2.21BThPmo1                  IETVN----LQIDESALTGESVPVDKNADLIL------------------

GAeff-2.5EMeHsa12            FEAVD----LSIDESSLTGETTPCSKVT-------APQP-----------

Ca.Mn.GA-2.9EMeHsa2          TEVTD----LLVDESSFTGEAEPCSKTD-------SPLT-----------

Ca.Mn.GA-2.16EMeCel2         AESFS----LQIDESSLTGETEPKHKETR-----SVPAA-----------

GAeff-2.3EFuSce2             IEAID----LSIDESNLTGENEPVHKTSQTIEKSSFNDQ-----------

2.6EFuNcr3                   TKATD----LTVDASNLTGENEPVRIVAEARTR---HGA-----------

9.1EFuSce8                   IETKN----FDTDESLLTGESLPVSKDANLVFGK----------------

9.4EFuZro1                   VEASN----FETDEALLTGESLPVAKDYQAVYDS----------------

9.3EFuDoc1                   IDLMN----LETDEALLTGESLPITKNHLDVYDDY---------------

9.5EFuUma1                   IDSMN----FETDEALLTGESLPVAKDHNQIYSA----------------

9.2EFuSpo3                   VETVN----FETDEALLTGESLPVIKDAHATFQM----------------

9.6EFuUma2                   VTISN----LEIDEAPLTGESVPAIKTTGPLLRP----------------

Tro7                         LEGID----VAVDVSTFTGESVPINPSPGD--------------------

1.5BSpLbi2                   IESED----VEVDNSSLTGESTSARRYKSENQIVLE--------------

Na.K-1.1EMeHsa13             ISANG----CKVDNSSLTGESEPQTRSPDFTNENP---------------

N.K-1.6EMeSac1               ISAHG----CKVDNSSLTGESEPQTRSPEFSSENP---------------

H.K.NoGas1.4EMeRno1          VFSQG----CKVDNSSLTGESEPQARSTEFTHENP---------------

H.K.Gas-1.2EMeHsa24          LAAQG----CKVDNSSLTGESEPQTRSPECTHESP---------------

Na-1.3ERaHak1                ITCTDN---CVVDNASLTGEAEPQKRKNEATHDEP---------------

Cte1                         ISAKD----FFVGQAALTGETMPVEKSADAGET-----------------

4.1BGaSen1                   IQARD----LFVAQASLTGESLPVEKVATTREP-----------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   LESKD----LFVNEATLTGETFPIEKFIETIS------------------

30.3BSpLbi4                  LSDRM----FACDESLLTGESIPVNK-------DIG--------------

30.4BCyAva17                 LWSTH----LSVDESLLTGESLPVRKQSVKDSTDLANTTRT---------

30.2BBaFjo5                  VHSND----FSVNEASLTGESFSVFKNSDPGN------------------

PMeff-2.1EMeHsa11            IQGND----LKIDESSLTGESDHVKKSLDKD-------------------

PM-2.25EMeHsa1               IQGND----LKIDESSLTGESDHVKKSLDKD-------------------

PM-2.15EMeCel1               IQSND----LKIDESSLTGESDHIKKSIESD-------------------

Vac-2.17EnoDdi23             IEGHA----LKCDESSITGESDPIKKGQPQDNM-----------------

PM-2.10EViAth45              ISGHS----LALDESSMTGESKIVNKDANKD-------------------

PM-2.14EViAth40              ISGHS----LAIDESSMTGESKIVHKDQ-KS-------------------

Chl-2.11EViAth32             ISGFS----VLINESSLTGESEPVSVSV-EH-------------------

PM-2.12EViAth11              LSGFS----VVIDESSLTGESEPVMVNA-QN-------------------

Vac-2.2EFuSce6               ISG-K----CEADESSITGESNTIQKFPVDNSLRDFKKFNSIDSHNHSKP

Vac-2.18EApTgo1              VQGRD----LTVDESSLTGESDMIRKAPFQQCLNEALSRETAFSSALDSA

Cte2                         LDGD----YLQIDQSALTGESLPVTRKTG---------------------

3.4AEuMja1                   VDGD----YLVVDESALTGESLPVEKKIG---------------------

3.7EViAth21                  LEGD----PLKVDQSALTGESLPVTKHPG---------------------

3.1EFuNcr1                   VTDDA---FLQVDQSALTGESLAVDKHKG---------------------

3.6EFuSce5                   VTEDC---FLQIDQSAITGESLAVDKHYG---------------------

3.2ETrLma9                   NEGV-----IDVDEAALTGESLPVTMGPE---------------------

3.5ETrTbr5                   NEGV-----IDVDEAALTGESLPVTMGTE---------------------

23.1BAcSco4                  VEADG----LEIDESLLTGEADPVVKQP---GDQVMSGSFVVAGGGAFRA

23.2BFiEfa2                  LSGE-----VRVNESLLTGESDEITKVA---DSQLLSGSFIVSGSCYARI

8.1EMeBta1                   LSSSEPQAMCYIETSNLDGETNLKIRQGLPATSDIKDIDSLMRLSGRIEC

8.8EMeMmu1                   FSSSEPQGMCYVETANLDGETNLKIRQGLSHTTDMQTRDVLMKLSGRIEC

8.2EFuSce10                  LSSSEPEGLCYIETANLDGETNLKIKQSRVETAKFIDVKTLKNMNGKVVS

8.6EViAth15                  MSSTNSDGICYVETANLDGETNLKIRKALERTWDYLVPEKAYEFKGEIQC

8.4EFuSce14                  LSTSDTDGACYVETKNLDGETNLKVRQSLKCTNTIRTSKDIARTKFWIES

8.5EFuSce4                   LSTSDVDGACYVETKNLDGETNLKVRQSLKCSKIIKSSRDITRTKFWVES

8.7EViAth19                  LATSDPTGVVYVQTTNLDGESNLKTRYAKQET--LLKAADMESFNGFIKC

15.1EnoDdi18                 LTGTV-----ILNESMLTGESIPVTKYSLEECSGDQLSVDPLVNKRC---

16.1EOlTth26                 LNGSC-----VMNESMLTGESIPIIKSSLPFNNNKYHPNE--DGKQS---

14.1EFuSce15                 LSSDC-----IVNESMLTGESVPVSKFPATEETMYQLCDDFQSTQISSFV

13.1EMeHsa8                  VAGEC-----MVNESSLTGESIPVLKTALPEGLGPYCAETHRRH------

32.4BFuFnu1                  IRG-----EALIDQSSITGEYMPIKKSEG---------------------

Cu1-5.13ACrSso2              VDG-----ESEVSEAIITGESEPVSKGKG---------------------

Cd2-5.14EFuSce9              ISG-----SSEVDEALITGESMPVPKKCQ---------------------

Cu1-5.9EFuCal1               VEG-----STEFDESALTGESTPVKHQEG---------------------

6.16BGaPae5                  LQG-----QASLDTAPITGESVPLEVAPG---------------------

6.7EViAth1                   VDG-----NCEVDEKTLTGEAFPVPKLKD---------------------

8.3ETrLdo1                   LASSVEEGQAFIDTCNLDGETNLKSRKALEATWALCEVEAIMN-------

23.3BCyTer4                  VGKGQ----IEVDESLLTGESDLVPKQAG---------------------

Mn.Cd-3.3BFiLpl1             LTN-----PIYTDESSITGESVAVIHTSG---------------------

30.1BDeBba3                  ESLQG----LQVDESVLTGESFPIVKKATPLEPFFR--------------

31.1BGaMca11                 VEG-----MAMIDQHTLTGESSPAEKGVG---------------------

12.1ERhCme8                  LYAGTRVIEARPERSVPSTQQSTAAATDAGFSSAGTWQGTG---------

2.22BFiSth8                  LEG-----KLKVNQAVLNGESEDATKLPLGDREEP---------------

29.1BDeBba2                  LSS-----HATLDMSLFNGESLPKVFSSG---------------------

29.2BBaFjo4                  ISEK-----AEIDYSFVTGEAVPITKKSG---------------------

28.1BGaLpn4                  TQK------ALLYTTRIDGSPKLKEFHPG---------------------

11.1EFuEcu1                  IRG-----DAITNECLLTGETVPIYKNADQLSVVYSG-------------

17.1EFuSpo12                 FSS-----SCLLDESMVTGESVPARKFPLEDNS-----------------

18.1EApCpa6                  LTSN-----VIVNEAALTGESVPVLKSPIPKYSSELFDFEK---------

19.1EOlTth19                 IQG-----QALVNEASLTGESVPVLKYNYEFN------------------

20.1EOlTth57                 LSG-----DALVNESSLTGESIPIPKISILQNQQ----------------

26.1BAcCdi2                  VGG-----ASTIDGTALGIGRLKVKVN-----------------------

31.2BGaMca1                  LAG-----QALVQESSLRGRPGLVRKTAG---------------------

2.20BFiCac3                  IECSG----LKVSEVSVTGDESIMEKFSAKIYLETLEVSEMG--------

10.1EFuSce3                  LDG-----SAIVNEAMLSGESTPLLKESIKLRPSE---------------

21.1EBaTps13                 LEG-----TCVTEEAALTGESVPQAKVPLDLALDESQDEKTLDMNG----

22.1EApCpa2                  LNG-----NVVVDESCLTGEATPQCKTGGIQIAPSEFSLACDVLSNSRHL

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               L-------------------------------------------------

Vac-2.18EApTgo1              ENLPAPGSSVDHRRRSRGSFGAPSSGAPLQAQTCTTSSACADTLKSEGGV

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  TKVGREAYAAQLAEEASRFT------------------------------

23.2BFiEfa2                  DKIGAEAYVHQLTLEAKSIKK-----------------------------

8.1EMeBta1                   ESPNRHLYDFVGNIRLDGRST-----------------------------

8.8EMeMmu1                   EGPNRHLYDFTGNLHLDGKSS-----------------------------

8.2EFuSce10                  EQPNSSLYTYEGTMTLNDRQ------------------------------

8.6EViAth15                  EQPNNSLYTFTGNLVVQKQT------------------------------

8.4EFuSce14                  EGPHSNLYTYQGNMKWRNLADGE---------------------------

8.5EFuSce4                   EGPHANLYSYQGNFKWQDTQNGN---------------------------

8.7EViAth19                  EKPNRNIYGFQANMEIDG--------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 S-------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  YAG-----------------------------------------------

Tro5                         -------------RAVVLAGSAVVSGTAVA-VVVATGPRTR------LGA

24.2BChTro1                  -------------RAVVLAGSAVVSGTAVA-VVVATGPRTR------LGA

24.3BDeHoc1                  ------------RRSMVYEGTAVTTGTVTG-VVVAIGDDT---------E

24.4BGaHch1                  ------------RSSMLFEGATVVQGTVEA-VVVTERSRS---------E

24.1BAcMbo1                  ------------RASMLFEGSTIVAGHARA-IVVATGVGT---------A

Dra3                         ----------------VTGGTKVLSDRIVI-QITSGAGES---------F

7.1BGaEco3                   ----------------VTGGTRILSDWLVI-ECSVNPGET---------F

Dra2                         --------------DHVYAGSINTDGVLTV-RVDRAAADN---------T

6.14BAlSme6                  --------------ANVFAGTVNGDGALRV-RVTAAAADN---------T

6.2BGaEco4                   --------------DKVPAGATSVDRLVTL-EVLSEPGAS---------A

Tth3                         --------------DRVYGGSLVQEGSLVV-KVERLPEEG---------F

6.1BFiSau1                   --------------DEVFAGTLNEEGLIEV-KITKYVEDT---------T

6.8BFiLmo1                   --------------DSVFAGTLNEEGLLEV-AVTKRVEDT---------T

6.12BGaPpu1                  --------------DKLFAGTINQAGALEF-RVTAAAGQS---------T

6.4BBeRme1                   --------------DPVFAGTINESGSFEF-RVTAAANAS---------T

6.13BCyNsp1                  --------------DTVFAGTLNQTGFLEV-KVTHTSSDT---------T

Tro2                         --------------DPVFSGTLNMTGLLRV-RVERAVHES---------T

6.11BGaPpu4                  ----------VDAASKVFAGTINGETLIEV-EVTRRSTES---------T

6.9BFiBsu2                   --------------DTVFTGTVNRNGSLTV-RVTKANEDS---------L

Dra4                         --------------AELASGTVNLNGSVEA-EVVRPAGDS---------T

6.10BFiBsu3                  --------------QDVMSGFINQNGVLHI-EVTKGYQES---------A

6.5BCyObr1                   --------------ETVLAGTINQTGVLTV-KVTKIFGES---------S

6.3BEpHpy1                   --------------SKVLGGSLNLKAVLEI-QVEKMYKDS---------S

Cab1                         --------------SIVPAGAHNLEGSFDL-KVLKTGADS---------T

Chl1                         --------------SMVPAGAHNLEGSFDL-KVLKTGADS---------T

Cpn1                         --------------SIVPAGAHNMEGSFDL-RVLRTGSDS---------T

Cmu1                         --------------DTVPAGAHNLEGSFDL-KVLRIGAES---------T

6.6EViAth26                  --------------DRVPGGARNLDGRMIV-KATKAWNDS---------T

25.1BAcSco3                  --------------EGARSGAVNAGGAFDL-RATAIEQDS---------T

25.2BAlSme3                  --------------EPVTSGTTNAGDAFEM-VASSAASDS---------T

25.3BFiEfa3                  --------------DELMSGSVNGDGSLKM-VAEKTVADS---------Q

Tro3                         --------------DPVYAATVVRSGSLRI-RATAEAAGS---------T

32.8BCyTel1                  --------------MEVFASTLLVDGQLVI-LAERVGNNT---------R

32.6AEuMsm6                  --------------KTVHAGTVVEEGNLIV-QVYSFDKET---------R

32.7BVeAmu1                  --------------SVVFAGTTLETGSLVI-RVDAAGDQS---------R

32.3BBaBca1                  --------------GAVYAGTVVEEGECVL-EVKKASGQS---------R

32.5BSpTde3                  --------------DTVFASTVVEEGEIHV-CVKACGRET---------R

32.1BBeAar4                  --------------DAVLSGTLVEEGRLRV-YAEQVGSRT---------A

32.2BAcMtu1                  --------------TRVHAGSVVVRGRVVV-RAHAVGNQT---------T

6.17AEuMac1                  --------------DTVFAGTLNETGAMEI-LATKVGKET---------T

Tro1                         --------------DRVWGGTLNTTGTFVL-QATAVGQAT---------V

Tth2                         --------------DEVVGGTVNGEGALLV-RVSRVGEAT---------F

Dra1                         --------------AKVTGGTVNGTGSLTF-RATGVGADT---------A

Au2-5.20BGaSen5              --------------SAVVGGTVNQKGALTL-RATAVGGQT---------M

Cu1.Ag.eff-5.5BGaEco2        --------------DSVHAGTVVQDGSVLF-RASAVGSHT---------T

Det1                         --------------DYVIGGTFNQTGAFTY-EAQKVGADT---------A

Dsp1                         --------------DNVIGGTFNQTGAFTY-EARKVGADT---------A

5.18BFiBsu1                  --------------DSVTGSTVNANGFLKI-KAVNVGKDT---------A

Cu2.Fe3.Pb2-5.19BFiSau2      --------------DTVIGSTMNKNGTITM-TATKVGGDT---------A

Cu2upt-5.1BFiEhi1            --------------DMVFGGTINTNGLIQI-QVSQIGKDT---------V

5.23BSpLin1                  --------------NFVYGGSLNQNGTFKF-RALKVGKET---------L

5.15BFiEfa2                  --------------DEVIGASINKNGSIDY-RATRVGSDT---------T

Cte3                         --------------DPVIGGTINRQGAFVF-TASRVGEET---------V

Cch1                         --------------DGVIGGTMNKQGSLTF-IAAKVGSDT---------M

Plu1                         --------------EEVIGGTINKQGSFTF-TAMQVGSNT---------M

Ag.eff-5.4BGaSen1            --------------EPVIGGTINQTGSLII-RAEKVGDET---------M

Cu1.Ag.eff-5.3EMeHsa23       --------------STVIARSINAHGSVLI-KATHVGNDT---------T

Cu1.eff-5.6EMeHsa16          --------------STVIAGSINQNGSLLI-CATHVGADT---------T

Tma1                         --------------DEVIGGSLNVSSPIKI-KVTKVGEDT---------F

Cu1.Ag.eff-5.7AEuAfu2        --------------DEVFGATINNTGVLKI-RATRVGGET---------L

Cu2.GA-5.17EFuSce13          --------------FPVIAGSVNGPGHFYF-RTTTVGEET---------K

Cu1.GA-5.8EFuCal2            --------------DKVIGGSINGPHLIHI-KVTHTGKKS---------Q

5.24ACrSso1                  --------------DNVLAGGILVNGYLEV-YVTRNWDRS---------Y

5.25ACrPae1                  --------------DLVLAGTVLIKGRLLI-RATRTGGAT---------Y

5.28ACrApe2                  --------------DLVLAGSMVSSGWLHI-SATRTSGDT---------A

5.26AEuTvo1                  --------------DRVISGTKNLNGMLIV-KAEAVGADT---------T

27.2BSpLbi1                  --------------DSILAGSLTMDNPALI-IASSDYHAS---------T

27.3BEpNsp1                  --------------DEVLSGSILLDSVIRY-KATKDFSTS---------L

Cch2                         --------------SEVFAGSTAMNGRLRV-RVSGNASTT---------L

27.1BBeNme1                  --------------EKVTAGTLNTQSPLII-RTDRTGGGT---------R

Aae3                         --------------DEVYSGSVLEKGYIIT-KVTKTFESS---------F

Cu1.Ag-5.21BAqAae2           --------------DEVYSGSVLEKGYIIT-KVTKTFESS---------F

Aae2                         --------------DKVIGGSVNLEGSIKV-RVEKTGEET---------Y

Cu2-5.22BAqAae1              --------------DKVIGGSVNLEGSIKV-RVEKTGEET---------Y

Cu1.Ag.eff-5.10AEuAfu1       --------------DTVIGGAINGEGSLVV-EVEKTGKDT---------Y

Tth4                         --------------DEVIAGAVNGEGALKV-RVTRTGEAT---------T

5.16BFiEfa1                  --------------DEVIGGSTNGGGVLYV-EIKQTGDKS---------F

Cu1.Ag.eff-5.2BFiEhi2        --------------DSVIGGSINGDGTIEI-TVTGTGENG---------Y

5.27AKoKcr1                  --------------GSVIAGSINLEGAVKI-EVKRTGEDS---------Y

Cu1.Chl-5.11EViAth34         --------------SQVAAGSINLNGTLTV-EVHRSGGET---------A

Cu1.Chl-5.12EViAth1          --------------CSVSAGTINWDGPLRI-KASSTGSNS---------T

Aae1                         -----EDTPVYNRSNVVFKGTHVVKGWAVG-VVYATGRQTE------FGK

2.24BAqAae1                  -----EDTPVYNRSNVVFKGTHVVKGWAVG-VVYATGRQTE------FGK

2.23AEuMva3                  -----EKTLPYDLKNMALSGTVVVRGSGKG-IVVKTGKNTY------LAS

Plu3                         ----REEAVPGDRLNMVFAGTTIRAGRGEA-VVTATGMQTE------FGR

Tth1                         --------------EEVFAGTLLVRGRALL-EVTRTGAQSA------MGR

Tro6                         ----PETP-IADRVCMAFLGTIVTSGRGVG-VVVSTGRATE------LGK

Cch3                         ----REAV-IGDRKSMVFSGTLVVSGTATA-VVVDTGMQTE------LGN

Plu2                         ----SETA-LGDRFCMAFSGTLVTYGKAEG-VVTATGDRTE------IGR

2.4BCySsp6                   ----EETP-LAERLNMAYAGSFVTFGQGTG-VVVATANATE------MGQ

GA-2.19EViAth27              ----TTNAVYQDKKNILFSGTDVVAGRGRA-VVIGVGSNTA------MGS

ER-2.7EMeHsa25               ----DPRAVNQDKKNMLFSGTNIAAGKAMG-VVVATGVNTE------IGK

Ca.Mn.GA-2.13EViAth13        ----DENADIQGKKCMVFAGTTVVNGNCIC-LVTDTGMNTE------IGR

2.8EApPfa2                   ---SYKNCEIQLKKNILFSSTAIVCGRCIA-VVINIGMKTE------IGH

2.21BThPmo1                  ---ETLDTPLGDQKNMAFMSTFATYGRGVG-VAVATGMKTE------IGK

GAeff-2.5EMeHsa12            ---AATNGDLASRSNIAFMGTLVRCGKAKG-VVIGTGENSE------FGE

Ca.Mn.GA-2.9EMeHsa2          ---GG--GDLTTLSNIVFMGTLVQYGRGQG-VVIGTGESSQ------FGE

Ca.Mn.GA-2.16EMeCel2         ---SATGSDVEHLTCIAFMGTLVCAGRGRG-IVISTAANSQ------FGE

GAeff-2.3EFuSce2             ---PNSIVPISERSCIAYMGTLVKEGHGKG-IVVGTGTNTS------FGA

2.6EFuNcr3                   ---TGPAADKDNSTNVVYMGTLVKSGYGQG-VVFATGGNTH------FGT

9.1EFuSce8                   ----EEETSVGDRLNLAFSSSAVVKGRAKG-IVIKTALNSE------IGK

9.4EFuZro1                   ----DKDTPVGDRLNLAYSSSSVVKGRARG-IVIRTGLDTE------IGK

9.3EFuDoc1                   ----SVPIPVGDRLNLAYSSSVVSKGRGTG-IVIATALDTQ------IGQ

9.5EFuUma1                   ----GEDVGVGDRLNMAFTSSTVSKGRATG-VVVGTGMNTE------IGK

9.2EFuSpo3                   ----NEDVPIGDRINLAYSSSIVTKGRAKG-ICYATGMQTQ------IGA

9.6EFuUma2                   ------HLGPADRTNLAYAGTTVTKGRAVG-IVVATAMNTQ------IGQ

Tro7                         ---------------AIQAGTSLTRGRAIA-VVTATGANTR------LAQ

1.5BSpLbi2                   -----GKFLWLEMPNILFAGSSLIKGKTKA-VVFGTGQSTE------IGQ

Na.K-1.1EMeHsa13             ----------LETRNIAFFSTNCVEGTARG-IVVYTGDRTV------MGR

N.K-1.6EMeSac1               ----------LETRNIAFFSTNCVEGTARG-VVVYTGDRTV------MGR

H.K.NoGas1.4EMeRno1          ----------LETKNIGFYSTTCLEGTATG-IVINTGDRTI------IGR

H.K.Gas-1.2EMeHsa24          ----------LETRNIAFFSTMCLEGTAQG-LVVNTGDRTI------IGR

Na-1.3ERaHak1                ----------LETANLAFFGTNVPEGSLEG-VVVNIGDDTV------MGR

Cte1                         -----GNLGILELRNACFQGSSVSSGSARA-VVVNTGSRTF------FGA

4.1BGaSen1                   -----RQNNPLECDTLCFMGTNVVSGTAQA-VVMATGADTW------FGQ

Tro4                         ---------------MVFLGSSIISGTAIA-EVVATGKRTL------FGG

4.2BSpLin3                   -----KNSSLSQRTNSLWMGTHVVSGEAIA-LVIQTGKKTE------FGK

30.3BSpLbi4                  --------------QMVFCGALVVGGEGVC-RVMAVGNHTE------IGK

30.4BCyAva17                 ---ATQHRPGGEDLPFVYSGTLIVQGQGIA-QVYATGMQTE------MGK

30.2BBaFjo5                  --------------NKIFSGTIAVSGLAVF-EVEQIGKQTQ------IGK

PMeff-2.1EMeHsa11            --------------PMLLSGTHVMEGSGRM-VVTAVGVNSQ------TGI

PM-2.25EMeHsa1               --------------PLLLSGTHVMEGSGRM-VVTAVGVNSQ------TGI

PM-2.15EMeCel1               --------------PVLLSGTYAMEGSGKM-LITAVGVNSQ------TGI

Vac-2.17EnoDdi23             -------------DPFLISGSMVIEGFGTM-LVTAVGVNSF------NGK

PM-2.10EViAth45              --------------PFLMSGCKVADGNGSM-LVTGVGVNTE------WGL

PM-2.14EViAth40              --------------PFLMSGCKVADGVGNM-LVTGVGINTE------WGL

Chl-2.11EViAth32             --------------PFLLSGTKVQDGSCKM-LVTTVGMRTQ------WGK

PM-2.12EViAth11              --------------PFLMSGTKVQDGSCKM-MITTVGMRTQ------WGK

Vac-2.2EFuSce6               DIGDVNEDGNKIADCMLISGSRILSGLGRG-VITSVGINSV------YGQ

Vac-2.18EApTgo1              CTQLELARHHEVASPVLLSGTTVSTGSGTA-LVVAVGRYSQ------VGQ

Cte2                         --------------AVAFANTIVKQGEMLA-VVLNTGMNTS------FSS

3.4AEuMja1                   --------------DIAYSGSIVKKGEMTG-IVKATGLNTY------FGK

3.7EViAth21                  --------------QEVFSGSTCKQGEIEA-VVIATGVHTF------FGK

3.1EFuNcr1                   --------------DQVFASSAVKRGEAFV-VITATGDNTF------VGR

3.6EFuSce5                   --------------DQTFSSSTVKRGEGFM-VVTATGDNTF------VGR

3.2ETrLma9                   --------------HMPKMGSNVVRGEVEG-TVQYTGSLTF------FGK

3.5ETrTbr5                   --------------HMPKMGSNVVRGEVDA-TVQYTGQSTF------FGK

23.1BAcSco4                  -----------LVQSELRSGISTILKYVTW-MMVPTAIGLI------LSQ

23.2BFiEfa2                  -----------GEQSEMVGSINRLVKWVGI-IIIPIGCVLF------FQS

8.1EMeBta1                   -------VPLGADQILLRGAQLRNTQWVHG-IVVYTGHDTK------LMQ

8.8EMeMmu1                   -------VALGPDQILLRGTQLRNTQWVFG-VVVYTGHDSK------LMQ

8.2EFuSce10                  -------IPLSPDQMILRGATLRNTAWIFG-LVIFTGHETK------LLR

8.6EViAth15                  -------LPLSPDQLLLRGCSLRNTEYIVG-AVVFTGHETK------VMM

8.4EFuSce14                  ----IRNEPITINNVLLRGCTLRNTKWAMG-VVMFTGGDTK------IML

8.5EFuSce4                   ----IRNEPVNINNLLLRGCTLRNTKWAMG-MVIFTGDDTK------IMI

8.7EViAth19                  -----RRLSLGPSNIILRGCELKNTAWALG-VVVYAGGETK------AML

15.1EnoDdi18                 -------AMSGGTKVVKTQAKEK-DAKIFA-MVTNTSWLTT------KGG

16.1EOlTth26                 -------TLFAGTKCIETRYHLKGQVPILG-LVSQTSFNTM------KGQ

14.1EFuSce15                 -----KSFLYNGTNIIRARIAPG-QTAALA-MVVRTGFSTT------KGS

13.1EMeHsa8                  -------TLFCGTLILQARAYVG--PHVLA-VVTRTGFCTA------KGG

32.4BFuFnu1                  --------------EEVYAGTIIKNGNISI-IAEKVGDDR---------T

Cu1-5.13ACrSso2              --------------DFVIGGSTNGSGYLKV-KITEDYNNSY------LSK

Cd2-5.14EFuSce9              --------------SIVVAGSVNGTGTLFV-KLSKLPGNNT------IST

Cu1-5.9EFuCal1               --------------HQIFSGTVNIGNSSVVGKVTSLEGDSL------LNQ

6.16BGaPae5                  --------------MEVYGGAINLDGLLRI-EITRTGEAS---------T

6.7EViAth1                   --------------STVWAGTINLNGYITV-NTTALAEDCV------VAK

8.3ETrLdo1                   -------------STAVLHTSKPDPGLLSWAGLLEINGEEH------ALS

23.3BCyTer4                  --------------QPVYSGSFCVSGTAHY-EAQKVGTESF------AYQ

Mn.Cd-3.3BFiLpl1             --------------ETAFAGTMVVAGETLA-RVLATGSHSR------AGK

30.1BDeBba3                  ---SCADEVRVPSEILGAAGTRVLTGHGTL-RVIFTGASTS------YGE

31.1BGaMca11                 --------------DRVFASTVMVAGKIFV-SVEQSGGETA------SAK

12.1ERhCme8                  ----ITGADNGASATPATDDQMQSLDSAVLALVIRTRLDTA------KGT

2.22BFiSth8                  ------DSSDLFTEFKVFRGTVVTSDEAVI-EATQIGDNTV------LGS

29.1BDeBba2                  --------------MTLFAGTKILDDGVLVRMNLQFSESKLGQL---LQ-

29.2BBaFjo4                  --------------DKVFAGGKQIGKVIEMEVLHSVSQSY----------

28.1BGaLpn4                  --------------DVVKAGMQLADHIPSLEMQVTKTYQNS--------Y

11.1EFuEcu1                  ------TDVLKSISTIPMSTNLRNENLCRVRSLTSKNRSRAAGM---VGS

17.1EFuSpo12                 ------LDSWMIASCNIFSPHLIHAGTKFLKIDSTPSTPCLISV---VRT

18.1EApCpa6                  ------DNKHIAYSRTVIMGVQGANNVQGVGLVIRIGFSTLQG------R

19.1EOlTth19                 --------------EEVDKKCILYEGTSVIQIQNNTSEHGCLAL---AIR

20.1EOlTth57                 ------------QDDLFNMETMKNHILYEGTKVIQIKGNQVYGI---VLR

26.1BAcCdi2                  --------------DHVYAGCVNGSNPLKI-RVLQTGHRT---------W

31.2BGaMca1                  --------------DEVLAGTVVANGSLDIQAVCTGPETRAAGL---TRQ

2.20BFiCac3                  --------------NMLFKSSVVYAGEGQG-IVVAVGDNTEFG-----KI

10.1EFuSce3                  ----------DNLQLDGVDKIAVLHGGTKALQVTPPEHKSDIPPPPDGGA

21.1EBaTps13                 ----------HHRTSCVFAGTKLLHSANDDVGVSDMSSDSVSILSNLRTG

22.1EApCpa2                  ------SQVLEVSSTGITLAMVTRTGSATLHGTFTSGHSNANDEHGFTEG

Tro5                         LRRSLE--------------------------------------------

24.2BChTro1                  LRRSLE--------------------------------------------

24.3BDeHoc1                  ARRALR--------------------------------------------

24.4BGaHch1                  ARRSHY--------------------------------------------

24.1BAcMbo1                  AHRAIS--------------------------------------------

Dra3                         LDRMIA--------------------------------------------

7.1BGaEco3                   LDRMIA--------------------------------------------

Dra2                         IARIIH--------------------------------------------

6.14BAlSme6                  IARVIR--------------------------------------------

6.2BGaEco4                   IDRILK--------------------------------------------

Tth3                         LAEMER--------------------------------------------

6.1BFiSau1                   ITKIIH--------------------------------------------

6.8BFiLmo1                   ISKIIH--------------------------------------------

6.12BGaPpu1                  LARIIK--------------------------------------------

6.4BBeRme1                   LARIIH--------------------------------------------

6.13BCyNsp1                  VAKIIN--------------------------------------------

Tro2                         LARIIE--------------------------------------------

6.11BGaPpu4                  LARVIK--------------------------------------------

6.9BFiBsu2                   FRKIIK--------------------------------------------

Dra4                         LARLVA--------------------------------------------

6.10BFiBsu3                  VSKILD--------------------------------------------

6.5BCyObr1                   ISRILE--------------------------------------------

6.3BEpHpy1                   IAKVVD--------------------------------------------

Cab1                         ISHIIN--------------------------------------------

Chl1                         IAHIIN--------------------------------------------

Cpn1                         IAHIIN--------------------------------------------

Cmu1                         IAHIIN--------------------------------------------

6.6EViAth26                  LNKIVQ--------------------------------------------

25.1BAcSco3                  YAGIVR--------------------------------------------

25.2BAlSme3                  YAAIVR--------------------------------------------

25.3BFiEfa3                  YQTIVN--------------------------------------------

Tro3                         FARIVR--------------------------------------------

32.8BCyTel1                  AGVIVG--------------------------------------------

32.6AEuMsm6                  LNKIIN--------------------------------------------

32.7BVeAmu1                  INNIIA--------------------------------------------

32.3BBaBca1                  YDQIVH--------------------------------------------

32.5BSpTde3                  VSKIAD--------------------------------------------

32.1BBeAar4                  AARIAD--------------------------------------------

32.2BAcMtu1                  IGRIIS--------------------------------------------

6.17AEuMac1                  LGQIHR--------------------------------------------

Tro1                         LAQIVR--------------------------------------------

Tth2                         LAQMAR--------------------------------------------

Dra1                         LARIIR--------------------------------------------

Au2-5.20BGaSen5              LAQIIR--------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        LSRIIR--------------------------------------------

Det1                         LARIIR--------------------------------------------

Dsp1                         LARIIR--------------------------------------------

5.18BFiBsu1                  LSHIIK--------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      LANIIK--------------------------------------------

Cu2upt-5.1BFiEhi1            LAQIIQ--------------------------------------------

5.23BSpLin1                  LSGIIR--------------------------------------------

5.15BFiEfa2                  LSQIIK--------------------------------------------

Cte3                         LARIIA--------------------------------------------

Cch1                         LARIIR--------------------------------------------

Plu1                         LSRIIA--------------------------------------------

Ag.eff-5.4BGaSen1            LSRIVQ--------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       LAQIVK--------------------------------------------

Cu1.eff-5.6EMeHsa16          LSQIVK--------------------------------------------

Tma1                         LSQMVK--------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        LAQIVK--------------------------------------------

Cu2.GA-5.17EFuSce13          LANIIK--------------------------------------------

Cu1.GA-5.8EFuCal2            LQQIIN--------------------------------------------

5.24ACrSso1                  IVQVTE--------------------------------------------

5.25ACrPae1                  LAEVVK--------------------------------------------

5.28ACrApe2                  IDRIAR--------------------------------------------

5.26AEuTvo1                  VSKIHG--------------------------------------------

27.2BSpLbi1                  LSSLKL--------------------------------------------

27.3BEpNsp1                  LANIAD--------------------------------------------

Cch2                         LAQIIR--------------------------------------------

27.1BBeNme1                  LSHIVR--------------------------------------------

Aae3                         INTMKK--------------------------------------------

Cu1.Ag-5.21BAqAae2           INTMKK--------------------------------------------

Aae2                         LKQVIK--------------------------------------------

Cu2-5.22BAqAae1              LKQVIK--------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       LNQVIE--------------------------------------------

Tth4                         LSQILR--------------------------------------------

5.16BFiEfa1                  ISQVQA--------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        LAKVME--------------------------------------------

5.27AKoKcr1                  LGQVER--------------------------------------------

Cu1.Chl-5.11EViAth34         VGDIIR--------------------------------------------

Cu1.Chl-5.12EViAth1          ISKIVR--------------------------------------------

Aae1                         ISEKAK--------------------------------------------

2.24BAqAae1                  ISEKAK--------------------------------------------

2.23AEuMva3                  IAEKVK--------------------------------------------

Plu3                         IASLLG--------------------------------------------

Tth1                         IAHLLA--------------------------------------------

Tro6                         IAYLAR--------------------------------------------

Cch3                         ISDMLN--------------------------------------------

Plu2                         ISSMLA--------------------------------------------

2.4BCySsp6                   ISQSME--------------------------------------------

GA-2.19EViAth27              IHDSML--------------------------------------------

ER-2.7EMeHsa25               IRDEMV--------------------------------------------

Ca.Mn.GA-2.13EViAth13        VHSQIQ--------------------------------------------

2.8EApPfa2                   IQHAVI--------------------------------------------

2.21BThPmo1                  IAKMLE--------------------------------------------

GAeff-2.5EMeHsa12            VFKMMQ--------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          VFKMMQ--------------------------------------------

Ca.Mn.GA-2.16EMeCel2         VVKMMM--------------------------------------------

GAeff-2.3EFuSce2             VFEMMN--------------------------------------------

2.6EFuNcr3                   IATSVS--------------------------------------------

9.1EFuSce8                   IAKSLQ---GD-----------------------------SGLISRD---

9.4EFuZro1                   VADSLR---SK-----------------------------QTIVSRD---

9.3EFuDoc1                   IAKSLR---NN-----------------------------NSVIRKVDKS

9.5EFuUma1                   IADALRGAAKA-----------------------------QKIRDVKRNA

9.2EFuSpo3                   IAAGLR---QK-----------------------------GKLFQRPEKD

9.6EFuUma2                   IATALAK-------------------------------------------

Tro7                         LARLTA--------------------------------------------

1.5BSpLbi2                   IAGLTS--------------------------------------------

Na.K-1.1EMeHsa13             IATLAS--------------------------------------------

N.K-1.6EMeSac1               IATLAS--------------------------------------------

H.K.NoGas1.4EMeRno1          IASLAS--------------------------------------------

H.K.Gas-1.2EMeHsa24          IASLAS--------------------------------------------

Na-1.3ERaHak1                IASLTL--------------------------------------------

Cte1                         IAERLN--------------------------------------------

4.1BGaSen1                   LAGRVS--------------------------------------------

Tro4                         IVARLG--------------------------------------------

4.2BSpLin3                   ISERLK--------------------------------------------

30.3BSpLbi4                  IGRKIA--------------------------------------------

30.4BCyAva17                 IGKALQ--------------------------------------------

30.2BBaFjo5                  IGESIL--------------------------------------------

PMeff-2.1EMeHsa11            ILTLLGVNED-----DEGEKKKKGKKQ-GVPENRNKAKTQDGVALEIQPL

PM-2.25EMeHsa1               IFTLLGAGGEEEEKKDEKKKEKKNKKQDGAIENRNKAKAQDGAAMEMQPL

PM-2.15EMeCel1               IMTLLGAGKA------------------GIGDDDSTSTSSSSSSSSSSSG

Vac-2.17EnoDdi23             TMMGLRVASE----------------------------------------

PM-2.10EViAth45              LMASISEDNG----------------------------------------

PM-2.14EViAth40              LMASISEDTG----------------------------------------

Chl-2.11EViAth32             LMATLSEGGD----------------------------------------

PM-2.12EViAth11              LMATLTEGGD----------------------------------------

Vac-2.2EFuSce6               TMTSLNAEPE----------------------------------------

Vac-2.18EApTgo1              MFQKLAYDAEP---------------------------------------

Cte2                         VVALVA--------------------------------------------

3.4AEuMja1                   TVKLVE--------------------------------------------

3.7EViAth21                  AAHLVD--------------------------------------------

3.1EFuNcr1                   AAALVN--------------------------------------------

3.6EFuSce5                   AAALVN--------------------------------------------

3.2ETrLma9                   TAALLQ--------------------------------------------

3.5ETrTbr5                   TATLLQ--------------------------------------------

23.1BAcSco4                  LLAKDN--------------------------------------------

23.2BFiEfa2                  YFINHQ--------------------------------------------

8.1EMeBta1                   NSTSPP--------------------------------------------

8.8EMeMmu1                   NSTKAP--------------------------------------------

8.2EFuSce10                  NATATP--------------------------------------------

8.6EViAth15                  NAMNAP--------------------------------------------

8.4EFuSce14                  NSGITP--------------------------------------------

8.5EFuSce4                   NAGVTP--------------------------------------------

8.7EViAth19                  NNSGAP--------------------------------------------

15.1EnoDdi18                 LVLSMLY-------------------------------------------

16.1EOlTth26                 LVRSILY-------------------------------------------

14.1EFuSce15                 LVRSMVF-------------------------------------------

13.1EMeHsa8                  LVSSILH-------------------------------------------

32.4BFuFnu1                  VSRIIK--------------------------------------------

Cu1-5.13ACrSso2              IIGLVN--------------------------------------------

Cd2-5.14EFuSce9              IATMVD--------------------------------------------

Cu1-5.9EFuCal1               IVNTVR--------------------------------------------

6.16BGaPae5                  LGKVIG--------------------------------------------

6.7EViAth1                   MAKLVE--------------------------------------------

8.3ETrLdo1                   LNQFLYRGCVLRNTDWVWG-------------------------------

23.3BCyTer4                  LTVSAR--------------------------------------------

Mn.Cd-3.3BFiLpl1             TVSLIN--------------------------------------------

30.1BDeBba3                  IVRSVS--------------------------------------------

31.1BGaMca11                 ISQILN--------------------------------------------

12.1ERhCme8                  LLHQILLADDQTSSYERGNPGPRD----------------TRDTKLSVWA

2.22BFiSth8                  INTSLQ--------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  LTQLWSN-------------------------------------------

28.1BGaLpn4                  LSLIAEN-------------------------------------------

11.1EFuEcu1                  IDVLGNSAVGMVLRTG----------------------------------

17.1EFuSpo12                 GFRSNKGQ------------------------------------------

18.1EApCpa6                  FLQTMYCD------------------------------------------

19.1EOlTth19                 TGFTTHRG------------------------------------------

20.1EOlTth57                 TGYTSFRG------------------------------------------

26.1BAcCdi2                  FAGITR--------------------------------------------

31.2BGaMca1                  VLDTASLMPADR--------------------------------------

2.20BFiCac3                  VAPILN--------------------------------------------

10.1EFuSce3                  LAIVTKTG------------------------------------------

21.1EBaTps13                 TYSSRGE-------------------------------------------

22.1EApCpa2                  LPPLLTSNSRRD--------------------------------------

Tro5                         ---------------------LSE--ENRDHLTERLAQYTRLSLPISFAT

24.2BChTro1                  ---------------------LSE--ENRDHLTERLAQYTRLSLPISFAT

24.3BDeHoc1                  ---------------------LGENAPRSGGVEERLGELLALTGPVAAAG

24.4BGaHch1                  ---------------------LTE--PPSNGVEKRLDQLTDMTLPIAAFS

24.1BAcMbo1                  ---------------------AVADVETAAGVQARLRELTSKVLPMTLAG

Dra3                         ---------------------LVEG-ASRQKTPNEIALSILLSGLTLIFL

7.1BGaEco3                   ---------------------MVEG-AQRRKTPNEIALTILLIALTIVFL

Dra2                         ---------------------LVEEAESSKAPTARFIDRFSRWYTPGVVA

6.14BAlSme6                  ---------------------LVEEAQEKKAPTERFIDRFSRYYTPGVVL

6.2BGaEco4                   ---------------------LIEEAEERRAPIERFIDRFSRIYTPAIMA

Tth3                         ---------------------LAEEALLKKSQAERVVDAFSRRYTPAVLA

6.1BFiSau1                   ---------------------LVEEAQGERAPAQAFVDKFAKYYTPIIMV

6.8BFiLmo1                   ---------------------LVEEAQGERAPAQAFVDTFAKYYTPAIIV

6.12BGaPpu1                  ---------------------AVEEAQGARAPTQRFVDRFSRIYTPVVFA

6.4BBeRme1                   ---------------------AVEAAQGSRAPTQRFVDQFARLYTPVVFA

6.13BCyNsp1                  ---------------------LVEQAQESRAPSQQWVDKFAQVYTPIVIL

Tro2                         ---------------------IVEQAREQKSRAQRFAEAFQGKYALGVIV

6.11BGaPpu4                  ---------------------MVSEAEVRKSPTQRFTDRFQRIFVPLVLL

6.9BFiBsu2                   ---------------------LVESAQNSVSPAQAFIERFENAYVKGVLI

Dra4                         ---------------------LMEDAQTQKSRTETLSERWESPYATLVLI

6.10BFiBsu3                  ---------------------LVQNASSRKARTENFITKFAKYYTPAVVI

6.5BCyObr1                   ---------------------LVENARSKKAETEKFISKFASYYTPFVVF

6.3BEpHpy1                   ---------------------LVQQATNEKSETEKFITKFSRYYTPSVLF

Cab1                         ---------------------LVIQAQKSKPRLQQRLDKYSSVYALTIFA

Chl1                         ---------------------LVIQAQKSKPRLQQRLDKYSSAYALTIFA

Cpn1                         ---------------------LVIQAQNSKPRLQQRLDKYSSVYALSIFA

Cmu1                         ---------------------LVIQAQSAKPKLQQRLDRYSSTYALTIFA

6.6EViAth26                  ---------------------LTEEAHSNKPKLQRWLDEFGENYSKVVVV

25.1BAcSco3                  ---------------------LAQQAGAESAPVVRLADRYAAWFLPLALA

25.2BAlSme3                  ---------------------LVEAAKAAKAPIVRLADRYALGFLAVTLL

25.3BFiEfa3                  ---------------------LVKESAARPAHFVRLADRYAVPFTLVAYL

Tro3                         ---------------------LVEAAEGQAGRLQRVADRFSGWYLPVVVA

32.8BCyTel1                  ---------------------LMQSAPVHDTRIENYAAAVANQMVVPTLA

32.6AEuMsm6                  ---------------------LIENSEELKADAQSKAEELADSIVPYSFL

32.7BVeAmu1                  ---------------------LIDHSEELKARIQSRAEKLADSIVPYTLL

32.3BBaBca1                  ---------------------MIEQSEQMKSAAESKAAHLADKLVPYTFA

32.5BSpTde3                  ---------------------MIDRSQSLKAASQIKSERTADKLVFYNFL

32.1BBeAar4                  ---------------------YVEQSLTAKSAAQLDAARLADRLVPIVLG

32.2BAcMtu1                  ---------------------RVEEAQLDRAPIQTVGENFSRRFVPTSFI

6.17AEuMac1                  ---------------------LIEEAQTQKPKIERLLNRHAKVYTPTAII

Tro1                         ---------------------LVQHAQGSKAPIQSLVDRVASVFVQAVIV

Tth2                         ---------------------MVEEAQGHKPKVQELADRIAGVFVPVVLG

Dra1                         ---------------------LVEDAQASRPPIQGLADRVVAQFVPLVLA

Au2-5.20BGaSen5              ---------------------LVEQAQGSKLPIQAVVDKVTLWFVPMVML

Cu1.Ag.eff-5.5BGaEco2        ---------------------MVRQAQSSKPEIGQLADKISAVFVPVVVV

Det1                         ---------------------LVEEAQGSKAPIQRLADKIASVFVPAVIS

Dsp1                         ---------------------LVEEAQGSKAPIQRLADKIASVFVPAVIG

5.18BFiBsu1                  ---------------------IVEEAQGSKAPIQRLADQISGIFVPIVLG

Cu2.Fe3.Pb2-5.19BFiSau2      ---------------------VVEEAQSSKAPIQRLADIISGYFVPIVVG

Cu2upt-5.1BFiEhi1            ---------------------MVEDAQGSKAPIQQIADKISGIFVPIVLF

5.23BSpLin1                  ---------------------AVREAQGTKAPIQRIADQISEIFVPVIVL

5.15BFiEfa2                  ---------------------LVEDAQGSKAPIARMADIITRYFVPIVIA

Cte3                         ---------------------MVEEAQGSKAPIQNIADRIAAIFVPAVLV

Cch1                         ---------------------MVEDAQSSKAPIQQLADKAAAIFVPTVLI

Plu1                         ---------------------MVEEAQGSRAPIQNMADRVASVFVPLVLL

Ag.eff-5.4BGaSen1            ---------------------MVADAQRSRAPIQRMADSVSGWFVPLVIL

Cu1.Ag.eff-5.3EMeHsa23       ---------------------LVEEAQMSKAPIQQLADRFSGYFVPFIII

Cu1.eff-5.6EMeHsa16          ---------------------LVEEAQTSKAPIQQFADKLSGYFVPFIVF

Tma1                         ---------------------LIQEAQGSKVPIQALADRITMWFVPTIIV

Cu1.Ag.eff-5.7AEuAfu2        ---------------------LVEDAMGSKPPIQRLADKVVAYFIPTVLL

Cu2.GA-5.17EFuSce13          ---------------------VMKEAQLSKAPIQGYADYLASIFVPGILI

Cu1.GA-5.8EFuCal2            ---------------------LVKESQVNKAPVQKFSDYIAARFVPFVLL

5.24ACrSso1                  ---------------------SVRGAYNTRVSIQNLVDKVSSIFVPIVIS

5.25ACrPae1                  ---------------------LVRQAQNARLPIQRLVDRVSGVFTWAVMG

5.28ACrApe2                  ---------------------LIAYSQAGKMDIQRLADRVSGMFFWAVLC

5.26AEuTvo1                  ---------------------LIVMASSGRTKVQRIADIFSSYFVPVVLV

27.2BSpLbi1                  ---------------------RLEEALHLKPKIQIVTERIASYFISIVFL

27.3BEpNsp1                  ---------------------LLEDSIAKKPKLEQLANQISGYFSLIILT

Cch2                         ---------------------TVEEAQARKAPIQSLADKTAAYFVPAIIA

27.1BBeNme1                  ---------------------LLDRALAQKPRTAELAEQYASSFIFGELL

Aae3                         ---------------------LVEESLKEKPKIQRISDKVSHYFVLFVVI

Cu1.Ag-5.21BAqAae2           ---------------------LVEESLKEKPKIQRISDKVSHYFVLFVVI

Aae2                         ---------------------LVKEAQESKTKLQSLADRAAFYLTVIAVS

Cu2-5.22BAqAae1              ---------------------LVKEAQESKTKLQSLADRAAFYLTVIAVS

Cu1.Ag.eff-5.10AEuAfu1       ---------------------LVRQAQESKSRTQDLANRAALLLTVIALT

Tth4                         ---------------------LVQEAQASRSRFQALADRVAGWLFYIALT

5.16BFiEfa1                  ---------------------LISQAQGQSSRAENLAQKVAGWLFYIAVI

Cu1.Ag.eff-5.2BFiEhi2        ---------------------MVRKAQGEKSKLEFLSDKVAKWLFYVALV

5.27AKoKcr1                  ---------------------LIKEIRSSRSRFKEIADKAAFFLTIFVIA

Cu1.Chl-5.11EViAth34         ---------------------LVEEAQSREAPVQQLVDKVAGRFTYGVMA

Cu1.Chl-5.12EViAth1          ---------------------MVEDAQGNAAPVQRLADAIAGPFVYTIMS

Aae1                         ----------------------EKSP---ETPLMRALKKFSLAWMVIIFF

2.24BAqAae1                  ----------------------EKSP---ETPLMRALKKFSLAWMVIIFF

2.23AEuMva3                  ----------------------EKSP---ESPLTKAIGQFSKKYIVLLFI

Plu3                         ----------------------EVPP--ERTPLQKNLDRVGILLSRAALL

Tth1                         ----------------------EMEE--EKTPLERRLHAFGHRVARLVLL

Tro6                         ----------------------AETQ--PQTPLERQFARFARLVALVVLV

Cch3                         ----------------------ETID--LDTPLTQKLEVIGRYLTIGIIA

Plu2                         ----------------------HVET--LQTPLLRRVEAFGRTLTISIVA

2.4BCySsp6                   ----------------------KQVS--LMTPLTRKFAKFSHTLLYVIVT

GA-2.19EViAth27              ----------------------QTDD--EATPLKKKLDEFGSFLAKVIAG

ER-2.7EMeHsa25               ----------------------ATEQ--ERTPLQQKLDEFGEQLSKVISL

Ca.Mn.GA-2.13EViAth13        ----------------------EAAQHEEDTPLKKKLNEFGEVLTMIIGL

2.8EApPfa2                   ----------------------ESNSEDTQTPLQIKIDLFGQQLSKIIFV

2.21BThPmo1                  ----------------------ETDT--EQTPLQKKLTELSKILGFAALG

GAeff-2.5EMeHsa12            ----------------------AEEA--PKTPLQKSMDLLGKQLSFYSFG

Ca.Mn.GA-2.9EMeHsa2          ----------------------AEET--PKTPLQKSMDRLGKQLTLFSFG

Ca.Mn.GA-2.16EMeCel2         ----------------------GEES--PKTPLQKSMDDLGKQLSIYSFG

GAeff-2.3EFuSce2             ----------------------NIEK--PKTPLQLTMDKLGKDLSLVSFI

2.6EFuNcr3                   ----------------------GTES--PRSPLQLSMDDLGSQLSKMSFV

9.1EFuSce8                   ---PSKSWLQNTWI-STKKVTGAFLGTNVGTPLHRKLSKLAVLLFWIAVL

9.4EFuZro1                   ---PAKSWVVNAYR-TVHNTAGAFLGTTIGTPLHRKLSKLAILLFFIAVL

9.3EFuDoc1                   NGKPKKREYSKAFCGTIKDIFYNILGINVGTPLQRKLSWLAIFLFWGCRY

9.5EFuUma1                   YGKALPHHYVQAGALTIWDKINNFLGTNKGTPLQRRLSQLAVALFFVAVL

9.2EFuSpo3                   E-PNYRRKLNKYYLKVTSYYVQRVLGLNVGTPLQRKLTVLAYILFCIAII

9.6EFuUma2                   --KGNKEDAQRPWYKRTWDAVATFLGVREGTPLQIKLNKFAYVLLFLAII

Tro7                         ------------------------APRRQPTPLTRELQRLVRIITVLAVS

1.5BSpLbi2                   ------------------------KIKRVESPLQKQLRQTVISISLFAFS

Na.K-1.1EMeHsa13             ------------------------GLEGGQTPIAAEIEHFIHIITGVAVF

N.K-1.6EMeSac1               ------------------------GLEVGRTPIAIEIEHFIHIITGVAVF

H.K.NoGas1.4EMeRno1          ------------------------GVGSEKTPIAIEIEHFVHIVAGVAVS

H.K.Gas-1.2EMeHsa24          ------------------------GVENEKTPIAIEIEHFVDIIAGLAIL

Na-1.3ERaHak1                ------------------------QVGAQQTPINKEIHHFILIISSIAIF

Cte1                         ------------------------QRRDE-TDFDKGIRSFTWLMIRFMVV

4.1BGaSen1                   ------------------------EQDNEQNAFQKGISRVSMLLIRFMLV

Tro4                         ------------------------APPPE-TAFQRGLRDFSLLITRTVVF

4.2BSpLin3                   ------------------------LRPME-TEFEVGVRKFGFFLLHVTLL

30.3BSpLbi4                  ------------------------DETVGRTLLEIEVTKLVRNLFFVAAS

30.4BCyAva17                 ------------------------TVEPQQTVLERETRRIVSKLTFVAIA

30.2BBaFjo5                  ------------------------TIKEEISPLQVQIRKFVKWMAVAGIL

PMeff-2.1EMeHsa11            NSQEGIDNEEKDKKAVKVPKKEKSVLQGKLTRLAVQIGKAGLLMSALTVF

PM-2.25EMeHsa1               KSEEGGDGDEKDKKKANLPKKEKSVLQGKLTKLAVQIGKAGLLMSAITVI

PM-2.15EMeCel1               SSSNGSSDSSKSGDDD---LTAKSVLQAKLSKLALQIIYCGTTIAIIALI

Vac-2.17EnoDdi23             ----------------------DTPLQMKLSVLASRIGYFG-----MGAA

PM-2.10EViAth45              ---------------------EETPLQVRLNGVATFIGSIGLAVAAAVLV

PM-2.14EViAth40              ---------------------EETPLQVRLNGLATFIGIVGLSVALVVLV

Chl-2.11EViAth32             ---------------------DETPLQVKLNGVATIIGKIGLFFAVITFA

PM-2.12EViAth11              ---------------------DETPLQVKLNGVATIIGKIGLFFAVVTFA

Vac-2.2EFuSce6               ----------------------STPLQLHLSQLADNISVYGCVSAIILFL

Vac-2.18EApTgo1              -----------------------TPLQRKLNALAEDIGTFGLISAVVAFF

Cte2                         -----------------------EAQRQERSHFQKMVIQIGNFLIMVTLV

3.4AEuMja1                   -----------------------KAEK--VSSYQKMIIKIGDYLIVLAVI

3.7EViAth21                  -----------------------STNQ--VGHFQKVLTSIGNFCICSIAI

3.1EFuNcr1                   -----------------------AASGG-SGHFTEVLNGIG-TILLILVI

3.6EFuSce5                   -----------------------KAAGG-QGHFTEVLNGIG-IILLVLVI

3.2ETrLma9                   -----------------------SVESD-LGNIHVILRRVMFSLCAISFL

3.5ETrTbr5                   -----------------------SVEAD-IGSIRIILMRVMVISSSFSFV

23.1BAcSco4                  -----------------------DLDDSIARTVGGIVPMVPEGLVLLTSV

23.2BFiEfa2                  -----------------------GLHDSIVSMEAALIGMIPEGLYLLTTV

8.1EMeBta1                   -----------------------LKLSNVERITNVQILILFCILIAMSLV

8.8EMeMmu1                   -----------------------LKRSNVEKVTNVQILVLFGILLVMALV

8.2EFuSce10                  -----------------------IKRTAVEKIINRQIIRLFTVLIVLILI

8.6EViAth15                  -----------------------SKRSTLEKKLDKLIITIFCVLVTMCLI

8.4EFuSce14                  -----------------------TKKSRISRELNFSVVINFVLLFILCFV

8.5EFuSce4                   -----------------------TKKSRISRELNFSVILNFVLLFILCFT

8.7EViAth19                  -----------------------SKRSRLETRMNLEIILLSLFLIVLCTI

15.1EnoDdi18                 ------------------------PKESHFKFFEQSLKFLGVLCFIALIG

16.1EOlTth26                 ------------------------PKQNSFSFYVDSLKFVAVLALISLFG

14.1EFuSce15                 ------------------------PKPTGFKFYRDSFKYIGFMSLIAIFG

13.1EMeHsa8                  ------------------------PRPINFKFYKHSMKFVAALSVLALLG

32.4BFuFnu1                  ---------------------LVEDANSNKADIQNYADTFSAQLIPLNFI

Cu1-5.13ACrSso2              -----------------------YSKQKKSAILTFFDKVIDKIWVPLALA

Cd2-5.14EFuSce9              ------------------------EAKLTKPKIQNIADKIASYFVPTIIG

Cu1-5.9EFuCal1               ------------------------DGQMRKAPMERTADLITGYFVPLIIA

6.16BGaPae5                  ---------------------LMQQAERAKPPITRLLERYAGQYMLLVLL

6.7EViAth1                   ------------------------EAQNSKTETQRFIDKCSKYYTPAIIL

8.3ETrLdo1                   ------------MVAYAGVDTKLFRNLKPKPPKSSNLDRKLNYFIIAILI

23.3BCyTer4                  ------------------------AFRQIYTPLQQEINLVIRVFLLLSCF

Mn.Cd-3.3BFiLpl1             -------------------------QNNAPGHLQRLLGKIIGYLALLDSA

30.1BDeBba3                  ------------------------RVPHERTPLQQAIGRLVQILIFLSVA

31.1BGaMca11                 ------------------------DTAGYKLSSQNKGEKLADRAAAPTLV

12.1ERhCme8                  ALWRRLRSRSPPGDAHLGDGELDDPESSDKRLSQMYLDAYKAMVVLLFGG

2.22BFiSth8                  ---------------------EDSKNSPSKEKLNKLARNIGVLGYSAGAA

29.1BDeBba2                  ---------------------QLDHGALKKSRFIALTDRLAQWLIITVFS

29.2BBaFjo4                  ----------------------EVFQKKVQQKHKTITDAISRYFTPILLL

28.1BGaLpn4                  ----------------------INKANDEKAPIEMFADKVLKYFIPGLIA

11.1EFuEcu1                  ---------------FQTTRGQILKNMLNAKPVHNRFIREAEIIILGIVM

17.1EFuSpo12                 --------------------LIRNLLYPNLRPSQLYLDSMSFLKTMAILS

18.1EApCpa6                  --------------------VITNRLHYQNDKLYQDSMRFVKFCFFIGII

19.1EOlTth19                 ---------------------QLVRSILFPRPHSFKFYEESIKFLKFLFA

20.1EOlTth57                 ---------------------QIFRSMLYPKHISFKFYTNATYFLLLMIV

26.1BAcCdi2                  ---------------------WVSQASVHQNHADAVATRAASMLVPVSFV

31.2BGaMca1                  ------------------TMRRRAEELADRTVFPTLATAGVGWAVGDLIT

2.20BFiCac3                  ------------------------YDKNRNFLIRKVRVGMNYLAIFSFIS

10.1EFuSce3                  ---------------FETSQGSLVRVMIYSAERVSVDNKEALMFILFLLI

21.1EBaTps13                 ------------------IIQALIRNKMNTGTLSNKDDEIVSMRLIGVLA

22.1EApCpa2                  ---------------------FTSESISSLGRHCDLYKSIKRNWNFTPEP

Tro5                         AAAVTLSGILRGLP------------------------------PAAQLG

24.2BChTro1                  AAAVTLSGILRGLP------------------------------PAAQLG

24.3BDeHoc1                  GVALAAASMVRGQS------------------------------WRDVFS

24.4BGaHch1                  GIALLLAGLSRRRP------------------------------VKEVIG

24.1BAcMbo1                  GAAVTALALLRRAS------------------------------LRQAVA

Dra3                         LAVVTLYPFTVYAG------------------------------APASAV

7.1BGaEco3                   LATATLWPFSAWGG------------------------------NAVSVT

Dra2                         VAALTAALPPLLLGQPWYPW----------------------------LY

6.14BAlSme6                  VAALVAVIPPLFFGGLWQDW----------------------------IY

6.2BGaEco4                   VALLVTLVPPLLFAASWQEW----------------------------IY

Tth3                         LAGFVGLVLPLFRG-DFLGH----------------------------VY

6.1BFiSau1                   IAALVAVVPPLFFGGSWDTW----------------------------VY

6.8BFiLmo1                   IAALIATVPPLLFGGNWETW----------------------------VY

6.12BGaPpu1                  IALAVALIPPLFLAGAWFDW----------------------------VY

6.4BBeRme1                   VALAVAVLPPLVFGGPWLDW----------------------------IY

6.13BCyNsp1                  AAIAIALIPPLAFAQPFNVW----------------------------LY

Tro2                         VSALAFAVP-VALGAPAETT----------------------------FY

6.11BGaPpu4                  LVVGLLFAG-IFLDEPFRDS----------------------------FY

6.9BFiBsu2                   AVALLLFVPHFALGWSWSET----------------------------FY

Dra4                         SVPLVYAGLHYLAGLNVDQS----------------------------WY

6.10BFiBsu3                  IAVLLAFVPPLVLSGAALSD---------------------------WVY

6.5BCyObr1                   ASLGVALIPPLFISGATNADRLL------------------------WVY

6.3BEpHpy1                   IALMIAVLPPLFSMG-SFDE---------------------------WIY

Cab1                         ISTSIAVLVPLFTSIPFLGPNS-------------------------AFY

Chl1                         ISTSIAVLVPLFTSIPFLGPNS-------------------------AFY

Cpn1                         IACGIALLVPLFTSIPLLGPQS-------------------------AFY

Cmu1                         ISASIAIGGSLFTTLPFLGPDS-------------------------AFY

6.6EViAth26                  LSLAIAFLGPFLFKWPFLSTAACR----------------------GSVY

25.1BAcSco3                  TAALAWLVS-------------------------------------GSAV

25.2BAlSme3                  LAGGAWAIS-------------------------------------GEPV

25.3BFiEfa3                  IAGVAWFVS-------------------------------------KSPT

Tro3                         VALLTLILRR-------------------------------------DAL

32.8BCyTel1                  IGTGVGLLSG-------------------------------------DLN

32.6AEuMsm6                  TTFLTYLITR-------------------------------------DTT

32.7BVeAmu1                  TAGALFLFTR-------------------------------------NIS

32.3BBaBca1                  GSLLSFVLTR-------------------------------------NVA

32.5BSpTde3                  LAGLTYAFTR-------------------------------------NFA

32.1BBeAar4                  LAGATYFISG-------------------------------------DWR

32.2BAcMtu1                  VSAIALLITG-------------------------------------DVR

6.17AEuMac1                  LGGLLWWWSG-------------------------------------DLT

Tro1                         IALLTFAGWWLVTG-----------------------------DPLRGLL

Tth2                         IALLTFLLWLFLGP-----------------------------GLAHAFV

Dra1                         IALVTFLAWLYVGGP---------------------------SALSNALI

Au2-5.20BGaSen5              IAALTFVVWLAFGPS---------------------------PALTFALI

Cu1.Ag.eff-5.5BGaEco2        IALVSAAIWYFFGPA---------------------------PQIVYTLV

Det1                         IAILTFVFWLVFGPE---------------------------PSFTYAAL

Dsp1                         IAILIFVFWLALGPE---------------------------PSFTYAFL

5.18BFiBsu1                  IAVLTFLIWYLWAAP---------------------------GDFAEAIS

Cu2.Fe3.Pb2-5.19BFiSau2      IALLIFIVWITLVTP---------------------------GTFEPALV

Cu2upt-5.1BFiEhi1            LALVTLLVTGWLTK-----------------------------DWQLALL

5.23BSpLin1                  ISVITLCVWYFWILP---------------------------STFSVALE

5.15BFiEfa2                  LAVLAGIAWLIAGQS---------------------------GIFILSVI

Cte3                         IAALTFILWLTVGSLFI----------------------DFSTALSFGIM

Cch1                         LAALTCILWLTLGTLWL----------------------GFSTALSYAIM

Plu1                         FALLTLLLWLFIGSLTM----------------------GFAAALPLAIN

Ag.eff-5.4BGaSen1            IAVVAFMIWSVWGPE---------------------------PRMAHGLI

Cu1.Ag.eff-5.3EMeHsa23       MSTLTLVVWIVIGFIDFGVVQKYFPNPNKHIS-------QTEVIIRFAFQ

Cu1.eff-5.6EMeHsa16          VSIATLLVWIVIGFLNFEIVETYFPGYNRSIS-------RTETIIRFAFQ

Tma1                         LAITSALVWYFNYERFLPFVEK-AREIFPWII-------QTSDPLTFSIF

Cu1.Ag.eff-5.7AEuAfu2        VAISAFIYWYF----------------------------IAHAPLLFAFT

Cu2.GA-5.17EFuSce13          LAVLTFFIWCFILN-ISANPPVAFTAN------------TKADNFFICLQ

Cu1.GA-5.8EFuCal2            LAIFTFILWMIICFTIHQDKLPKIFQN------------ETNGKFFVCLK

5.24ACrSso1                  ISALTFLVWKFVLDYN----------------------------LYSSLL

5.25ACrPae1                  VATATFAAW-IALGAP----------------------------VWQALM

5.28ACrApe2                  IASLTFTAWLFLGG------------------------------LETAII

5.26AEuTvo1                  AATASFLFWYFYLKSIG-----------------------NPLAPEIGIL

27.2BSpLbi1                  LAFVCFGVWMFLTS----------------------------GDLEQSLV

27.3BEpNsp1                  LALLTFAGWFWYT-----------------------------AEFEKSLI

Cch2                         LATVTFLYWKFTN-----------------------------GNTVIALM

27.1BBeNme1                  LAVPVFIGWTLYA------------------------------DAHTALW

Aae3                         LSVITFLTWFIKTG-----------------------------EINRAVQ

Cu1.Ag-5.21BAqAae2           LSVITFLTWFIKTG-----------------------------EINRAVQ

Aae2                         LGSISLLFWWYYLGDLN-----------------------------FAVE

Cu2-5.22BAqAae1              LGSISLLFWWYYLGDLN-----------------------------FAVE

Cu1.Ag.eff-5.10AEuAfu1       VGSVTLAIWLAYIADFA-----------------------------FAIE

Tth4                         LGTLTFLVWLALGRDFN-----------------------------FALS

5.16BFiEfa1                  VALIALVIWM-IIADVP-----------------------------TAVI

Cu1.Ag.eff-5.2BFiEhi2        VGIIAFIAWL-FLANLP-----------------------------DALE

5.27AKoKcr1                  SGAITLAYWSLNGHSLG-----------------------------FAIE

Cu1.Chl-5.11EViAth34         LSAATFTFWNLFGAHVLPSALHN------------------GSPMSLALQ

Cu1.Chl-5.12EViAth1          LSAMTFAFWYYVGSHIFPDVLLNDIAG------------PDGDALALSLK

Aae1                         LLSILFLIGIYQGRD-----------------------------IYEVLL

2.24BAqAae1                  LLSILFLIGIYQGRD-----------------------------IYEVLL

2.23AEuMva3                  ILFTVGSFGLYGGID-----------------------------IPTMLY

Plu3                         IVLFIVVSGLLHGRPF-----------------------------MEMVL

Tth1                         LALGLLLLGFLVEGVS-----------------------------AKVVL

Tro6                         SIVAISSFGVLRGDEP-----------------------------ALLFK

Cch3                         ITFVIMIIGTYRALGQG----------VLLFD-----------ALKESLI

Plu2                         LSIFMFVFGVFVRGYR----------------------------PEEMFN

2.4BCySsp6                   LAAFTFAVGWGRGGS-----------------------------PLEMFE

GA-2.19EViAth27              ICVLVWVVNIGHFS-----D--PSHG-G-FFK-----------GAIHYFK

ER-2.7EMeHsa25               ICIAVWIINIGHFN-----D--PVHG-GSWIR-----------GAIYYFK

Ca.Mn.GA-2.13EViAth13        ICALVWLINVKYFLSWEYVDGWPRNF-KFSFE-----------KCTYYFE

2.8EApPfa2                   ICVTVWIINFKHFS-----D--PIHG-S-FLY-----------GCLYYFK

2.21BThPmo1                  ISIAMFLVGIIQGR-----------------------------PLFEMFF

GAeff-2.5EMeHsa12            IIGIIMLVGWLLGKD-----------------------------ILEMFT

Ca.Mn.GA-2.9EMeHsa2          IIGLIMLIGWSQGKQ-----------------------------LLSMFT

Ca.Mn.GA-2.16EMeCel2         VIAVIFLIGMFQGRN-----------------------------VVDMFT

GAeff-2.3EFuSce2             VIGMICLVGIIQGRS-----------------------------WLEMFQ

2.6EFuNcr3                   IIGLISLVGWLQGKK-----------------------------LLEIFT

9.1EFuSce8                   FAIIVMASQKFDVDKR-------------------------------VAI

9.4EFuZro1                   FAIVVMASQKFNVDRG-------------------------------VAI

9.3EFuDoc1                   FCNYCNGIPKNRVNKE-------------------------------VAI

9.5EFuUma1                   FAVIVFLSNN-WTDNE-------------------------------VII

9.2EFuSpo3                   LAIIVMAAHSFHVTNE-------------------------------VSI

9.6EFuUma2                   CAIIVFGVAEFDINNE-------------------------------VIL

Tro7                         VGLLFFAVAVFLR------------------L-----------PVLDAFV

1.5BSpLbi2                   IGVVFLILGYWVAG-----------------L-----------SFVQAFL

Na.K-1.1EMeHsa13             LGVSFFILSLILE------------------Y-----------TWLEAVI

N.K-1.6EMeSac1               LGVSFFILSLILG------------------Y-----------SWLEAVI

H.K.NoGas1.4EMeRno1          IDIIFFITAVCMK------------------Y-----------YVLDAII

H.K.Gas-1.2EMeHsa24          FGATFFIVAMCIG------------------Y-----------TFLRAMV

Na-1.3ERaHak1                LGVTFFIIGLALG------------------T-----------ELIENLV

Cte1                         MVSTVFLIVGLTKGNW-----------------------------LESLF

4.1BGaSen1                   MAPVVLIINGYTKGDW-----------------------------WEAAL

Tro4                         LVLLTLVVMLALGRPP-----------------------------LDASL

4.2BSpLin3                   LVITIFIANVFLHKSV-----------------------------LESFL

30.3BSpLbi4                  LCIILALYFGIVKSL-----------------------------WLQGLL

30.4BCyAva17                 ICVAVVVIYGASTSN-----------------------------WLQGVL

30.2BBaFjo5                  IFLMVWMFSFIRTGN-----------------------------LVDSLL

PMeff-2.1EMeHsa11            ILILYFVIDNFVINRRPWLPECTPIY----IQ-----------YFVKFFI

PM-2.25EMeHsa1               ILVLYFVIDTFWVQKRPWLAECTPIY----IQ-----------YFVKFFI

PM-2.15EMeCel1               VLVTRFCLDHYVFEKN----EFSLVD----IQ-----------MFVKFFI

Vac-2.17EnoDdi23             ILMLLIAIPKYFIQRKVHDIEITRED----AQ-----------PIVQLVI

PM-2.10EViAth45              ILLTRYFTGHTKDNNGGPQFVKGKTKVGHVID-----------DVVKVLT

PM-2.14EViAth40              ALLVRYFTGTTQDTNGATQFIKGTTSISDIVD-----------DCVKIFT

Chl-2.11EViAth32             VLVQGLANQKRLDN---SHWIWT----ADELM-----------AMLEYFA

PM-2.12EViAth11              VLVQGMFMRKLSTG---THWVWS----GDEAL-----------ELLEYFA

Vac-2.2EFuSce6               VLFTRYLFYIIPEDGRFHDLDPAQKG-----S-----------KFMNIFI

Vac-2.18EApTgo1              VLLLEFWVMYFLQDPSKRESAVDVVH-----------------DHVEFFV

Cte2                         LVLLIVMVSL-FRHEP----------------------------LLDIIR

3.4AEuMja1                   LIAIMVAVEL-FRGKS----------------------------LIETAQ

3.7EViAth21                  GIAIEIVVMYPIQHRK----------------------------YRDGID

3.1EFuNcr1                   FTLLIVWVSSFYRSNP----------------------------IVQILE

3.6EFuSce5                   ATLLLVWTACFYRTNG----------------------------IVRILR

3.2ETrLma9                   LCMCCFIYLLARFYET----------------------------FRHALQ

3.5ETrTbr5                   LCLICFIYLMVNFKQK----------------------------FRDALQ

23.1BAcSco4                  AFAIGVVRLGRKQ-------------------------------------

23.2BFiEfa2                  ALAASTMRLAKRG-------------------------------------

8.1EMeBta1                   CSVGSAIWNRRHSGRDWYLNLNYGG-ANNFG---------------LNFL

8.8EMeMmu1                   SSVGALFWNGSHGGKSWYIKKMDTN-SDNFG---------------YNLL

8.2EFuSce10                  SSIGNVIMSTADAKHLSYLYLEGTNKAGLFF---------------KDFL

8.6EViAth15                  GAIGCSIVTDREDKYLGLHNSDWEYRNGLMIG-------------FFTFF

8.4EFuSce14                  SGIANGVYYDKKGRSRFSYEFGTIAGSAATNG-------------FVSFW

8.5EFuSce4                   AGIVNGVYYKQKPRSRDYFEFGTIGGSASTNG-------------FVSFW

8.7EViAth19                  AAATAAVWLRTHRDDLDTILFYRRKDYSERPGGKNYKYYGWGWEIFFTFF

15.1EnoDdi18                 FGVSVWRLIKAGEQ------------------------------LSEVVT

16.1EOlTth26                 FFFSLPFMIRGYHNGY--------------------------LDVRDLVL

14.1EFuSce15                 FCVSCVQFIKLGLD------------------------------KKTMIL

13.1EMeHsa8                  TIYSIFILYRNRVP------------------------------LNEIVI

32.4BFuFnu1                  LAGIVYASTR-------------------------------------SIT

Cu1-5.13ACrSso2              ISIITVIAWGLYGILIG------------------------KDLWLYGII

Cd2-5.14EFuSce9              ITVVTFCVWIAVGIRVEKQSRSD--------------------AVIQAII

Cu1-5.9EFuCal1               CAVITWVIWLALGYSGALPQSYLDIDVG--------------GWTVWSLE

6.16BGaPae5                  IAAVTWFVTN-------------------------------------DAQ

6.7EViAth1                   ISICFVAIPFALKVHN----------------------------LKHWVH

8.3ETrLdo1                   FQNIMLFILASMAVWWNSKYRETPYLRFFISFRKN------VTLWGYRYL

23.3BCyTer4                  LWILVSINWYFGFYK------------------------------FVDTV

Mn.Cd-3.3BFiLpl1             LALIIVGIALIRHAD-----------------------------MIQMLP

30.1BDeBba3                  LCLILAMVRFNQGYG-----------------------------WLDALL

31.1BGaMca11                 VGAIAWATIG--------------------------------------PS

12.1ERhCme8                  VLATVYSFTLLRPLLS----------------------------FREALL

2.22BFiSth8                  YSVINLVLGFIALNKANNLNGGS-----------------IFLLIIETIL

29.1BDeBba2                  IAVLFFIAYASIDIS-------------------------------EAFN

29.2BBaFjo4                  IAFAGFGYWIFIDAN-------------------------------TAFN

28.1BGaLpn4                  VALLSGIVIGSLFNP------------------------------ALAIQ

11.1EFuEcu1                  VAMAVGIGMAYVLNKMG-------------------------FDASTNLM

17.1EFuSpo12                 FVSIVFIAIYLNLYNAS---------------------------FGHVVL

18.1EApCpa6                  GSIITASIGFTIGIEP-----------------------------IIIIL

19.1EOlTth19                 LTFVAFAILLPRLYQT--------------------------MELHYIAL

20.1EOlTth57                 MGVTTYFVELYFIIKIELP-------------------------TLLIVY

26.1BAcCdi2                  IAATDFALWALITNNLN-----------------------------QAFA

31.2BGaMca1                  VGAILHQDWVSGPGMVLPMETLRAMRLAWRAG----ALLKSASALARMKY

2.20BFiCac3                  WFGLTFFMNSNGKALN------------------------------ESLR

10.1EFuSce3                  FAVIASWYVWVEGTKMG-------------------------RIQSKLIL

21.1EBaTps13                 TFAVGACAYLFVDNPGDRRK----------------------DSVFKRIV

22.1EApCpa2                  LWILCFIYGTFIALTDSYTLS----------------------FEIGSIF

Tro5                         LGASLAIAAVPEGLPLLSRVAQAAT-------------------------

24.2BChTro1                  LGASLAIAAVPEGLPLLSRVAQAAT-------------------------

24.3BDeHoc1                  SAVGLAVAAVPEGLPILATLSQLAA-------------------------

24.4BGaHch1                  SGVSLAVAAVPEGLPIMATLAQLAS-------------------------

24.1BAcMbo1                  DGVAIAVAAVPEGLPLVATLSQLAA-------------------------

Dra3                         TLIALLVCLIPTTIGGLLPAIGIAG-------------------------

7.1BGaEco3                   VLVALLVCLIPTTIGGLLSAIGVAG-------------------------

Dra2                         KGIALLLIGCPCALVLSVPAAITSG-------------------------

6.14BAlSme6                  KGLALLLIGCPCALVISTPAAIAAS-------------------------

6.2BGaEco4                   KGLTLLLIGCPCALVISTPAAITSG-------------------------

Tth3                         KALGLLLIACPCALVVSVPAAIAAG-------------------------

6.1BFiSau1                   QGLAVLVVGCPCALVISTPISIVSA-------------------------

6.8BFiLmo1                   QGLSVLVVGCPCALVVSTPVAIVTA-------------------------

6.12BGaPpu1                  RALVLLVVACPCALVISTPVTIVSG-------------------------

6.4BBeRme1                   KALVLLVIACPCALVISTPVSIVSG-------------------------

6.13BCyNsp1                  RALVMLVIACPCALVISTPVSIVSA-------------------------

Tro2                         RAMTLLVAASPCALVISTPASILSA-------------------------

6.11BGaPpu4                  RAMAVLVAASPCALAIATPSAILSG-------------------------

6.9BFiBsu2                   RAMVFMVVASPCALVASIMPAALSL-------------------------

Dra4                         RAMTFMVVASPCAVVISTPAVMLSA-------------------------

6.10BFiBsu3                  RALIFLVISCPCALVVSIPLGFFGG-------------------------

6.5BCyObr1                   RALVLLVISCPCGLVISIPLGYFGG-------------------------

6.3BEpHpy1                   RGLVALMVSCPCALVISVPLGYFGG-------------------------

Cab1                         RALAFLIAASPCALIIAIPIAYLSA-------------------------

Chl1                         RALAFLIAASPCALIIAIPIAYLSA-------------------------

Cpn1                         RALAFLIAASPCALIIAIPIAYLSA-------------------------

Cmu1                         RALAFLIAASPCALIIAIPIAYLST-------------------------

6.6EViAth26                  RALGLMVAASPCALAVA-PLAYATA-------------------------

25.1BAcSco3                  RAVAVLVVATPCPLLLAAPVAVVSG-------------------------

25.2BAlSme3                  RALAVLVIATPCPLILAVPVAIIAG-------------------------

25.3BFiEfa3                  RFAEVLVVASPCPLILSAPIALVAG-------------------------

Tro3                         AVAAVLVVSCSCAFALATPMAFVAT-------------------------

32.8BCyTel1                  RAIALLTLDLGTGIRVSVPTTILSA-------------------------

32.6AEuMsm6                  KALSVLMVDFSCALKLTTPLSVISA-------------------------

32.7BVeAmu1                  KALSVLMVDYSCAIKLATPISVISA-------------------------

32.3BBaBca1                  RALSVLMVDFSCALKLAMPLAVLSA-------------------------

32.5BSpTde3                  KAASTLLVDYSCAMKLSAPVCVLSA-------------------------

32.1BBeAar4                  RAASVLQADYSCALKLATPVAFKSA-------------------------

32.2BAcMtu1                  RAMTMLLIACPCAVGLSTPTAISAA-------------------------

6.17AEuMac1                  RAITMLIVFCPCVMVLATPTALVAS-------------------------

Tro1                         PAVAVLVIACPCAMGLATPTAVIVG-------------------------

Tth2                         AALAVLLIACPCAMGLATPAAIAVA-------------------------

Dra1                         HTVAVLIIACPCAMGLATPVSIMVG-------------------------

Au2-5.20BGaSen5              NGVAVLIIACPCAMGLATPTSIMVG-------------------------

Cu1.Ag.eff-5.5BGaEco2        IATTVLIIACPCALGLATPMSIISG-------------------------

Det1                         NMIAVLVIACPCALGLATPTALIVG-------------------------

Dsp1                         NLIAVLIIACPCALGLATPTALIVG-------------------------

5.18BFiBsu1                  KFIAVLVIACPCALGLATPTSIMAG-------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      ASISVLVIACPCALGLATPTSIMVG-------------------------

Cu2upt-5.1BFiEhi1            HSVSVLVIACPCALGLATPTAIMVG-------------------------

5.23BSpLin1                  KAIAVLVVACPCALGLATPISVLTG-------------------------

5.15BFiEfa2                  --ITTLVIACPCALGLATPTSIMVG-------------------------

Cte3                         GMVGILVIACPCALGLATPTAIIVG-------------------------

Cch1                         GTVGILVVACPCALGLATPTAIIVG-------------------------

Plu1                         SFIGILVIACPCALGLATPTAIIVG-------------------------

Ag.eff-5.4BGaSen1            AAVSVLIIACPCALGLATPMSIMVG-------------------------

Cu1.Ag.eff-5.3EMeHsa23       TSITVLCIACPCSLGLATPTAVMVG-------------------------

Cu1.eff-5.6EMeHsa16          ASITVLCIACPCSLGLATPTAVMVG-------------------------

Tma1                         VFVATIVIACPCALGLATPMALVTG-------------------------

Cu1.Ag.eff-5.7AEuAfu2        TLIAVLVVACPCAFGLATPTALTVG-------------------------

Cu2.GA-5.17EFuSce13          TATSVVIVACPCALGLATPTAIMVG-------------------------

Cu1.GA-5.8EFuCal2            LSISVIVVACPCALGLAAPTAVMVG-------------------------

5.24ACrSso1                  FSVAVLAAACPCALGLASPMAMLVS-------------------------

5.25ACrPae1                  FAVAVLVVACPCALGLATPLAIVVG-------------------------

5.28ACrApe2                  RAASVFLISCPCALGLATPTASSAG-------------------------

5.26AEuTvo1                  AFVSVVVIACPCAIGLAGPITLLIS-------------------------

27.2BSpLbi1                  TTISVLIVACPCALGISVPTALVTN-------------------------

27.3BEpNsp1                  IAVSVIVIACPCALGLATPMATLVG-------------------------

Cch2                         NAVSVLVIACPCALGLATPLALLVA-------------------------

27.1BBeNme1                  ITVALLVITCPCALSLATPTALAAS-------------------------

Aae3                         FSLAVLVVSCPCAFGIAVPLAVSVG-------------------------

Cu1.Ag-5.21BAqAae2           FSLAVLVVSCPCAFGIAVPLAVSVG-------------------------

Aae2                         RAVTVMVTACPHALGLAIPLVVSIS-------------------------

Cu2-5.22BAqAae1              RAVTVMVTACPHALGLAIPLVVSIS-------------------------

Cu1.Ag.eff-5.10AEuAfu1       RAVTVMVITCPHALGLAIPLVVAVS-------------------------

Tth4                         LAVTVVVIACPHALGLAIPLVTVNA-------------------------

5.16BFiEfa1                  FTVTTLVIACPHALGLAIPLVTARS-------------------------

Cu1.Ag.eff-5.2BFiEhi2        RMVTVFIIACPHALGLAIPLVVARS-------------------------

5.27AKoKcr1                  RAVSVVVVACPHALGLAIPIVIQRT-------------------------

Cu1.Chl-5.11EViAth34         LSCSVLVVACPCALGLATPTAMLVG-------------------------

Cu1.Chl-5.12EViAth1          LAVDVLVVSCPCALGLATPTAILIG-------------------------

Aae1                         LIVSELVSAVPEGLPLVITFTLVIG-------------------------

2.24BAqAae1                  LIVSELVSAVPEGLPLVITFTLVIG-------------------------

2.23AEuMva3                  ILVALMVSAIPEGLPIVITLVLAVG-------------------------

Plu3                         FGIALAVAVVPEALPAVVTISLALG-------------------------

Tth1                         FAVALAVAAVPEGLPAVLTLALALG-------------------------

Tro6                         FAVGAAVAIVPEGLPIVVTLVLAVS-------------------------

Cch3                         FAIALAVGAIPEGLPAVVTIALAIG-------------------------

Plu2                         AAVGLAVAAIPEGLPAIMTITLAIG-------------------------

2.4BCySsp6                   AAVALAVSAIPEGLPAVVTVTLAIG-------------------------

GA-2.19EViAth27              IAVALAVAAIPEGLPAVVTTCLALG-------------------------

ER-2.7EMeHsa25               IAVALAVAAIPEGLPAVITTCLALG-------------------------

Ca.Mn.GA-2.13EViAth13        IAVALAVAAIPEGLPAVITTCLALG-------------------------

2.8EApPfa2                   ISVALAVAAIPEGLPAVITTCLALG-------------------------

2.21BThPmo1                  TAISLAVAAIPEGLPAIVTIVLAMG-------------------------

GAeff-2.5EMeHsa12            ISVSLAVAAIPEGLPIVVTVTLALG-------------------------

Ca.Mn.GA-2.9EMeHsa2          IGVSLAVAAIPEGLPIVVMVTLVLG-------------------------

Ca.Mn.GA-2.16EMeCel2         IGVSLAVAAIPEGLPIVVAVTLAIG-------------------------

GAeff-2.3EFuSce2             ISVSLAVAAIPEGLPIIVTVTLALG-------------------------

2.6EFuNcr3                   ISISLAVAAIPEGLPIIVTVTLALG-------------------------

9.1EFuSce8                   YAICVALSMIPSSLVVVLTITMSVG-------------------------

9.4EFuZro1                   YAVCVALSMIPSSLVVVLTITMSVG-------------------------

9.3EFuDoc1                   YAICVALSMIPSALIVVLTITMAVG-------------------------

9.5EFuUma1                   YAVATGVSMIPASLTAVLTITMAMG-------------------------

9.2EFuSpo3                   YAISLGISIIPESLIAVLSITMAMG-------------------------

9.6EFuUma2                   YAIALGIGVIPESLVAVLTITFSVG-------------------------

Tro7                         FMLGVTVALVPEGLLPTLTLSLAVA-------------------------

1.5BSpLbi2                   FFIGIFVANVPEGLLPTVTLSLALG-------------------------

Na.K-1.1EMeHsa13             FLIGIIVANVPEGLLATVTVCLTLT-------------------------

N.K-1.6EMeSac1               FLIGIIVANVPEGLLATVTVCLTLT-------------------------

H.K.NoGas1.4EMeRno1          FLISIIVANVPEGLLATVTVTLSLT-------------------------

H.K.Gas-1.2EMeHsa24          FFMAIVVAYVPEGLLATVTVCLSLT-------------------------

Na-1.3ERaHak1                FLISIIVANVPEGLLATVTVCLTLT-------------------------

Cte1                         FSLSVAVGLTPEMLPMIVTVNLAKG-------------------------

4.1BGaSen1                   FALSVAVGLTPEMLPMIVTSTLARG-------------------------

Tro4                         FAVALAVGLTPEFLPMIVTITLAQG-------------------------

4.2BSpLin3                   FSLALSVGLTPQLLPAIISVNLSHG-------------------------

30.3BSpLbi4                  AGLTLAIGLMPEELPLVMTIFFALG-------------------------

30.4BCyAva17                 AGLALAMAILPNEIPVVLAIFLALG-------------------------

30.2BBaFjo5                  NGLTMAMSVLPEEIPVAFTTFMALG-------------------------

PMeff-2.1EMeHsa11            IGITVLVVAVPEGLPLAVTISLAYS-------------------------

PM-2.25EMeHsa1               IGVTVLVVAVPEGLPLAVTISLAYS-------------------------

PM-2.15EMeCel1               IAVTILVISIPEGLPLAIALALTYS-------------------------

Vac-2.17EnoDdi23             SAITIVVVAVPEGLPLAVTMALAYG-------------------------

PM-2.10EViAth45              VAVTIVVVAVPEGLPLAVTLTLAYS-------------------------

PM-2.14EViAth40              IAVTIVVVAVPEGLPLAVTLTLAYS-------------------------

Chl-2.11EViAth32             VAVTIVVVAVPEGLPLAVTLSLAFA-------------------------

PM-2.12EViAth11              IAVTIVVVAVPEGLPLAVTLSLAFA-------------------------

Vac-2.2EFuSce6               TSITVIVVAVPEGLPLAVTLALAFA-------------------------

Vac-2.18EApTgo1              TAITMLVVAVPEGLPLAVTISLAYS-------------------------

Cte2                         FALVLSVAAIPVALPAVLSVTMAVG-------------------------

3.4AEuMja1                   FALVLAVSAIPAAMPAVLSITMAIG-------------------------

3.7EViAth21                  NLLVLLIGGIPIAMPTVLSVTMAIG-------------------------

3.1EFuNcr1                   FTLAITIIGVPVGLPAVVTTTMAVG-------------------------

3.6EFuSce5                   YTLGITIIGVPVGLPAVVTTTMAVG-------------------------

3.2ETrLma9                   FAVVVLVVSIPIALEIVVTTTLAVG-------------------------

3.5ETrTbr5                   FAVVVLVVSIPIALEIVVTTTLAVG-------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   TFIILFNNLIPISLLVTLEVVKFTQ-AYFINWDL----------------

8.8EMeMmu1                   TFIILYNNLIPISLLVTLEVVKYTQ-ALFINWDM----------------

8.2EFuSce10                  TFWILFSNLVPISLFVTVELIKYYQ-AFMIGSDL----------------

8.6EViAth15                  TLVTLFSSIIPISLYVSIEMIKFIQSTQFINRDL----------------

8.4EFuSce14                  VAVILYQSLVPISLYISVEIIKTAQ-AAFIYGDV----------------

8.5EFuSce4                   VAVILYQSLVPISLYISVEIIKTAQ-AIFIYTDV----------------

8.7EViAth19                  MAVIVYQIMIPISLYISMELVRIGQ-AYFMTNDD----------------

15.1EnoDdi18                 KALDLITIVVPPALPMAQSVGTGFS-------------------------

16.1EOlTth26                 NSLDLITITVPPALPTCLSIGISFA-------------------------

14.1EFuSce15                 RALDIITIVVPPALPATLTIGTNFA-------------------------

13.1EMeHsa8                  RALDLVTVVVPPALPAAMTVCTLYA-------------------------

32.4BFuFnu1                  KAMSMLVIDYSCGIRLSTAVAFSAA-------------------------

Cu1-5.13ACrSso2              NGLLVSTIAYPCAIGFSSPSMALSL-------------------------

Cd2-5.14EFuSce9              YAITVLIVSCPCVIGLAVPIVFVIA-------------------------

Cu1-5.9EFuCal1               FAIAVFVVACPCGIGLAAPTALFVG-------------------------

6.16BGaPae5                  AMLAVLVAACPCALVLSAPATAIAG-------------------------

6.7EViAth1                   LALVVLVSACPCGLILSTPVATFCA-------------------------

8.3ETrLdo1                   SYFILLSYCVPISLFITIEVCKVVQAQWMRVDCL----------------

23.3BCyTer4                  QYAAVIAGLVPSGLYLAITLAYALG-------------------------

Mn.Cd-3.3BFiLpl1             FLAMLFIATIPIAMPSSFAVANSVE-------------------------

30.1BDeBba3                  SAATLAVAAIPEEFPVVFTFFLGVG-------------------------

31.1BGaMca11                 GAVAALNSDLGTGIRMAAPLALLSS-------------------------

12.1ERhCme8                  SALDVLTIVVPPALPAAVTFGIVFA-------------------------

2.22BFiSth8                  FAVTIIIMAVPEGLPMMLALVSSMN-------------------------

29.1BDeBba2                  RSLALIVLACPCALAFGSPLTFGLA-------------------------

29.2BBaFjo4                  VFTAVLIVACPCALALTAPFTFGNI-------------------------

28.1BGaLpn4                  CVVSVLVSACPCALSLITPMAVKIG-------------------------

11.1EFuEcu1                  YSLDLFFTFANPAIPTYLRVGTQLC-------------------------

17.1EFuSpo12                 RSLDVLTILVPPALPATLSVGIANS-------------------------

18.1EApCpa6                  RSFDLFTIVAPPALPATIAAGSTVA-------------------------

19.1EOlTth19                 KLTDLLTVTVPPSLPFALQVGVVFS-------------------------

20.1EOlTth57                 RFFDTVTWMIPAPLPIFFSICQTIS-------------------------

26.1BAcCdi2                  TALAVLGCVSPVALATSASLAMRKS-------------------------

31.2BGaMca1                  SDFLVIDGDLPGLLDPQLELAEVASQAPYTDTILRHAAGAGLFLGDERAE

2.20BFiCac3                  QTSFLIIAGIPINILFLLYAMYVVIR------------------------

10.1EFuSce3                  DCILIITSVVPPELPMELTMAVNSS-------------------------

21.1EBaTps13                 QCTRIAVASVPSDLPVSLAASARQC-------------------------

22.1EApCpa2                  FIVSTIIYIIPFWSTSSMSLYFNNA-------------------------

Tro5                         --ARRLARNGIVVRRL-SAAEALGRVSIVCVDKTGTLTAGKLSVTHILTS

24.2BChTro1                  --ARRLARNGIVVRRL-SAAEALGRVSIVCVDKTGTLTAGKLSVTHILTS

24.3BDeHoc1                  --AGRLSKHGILVRNP-RAIEALGRVDVLCADKTGTLTEGRIQLALLSDG

24.4BGaHch1                  --ASRLGEKGALARNP-RAIEALGRMTVLCADKTGTLTEGSLALRLVAID

24.1BAcMbo1                  --AQRLTARGALVRSP-RTIEALGRVDTICFDKTGTLTENRLRVVCALPS

Dra3                         --MDRALQANVIAKSG-KAVEVAGDVDVLLLDKTGTITIGNRMATKFHPL

7.1BGaEco3                   --MSRMLGANVIATSG-RAVEAAGDVDVLLLDKTGTITLGNRQASEFIPA

Dra2                         --ISAGTRRGLLIKGG-AALETIGSVRTIAFDKTGTLTSGRPRVTDVL-A

6.14BAlSme6                  --LSAGARRGLLIKGG-AVLENLGRITAVAFDKTGTLTEGRPKLTDIV-G

6.2BGaEco4                   --LAAAARRGALIKGG-AALEQLGRVTQVAFDKTGTLTVGKPRVTAIHPA

Tth3                         --VGRGARAGVLFKSG-AALERLAGVRYVALDKTGTLTLGKPTLVRVV-T

6.1BFiSau1                   --IGNAAKKGVLVKGG-VYLEKLGAIKTVAFDKTGTLTKGVPVVTDFEVL

6.8BFiLmo1                   --IGNAAKNGVLVKGG-VYLEEIGGLKAIAFDKTGTLTKGVPVVTDYIEL

6.12BGaPpu1                  --LAAAARKGILIKGG-VYLEGGRHLDFLALDKTGTITHGKPVQTDAKVL

6.4BBeRme1                   --LAAAARHGILIKGG-VYLEEGRKLKWLALDKTGTITHGKPALTDFVVW

6.13BCyNsp1                  --IGAATRRGVLFKGG-NALETAGHLTTLAFDKTGTITQGLPIVQQVYDL

Tro2                         --LANAARNGVLFKGS-LQLETIGTIDAVVFDKTGTLTVGKPRLTELIPA

6.11BGaPpu4                  --IARAARGGVLIKGG-APLEELGSLNAMAFDKTGTLTEGRPRITDVIPI

6.9BFiBsu2                   --ISNGARNGMLVKGS-VFLEQLGSVQMIAFDKTGTVTKGQPAVETIRIA

Dra4                         --MAAAARAGVLFKSS-AALDALANVNTIAFDKTGTLTQAKMTLSHTYAD

6.10BFiBsu3                  --IGAASKAGVLVKGS-NYLEALNQVKYAVFDKTGTLTKGSFEVTEIKPA

6.5BCyObr1                   --IGGAAKRGILVKGS-TFLDTLTAVKTVVLDKTGTLTKGVFKVAQIVPQ

6.3BEpHpy1                   --VGAASRKGILMKGV-HVLEVLTQAKSIAFDKTGTLTKGVFKVTDIVPQ

Cab1                         --VNACAKHGVLLKGG-VVLDRLASCNSIVMDKTGTLTTGELTCIGCD-T

Chl1                         --VNACAKHGVLLKGG-VVLDRLASCNSIVMDKTGTLTTGELTCIGCD-S

Cpn1                         --INACAKHGVLLKGG-VILDRLVSCNSVVMDKTGTLTTGELTCIGCD-Y

Cmu1                         --INACAKHGVLLKGG-VVLDRLVSCNSVVMDKTGTLTTGDLTCCGCE-D

6.6EViAth26                  --ISSCARKGILLKGA-QVLDALASCHTIAFDKTGTLTTGGLTCKAIEPI

25.1BAcSco3                  --LSRASRRGVVVRDG-GALENLGRARTLLLDKTGTLTVGRPCVLDVVAA

25.2BAlSme3                  --VSRCAGKGVLVKGG-GALEMLARIKTVILDKTGTITDGRAHLIELKSR

25.3BFiEfa3                  --MGRSSRHGVVIKSG-TMVEKLASAKTIAFDKTGTITQGQLSVDQVQPI

Tro3                         --IGRAARRGVLIKGG-AILERLARADILLLDKTGTLTLGRPMVTDVVPV

32.8BCyTel1                  --LTYAAQHGVLIRSG-RAIEKLAQIDTIVFDKTGTLTQGHAGVTAIKAI

32.6AEuMsm6                  --MKEASDNRMMVKGG-KFLEKYATADTIVFDKTGTLTNATPKVVDVISL

32.7BVeAmu1                  --MKEAAARKIMIKGG-KFMELFAKTDTIVFDKTGTLTSACPQVTQIIPL

32.3BBaBca1                  --MREAGDAHITVKGG-KFLEAVAAADTIVFDKTGTLTHACPKVAKIIPF

32.5BSpTde3                  --MKNCAEHGITVKGG-KFLEDFARADTIVFDKTGTLTESQPSVKKIITF

32.1BBeAar4                  --MYGAGRAGILVKGG-SALERLADADTFIFDKTGTLTAGTLAVTDSIAF

32.2BAcMtu1                  --IGNGARRGILIKGG-SHLEQAGRVDAIVFDKTGTLTVGRPVVTNIVAM

6.17AEuMac1                  --VGNAALRGNLIKKG-ATVESMARIDTVIFDKTGTLTHGEPKLSGIIPL

Tro1                         --TGRGAELGVLVKRA-EVFERMERLTTIVLDKTGTLTLGRPTVTDVIPV

Tth2                         --TGRAAEMGLLFRKG-TALEALARADTVVLDKTGTLTRGKPTLVRVLPF

Dra1                         --SGRAAQLGVLFRSG-AALEGLGEAQTVALDKTGTVTRGVMEVTDVVVD

Au2-5.20BGaSen5              --TGRGAEMGVLFRKG-EALQLLKDAKVVAVDKTGTLTEGRPVLTDLDVA

Cu1.Ag.eff-5.5BGaEco2        --VGRAAEFGVLVRDA-DALQRASTLDTVVFDKTGTLTEGKPQVVAVKTF

Det1                         --MGKGAENGILIRSA-VALEKMHKLDTIVLDKTGTLTRGKPVLSNLVS-

Dsp1                         --MGKGAENGILIRSA-VALEKMHKLDTIVLDKTGTLTRGKPVLSNLVS-

5.18BFiBsu1                  --SGRAAEFGILFKGG-EHLEKTHRLDTIVLDKTGTVTNGKPRLTDAIPF

Cu2.Fe3.Pb2-5.19BFiSau2      --TGRAAENGILFKGG-EFVERTHQIDTIVLDKTGTITNGRPVVTDYH--

Cu2upt-5.1BFiEhi1            --TGVGAHNGILIKGG-EALEGAAHLNSIILDKTGTITQGRPEVTDVI--

5.23BSpLin1                  --SGKAATMGILFRSA-EALEILHKVNAIVFDKTGTLTYGKPVLKSLESL

5.15BFiEfa2                  --TGKGAEHGVLIKSG-EALETTHNLDTIVFDKTGTLTEGKPIVTDILVT

Cte3                         --IGKGAEYGILIRNA-QSLETLSTVDTVVFDKTGTITTGTPSVTDVLPF

Cch1                         --IGKGAAEGILIRNA-ESLEKLSRVNTVVFDKTGTITSGKPSLHAVVPF

Plu1                         --VGRGAENGILVRNA-EALEKLAAADTVVFDKTGTLTSGRPVVTDIVAL

Ag.eff-5.4BGaSen1            --VGKGAQAGVLIKNA-EALERLEKVDTLVVDKTGTLTEGSPTVTGIISL

Cu1.Ag.eff-5.3EMeHsa23       --TGVAAQNGILIKGG-KPLEMAHKIKTVMFDKTGTITHGVPRVMRVLLL

Cu1.eff-5.6EMeHsa16          --TGVGAQNGILIKGG-EPLEMAHKVKVVVFDKTGTITHGTPVVNQVKVL

Tma1                         --TGLAAKKGLLIRNA-EAIQTSKDVGVVLTDKTGTLTEGSPKVVDHN-L

Cu1.Ag.eff-5.7AEuAfu2        --MGKGAELGILIKNA-DALEVAEKVTAVIFDKTGTLTKGKPEVTDLVPL

Cu2.GA-5.17EFuSce13          --TGVGAQNGVLIKGG-EVLEKFNSITTFVFDKTGTLTTGFMVVKKFLKD

Cu1.GA-5.8EFuCal2            --TGVGAINGVLIKGA-KVLEKITGVNIILFDKTGTLTTGEMSLVNFQPI

5.24ACrSso1                  --VRRALKRGIIIRDG-SIFEEMRNINVAILDKTGTVTEGEYVIVSKKEF

5.25ACrPae1                  --VGRAAEKGLLIKNP-EAIEKALRAKFVAFDKTGTLTAGAPKVV-KYVG

5.28ACrApe2                  --VGVAARAGILVRNV-VAFERLAKASIVVFDKTGTLTLGMPRVAAVEAV

5.26AEuTvo1                  --AEESFKHGILVKNT-GVFDRIRKINRIVFDKSGTLTSPLPEIYDLTGD

27.2BSpLbi1                  --HILNAEKGVLLKNP-SVVETLAKANTIFLDKTGTLTEGKFLVRLVTVS

27.3BEpNsp1                  --ISEALKRGVLFKEA-SFLETMSKADTLVLDKTGTITKGKPSVVGVELF

Cch2                         --TTATSRHGLLVKGG-DVMENLSTITTVVLDKTGTITTGKPSLTDCFLM

27.1BBeNme1                  --TGTLAREGILIGGK-QAIETLAQTTDIIFDKTGTLTQGKPAVRRISLL

Aae3                         --IYKAVKRGILPKKG-TIFEVAPKVDTVIFDKTGTLTEGKLKVKEINVP

Cu1.Ag-5.21BAqAae2           --IYKAVKRGILPKKG-TIFEVAPKVDTVIFDKTGTLTEGKLKVKEINVP

Aae2                         --TSYSARNGILVRNR-LALEKAKDIDVVVFDKTGTLTEGKLGVT--EVI

Cu2-5.22BAqAae1              --TSYSARNGILVRNR-LALEKAKDIDVVVFDKTGTLTEGKLGVT--EVI

Cu1.Ag.eff-5.10AEuAfu1       --TSLAAKSGLLIRDR-QAFERAKDLQAVIFDKTGTLTEGRFGVT--DIV

Tth4                         --TALAAKNGILVRNR-EAFERGREIRFVALDKTGTLTEGRFAVR--AVY

5.16BFiEfa1                  --TSLGASRGLLVKDR-DALELTTNADVMVLDKTGTLTTGEFKVLDVELF

Cu1.Ag.eff-5.2BFiEhi2        --TSIAAKNGLLLKNR-NAMEQANDLDVIMLDKTGTLTQGKFTVTGIEIL

5.27AKoKcr1                  --AMLSSSRGILLKSR-EALERAKDVKVIVFDKTGTLTEGKFRVKRVEAL

Cu1.Chl-5.11EViAth34         --TSLGARRGLLLRGG-DILEKFSLVDTVVFDKTGTLTKGHPVVTEVIIP

Cu1.Chl-5.12EViAth1          --TSLGAKRGYLIRGG-DVLERLASIDCVALDKTGTLTEGRPVVSGVASL

Aae1                         --AIALSRRKVLIRYL-PATETLGSTTFICSDKTGTITEGKLKVQEFFAL

2.24BAqAae1                  --AIALSRRKVLIRYL-PATETLGSTTFICSDKTGTITEGKLKVQEFFAL

2.23AEuMva3                  --ALELNKNYVLVRHL-PSVETLGSATVIASDKTGTITTGKIAVSEVFPE

Plu3                         --VQRMARRNALMRRL-PVVETLGSTTVICTDKTGTLTRDEMTVRRIRLR

Tth1                         --VERMARRKAVVRRL-SAVEALGSVTVIATDKTGTLTENRMEVQELLSP

Tro6                         --AQRMARRRAIVRHL-AAVETLGSTTVIGSDKTGTLTENRMTVRALWAA

Cch3                         --VQHMAKRKAIIRQL-PAVETLGSTTVICSDKTGTLTRNEMTVNVLWNC

Plu2                         --VQSMARRRTIIRRL-PAVETLGSVSVICTDKTGTLTCNEMTVRSISLG

2.4BCySsp6                   --VNRMAKRNAIIRKL-PAVEALGSATVVCSDKTGTLTENQMTVQAVYAG

GA-2.19EViAth27              --TKKMARLNAIVRSL-PSVETLGCTTVICSDKTGTLTTNMMSVSKICVV

ER-2.7EMeHsa25               --TRRMAKKNAIVRSL-PSVETLGCTSVICSDKTGTLTTNQMSVCRMFIL

Ca.Mn.GA-2.13EViAth13        --TRKMAQKNALVRKL-PSVETLGCTTVICSDKTGTLTTNQMAVSKLVAM

2.8EApPfa2                   --TRRMVKKNAIVRKL-QSVETLGCTTVICSDKTGTLTTNQMTTTVFHLF

2.21BThPmo1                  --VQRMVKKHAIIRKL-PAVETLGSVNIICSDKTGTLTQNKMTVVKFYAD

GAeff-2.5EMeHsa12            --VMRMVKKRAIVKKL-PIVETLGCCNVICSDKTGTLTKNEMTVTHIFTS

Ca.Mn.GA-2.9EMeHsa2          --VLRMAKKRVIVKKL-PIVETLGCCSVLCSDKTGTLTANEMTVTQLVTS

Ca.Mn.GA-2.16EMeCel2         --VMRMAKRRAVVKKM-PAVETLGCVTVICSDKTGTLTKNEMTAQAIATP

GAeff-2.3EFuSce2             --VLRMAKRKAIVRRL-PSVETLGSVNVICSDKTGTLTSNHMTVSKLWCL

2.6EFuNcr3                   --VHRMAKHNAIVRKM-PKVETLGSVNVVCSDKTGTLTTNHMTTVKMWFF

9.1EFuSce8                   --AAVMVSRNVIVRKL-DSLEALGAVNDICSDKTGTLTQGKMLARQIWIP

9.4EFuZro1                   --AAVMVTRNVLVRSL-DSLEALGAVTDICSDKTGTLTQGLMVPRQIWVP

9.3EFuDoc1                   --AQVMVMKHVIVRKL-DSLEALGGINDICSDKTGTLTQGKMIARKTWIP

9.5EFuUma1                   --SKAMVKKNVIVRKL-ESLEALGSINDICSDKTGTLTQGKMVVRKAWVP

9.2EFuSpo3                   --QKNMSKRRVIVRKL-EALEALGGVTDICSDKTGTITQGKMITRRVWIP

9.6EFuUma2                   --AKRMAESNVVVRRL-DALEALGGVTDICSDKTGTLTQGKMVVRQGWSL

Tro7                         --AQRMAERRALVRHL-EAVETLGLTTVICTDKTGTLTLNELSVTSIWTP

1.5BSpLbi2                   --VSRMAKRNAILKDL-SSVETLGCTTVICSDKTGTLTQNQMRVTELFFD

Na.K-1.1EMeHsa13             --AKRMARKNCLVKNL-EAVETLGSTSTICSDKTGTLTQNRMTVAHMWFD

N.K-1.6EMeSac1               --AKRMARKNCLVKNL-EAVETLGSTSTICSDKTGTLTQNRMTVAHMWFD

H.K.NoGas1.4EMeRno1          --AKRMAKKNCLVKNL-EAVETLGSTSIICSDKTGTLTQNRMTVAHLWFD

H.K.Gas-1.2EMeHsa24          --AKRLASKNCVVKNL-EAVETLGSTSVICSDKTGTLTQNRMTVSHLWFD

Na-1.3ERaHak1                --ARRMHSKMVLVKNL-EGVETLGSTSCICSDKTGTLTQNIMTVAQIVYG

Cte1                         --ALSMARKKVIVKQL-SSIQNFGAIDILCTDKTGTLTQDHVLLEMAVDV

4.1BGaSen1                   --AVKLSKQKVIVKHL-DAIQNFGAMDILCTDKTGTLTQDKIMLENHTDI

Tro4                         --ALRMARQRVLVKSL-PAIENLGSVDIVCSDKTGTLTLGEMQLVAAVDL

4.2BSpLin3                   --ARKMAEKKVIVKRL-AAIENFGNMNIICSDKTGTLTEGTVKLQSSLDI

30.3BSpLbi4                  --AYRLSTKNVLVRRS-SIIETLGAATVLCSDKTGTITKNKMKVGKITSK

30.4BCyAva17                 --AWRFSLARVLTRRI-PVVETLGSTTVLCVDKTGTLTFNRMSVQQLFVS

30.2BBaFjo5                  --AWKLMREGIIIKRS-SIVETLGSTTVICTDKTGTITENSMQLKQLYDY

PMeff-2.1EMeHsa11            --VKKMMKDNNLVRHL-DACETMGNATAICSDKTGTLTMNRMTVVQAYIG

PM-2.25EMeHsa1               --VKKMMKDNNLVRHL-DACETMGNATAICSDKTGTLTMNRMTVVQAYIN

PM-2.15EMeCel1               --VRKMMHDNNLVRHL-DACETMGNATSICSDKTGTLTTNRMTVVQSYIN

Vac-2.17EnoDdi23             --MMKMFKENNLVRNL-ASCETMGSATTICSDKTGTLTQNVMSVVTGTIC

PM-2.10EViAth45              --MRKMMADKALVRRL-SACETMGSATTICSDKTGTLTLNQMTVVESYAG

PM-2.14EViAth40              --MRKMMADKALVRRL-SACETMGSATTICSDKTGTLTLNQMTVVETYAG

Chl-2.11EViAth32             --MKKMMNDKALVRNL-AACETMGSATTICSDKTGTLTTNHMTVVKACIC

PM-2.12EViAth11              --MKKMMNDKALVRHL-AACETMGSATTICSDKTGTLTTNHMTVVKSCIC

Vac-2.2EFuSce6               --TTRMTKDGNLVRVL-RSCETMGSATAVCSDKTGTLTENVMTVVRGFPG

Vac-2.18EApTgo1              --IGQMLRDQNYVRRL-AACEIMGGANEICSDKTGTLTKNQMTVTQFWDG

Cte2                         --AMNLAKRQAIVSRL-AAIEELAGVDIFCTDKTGTLTKNQMEVAN---P

3.4AEuMja1                   --ALNLAKKDAIVKKL-VAIEELAGVDILCSDKTGTLTKNQLVCGE---I

3.7EViAth21                  --SHRLSQQGAITKRM-TAIEEMAGMDVLCSDKTGTLTLNKLSVDKNLVE

3.1EFuNcr1                   --AAYLAKKKAIVQKL-SAIESLAGVEILCSDKTGTLTKNKLSLHDP---

3.6EFuSce5                   --AAYLAKKQAIVQKL-SAIESLAGVEILCSDKTGTLTKNKLSLHEP---

3.2ETrLma9                   --SKHLSKHKIIVTKL-SAIEMMSGVNMLCSDKTGTLTLNKMEIQEQ-CF

3.5ETrTbr5                   --SKKLSKHKIIVTRL-TAIETMSGVNMLCSDKTGTLTLNKMEIQEQ-CF

23.1BAcSco4                  ----------CLVQEL-PAIEGLARVDTVCLDKTGTLTEGGMDVTDLR--

23.2BFiEfa2                  ----------VLLHNM-KSIESLARVDVLCVDKTGTITENTMEVQELVPV

8.1EMeBta1                   DMHYEPTDTAAMARTS-NLNVELGQVKYIFSDKTGTLTCNVMQFKKCTIA

8.8EMeMmu1                   DMYYIENDTPAMARTS-NLNEELGQVKYLFSDKTGTLTCNIMNFKKCSIA

8.2EFuSce10                  DLYYEKTDTPTVVRTS-SLVEELGQIEYIFSDKTGTLTRNIMEFKSCSIA

8.6EViAth15                  NMYHAETNTPASARTS-NLNEELGQVEYIFSDKTGTLTRNLMEFFKCSIG

8.4EFuSce14                  LLYNAKLDYPCTPKSW-NISDDLGQVEYIFSDKTGTLTQNVMEFKKCTIN

8.5EFuSce4                   LLYNAKLDYPCTPKSW-NISDDLGQIEYIFSDKTGTLTQNVMEFKKCTIN

8.7EViAth19                  QMYDESSDSSFQCRAL-NINEDLGQIKYLFSDKTGTLTDNKMEFQCACIE

15.1EnoDdi18                 --IVRLKANKIFCISP-PRVNMAGKVEVYCFDKTGTLTEDGLDLFGVLPS

16.1EOlTth26                 --MSRLRKKQIFCISP-PKVNICGKVTIMCFDKTGTLTEEGLDMYGLRPV

14.1EFuSce15                 --LSRLKEKGIFCISP-TRLNISGKIDVMCFDKTGTLTEDGLDVLGVQIS

13.1EMeHsa8                  --QSRLRRQGIFCIHP-LRINLGGKLQLVCFDKTGTLTEDGLDVMGVVP-

32.4BFuFnu1                  --INTAAKNGILVKGS-NFIEELSKSETVIFDKTGTITEGKPKVQSIEVF

Cu1-5.13ACrSso2              --YEKMLHKGMIIKNS-NVYEKIKEIDTIIFDKTGTLTYGTPIVTQFIGD

Cd2-5.14EFuSce9              --SGVAAKRGVIFKSA-ESIEVAHNTSHVVFDKTGTLTEGKLTVVHETVR

Cu1-5.9EFuCal1               --SGLAAKNGILAKGGGVAFQDGANVNIVCFDKTGTLTKGELTITDFHFP

6.16BGaPae5                  --IAVAARHGILIRSS-AFLEELADLTSLVVDKTGTLTHGSLRLQALRLA

6.7EViAth1                   --LTKAATSGLLIKGA-DYLETLAKIKIVAFDKTGTITRGEFIVMDFQSL

8.3ETrLdo1                   MMEYMSNRWRHCQPNTSNLNEQLAMVRFIFSDKTGTLTENVMKFKLGDAL

23.3BCyTer4                  --AVKMVGQEVLIQQA-NAVESLSNVDILCLDKTGTLTTNHISLQAIYPI

Mn.Cd-3.3BFiLpl1             --ARELSRQRILVSEL-TGIQEAANLNLLLVDKTGTITTNQPQVVQFKNL

30.1BDeBba3                  --VYRLAKKRALVRRA-VSVENIGRVTHICTDKTGTITAGQLKLAHFEPS

31.1BGaMca11                 --LALCAQKGVLVKDG-RALELMGRIDTVLFDKTGTLTRECPEVGRIITA

12.1ERhCme8                  --LERLLAAQIYCIRP-PAVLIASGIEALCFDKTGTLTDLGLDIHEILPV

2.22BFiSth8                  --SGRLLAQNILVRHP-DTIETAGYMNILFSDKTGTITEGKLSVVDFFLG

29.1BDeBba2                  --LKKSQRLGILLKDA-TSLERMLEVKNIFFDKTGTLTEGHLSLSHSEPA

29.2BBaFjo4                  --LRIMGKQKMYLKNA-LVIEQLDKVDTIVFDKTGTITTNKKSNIIYEGT

28.1BGaLpn4                  --MKKASENGIHFNNG-KALQAAADIDTVVFDLNGTLTQGKMVVKSLHIT

11.1EFuEcu1                  --YKKLIKKNIYCSNL-NKIHLAGRIDTAVFDKTGTLTCEGLDLLCIDDL

17.1EFuSpo12                 --IARLSRALIYTTSP-ESIHNAGCLSTFVFDKTGTLTENSVQLSCVYVK

18.1EApCpa6                  --VRKLKNKKVSCSNP-SSVNIAGQVNTVVFDKTGTLTTDGLDAVGCISS

19.1EOlTth19                 --MQMLKQKKIYCINS-EKVVVGGRVDTVVFDKTGTLTEDRMDLKGFLPI

20.1EOlTth57                 --LIRLGIKKVLATDP-AKIVVAGDVSIMCFDKTGTLTKDQMELYGYCDY

26.1BAcCdi2                  --IEDAARQGVLIQSG-ETLRVIDTVDTVIFNRVGALSKAGMSVEKVTAD

31.2BGaMca1                  ALARSCAQRGLVVREPELLSLDANAVEVRSGRHTVSLTGALSHSEAVTAP

2.20BFiCac3                  ----AYFKSKNIDLKFLSIIENLSKINVIVTEKEEALTKSNMFVRKFYDN

10.1EFuSce3                  --LAALAKFYVYCTEP-FRIPFAGRIDVCCFDKTGTLTGEDLVFEGLAGI

21.1EBaTps13                 --AAVLREETYAVCSEPGALLESSKVDMIVFDKTGTLTADTQSLIKIVQP

22.1EApCpa2                  --IKYLNSEHILTTNP-KKLNQLLLVDTICFDKTGTLTVPTFSINNVHIY

                                                                :::            

Tro5                         AG---LESLPGQLSE-----------------------------------

24.2BChTro1                  AG---LESLPGQLSE-----------------------------------

24.3BDeHoc1                  QEQHALDEHGGELSA-----------------------------------

24.4BGaHch1                  EEIVSVED----LND-----------------------------------

24.1BAcMbo1                  STAAERDPLPQTTDA-----------------------------------

Dra3                         PG------------------------------------------------

7.1BGaEco3                   QG------------------------------------------------

Dra2                         DN------------------------------------------------

6.14BAlSme6                  FGRS----------------------------------------------

6.2BGaEco4                   TGIS----------------------------------------------

Tth3                         FGVS----------------------------------------------

6.1BFiSau1                   NDQ--V--------------------------------------------

6.8BFiLmo1                   TEATNI--------------------------------------------

6.12BGaPpu1                  APL-----------------------------------------------

6.4BBeRme1                   GDA-----------------------------------------------

6.13BCyNsp1                  GVVS----------------------------------------------

Tro2                         EGID----------------------------------------------

6.11BGaPpu4                  GGTQ----------------------------------------------

6.9BFiBsu2                   EGFS----------------------------------------------

Dra4                         N-------------------------------------------------

6.10BFiBsu3                  EGFT----------------------------------------------

6.5BCyObr1                   NGFS----------------------------------------------

6.3BEpHpy1                   NGHS----------------------------------------------

Cab1                         FGNE----------------------------------------------

Chl1                         FGPQ----------------------------------------------

Cpn1                         FGSK----------------------------------------------

Cmu1                         FGPE----------------------------------------------

6.6EViAth26                  YGHQGGTNSSVITCC-----------------------------------

25.1BAcSco3                  -PGHVP--------------------------------------------

25.2BAlSme3                  -TDLDP--------------------------------------------

25.3BFiEfa3                  NAGITA--------------------------------------------

Tro3                         AGRCS---------------------------------------------

32.8BCyTel1                  DPRFSAD-------------------------------------------

32.6AEuMsm6                  G-DYSRD-------------------------------------------

32.7BVeAmu1                  S-DCSRE-------------------------------------------

32.3BBaBca1                  G-GKDER-------------------------------------------

32.5BSpTde3                  G-GRPEK-------------------------------------------

32.1BBeAar4                  DSTYTAE-------------------------------------------

32.2BAcMtu1                  HKDWEPE-------------------------------------------

6.17AEuMac1                  K-NNDEN-------------------------------------------

Tro1                         AGWSAE--------------------------------------------

Tth2                         G-LSQE--------------------------------------------

Dra1                         GRWVMGDG------------------------------------------

Au2-5.20BGaSen5              SGFERR--------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        ADVDEA--------------------------------------------

Det1                         HTMDKD--------------------------------------------

Dsp1                         HRLDKD--------------------------------------------

5.18BFiBsu1                  GRFEEK--------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      ---GDN--------------------------------------------

Cu2upt-5.1BFiEhi1            ---GPK--------------------------------------------

5.23BSpLin1                  NMTKEN--------------------------------------------

5.15BFiEfa2                  PLITKE--------------------------------------------

Cte3                         DDTVDPE-------------------------------------------

Cch1                         DGKSTSN-------------------------------------------

Plu1                         NAEPERS-------------------------------------------

Ag.eff-5.4BGaSen1            NPGGET--------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       GDVATLPL------------------------------------------

Cu1.eff-5.6EMeHsa16          TESNRISH------------------------------------------

Tma1                         S---AE--------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        NGDERE--------------------------------------------

Cu2.GA-5.17EFuSce13          SNWVGNVD------------------------------------------

Cu1.GA-5.8EFuCal2            MSKS-SIT------------------------------------------

5.24ACrSso1                  I----E--------------------------------------------

5.25ACrPae1                  D----E--------------------------------------------

5.28ACrApe2                  DGYSEK--------------------------------------------

5.26AEuTvo1                  IK------------------------------------------------

27.2BSpLbi1                  E--DHLP-------------------------------------------

27.3BEpNsp1                  D--PQFDQ------------------------------------------

Cch2                         D--ENLPF------------------------------------------

27.1BBeNme1                  RGTDEAFV------------------------------------------

Aae3                         EK------------------------------------------------

Cu1.Ag-5.21BAqAae2           EK------------------------------------------------

Aae2                         TK------------------------------------------------

Cu2-5.22BAqAae1              TK------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       GF------------------------------------------------

Tth4                         AH------------------------------------------------

5.16BFiEfa1                  ND------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        DE------------------------------------------------

5.27AKoKcr1                  N-------------------------------------------------

Cu1.Chl-5.11EViAth34         ENPRHNLND-----------------------------------------

Cu1.Chl-5.12EViAth1          G-------------------------------------------------

Aae1                         NEKF----------------------------------------------

2.24BAqAae1                  NEKF----------------------------------------------

2.23AEuMva3                  EFDD----------------------------------------------

Plu3                         EGEV------------------------------LISGTGYLPEGT----

Tth1                         D-------------------------------------------------

Tro6                         RRVI------------------------------SFEDEQLDPVPH----

Cch3                         NYTI------------------------------QVSGIGYKKEGD----

Plu2                         DKGF------------------------------QVTGVGYDPHGA----

2.4BCySsp6                   GKHY------------------------------EVSGGGYSPKGE----

GA-2.19EViAth27              QSAE----------------------------HGP-MINEFTVSG-----

ER-2.7EMeHsa25               DRVE----------------------------GDTCSLNEFTITG-----

Ca.Mn.GA-2.13EViAth13        G-------------------------------SRIGTLRSFNVEG-----

2.8EApPfa2                   RESDSLTEYQLCQKGDTYYFYESSNLTNDIYAGESSFFNKLKDEGNVEAL

2.21BThPmo1                  NAFG-----------------------------DVDSLNINNPAHK----

GAeff-2.5EMeHsa12            DGLHTEVT-----------------------------GVGYNQFGEVIVD

Ca.Mn.GA-2.9EMeHsa2          DGLRAEVS-----------------------------GVGYDGQGTVCLL

Ca.Mn.GA-2.16EMeCel2         EGKLAEIT-----------------------------GIGYSAEGGVVQY

GAeff-2.3EFuSce2             DSMSNKLN-----------------------------VLSLDKNKKTK--

2.6EFuNcr3                   G-TDDALD-----------------------------VDSDDEATETKPD

9.1EFuSce8                   RFG---------------------------TITISNSDDPFNPNEGNVSL

9.4EFuZro1                   GFG---------------------------TVLVESVG-----KDSCIKI

9.3EFuDoc1                   NVG---------------------------TFNVGNSNDPFNPKAGEVSF

9.5EFuUma1                   ASG---------------------------TYSVSETNEPFNPTLGEVSV

9.2EFuSpo3                   SYG---------------------------YLSVDTSDAN-NPTIGTVSG

9.6EFuUma2                   ADGKQQ------------------------SFDVEQTGATAFEPKGRVIL

Tro7                         AG-----------------------------------SARLFGQGYEPD-

1.5BSpLbi2                   SK-----------------------------------YLSPDELSNREG-

Na.K-1.1EMeHsa13             NQ-----------------------------------IHEADTTENQSG-

N.K-1.6EMeSac1               NQ-----------------------------------IHEADTTENQSG-

H.K.NoGas1.4EMeRno1          NQ-----------------------------------IFVADTSENQTK-

H.K.Gas-1.2EMeHsa24          NH-----------------------------------IHTADTTEDQSG-

Na-1.3ERaHak1                NQDA---------------------------------VHIQDTGSSLSHG

Cte1                         MGEQ----------------------------------------------

4.1BGaSen1                   SGKP----------------------------------------------

Tro4                         HGHD----------------------------------------------

4.2BSpLin3                   YGNE----------------------------------------------

30.3BSpLbi4                  EN-----------------------------------TENLEETNQIS--

30.4BCyAva17                 PNFY---------------------------------DVALHEREALP--

30.2BBaFjo5                  RS-----------------------------------DKTFDEKEFAN--

PMeff-2.1EMeHsa11            GIHYR----------------------------QIPSPDVFLPKVLDLIV

PM-2.25EMeHsa1               EKHYK----------------------------KVPEPEAIPPNILSYLV

PM-2.15EMeCel1               GNHYTSQE-------------------------AQPHGANLPGSTGPILM

Vac-2.17EnoDdi23             GVFPT----------------------------LDGIAQKIPKHVQSILT

PM-2.10EViAth45              GKKTDTEQ----------------------------LP----ATITSLVV

PM-2.14EViAth40              GSKMDVAD----------------------------NPSGLHPKLVALIS

Chl-2.11EViAth32             EQAKEVNGPD----------------------AAMKFASGIPESAVKLLL

PM-2.12EViAth11              MNVQDVAN------------------------KGSSLQSEIPESAVKLLI

Vac-2.2EFuSce6               NSKFDDSKSLPVSEQ-----------------RKLNSKKVFEENCSSSLR

Vac-2.18EApTgo1              EKTFCIPSSRGEQTPGADPLSTGAEGEDVGDDMSLHAQDASRRGYIPLSA

Cte2                         EVLEG---------------------------------------------

3.4AEuMja1                   IALNG---------------------------------------------

3.7EViAth21                  VFCKG---------------------------------------------

3.1EFuNcr1                   YTVAG---------------------------------------------

3.6EFuSce5                   YTVEG---------------------------------------------

3.2ETrLma9                   TFEEG---------------------------------------------

3.5ETrTbr5                   TFEKG---------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   GVAYGQ---------------------------------NSQFGDEKT--

8.8EMeMmu1                   GVTYGH---------------------------------FPELAREQSSD

8.2EFuSce10                  GHCYID---------------------------------KIPEDKTATVE

8.6EViAth15                  GVSYGCGV-------------------------TEIEKGIAQRHGLKVQE

8.4EFuSce14                  GVSYGRAY-------------------------TEALAGLRKRQGIDVET

8.5EFuSce4                   GVSYGRAY-------------------------TEALAGLRKRQGVDVES

8.7EViAth19                  GVDYS-----------------------------DREPADSEHPGYSIEV

15.1EnoDdi18                 HQDSNNSGG----------------------------FGTVIKTDLNRMT

16.1EOlTth26                 LYSDPKNIK----------------------------FAKLQEQTVKLGS

14.1EFuSce15                 EPNGVRGQK----------------------------FGELLSDIRQVFP

13.1EMeHsa8                  ----LKGQA----------------------------FLPLVPEPRRLPV

32.4BFuFnu1                  DNNMSE--------------------------------------------

Cu1-5.13ACrSso2              SLS-----------------------------------------------

Cd2-5.14EFuSce9              GDRHNS--------------------------------------------

Cu1-5.9EFuCal1               DKSSIAKT------------------------------------------

6.16BGaPae5                  DAAEEAS-------------------------------------------

6.7EViAth1                   SEDIS---------------------------------------------

8.3ETrLdo1                   GNPIDADNLDECIAQLRKEAESKGLG------------------------

23.3BCyTer4                  GIDEIK--------------------------------------------

Mn.Cd-3.3BFiLpl1             SARSDQ--------------------------------------------

30.1BDeBba3                  KGDVQT--------------------------------------------

31.1BGaMca11                 NGFAEN--------------------------------------------

12.1ERhCme8                  ASMPLALETLPGIQVSSDPPGGITTAATEGTIALFDTEHVIRRHDLTEEG

2.22BFiSth8                  DGTLYAATG-----------------------------------------

29.1BDeBba2                  IISP----------------------------------------------

29.2BBaFjo4                  NISD----------------------------------------------

28.1BGaLpn4                  DKKY----------------------------------------------

11.1EFuEcu1                  NRPVDDINKVAMVTRLGLSTCHLVYELDGRYSGDTLDLKMFIFSSSKLVQ

17.1EFuSpo12                 SGSNGLLKQVDADSLS----------------------------------

18.1EApCpa6                  VPGSIPYLDGLCTSGSQATHLLSQALATCHTVSYIDNEHTHSFGSQYKNE

19.1EOlTth19                 DDNGNFFKNELVKEDILN--------------------------------

20.1EOlTth57                 TCKKIKESLIVESKYFFNINN-----------------------------

26.1BAcCdi2                  RGENPD--------------------------------------------

31.2BGaMca1                  LRMRIDG-------------------------------------------

2.20BFiCac3                  ESIKNFDS------------------------------------------

10.1EFuSce3                  SADSENIR------------------------------------------

21.1EBaTps13                 PSKSSTAELLS---------------------------------------

22.1EApCpa2                  PIRNNTRDHLMHLAMATCN-------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --LSV----AEGS-------FMPDKAK-----------------------

Tth1                         ----------------------PEKA------------------------

Tro6                         --LSFSALRETAF-------SDLPPAL-----------------------

Cch3                         --FRQNGTEIS---------SLPEEMQ-----------------------

Plu2                         --FLLDGGEVDL--------ALHPDLR-----------------------

2.4BCySsp6                   --FWQVMGEEVDNV---LLDGLPPVLE-----------------------

GA-2.19EViAth27              TTYAPEGTVFDSNGMQLDLPAQSPCLH-----------------------

ER-2.7EMeHsa25               STYAPIGEVHKDD--KPVNCHQYDGLV-----------------------

Ca.Mn.GA-2.13EViAth13        TSFDPRDGKIEDWP----MGRMDANLQ-----------------------

2.8EApPfa2                   TDDGEEGSIDEADPYSDYFSSDSKKMKNDLNNNNNNNNNSSRSGAKRNIP

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            G--------------DVVHGFYNPAVS-----------------------

Ca.Mn.GA-2.9EMeHsa2          PSK------------EVIKEFSNVSVG-----------------------

Ca.Mn.GA-2.16EMeCel2         QG-------------EQVHQWTHPEFA-----------------------

GAeff-2.3EFuSce2             ------------NSNGNLKNYLTEDVR-----------------------

2.6EFuNcr3                   PAMLRILRIGNIANNARLAMQYTENGA-----------------------

9.1EFuSce8                   IPRFSPYEYSHNE--DGDVGILQNFKDRLYEKDLPEDIDM----------

9.4EFuZro1                   IPRLSPHEFAHNN--DEDVGILQDFVNLYNDNKLPEDMQR----------

9.3EFuDoc1                   VN-LSP-KFIEET--DEEIDFKQKLPSPFPEN------------------

9.5EFuUma1                   NNVEPRDAKASRNSGEGEVVARSGKSDKVKGN------------------

9.2EFuSpo3                   LEAAMQDVLKEKK----QEMKNIDPSNQPSDQ------------------

9.6EFuUma2                   SPVSVNDEPQPVE------------HDQLPDD------------------

Tro7                         ----GESDIEPGAEASVRELARAAALA-----------------------

1.5BSpLbi2                   ----SQLLLECGYYCNNASLVPNPLGD-----------------------

Na.K-1.1EMeHsa13             -VSFDKTSATWLALSRIAGLCNRAVFQ-----------------------

N.K-1.6EMeSac1               -AAFDKTSATWSALSRIAALCNRAVFQ-----------------------

H.K.NoGas1.4EMeRno1          -QAFDQSSGTWASLSKIITLCNRAEFR-----------------------

H.K.Gas-1.2EMeHsa24          -QTFDQSSETWRALCRVLTLCNRAAFK-----------------------

Na-1.3ERaHak1                LKTYNPENAAFQSLLRCAMLNNTSTFGKYRLD------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            NGISINSAYTSKILP-----------------------------------

PM-2.25EMeHsa1               TGISVNCAYTSKILP-----------------------------------

PM-2.15EMeCel1               EAISVNCAYNSMIVE-----------------------------------

Vac-2.17EnoDdi23             DGMAIN----SNAYE-----------------------------------

PM-2.10EViAth45              EGISQN---TTGSIF-----------------------------------

PM-2.14EViAth40              EGVAQN---TTGNIF-----------------------------------

Chl-2.11EViAth32             QSIFTN---TGGEIV-----------------------------------

PM-2.12EViAth11              QSIFNN---TGGEVV-----------------------------------

Vac-2.2EFuSce6               NDLLANIVLNSTAFENRDYKKNDKNTNGSKNMSKNLSFLDKCKSRLSFFK

Vac-2.18EApTgo1              HSTAASSASPHFAKSSCGGAAVSEGLAELQEKNFKWEVLMQAIALNSTAF

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------FSDSSLLEN---------------------------

8.8EMeMmu1                   DFCRMTSCTNDSCDFNDPRLLKN---------------------------

8.2EFuSce10                  DGIEVG-----YRKFDDLKKKLN---------------------------

8.6EViAth15                  EQRSTGAIREKGFNFDDPRLMRG---------------------------

8.4EFuSce14                  EGRREKAEIAKDRDTMIDELRALSGNSQFYPEEVTFVSKEFVRDLK----

8.5EFuSce4                   EGRREKEEIAKDRETMIDELRSMSDNTQFCPEDLTFVSKEIVEDLK----

8.7EViAth19                  DGIILKPKMRVRVDPVLLQLTKT---------------------------

15.1EnoDdi18                 GPLFLT--------------------------------------------

16.1EOlTth26                 SKLIKMNGNPEQLNLYGEGNPYTYLGDP----------------------

14.1EFuSce15                 KFSLNDCSSPLDFKSRN---------------------------------

13.1EMeHsa8                  GPLLRA--------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  AAPEHQPAPSG---------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  HENTRSVVIGGHNRIYGPILKEYNDSE-----------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  NNTAEQSLNSRVIVGEPLEMCMFEFSGWVLCDDYNRNHIQCMNENYECN-

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         --------------------------------------------LARRTL

24.2BChTro1                  --------------------------------------------LARRTL

24.3BDeHoc1                  --------------------------------------------ELRAVL

24.4BGaHch1                  --------------------------------------------LAREVL

24.1BAcMbo1                  --------------------------------------------PSAEVL

Dra3                         -----------------------------------------------VTE

7.1BGaEco3                   -----------------------------------------------VDE

Dra2                         ------------------------------------------------PA

6.14BAlSme6                  ------------------------------------------------EA

6.2BGaEco4                   ------------------------------------------------ES

Tth3                         ------------------------------------------------TE

6.1BFiSau1                   -----------------------------------------------EEK

6.8BFiLmo1                   -----------------------------------------------QHN

6.12BGaPpu1                  -----------------------------------------------FED

6.4BBeRme1                   -----------------------------------------------NPA

6.13BCyNsp1                  ------------------------------------------------GD

Tro2                         ------------------------------------------------AQ

6.11BGaPpu4                  ------------------------------------------------IE

6.9BFiBsu2                   ------------------------------------------------EA

Dra4                         ------------------------------------------------ER

6.10BFiBsu3                  ------------------------------------------------KD

6.5BCyObr1                   ------------------------------------------------QS

6.3BEpHpy1                   ------------------------------------------------KE

Cab1                         ------------------------------------------------HP

Chl1                         ------------------------------------------------NP

Cpn1                         ------------------------------------------------NE

Cmu1                         ------------------------------------------------SP

6.6EViAth26                  --------------------------------------------IPNCEK

25.1BAcSco3                  -------------------------------------------------A

25.2BAlSme3                  -------------------------------------------------L

25.3BFiEfa3                  -------------------------------------------------A

Tro3                         ------------------------------------------------VE

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       ------------------------------------------------R-

Cu1.eff-5.6EMeHsa16          ------------------------------------------------H-

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          ------------------------------------------------ED

Cu1.GA-5.8EFuCal2            ------------------------------------------------IS

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         ---------------------------------------------DIEEG

Cu2-5.22BAqAae1              ---------------------------------------------DIEEG

Cu1.Ag.eff-5.10AEuAfu1       ---------------------------------------------NHSED

Tth4                         ---------------------------------------------ETSEE

5.16BFiEfa1                  ---------------------------------------------KYTKD

Cu1.Ag.eff-5.2BFiEhi2        ---------------------------------------------AYQEE

5.27AKoKcr1                  ---------------------------------------------GFDEL

Cu1.Chl-5.11EViAth34         ---------------------------------------------TWSEV

Cu1.Chl-5.12EViAth1          ----------------------------------------------YEEQ

Aae1                         ----------------------------------LNLISALCNSSDGES-

2.24BAqAae1                  ----------------------------------LNLISALCNSSDGES-

2.23AEuMva3                  ----------------------------------IEVISALANESDGIH-

Plu3                         ---------------------------------ALLLAAVLCNDAGLEMD

Tth1                         -----------------------------------LLAMVLCNDADLATG

Tro6                         ---------------------------------RVLVTGVLANEATLAHS

Cch3                         ---------------------------------TLLKNAVLCSDANVLYD

Plu2                         ---------------------------------MLAHVSLLCNDAVLEQE

2.4BCySsp6                   ---------------------------------ECLLTGMLCNDSQLEHR

GA-2.19EViAth27              ---------------------------------HLAMCSSLCNDSILQYN

ER-2.7EMeHsa25               ---------------------------------ELATICALCNDSALDYN

Ca.Mn.GA-2.13EViAth13        ---------------------------------MIAKIAAICNDANVEQS

2.8EApPfa2                   LKEMKSNENTIISRGSKILEDKINKYCYSEYDYNFYMCLVNCNEANIFCN

2.21BThPmo1                  ---------------------------------LLLESLVLCNDATYSQ-

GAeff-2.5EMeHsa12            ---------------------------------RIVEAGCVCN--DAVIR

Ca.Mn.GA-2.9EMeHsa2          ---------------------------------KLVEAGCVAN--NAVIR

Ca.Mn.GA-2.16EMeCel2         ---------------------------------RIIEAGLVCN--NATIE

GAeff-2.3EFuSce2             ---------------------------------ETLTIGNLCNNASFSQE

2.6EFuNcr3                   ---------------------------------GARAVLSSTQGKNAPST

9.1EFuSce8                   -----------------------------DLFQKWLETATLANIATVFKD

9.4EFuZro1                   -----------------------------SYFTQWLDTAALANVAKVRWD

9.3EFuDoc1                   -------------------------------FNNWLLTATLANIATLNQS

9.5EFuUma1                   -----------------------------DRFEDFMNVASLCNLATVFKD

9.2EFuSpo3                   -------------------------------FIPLLKTCALCNLSTVN--

9.6EFuUma2                   -------------------------------IRSLATAASLCNIAEIEQ-

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             -----------------------------------ANQENLPILKRAVAG

N.K-1.6EMeSac1               -----------------------------------AGQDNVPILKRSVAG

H.K.NoGas1.4EMeRno1          -----------------------------------PGQESVPIMKRTVVG

H.K.Gas-1.2EMeHsa24          -----------------------------------SGQDAVPVPKRIVIG

Na-1.3ERaHak1                -------------------------------ENGDPTDELLPFKAEVVQG

Cte1                         -------------------------------------SDNVLRYAYLNSF

4.1BGaSen1                   -------------------------------------SEHVLHCAWLNSH

Tro4                         -------------------------------------WPRAYQLGLLNAR

4.2BSpLin3                   -------------------------------------NQEVALSAFLNAS

30.3BSpLbi4                  -----------------------------------IHSKMILQIAYFASK

30.4BCyAva17                 -----------------------------------ETFHELIEFGILASR

30.2BBaFjo5                  -----------------------------------PELAALIDYAMWSSE

PMeff-2.1EMeHsa11            -------------------------------------------PEKEGGL

PM-2.25EMeHsa1               -------------------------------------------PEKEGGL

PM-2.15EMeCel1               -------------------------------------------PTKAGEQ

Vac-2.17EnoDdi23             -------------------------------------------GVSSKGK

PM-2.10EViAth45              -------------------------------------------VPEGGGD

PM-2.14EViAth40              -------------------------------------------HPKDGGE

Chl-2.11EViAth32             -------------------------------------------VGK-GNK

PM-2.12EViAth11              -------------------------------------------VNK-HGK

Vac-2.2EFuSce6               ------------------------------KGNREDDEDQLFKNVNKGRQ

Vac-2.18EApTgo1              ------------------------------LETEEVVVAQGTGEETRFTQ

Cte2                         -----------------------------------FTEQELFLYAALAS-

3.4AEuMja1                   -----------------------------------FSKEDVVLFAALAS-

3.7EViAth21                  -----------------------------------VEKDQVLLFAAMAS-

3.1EFuNcr1                   -----------------------------------VDPEDLMLTACLAAS

3.6EFuSce5                   -----------------------------------VSPDDLMLTACLAAS

3.2ETrLma9                   -----------------------------------NDLKSTLVLAALAAK

3.5ETrTbr5                   -----------------------------------HDLRSLLVLSALAAK

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   ---------------------LQNNHPTAPIICEFLTMMAVCHTAVPE-R

8.8EMeMmu1                   ---------------------IEDQHPTAPCIQEFLTLLAVCHTVVPE-K

8.2EFuSce10                  ---------------------DPSDE-DSPIINDFLTLLATCHTVIPE-F

8.6EViAth15                  ---------------------AWRNEPNPDLCKELFRCLAICHTVLPEGD

8.4EFuSce14                  ---------------------GASGEVQQRCCEHFMLALALCHSVLVEAN

8.5EFuSce4                   ---------------------GSSGDHQQKCCEHFLLALALCHSVLVEPN

8.7EViAth19                  ---------------------GKATEEAKRANEFFLSLAACNTIVPIVSN

15.1EnoDdi18                 --------------------------------------MATCHTLAHIDE

16.1EOlTth26                 -------------------------------EVVLKECMASCHGLTRING

14.1EFuSce15                 ----------------------------------FFMSLLTCHSLRSVDG

13.1EMeHsa8                  --------------------------------------LATCHALSRLQD

32.4BFuFnu1                  -------------------------------------------------N

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   ------------------------------------------------LQ

8.3ETrLdo1                   --------------------------------PLQEYFLALALCNTVQPF

23.3BCyTer4                  -------------------------------------------------L

Mn.Cd-3.3BFiLpl1             -------------------------------------------------Q

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  ------------------------------------YAARLPAGLALVMS

2.22BFiSth8                  --------------------------ETDAPDFDTMSDSLKAEIINGIGL

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------EMVYYQKDRTHG

17.1EFuSpo12                 -----------------------------------LDSTKLNAHAYRVAT

18.1EApCpa6                  ------------------------------AECLNSNNNGKNFKPDRSCS

19.1EOlTth19                 -----------------------------VFQKENTQHISKSMQISLNCM

20.1EOlTth57                 ----------------------------VNNLFYLKIEGKQEELLHKFFG

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  -----------------------------------------------TDV

2.20BFiCac3                  ---------------------------------KFFVNANIKRILEIGFL

10.1EFuSce3                  --------------------------------HLYSAAEAPESTILVIGA

21.1EBaTps13                 ----------------------------------------PSASDVVLAG

22.1EApCpa2                  -----------------------------------------NLIFEKAGP

Tro5                         TSAALASPPPSRSDAFTHGTDAAVLRAALEAGLRDRLDVPRDQ-------

24.2BChTro1                  TSAALASPPPSRSDAFTHGTDAAVLRAALEAGLRDRLDVPRDQ-------

24.3BDeHoc1                  AVALRASPLDD-DEPIPHLTDRALVAGARALGVTVEGEDGDGNG------

24.4BGaHch1                  LIAMLASPHGSGDEDTAHVTDRVIGEAVLTHAPSLREAMHEWN-------

24.1BAcMbo1                  RAAARASTQPHNGEGHAHATDEAILAAASALAGSLSSQ-GDSE-------

Dra3                         AELAKAALLSSLADPTPEGKSIVALARQ---LGVDAPEPAGAE-------

7.1BGaEco3                   KTLADAAQLASLADETPEGRSIVILAKQRFNLRERDVQSLHAT-------

Dra2                         ELLRLAAAVETGSSHPLAQAITAEAQARG--LTVPA--ASEARA------

6.14BAlSme6                  EILGYAAALEQGSSHPLAHAVLSRAEADG--LALLP--VEGARA------

6.2BGaEco4                   ELLTLAAAVEQGATHPLAQAIVREAQVAE--LAIPT--AESQRA------

Tth3                         EALALAKGVAEGSSHPLARAVR---EALG--PKALP--SEEHRA------

6.1BFiSau1                   ELFSIITALEYRSQHPLASAIMKKAEQDN--IPYSNVQVEEFTS------

6.8BFiLmo1                   KNYIIMAALEQLSQHPLASAIIKYGETRE--MDLTSINVNDFTS------

6.12BGaPpu1                  RAQALAASLGERSDHPVSRAIAEFGKQQG--LALS--EVSDFVA------

6.4BBeRme1                   TSRLLAASLAARSDHPVSLAVARAAEGEG--LIPC--DVADFAA------

6.13BCyNsp1                  MVLLLAASLEQKSEHPLAKAIVVKAQELG--LELET--PLNFTA------

Tro2                         EVLRFVAPVEYRSEHPLGLAIVAHADALGAFDHALVDRVESLTA------

6.11BGaPpu4                  DLLNVAIAVESMSDHPLAAAIVRDGEEM--IGTRRRFQAKNMSN------

6.9BFiBsu2                   EVLEAVYAIETQSSHPLAQAITAYAESR----GVNQSGYISIEE------

Dra4                         EALALAAGLEAHSEHPIAQAIVQAAQAQG----VRAVAVQDAQA------

6.10BFiBsu3                  RLLEAAAYAELHSQHPIAESVRKAYGKMLSSD-----EIESYEE------

6.5BCyObr1                   DLMAMAAKVESQSNHPVAKSILEAYGGKIDSS-----EVTDYEE------

6.3BEpHpy1                   EVLHYASCSQLLSTHPIALSIQKACEEMLKDDKHQH-DIKNYEE------

Cab1                         DFFPSILALEQSSMHPIAQAIVSYLMKNN----VSSRPAEEYCM------

Chl1                         DFFPFILALEQSSMHPIAQAIVAYLMKNN----VTSFPADEYCM------

Cpn1                         TFFPSVLALEQSSSHPIAEAIVSYLMEQK----VSSLPADRYLT------

Cmu1                         LFYSYVLAMEQSSSHPIAQAIVNYLTEKQ----VLPLPATQCTT------

6.6EViAth26                  EALAVAAAMEKGTTHPIGRAVVDHSVGKD----LPSIFVESFEY------

25.1BAcSco3                  EVLRVAASLDQLSPHVLAQAIVDAARTRR----LELSAPTEVTE------

25.2BAlSme3                  EVLRLAASLDQGSHHVIARALVAAARERG----LQLVAPSGTRE------

25.3BFiEfa3                  ELVGLAASVEQESSHILARSIVAYARKQD----VPLKNITDLAE------

Tro3                         ELLSLAAAAEHAATHPLAEALRLAARERG----VALVRPEWSVV------

32.8BCyTel1                  DILSMAASAEQGLTHPVAEAIVRHAR-ETHQPLFDC---EDWEY------

32.6AEuMsm6                  EILRMSACIEEHFAHSIATAIVKQAEEEGLKHDEDH---SEVEY------

32.7BVeAmu1                  YILKTAACLEEHFPHSVARAVVRKALEEGLHHEEEH---AEVEY------

32.3BBaBca1                  EMLRVAACLEEHFPHSMANAVVEEARQQGLTHDEFH---SKVEY------

32.5BSpTde3                  AVLKIAACLEEHFPHSLARAVVREAENRGIKHREEH---TKVSY------

32.1BBeAar4                  DLLCLAASVEEHYVHPLAHAVVTAAR-AIHGQHFDH---QEVQF------

32.2BAcMtu1                  QVLAYAASSEIHSRHPLAEAVIRSTE-ERRISIPPH---EECEV------

6.17AEuMac1                  DLLLLAAIAEKFSEHPLGKAVVRAAE-EKGFSVPDP---ESFES------

Tro1                         ELLRLAAAAESRSEHPLARAVIEAALEN-------DSTVPSVER------

Tth2                         EALRLAAALERGSEHPLAKAVLEAAES---------LPQAQAEE------

Dra1                         ELLRLAAIAEGPSEHPLARAIERAATLSPSPLAGEGLAQPGVRGRVTNEP

Au2-5.20BGaSen5              EVLAKVAAVESRSEHPIARAIVVSAEE-------EGIALPGMSG------

Cu1.Ag.eff-5.5BGaEco2        QALRLAAALEQGSSHPLARAILDKAGD---------MQLPQVNG------

Det1                         SFLTLVASAEQFSEHPLAKAVVKEAARK-------KLKITSSSE------

Dsp1                         AFLTLTASAEQFSEHPLAKAILKEAVRK-------KLELSNPSE------

5.18BFiBsu1                  DLLQFAAAAETGSEHPLGEAIIAGVKDK-------GLEIPKLTR------

Cu2.Fe3.Pb2-5.19BFiSau2      QTLQLLATAEKDSEHPLAEAIVNYAKEK-------QLTLTETTT------

Cu2upt-5.1BFiEhi1            EIISLFYSLEHASEHPLGKAIVAYGAKV-------GAKTQPITD------

5.23BSpLin1                  NLLTLAASAEQNSEHPLSKAIVESAKKK-------GLVLAIPEN------

5.15BFiEfa2                  NLLYYAASGETGSEHPLGEAIVQKSKEE-------NMTLAKPDH------

Cte3                         KILQLAASIENRSEHPLAQAILAAAKEK-------GIDLHEVTG------

Cch1                         TLLTLAAMLESRSEHPLAQAIVEAARLQ-------QIAFGEVTN------

Plu1                         HILQLAASVEALSEHPLARAIVEAAEQQ-------QLQLLESPE------

Ag.eff-5.4BGaSen1            SLLRVTAAVDKGSQHPLGMAVVKAAQEK-------GIAIPAVTH------

Cu1.Ag.eff-5.3EMeHsa23       KVLAVVGTAEASSEHPLGVAVTKYCKEELG-----TETLGYCTD------

Cu1.eff-5.6EMeHsa16          KILAIVGTAESNSEHPLGTAITKYCKQELD-----TETLGTCID------

Tma1                         -LIRIVASIERNSNHPLAKAIS----ELS-------QDVVEVES------

Cu1.Ag.eff-5.7AEuAfu2        -LLRLAAIAERRSEHPIAEAIVKKALEHG-------IELGEPEK------

Cu2.GA-5.17EFuSce13          EVLACIKATESISDHPVSKAIIRYCDG-LNCN---KALNAVVLE------

Cu1.GA-5.8EFuCal2            DWWKLVGSVECHSEHPIGRALTKSAKTNLNLNFDDDHFDTTVND------

5.24ACrSso1                  GALNLAAIAESRSIHPIAKAFHKMNVRAG--------EIEQFEE------

5.25ACrPae1                  HALALAASAEAKSSHPIGVAVVEFAIKRGAK----LAEPEAYDT------

5.28ACrApe2                  EILELAASAEKWSEHPLARAIIDAYMEVAGRG---PEDPDNAEV------

5.26AEuTvo1                  -ALAYAASVESGSNHPVALSIVNKARDLGLR----IEKAYQVVE------

27.2BSpLbi1                  ----FVYRIEKEINHPLAKSLVKYLSPFDS--VKKRASEMELIQ------

27.3BEpNsp1                  --N-IAYTLTEHSNHPISKGVWEYCK------AKGYERLLPIKD------

Cch2                         --IQHAASLEALSEHPTARAITAAWQ----------GERLEVTH------

27.1BBeNme1                  --LAVAQALEQQSEHPLARAILNCRIS------DGSVPDIAIKQ------

Aae3                         -YFDVLYSMENYSNHPVAKAVREYLKPY-------VKREAKLEG------

Cu1.Ag-5.21BAqAae2           -YFDVLYSMENYSNHPVAKAVREYLKPY-------VKREAKLEG------

Aae2                         EFLKFVASVENHSEHVIARAIVSYAKEK-----------EEVK-------

Cu2-5.22BAqAae1              EFLKFVASVENHSEHVIARAIVSYAKEK-----------EEVK-------

Cu1.Ag.eff-5.10AEuAfu1       ELLQIAASLEARSEHPIAAAIVEEAEKRG-------FGLTEVE-------

Tth4                         EALSLAAALEALSEHPLAQAIVEAAEGKG-------LPRPEVR-------

5.16BFiEfa1                  EIVALLSGIEGGSSHPIAQSIISYAEQQG-------IRPVSFD-------

Cu1.Ag.eff-5.2BFiEhi2        EILKYIGALEAHANHPLAIGIMNYLKEKK-------ITPYQAQ-------

5.27AKoKcr1                  EVLKLAASLDYLSSHPVARAIVRKAEEEG-------IKLVDVR-------

Cu1.Chl-5.11EViAth34         EVLMLAAAVESNTTHPVGKAIVKAARARN-------CQTMKAED------

Cu1.Chl-5.12EViAth1          EVLKMAAAVEKTATHPIAKAIVNEAESLN-------LKTPETR-------

Aae1                         -------------GDPVDLALLRWLEEN----------------------

2.24BAqAae1                  -------------GDPVDLALLRWLEEN----------------------

2.23AEuMva3                  -------------GDHMDLALVSWLG------------------------

Plu3                         GDG-----IWTVAGDPTEGALVVAARKAG---------------------

Tth1                         ------------AGDPLELGLLRYASRF----------------------

Tro6                         EEIGQ---ERAGIGDPTDLALLIAGARFG---------------------

Cch3                         ENN------YRISGDPTEVALVVVAAKAG---------------------

Plu2                         EGR------WVLSGDPTEGALLSFGMKAG---------------------

2.4BCySsp6                   GDD------WAVVGDPTEGALLASAAKAG---------------------

GA-2.19EViAth27              PDKD----SYEKIGESTEVALRVLAEKVGLP-------------------

ER-2.7EMeHsa25               EAKG----VYEKVGEATETALTCLVEKM----------------------

Ca.Mn.GA-2.13EViAth13        DQQ------FVSRGMPTEAALKVLVEKMG---------------------

2.8EApPfa2                   DNSQ----IVKKFGDSTELALLHFVHNFDILPTFSKNNKMPAEYEKNTTP

2.21BThPmo1                  ---------ESKTGDPTETALLEMGAKFN---------------------

GAeff-2.5EMeHsa12            NNT--------LMGKPTEGALIALAMKMG---------------------

Ca.Mn.GA-2.9EMeHsa2          KNA--------VMGQPTEGALMALAMKMD---------------------

Ca.Mn.GA-2.16EMeCel2         ADK--------LIGQPTEGAIVVLAKKAQ---------------------

GAeff-2.3EFuSce2             HAI--------FLGNPTDVALLEQLANFE---------------------

2.6EFuNcr3                   YTR--------WVGQPTDIAMLDLLDRFK---------------------

9.1EFuSce8                   DATDC----WKAHGDPTEIAIQVFATKMDLPHNALTGEK-----------

9.4EFuZro1                   DEKEN----WVGQGDPTEVAIQTFVAEMGG--------------------

9.3EFuDoc1                   RDEETGELVWKAHGDATEIAIQVFTSRLNYG-------------------

9.5EFuUma1                   KETHA----WTAHGDPTECAIQTFVTRFAWGRLKLTKG------------

9.2EFuSpo3                   -QTETG--EWVVKGEPTEIALHVFSKRFNYG-------------------

9.6EFuUma2                   REDGS----WIARGDPTEIALQVFATKLQMSR------------------

Tro7                         ---------------ADGRAVWRDGRWLPLGDP-----------------

1.5BSpLbi2                   ---------------PTELSLLYLASGRIHNTS-----------------

Na.K-1.1EMeHsa13             D--------------ASESALLKCIELCCGSVK-----------------

N.K-1.6EMeSac1               D--------------ASESALLKCIELCCGSVQ-----------------

H.K.NoGas1.4EMeRno1          D--------------ASETALLKFSEVILGDVM-----------------

H.K.Gas-1.2EMeHsa24          D--------------ASETALLKFSELTLGNAM-----------------

Na-1.3ERaHak1                DGSVIEQVMWRVNGNASEAAMIKFAQN-HEDVD-----------------

Cte1                         FQTG--------LRNLLDRAVLD---------------------------

4.1BGaSen1                   YQTG--------LKNLLDTAVLEGV-------------------------

Tro4                         TQSG--------LASPFDRVLLA---------------------------

4.2BSpLin3                   FETG--------FVNAIDQSIREN--------------------------

30.3BSpLbi4                  HPS----------FDPMDIAITDCMNEFHQ--------------------

30.4BCyAva17                 KDP----------FDPMEKALKQVGDDYLAR-------------------

30.2BBaFjo5                  PVP----------FDPMEKTLHQVYEQTQR--------------------

PMeff-2.1EMeHsa11            PRQV---------GNKTECALLGFV-------------------------

PM-2.25EMeHsa1               PRHV---------GNKTECALLGLL-------------------------

PM-2.15EMeCel1               IQQL---------GNKTECGLLGFV-------------------------

Vac-2.17EnoDdi23             LEFI---------GSKTECALLNFG-------------------------

PM-2.10EViAth45              LEYS---------GSPTEKAILGWG-------------------------

PM-2.14EViAth40              VEIS---------GSPTEKAILSWA-------------------------

Chl-2.11EViAth32             TEIL---------GTPTETALLEFG-------------------------

PM-2.12EViAth11              TELL---------GTPTETAILELG-------------------------

Vac-2.2EFuSce6               EPFI---------GSKTETALLSLARLSLGLQP-----------------

Vac-2.18EApTgo1              VKHV---------GSPTECALLAFQD------------------------

Cte2                         -RPENN--------DPVELPIFS-YLDTKL--------------------

3.4AEuMja1                   -REEDA--------DAIDMAILN-EAKKLG--------------------

3.7EViAth21                  -RVENQ--------DAIDAAMVG-MLADP---------------------

3.1EFuNcr1                   RKKKGI--------DAIDKAFLKSLKYYPR--------------------

3.6EFuSce5                   RKKKGL--------DAIDKAFLKSLKQYPK--------------------

3.2ETrLma9                   WREPPR--------DALDTMVLG-----AA--------------------

3.5ETrTbr5                   WREPPR--------DALDTMVLG-----AA--------------------

23.1BAcSco4                  -----------VLDGADERHVRAVLGALGASDPRPN--------------

23.2BFiEfa2                  --------VSIENDGTDLTNVEKLIGDFCRTMSADN--------------

8.1EMeBta1                   EGD----KIIYQAASPDEGALVRAAKQLNFVFTGR---------------

8.8EMeMmu1                   DGD----EIIYQASSPDEAALVKGAKKLGFVFTGR---------------

8.2EFuSce10                  QSDG---SIKYQAASPDEGALVQGGADLGYKFIIRK--------------

8.6EViAth15                  ESPE---KIVYQAASPDEAALVTAAKNFGFFFYRR---------------

8.4EFuSce14                  PDNP--KKLDLKAQSPDEAALVATARDVGFSFVGK---------------

8.5EFuSce4                   KDDP--KKLDIKAQSPDESALVSTARQLGYSFVGS---------------

8.7EViAth19                  TSDPNVKLVDYQGESPDEQALVYAAAAYGFLLIER---------------

15.1EnoDdi18                 QVS----------GDPLEEKIFTATNAKLNDNGEFGFCA-----------

16.1EOlTth26                 ELI----------GDPLEVKMFEATQWELIENNLDKFSE-----------

14.1EFuSce15                 NLL----------GDPLDFKMFQFTGWSFEEDFQKRAFH-----------

13.1EMeHsa8                  TPV----------GDPMDLKMVESTGWVLEEEPAADSAFGT---------

32.4BFuFnu1                  EMIGLAGAAEEQSSHPLATAIMSEIKDRGIEIPKHN--------------

Cu1-5.13ACrSso2              --LAYAASVEALSSHPIAKAIVKYAKEQG---------------------

Cd2-5.14EFuSce9              --QSLLLGLTEGIKHPVSMAIASYLKEKG---------------------

Cu1-5.9EFuCal1               FALQVARDLEVPSHHPLGKAVKSFVTSYDGKSLTAN--------------

6.16BGaPae5                  -VLRLAASLGAASSHPVSRALAALAAHDAYHP------------------

6.7EViAth1                   SLLYWVSSTESKSSHPMAAAVVDYARSVSVEPKP----------------

8.3ETrLdo1                   KDDTDDLGVVYEGSSPDEVALVETAAAVGYRLISRTTKSITLLLHDG---

23.3BCyTer4                  ENILGEYAASTTSKNKTIEALERVFPRPKR--------------------

Mn.Cd-3.3BFiLpl1             LLRLAASATDSRHPSVVDQAIVNFAHRYQLKR------------------

30.1BDeBba3                  -LLGTALASSSSESDPLDAAIKEVAQERGLTS------------------

31.1BGaMca11                 EVLMYAAGAEQKFHHPIALAILKKAEEWGIDLP-----------------

12.1ERhCme8                  CCHTLTVVHGQVLGDEVDSRLFELTGCELRPTASPADSRRWQGIHP----

2.22BFiSth8                  NNDAMVADGNAVGSNATDRALLDFLIGRSQLDFDTN--------------

29.1BDeBba2                  RLQANILALEATSYHPLAFALRQAWPHP----------------------

29.2BBaFjo4                  DNYLLIKNVLRGSNHPLSRMLYDFLPENKR--------------------

28.1BGaLpn4                  --LRPIALLESQSDHPVAKIIKSYMEQQD---------------------

11.1EFuEcu1                  GRFADIDGNADEEDKDLSPVLLDVDEGAKFNLSDECGEGQDGEIN-----

17.1EFuSpo12                 CSQSLELVGNELVGDPLEVTLFTQFNGTFCATIRASNTPHPPLFSVSN--

18.1EApCpa6                  KSSISDSTPNQINKNTVKDSLSAQVNNNSCSNFEIDISFMNPENFDLSEL

19.1EOlTth19                 GSCHSIMIRKNQQCSPKQDALQNNYKNHLIGDPMEIQLLNISGCKLYANG

20.1EOlTth57                 SCHGVYLVNGVNLGDELDIRMLEFSQFEILPDESTEFKFRVQRKIDN---

26.1BAcCdi2                  LVLRVAGALAMESDHPVSRALVRAAREAR---------------------

31.2BGaMca1                  AELRFTYSHRPRASQTLASLRALGMRQIFVVSSRPEAETAELMRRLG---

2.20BFiCac3                  CNDFASKRNLNKTLNAAEKAIVEFVEGGD---------------------

10.1EFuSce3                  AHALVKLEDGDIVGDPMEKATLKAVGWAVERKNSNYREGTGKLD------

21.1EBaTps13                 CHTLIGMDDGSLVGDPLDKSSLESTGWKYNPHERSAASQEKPKMATDP--

22.1EApCpa2                  LQLTRKNSFSCPSGSKLEQCLYNYSGFCGYKVFTFSSERLFIIPLCNRKT

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         AP------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   VQSSNKKDKSPRGINKFFSSKNDNSHITSTLNENDKNLKNANHSNYTTAQ

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  PPP-----------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  FLERVIELESHLILDYG---------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              -----------------------GFDSMPSALNMLSKHER----------

ER-2.7EMeHsa25               -------------------------NVFDTELKGLSKIER----------

Ca.Mn.GA-2.13EViAth13        ---------------------------FPEGLNEASSDGD----------

2.8EApPfa2                   ATTNGYEAIGENTFEHGTSFENCFHSKLGNKINTTSTHNNNNNNNNNSNS

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------STNQSNENDQSS

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   ----------------------------------------------TDAD

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            -------------------------------------------TDLKQDY

PM-2.25EMeHsa1               -------------------------------------------LDLKRDY

PM-2.15EMeCel1               -------------------------------------------NRLGGDY

Vac-2.17EnoDdi23             -------------------------------------------KLFGCDY

PM-2.10EViAth45              -------------------------------------------VKLGMNF

PM-2.14EViAth40              -------------------------------------------YKLGMKF

Chl-2.11EViAth32             -------------------------------------------LSLGGDF

PM-2.12EViAth11              -------------------------------------------LSLGGKF

Vac-2.2EFuSce6               -------------------------------------------GELQYLR

Vac-2.18EApTgo1              -------------------------------------------ERCGGDY

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  ---------------------------------------ASLQAIIDTYP

23.2BFiEfa2                  ---------------------------------------DTMKAMKEFFV

8.1EMeBta1                   ----------------------------------------TPDSVIIDSL

8.8EMeMmu1                   ----------------------------------------TPYSVIIEAM

8.2EFuSce10                  ---------------------------------------GNSVTVLLEET

8.6EViAth15                  ----------------------------------------TPTMVYVRES

8.4EFuSce14                  ----------------------------------------TKKGLIIEMQ

8.5EFuSce4                   ----------------------------------------SKSGLIVEIQ

8.7EViAth19                  ----------------------------------------TSGHIVINVR

15.1EnoDdi18                 --------------------SIQLSKVDNISM----------VHQEYPIS

16.1EOlTth26                 --------------------VVMAVVQQVQSQ----------SDQQSQTE

14.1EFuSce15                 --------------------SLYEGRHEDDVFPENSEIIPAVVHPDSNNR

13.1EMeHsa8                  --------------------QVLAVMRPPL------------------WE

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  ----------------------------------------------AQTL

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  ---------------------------------------RTVRRYFERGE

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  -------------------------------------------------A

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  ------------------------------------ASFDIQQLDNVYPK

Tro5                         --------------ELPFESTQPYHAVRIGG-------------------

24.2BChTro1                  --------------ELPFESTQPYHAVRIGG-------------------

24.3BDeHoc1                  ------EGPRERVVELPFAPSRGYHAGLSRA-------------------

24.4BGaHch1                  -----------RVKEMPFKSERGYHATLYQQ-------------------

24.1BAcMbo1                  ---------WVVLAEVPFESSRGYAAAIGRVGT-----------------

Dra3                         --------------FIEFTAQTRMSGVDFPG-------------------

7.1BGaEco3                   --------------FVPFTAQSRMSGINIDN-------------------

Dra2                         ------------------LPGQGVTALVEGRP------------------

6.14BAlSme6                  ------------------IGGKGVAASADGVE------------------

6.2BGaEco4                   ------------------LVGSGIEAQVNGER------------------

Tth3                         ------------------VPGLGAFARVEGKE------------------

6.1BFiSau1                   ------------------ITGRGIKGIVNGTT------------------

6.8BFiLmo1                   ------------------ITGKGIRGTVDGNT------------------

6.12BGaPpu1                  ------------------LAGRGVRGVIAGEV------------------

6.4BBeRme1                   ------------------LPGRGVRGSVDDHS------------------

6.13BCyNsp1                  ------------------LPGKGIQANFGEQL------------------

Tro2                         ------------------LVGRGVRAEVAGRT------------------

6.11BGaPpu4                  ------------------MIGRGVRAELDGQF------------------

6.9BFiBsu2                   ------------------TSGFGVMAEVSGAK------------------

Dra4                         ------------------IPGHGIEARLSSGD------------------

6.10BFiBsu3                  ------------------ISGHGIFAKVNGTE------------------

6.5BCyObr1                   ------------------IAGHGILAKVNNQI------------------

6.3BEpHpy1                   ------------------VSGMGVKAQCHTDL------------------

Cab1                         ------------------IPGQGVRGLFEGKE------------------

Chl1                         ------------------IPGKGVRGMFQGQE------------------

Cpn1                         ------------------VPGEGVRGYFNEQE------------------

Cmu1                         ------------------IPGEGVQGEFNGDQ------------------

6.6EViAth26                  ------------------FPGRGLTATVNGVKTVAEESRL----------

25.1BAcSco3                  ------------------EPGRGASGVVEGHR------------------

25.2BAlSme3                  ------------------SAGSGVSGNIDGHE------------------

25.3BFiEfa3                  ------------------VSGAGVKAFVDGAE------------------

Tro3                         ------------------DPGIGVRARVAGRS------------------

32.8BCyTel1                  ------------------RVGLGVATKVRGVD------------------

32.6AEuMsm6                  ------------------IVAHGIATSYNGKR------------------

32.7BVeAmu1                  ------------------IVAHGISSRLHGKK------------------

32.3BBaBca1                  ------------------LVAHGIASTVNGER------------------

32.5BSpTde3                  ------------------ILAHGLASTLKGEE------------------

32.1BBeAar4                  ------------------IVAHGVASVIDGQR------------------

32.2BAcMtu1                  ------------------LVGLGMRTWADGRT------------------

6.17AEuMac1                  ------------------VSGVGIKVKTSGKN------------------

Tro1                         ---------------FEAFPGRGVEALVAERM------------------

Tth2                         ---------------VRALPGEGVEGRVEGRR------------------

Dra1                         ------SPTLPQPSSFQALPGYGLRAEVDGRR------------------

Au2-5.20BGaSen5              ---------------FESVTGMGVYATVDGTR------------------

Cu1.Ag.eff-5.5BGaEco2        ---------------FRTLRGLGVSGEAEGHA------------------

Det1                         ---------------FSALPGAGLKATVSGKQ------------------

Dsp1                         ---------------FSALPGAGLKATINGAQ------------------

5.18BFiBsu1                  ---------------FEAKVGAGILAEAGGKS------------------

Cu2.Fe3.Pb2-5.19BFiSau2      ---------------FKAVPGHGIEATIDHHH------------------

Cu2upt-5.1BFiEhi1            ---------------FVAHPGAGISGTINGVH------------------

5.23BSpLin1                  ---------------FETIPGGGISAIVEGNR------------------

5.15BFiEfa2                  ---------------FEAIPGHGIRVEIEGKD------------------

Cte3                         ---------------FEALEGIGVKGTIDGKN------------------

Cch1                         ---------------FSAQEGVGVTGMVDGRA------------------

Plu1                         ---------------FKSMEGFGVSALLEGKR------------------

Ag.eff-5.4BGaSen1            ---------------FNAPSGKGVSGDVEGQR------------------

Cu1.Ag.eff-5.3EMeHsa23       ---------------FQAVPGCGIGCKVSNVEGILAHS-----------E

Cu1.eff-5.6EMeHsa16          ---------------FQVVPGCGISCKVTNIEGLLHKNNWNIEDNNIKNA

Tma1                         ---------------VEEIPGEGVRA------------------------

Cu1.Ag.eff-5.7AEuAfu2        ---------------VEVIAGEGVVADG----------------------

Cu2.GA-5.17EFuSce13          ---------------SEYVLGKGIVSKCQVNGN-----------------

Cu1.GA-5.8EFuCal2            ---------------INVLIGLGIQANVTLANNPQT--------------

5.24ACrSso1                  ------------------FPGRGIYARVNGND------------------

5.25ACrPae1                  ------------------FPGMGVYAKVNGAV------------------

5.28ACrApe2                  ------------------FPGMGVYAEVGGRS------------------

5.26AEuTvo1                  ------------------EPGIGITGKVDGKE------------------

27.2BSpLbi1                  ---------------LQNVPGQGVKAEIQWHGK-----------------

27.3BEpNsp1                  ---------------IKEIKARGLEAVIEGK-------------------

Cch2                         ---------------FKAITGKGVSGIIEQT-------------------

27.1BBeNme1                  ---------------RLNRIGEGVGAQLTVNGE-----------------

Aae3                         ---------------CEEILGVGVRCGEFIAG------------------

Cu1.Ag-5.21BAqAae2           ---------------CEEILGVGVRCGEFIAG------------------

Aae2                         --------------NFKAFPGKGVCGEVSGRN------------------

Cu2-5.22BAqAae1              --------------NFKAFPGKGVCGEVSGRN------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------EFRAIPGKGVEGIVNGRR------------------

Tth4                         --------------DFQAVPGKGVEGTLGGKR------------------

5.16BFiEfa1                  --------------SIDVISGAGVEGQANGHR------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------EQKNLAGVGLEATVEDKD------------------

5.27AKoKcr1                  --------------EFRSIPGVGVEGIVEGRR------------------

Cu1.Chl-5.11EViAth34         -------------GTFTEEPGSGAVAIVNNKR------------------

Cu1.Chl-5.12EViAth1          -------------GQLT-EPGFGTLAEIDGRF------------------

Aae1                         --DIDWKKLREEYRTVKVFPFDTKKRYMAVIVEKEG--------------

2.24BAqAae1                  --DIDWKKLREEYRTVKVFPFDTKKRYMAVIVEKEG--------------

2.23AEuMva3                  --IEKYHKIRKNNPTLEIFPFDTKSRMMGSLNNVIN--------------

Plu3                         ---IDEKAERKRCPRIGEIPFSSETRRMLTLHRI----EG----------

Tth1                         ---LDVERVRREHPRLSERPFDSAWKFMRVTTPL----G-----------

Tro6                         ---LVREELESIYPILAEIPFEPERRFAAVVSRI----DG----------

Cch3                         ---IALDGLRQAIPRKDVIPFDSEKQYMATLND-----------------

Plu2                         ---YSADAEREEWPRIDLIPFESEHRFMATLHHN----HDG---------

2.4BCySsp6                   ---FSQAGLASQKPRLDSIPFESDYQYMATLHDG----DG----------

GA-2.19EViAth27              -ASYCNHYWENQFKKVYVLEFTRDRKMMSVLCS-----HKQ---------

ER-2.7EMeHsa25               -ANACNSVIKQLMKKEFTLEFSRDRKSMSVYCTPNKPSRTS---------

Ca.Mn.GA-2.13EViAth13        -VLRCCRLWSELEQRIATLEFDRDRKSMGVMVD----SSSG---------

2.8EApPfa2                   VPSECISSWRNECKQIKIIEFTRERKLMSVIVE----NKKK---------

2.21BThPmo1                  ---IFKTAFEEQHPRVNEVPFDSDRKLMSTVNK-----YDN---------

GAeff-2.5EMeHsa12            ----LDGLQQDY-IRKAEYPFSSEQKWMAVKCVHRT-QQDR---------

Ca.Mn.GA-2.9EMeHsa2          ----LSDIKNSY-IRKKEIPFSSEQKWMAVKCSLKT-E-DQ---------

Ca.Mn.GA-2.16EMeCel2         ----LEGVRSEY-KRLREMPFSSDTKWMGVQCADAH-G------------

GAeff-2.3EFuSce2             ----MPDIRNTV-QKVQELPFNSKRKLMATKILNP---VDN---------

2.6EFuNcr3                   ----EHDVRDSIGPRVSETPFSSERKWMGVTIGSEG-GKSD---------

9.1EFuSce8                   LSQHNEKPGSAQFEHIAEFPFDSTVKRMSSVYY---NNHNE---------

9.4EFuZro1                   -----REERSQEFQNVKEFPFDSTIKRMSAVFE---SNQDK---------

9.3EFuDoc1                   -----RDSLIENYEHLAEFPFDSSIKRMSAVYQ---SLQTN---------

9.5EFuUma1                   KEVTEKDRTAAKWTQITEYPFDSSVKRMAVTYV---NNQAQ---------

9.2EFuSpo3                   -----KEDLLKTNTFVREYPFDSEIKRMAVIYE---DQQGQ---------

9.6EFuUma2                   --DALTHGESAKYSHELEFPFDSTLKRMTSVYRRN-SQTVS---------

Tro7                         -------LDTALWVMVHRIGLDPDTIRAKAPVLRTYPFDPH---------

1.5BSpLbi2                   -------GKRVFTNGFDSIRKRMSVVVQNEDFAIVYAKG-----------

Na.K-1.1EMeHsa13             -------EMRERYAKIVEIPFNSTNKYQLSIHKNPNTSEPQ---------

N.K-1.6EMeSac1               -------GMRDRNPKIVEIPFNSTNKYQLSIHENEKSSESR---------

H.K.NoGas1.4EMeRno1          -------GIRKRNHKVAEIPFNSTNKFQLSIHETEDPNNKR---------

H.K.Gas-1.2EMeHsa24          -------GYRDRFPKVCEIPFNSTNKFQLSIHTLEDPRDPR---------

Na-1.3ERaHak1                -------DFRKRNPMVFQIPFNSRNKYQVHVHCQEKFNQEDGT-------

Cte1                         ---HQEFAVDGNCKLIDELPFDFQRRRMSVVVDYEG--------------

4.1BGaSen1                   -DETAARQLSGRWQKIDEIPFDFERRRMSVVVAEDSN-------------

Tro4                         ----RDVAEYADVVKLDELPFDFERRRVSVVVQVAGR-------------

4.2BSpLin3                   ----LNFNLSG-FEKKDEIPYDFQRKRLSILVSHSG--------------

30.3BSpLbi4                  -------NGNLSLVSKLDFPLTPEHLSMIRVIEE----------------

30.4BCyAva17                 -----TEHLHQDWEILREYPLSGELLAMSCVWRS----------------

30.2BBaFjo5                  ------DDVRKDYQMFHEYPLEGKPPMMTHLFGN----------------

PMeff-2.1EMeHsa11            QAVRNEVPEE---KLYKVYTFNSVRKSMSTVIRNPNGG------------

PM-2.25EMeHsa1               QDVRNEIPEE---ALYKVYTFNSVRKSMSTVLKNSDGS------------

PM-2.15EMeCel1               AAIRKKFPEH---DLTKVYTFNSSRKCMMTVVPYAENGQNI---------

Vac-2.17EnoDdi23             NEVRKRL------EVVELYPFSSARKRMSVLVKHDQNL------------

PM-2.10EViAth45              ETARSQS------SILHAFPFNSEKKRGGVAVKTADG-------------

PM-2.14EViAth40              DTIRSES------AIIHAFPFNSEKKRGGVAVLRGDS-------------

Chl-2.11EViAth32             QEVRQAS------NVVKVEPFNSTKKRMGVVIELPER-------------

PM-2.12EViAth11              QEERKSY------KVIKVEPFNSTKKRMGVVIELPEGG------------

Vac-2.2EFuSce6               DQPMEKFNIE---KVVQTIPFESSRKWAGLVVKYKEGKNKKP--------

Vac-2.18EApTgo1              ASTRRLYLGEDEVELIAREDFSSDRKMMTSVVRILKNSGDSTGATSPA--

Cte2                         -----KSVDWKSWKQTSFTPFDPVSKRTEAD-AEKDG-------------

3.4AEuMja1                   -----LMEKIKNYKIKKFIPFDPVIKRTEAE-VTND--------------

3.7EViAth21                  ------KEARAGIREVHFLPFNPVDKRTALTYIDSDG-------------

3.1EFuNcr1                   -----AKSVLSKYKVLQFHPFDPVSKKVVAVVESPQG-------------

3.6EFuSce5                   -----AKDALTKYKVLEFHPFDPVSKKVTAVVESPEG-------------

3.2ETrLma9                   -----DLDECDNYQQLNFVPFDPTTKRTAATLVDRRSG------------

3.5ETrTbr5                   -----DLDECDNYEQLEFVPFDPTTKRTAATLVDKRSG------------

23.1BAcSco4                  DDGSAG-----AWRNTRSLPFSSARKYSGATFDEGDGA------------

23.2BFiEfa2                  TNNQRE-----AVSYTS---FSSVEKFSSVTFPEA---------------

8.1EMeBta1                   GQEER-------YELLNVLEFTSARKRMSVIVRTPSGK------------

8.8EMeMmu1                   GQEQT-------FGILNVLEFSSDRKRMSVIVRLPSGQ------------

8.2EFuSce10                  GEEKE-------YQLLNICEFNSTRKRMSAIFRFPDGS------------

8.6EViAth15                  HVEKMGKIQDVAYEILNVLEFNSTRKRQSVVCRFPDGR------------

8.4EFuSce14                  GIQKE-------FEILNILEFNSSRKRMSCIVKIPGLNPGDEPR------

8.5EFuSce4                   GVQKE-------FQVLNVLEFNSSRKRMSCIIKIPGSTPKDEPK------

8.7EViAth19                  GETQR-------FNVLGLHEFDSDRKRMSVILGCPDMS------------

15.1EnoDdi18                 T---VDVETSDQIALVERFEFQSALQRMSVVIRGIRATDGSTQSS-----

16.1EOlTth26                 KSLIYSSQFSQQIGIIKRFEFSSKLQRMSTIVKRFLAQNEFYR-------

14.1EFuSce15                 ENTFTDNDPHNFLGVVRSFEFLSELRRMSVIVK--TNNDDVYWS------

13.1EMeHsa8                  PQLQAMEEPPVPVSVLHRFPFSSALQRMSVVVAWPGATQPEAY-------

32.4BFuFnu1                  --------------KIKTVVSRGVETKIGKGKE-----------------

Cu1-5.13ACrSso2              ----------------VKILEVKDFKEISG--------------------

Cd2-5.14EFuSce9              ----------------VSAQNVSNTKAVTGKR------------------

Cu1-5.9EFuCal1               -----------KIPQVETVPGKGLRGQIIYDEGDDIWNEYKP--------

6.16BGaPae5                  ------------LSDIRERQGFGVVARTAAG-------------------

6.7EViAth1                   ----------EAVEDYQNFPGEGIYGKIDGKE------------------

8.3ETrLdo1                   --------TRKVYNILATLEFTPDRKMMSIIVEDSD--------------

23.3BCyTer4                  -------------SLTFEIPFASARKWSGMSFATEEQNSPS---------

Mn.Cd-3.3BFiLpl1             ------------LPQQEFKPFDASVGYAEALVGEAP--------------

30.1BDeBba3                  ------------KASLLVFPFTEDRKRETVISQEVGG-------------

31.1BGaMca11                 -----------ATDETQYKVGYGIDVRVKGRR------------------

12.1ERhCme8                  FYVAERHAESSFGRVVKIFAFSSEYARMGVIVQRLVTPESEQPPQ-----

2.22BFiSth8                  -------------TITEKQQFNSATKFASVTTNDG---------------

29.1BDeBba2                  ----------------EFMPAVQNAQEILGKGVKG---------------

29.2BBaFjo4                  ----------IKIDDFQEITGKGILAVVEGKE------------------

28.1BGaLpn4                  ------------TASTEPLEITSIDKSHHSGMKG----------------

11.1EFuEcu1                  ------------AVIMKTYEFDSNIRRMSVVVDDGDRK------------

17.1EFuSpo12                 ----SFDGPSQIFSIYKALEFDPVLRRMSVICSTSTER------------

18.1EApCpa6                  GTHMFGSQEFEELEILKVYEFCSKLRRMTVVCRNPIKP------------

19.1EOlTth19                 ---DISSSFGQQFKIIKTLEFSSERQKMTVICEDKSELIQENK-------

20.1EOlTth57                 ----------CILNICKVWEFESSLQRMTVIMHDEQAQKFYG--------

26.1BAcCdi2                  ----------------DASTDDSIPGWIDVTHSEIDEEGSFRG-------

31.2BGaMca1                  DLSGGGLNAEQKIRFLRGLKNRGVRTTLVGDFDKE---------------

2.20BFiCac3                  -------VDLEIAKRVFEIPYNGNKRIKTTVNKMRKR-------------

10.1EFuSce3                  --------------IIRRFQFSSALKRSASIASHN---------------

21.1EBaTps13                 ----------VKLWQLRSFPFDPIRKMSSAIILVQLKSGDFR--------

22.1EApCpa2                  NSLEYISAVCDAVEITKRYPFDETLRSQSVAIKKYSIESELSSN------

Tro5                         --------------------------------TAYFKGSPEVLLDRCRAW

24.2BChTro1                  --------------------------------TAYFKGSPEVLLDRCRAW

24.3BDeHoc1                  ----------------------------QGGLLISAKGAPELIVERCTQV

24.4BGaHch1                  ----------------------------DKNKRLCVKGAPEIVLERCNRW

24.1BAcMbo1                  ----------------------------DGIPMLMLKGAPETILPRCR--

Dra3                         --------------------------------TSIRKGAGSRISALAQ--

7.1BGaEco3                   --------------------------------RMIRKGSVDAIRRHVE--

Dra2                         ----------------------------------VQVTSPIFAASQATL-

6.14BAlSme6                  ----------------------------------LFLGSPEAARERAPL-

6.2BGaEco4                   ----------------------------------VLIC----AAGKHPA-

Tth3                         ----------------------------------VGLVRP----EAWDL-

6.1BFiSau1                   ----------------------------------YYIGSPKLFKELNVSD

6.8BFiLmo1                   ----------------------------------YYVGSPVLFKELLASQ

6.12BGaPpu1                  ----------------------------------YHLGNHRLVEELGL--

6.4BBeRme1                   ----------------------------------YHLGNHRLVEELGV--

6.13BCyNsp1                  ----------------------------------YLVGNRRLFSDQGIC-

Tro2                         ----------------------------------VLVGNELLLREHGI-A

6.11BGaPpu4                  ----------------------------------VWIGKVEMFGTNGIPA

6.9BFiBsu2                   ----------------------------------WKVGKAGFIGEEMA--

Dra4                         ----------------------------------LAWAGNLRLAEREKAA

6.10BFiBsu3                  ----------------------------------ILAGNKKLMEREQIE-

6.5BCyObr1                   ----------------------------------VLAGNDRLLHRENIP-

6.3BEpHpy1                   ----------------------------------IIAGNEKMLDQFHIA-

Cab1                         ---------------------------------AFVGRVDTALQKIPQDY

Chl1                         ---------------------------------AFVGRVDTALQNVPKEY

Cpn1                         ---------------------------------AFVGRVETGLGKVPSEY

Cmu1                         ---------------------------------AFVGRVSTALRYVPEEY

6.6EViAth26                  -------------------------------RKASLGSIEFITSLFKSED

25.1BAcSco3                  ---------------------------------VFIGRDDPTRARPN---

25.2BAlSme3                  ---------------------------------IAVGGWDFISERIDE--

25.3BFiEfa3                  ---------------------------------IRVGKKNFVTQESQ---

Tro3                         -----------------------------------IRVRAPLQEEASVP-

32.8BCyTel1                  ----------------------------------LRVGSRRMMEQEN--I

32.6AEuMsm6                  ----------------------------------AVIGSRHFLFDDEGVE

32.7BVeAmu1                  ----------------------------------VLVGSYHFLFEDERIP

32.3BBaBca1                  ----------------------------------VLIGSAHFVFEDEHCQ

32.5BSpTde3                  ----------------------------------LRIGSAHFIFDDEGIP

32.1BBeAar4                  ----------------------------------IVIGSRHFVADDEGID

32.2BAcMtu1                  ----------------------------------LLLGSP-SLLRAEKVR

6.17AEuMac1                  ----------------------------------IFIGRPKQVSGLN-FA

Tro1                         ----------------------------------LLVGTMRFLQERGVTV

Tth2                         ----------------------------------LHLGGPALMERLGVPL

Dra1                         ----------------------------------VEIGAARFMAQLGLPL

Au2-5.20BGaSen5              ----------------------------------VDVGADRYMREIGVDI

Cu1.Ag.eff-5.5BGaEco2        ----------------------------------LLLGNQALLNEQQVGT

Det1                         ----------------------------------ILIGNANLMQSNRISL

Dsp1                         ----------------------------------ILIGNANLMQSNNISL

5.18BFiBsu1                  ----------------------------------ILVGTRKLMESEQVEH

Cu2.Fe3.Pb2-5.19BFiSau2      ----------------------------------ILVGNRKLMADNDISL

Cu2upt-5.1BFiEhi1            ----------------------------------YFAGTRKRLAEMNLSF

5.23BSpLin1                  ----------------------------------ILIGTERLFYAKGIEL

5.15BFiEfa2                  ----------------------------------MYIGNRKLMLEQKIDL

Cte3                         ----------------------------------ISVRKPDSGDSS----

Cch1                         ----------------------------------ITIRKPQQNEEHG---

Plu1                         ----------------------------------VQVRKP-TVEESA---

Ag.eff-5.4BGaSen1            ----------------------------------VVIGNELAMQENSIVI

Cu1.Ag.eff-5.3EMeHsa23       RPLSAPASHLNEAGSLPAEKDAVP------QTFSVLIGNREWLRRNGLTI

Cu1.eff-5.6EMeHsa16          SLVQIDASNEQSSTSSSMIIDAQISNALNAQQHKVLIGNREWMIRNGLVI

Tma1                         -----------------------------------LYGGEEYFVGKPLDY

Cu1.Ag.eff-5.7AEuAfu2        ----------------------------------ILVGNKRLMEDFGVAV

Cu2.GA-5.17EFuSce13          -------------------------------TYDICIGNEALILEDALKK

Cu1.GA-5.8EFuCal2            -------------------------------QFNVYVGNDKLIESKFPNL

5.24ACrSso1                  ----------------------------------VIVGSKDFVR------

5.25ACrPae1                  ----------------------------------VGIGNEKLVEGMGAEI

5.28ACrApe2                  ----------------------------------VVVGNRKIMDGFEVDI

5.26AEuTvo1                  ----------------------------------VRIAQ-----------

27.2BSpLbi1                  -------------------------------EYSILIGNQTLLKHQNIPL

27.3BEpNsp1                  ---------------------------------KIIAGSIHFLREHGIEI

Cch2                         ---------------------------------HWYAGSKAFMEQEKISI

27.1BBeNme1                  -------------------------------TQVWALGRASYVAEISGKE

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         ----------------------------------VCVGTLEFLKEINVKL

Cu2-5.22BAqAae1              ----------------------------------VCVGTLEFLKEINVKL

Cu1.Ag.eff-5.10AEuAfu1       ----------------------------------YMVVSPGYIRELGIKT

Tth4                         ----------------------------------YRVGRPEWAEELGLKV

5.16BFiEfa1                  ----------------------------------YQLISQKAYRRN-LDM

Cu1.Ag.eff-5.2BFiEhi2        ----------------------------------VKIINEKEAKRLGLKI

5.27AKoKcr1                  ----------------------------------VSITAGSDILES----

Cu1.Chl-5.11EViAth34         ----------------------------------VTVGTLEWVKRHGATG

Cu1.Chl-5.12EViAth1          ----------------------------------VAVGSLEWVSDRFLKK

Aae1                         ------------------------------KYYLLVKGAFETLSNFS---

2.24BAqAae1                  ------------------------------KYYLLVKGAFETLSNFS---

2.23AEuMva3                  ------------------------------GQKLFIKGSYEFLKEKS---

Plu3                         ------------------------------KGQVFMKGAPEAVLRSCSAV

Tth1                         ---------------------------------SFLKGAPEALIPRLALP

Tro6                         ------------------------------KPVFLAKGAPERILDMCSTW

Cch3                         -------------------------------TTIIIKGAPEVILKQCS--

Plu2                         ------------------------------MAYVYLKGAPEVVFERCMSV

2.4BCySsp6                   -------------------------------RTIYVKGSVESLLQRCESM

GA-2.19EViAth27              ------------------------------MDVMFSKGAPESIIARCNKI

ER-2.7EMeHsa25               ------------------------------MSKMFVKGAPEGVIDRCTHI

Ca.Mn.GA-2.13EViAth13        ------------------------------NKLLLVKGAVENVLERSTHI

2.8EApPfa2                   ------------------------------EIILYCKGAPENIIKNCKYY

2.21BThPmo1                  ------------------------------EYLVFTKGAPDNLLKICNNA

GAeff-2.5EMeHsa12            ------------------------------PEICFMKGAYEQVIKYC-TT

Ca.Mn.GA-2.9EMeHsa2          ------------------------------EDIYFMKGALEEVIRYC-TM

Ca.Mn.GA-2.16EMeCel2         ------------------------------QNVYFIKGALDRVLDQCGTY

GAeff-2.3EFuSce2             ------------------------------KCTVYVKGAFERILEYSTSY

2.6EFuNcr3                   ------------------------------KEFAYIKGSIDKVLDACDTY

9.1EFuSce8                   ------------------------------TYNIYGKGAFESIISCCSSW

9.4EFuZro1                   ------------------------------SRCVYTKGAFESVLDCCEYW

9.3EFuDoc1                   ------------------------------QIKVYTKGAVERVLNCCTHW

9.5EFuUma1                   ------------------------------ESYAMMKGAVERVLESCTSA

9.2EFuSpo3                   -------------------------------YTVYAKGAVERILERCSTS

9.6EFuUma2                   ------------------------------DRIFFMKGAVEQVLACCHN-

Tro7                         -------------------------------------RRRSSVLTESQLI

1.5BSpLbi2                   --------------------------------------GPAEILTICTHV

Na.K-1.1EMeHsa13             -------------------------------HLLVMKGAPERILDRCSSI

N.K-1.6EMeSac1               -------------------------------YLLVMKGAPERILDRCSTI

H.K.NoGas1.4EMeRno1          -------------------------------FLVVMKGAPERILEKCSTI

H.K.Gas-1.2EMeHsa24          -------------------------------HLLVMKGAPERVLERCSSI

Na-1.3ERaHak1                ---------------------------NSGPRVVLMKGAPERVLARCSQA

Cte1                         ------------------------------DHVLISKGAVEEIFACCDRY

4.1BGaSen1                   ------------------------------VHQLVCKGALQEILNVCTQV

Tro4                         ------------------------------VPLLVTKGAPETILPLCTAY

4.2BSpLin3                   ------------------------------GHRIITKGALINILEICNTA

30.3BSpLbi4                  ---------------------------DGN-YVCYAKGSPEAIFELCQLN

30.4BCyAva17                 ---------------------------PENRLVIATKGAPEAIADLCHFN

30.2BBaFjo5                  ---------------------------SEKERIIAAKGAPEAILAVATLS

PMeff-2.1EMeHsa11            -------------------------------FRMYSKGASEIILRKCNRI

PM-2.25EMeHsa1               -------------------------------YRIFSKGASEIILKKCFKI

PM-2.15EMeCel1               ------------------------------GYRVYCKGASEIVLGRCTYL

Vac-2.17EnoDdi23             --------------------------------RLFTKGASEIILGQCGSY

PM-2.10EViAth45              ------------------------------EVHVHWKGASEIVLASCRSY

PM-2.14EViAth40              ------------------------------EVFIHWKGAAEIVLACCTQY

Chl-2.11EViAth32             ------------------------------HFRAHCKGASEIVLDSCDKY

PM-2.12EViAth11              ------------------------------RMRAHTKGASEIVLAACDKV

Vac-2.2EFuSce6               ------------------------------FYRFFIKGAAEIVSKNCSYK

Vac-2.18EApTgo1              ---------------------------SPGLLRVFVKGAGERVLAQCSSV

Cte2                         ------------------------------HTVHVVKGAPQVVIEMAGLD

3.4AEuMja1                   ------------------------------EEFKVSKGAPQVILDLCNAD

3.7EViAth21                  ------------------------------NWHRVSKGAPEQILDLANAR

3.1EFuNcr1                   ------------------------------ERITCVKGAPLFVLKTVEED

3.6EFuSce5                   ------------------------------ERIVCVKGAPLSALKTVEED

3.2ETrLma9                   ------------------------------EKFDVTKGAPHVILQMVYNQ

3.5ETrTbr5                   ------------------------------EKFSVTKGAPHVIIEMVHNQ

23.1BAcSco4                  -------------------------------AGTWLLGAPDVLLP-----

23.2BFiEfa2                  ---------------------------------TYILGAPEMILR-----

8.1EMeBta1                   -------------------------------LRLYCKGADTVIYDRLAET

8.8EMeMmu1                   -------------------------------LRLYCKGADNVIFERLSKD

8.2EFuSce10                  -------------------------------IKLFCKGADTVILERLDDE

8.6EViAth15                  -------------------------------LVLYCKGADNVIFERLANG

8.4EFuSce14                  -------------------------------ALLICKGADSIIYSRLSRQ

8.5EFuSce4                   -------------------------------ALLICKGADSVIYSRLDR-

8.7EViAth19                  -------------------------------VKLFVKGADSSMFGVMDES

15.1EnoDdi18                 ------------------------------KDLAIVKGSPEMIKKLSNPT

16.1EOlTth26                 ---------------------------------LYVKGSPEKIFELCKPE

14.1EFuSce15                 ----------------------------------FTKGAPEVISEICNKS

13.1EMeHsa8                  -----------------------------------VKGSPELVAGLCNPE

32.4BFuFnu1                  -------------------------------AKIIRVGSKKYMLENNIDL

Cu1-5.13ACrSso2              ------------------------------------IGVRGKISDKIIEV

Cd2-5.14EFuSce9              -----------------------------------VEGTSYSGLKLQGGN

Cu1-5.9EFuCal1               --------------------------------TQAILGNEKLMEENDIEF

6.16BGaPae5                  ---------------------------------EAALGRPELFQQLG---

6.7EViAth1                   ----------------------------------VYIGNKRIASRAG---

8.3ETrLdo1                   ----------------------------TKKITLYNKGADSFIRPQLSRA

23.3BCyTer4                  --------------------------------GTYILGAPEILAEVTPLS

Mn.Cd-3.3BFiLpl1             ------------------------------TVVRVRIGALSRLYELTAQQ

30.1BDeBba3                  ------------------------------PFVANIKGSPETIIGMSRLL

31.1BGaMca11                 ----------------------------------IRVGSARFMEREGIGL

12.1ERhCme8                  -----------------------------VEWLFLVKGAPEVVVNFCDRR

2.22BFiSth8                  --------------------------------KTYIKGAPEFILNDCYYY

29.1BDeBba2                  ----------------------------------LIDGKLYEIRHLSES-

29.2BBaFjo4                  ----------------------------------IKIGSSSFVESPVAEV

28.1BGaLpn4                  ----------------------------------IINGEVFIIGNKDMLA

11.1EFuEcu1                  --------------------------------YVFTKGSPESIQEILKER

17.1EFuSpo12                 ------------------------------SLMLFTKGAPESILAISSQQ

18.1EApCpa6                  -----------------------------YEFLVFCKGSPEQLKSICQPE

19.1EOlTth19                 ------------------------------FLYVFSKGAPEAIHKICNNY

20.1EOlTth57                 ----------------------------------IVKGSPEKMFEMCNKD

26.1BAcCdi2                  -------------------------------FVELPVGEEARSVEAVLWR

31.2BGaMca1                  ---------------------------------SEMAGEAHVTVGLVNPL

2.20BFiCac3                  -------------------------------YRANVKGPVDSILKNCTHF

10.1EFuSce3                  -----------------------------DALFAAVKGAPETIRERLSDI

21.1EBaTps13                 -------------------------------VWVVAKGAPTKMQPLFDEQ

22.1EApCpa2                  ------------------------LYCIRSTSMLFMKGAAEKIVELTTNY

Tro5                         LAADGSLQPLDD----------ARHAELADHLLRLAGAGLRVLLVAEADG

24.2BChTro1                  LAADGSLQPLDD----------ARHAELADHLLRLAGAGLRVLLVAEADG

24.3BDeHoc1                  RRGD-EITALDD----------AGREALLAESGRLARQGFRVLAIAERET

24.4BGaHch1                  RQPDGRITVLDD----------ENRKKLTELAYSLASRGYRILAVAERPA

24.1BAcMbo1                  -------LADPG----------VDHEHAESVVRHLAEQGLRVLAVAQRTW

Dra3                         --------ERGG----------QLPPELAAITDEVSRQGATPLTVIEND-

7.1BGaEco3                   --------ANGG----------HFPTDVDQKVDQVARQGATPLVVVEGS-

Dra2                         -SA-----------------------EQQQTVATLEQQGRTVVVGLDGG-

6.14BAlSme6                  -AA-----------------------EDLARIETLQGEGKTVSVLVVGG-

6.2BGaEco4                   -DA-----------------------FTG-LINELESAGQTVVLVVRND-

Tth3                         -PP-----------------------EVEAQVKALAEEGFSLSLLVREG-

6.1BFiSau1                   FSL-----------------------GFENNVKILQNQGKTAMIIGTEK-

6.8BFiLmo1                   FTD-----------------------SIHRQVSDLQLKGKTAMLFGTNQ-

6.12BGaPpu1                  CSP-----------------------ALEAQLDALERQGKTVVLLLDRS-

6.4BBeRme1                   CSP-----------------------ELESRLAALEAEGKTVVMLVGPE-

6.13BCyNsp1                  LSD-----------------------EAESLLTEIEQFGQIPVLVGTNG-

Tro2                         VPP-----------------------DLHEVASELRERGRTAVYAALDG-

6.11BGaPpu4                  LSK-----------------------AALEAAERLRQSGRTTMVVRRAD-

6.9BFiBsu2                   -AQ-----------------------FMKQTASDVIQSGHTIVFVKKDD-

Dra4                         LTP-----------------------AQQQALDTLSREGSSTVIVGVGP-

6.10BFiBsu3                  --------------------------------DVPDENAGTIVHVAVDQ-

6.5BCyObr1                   --------------------------------HDVCNAEGTVVHLAVDN-

6.3BEpHpy1                   --------------------------------HSPSKENGTIVHVAFNQ-

Cab1                         VQE-----------------------LEERIHTARQRGE--ICSLAYLQ-

Chl1                         VQE-----------------------LEERVHTARQRGE--ICSLAYLQ-

Cpn1                         LED-----------------------IEQKIYQAKQHGE--ICSLAYVG-

Cmu1                         REQ-----------------------LRERAQQAQARGE--TCSIACSG-

6.6EViAth26                  ESK-----------------------QIKDAVNASSYGKDFVHAALSVD-

25.1BAcSco3                  --------------------------WAKAVGNRALLDGASVAWLTVDE-

25.2BAlSme3                  -TA-----------------------FSRDIRTWIRRDGVVSVLAAMDG-

25.3BFiEfa3                  ---------------------------------ETEKIDKTTIHISRNG-

Tro3                         ------------------------------EIAAFQEEGKTVVIVERDG-

32.8BCyTel1                  CLI-----------------------DLNRRFPDLDSGQASIVYVAGDG-

32.6AEuMsm6                  ISK-----------------------EDEKLIDEKVC-EYSVVYLAIDN-

32.7BVeAmu1                  LTE-----------------------EQRLTIRNHAR-GKSNIFLAIGR-

32.3BBaBca1                  IPE-----------------------CDQERFDILPP-EYSHLYLAVGG-

32.5BSpTde3                  KTE-----------------------EAEKAIEDLSKSGCSQLYLSIGK-

32.1BBeAar4                  IS------------------------AHLETVDRLYEEGKTLLYIGFGG-

32.2BAcMtu1                  VSK-----------------------KASEWVDKLRRQAETPLLLAVDG-

6.17AEuMac1                  ISN-----------------------EVEENIEKQSQSGHNTVLMGIDN-

Tro1                         E-------------------------PASEDAAALEAAGKTVIAVAVDG-

Tth2                         P----------------------------EEAKALPEEGYTPLYLVEGT-

Dra1                         G-------------------------ELGAKADELAARARTPVFAAVDG-

Au2-5.20BGaSen5              S-------------------------GFATTAERLGQEGKSPLYAAIDG-

Cu1.Ag.eff-5.5BGaEco2        K-------------------------AIEAEITAQASQGATPVLLAVDG-

Det1                         A-------------------------EYQSEADKLWEAGENLIFVAADG-

Dsp1                         G-------------------------AYQAEADKLWEAGESLIFVAVDG-

5.18BFiBsu1                  G-------------------------ALLAQMEELEAEGKTVMLVSIDG-

Cu2.Fe3.Pb2-5.19BFiSau2      PK------------------------HISDDLTHYERDGKTAMLIAVNY-

Cu2upt-5.1BFiEhi1            D-------------------------EFQEQALELEQAGKTVMFLANEE-

5.23BSpLin1                  NQ------------------------ELNNLKRIREEEGNTVVHLSVNG-

5.15BFiEfa2                  S-------------------------SMEKESNRLADEGKTPMYLSVDG-

Cte3                         ----------------------------RSRIAELQQQGKTVVILEEEG-

Cch1                         ----------------------------REAIEALQAEGKSIVVMEENG-

Plu1                         ----------------------------LPSASSLLAEGKTLAIVDVEG-

Ag.eff-5.4BGaSen1            D-------------------------NQKAVADTLRMEGTTVIYVATDG-

Cu1.Ag.eff-5.3EMeHsa23       SS------------------------DVSDAMTDHEMKGQTAILVAIDG-

Cu1.eff-5.6EMeHsa16          NN------------------------DVNDFMTEHERKGRTAVLVAVDD-

Tma1                         S-----------------------------KYESLLEEGKTIVEVRRNG-

Cu1.Ag.eff-5.7AEuAfu2        SN------------------------EVELALEKLEREAKTAVIVARNG-

Cu2.GA-5.17EFuSce13          S---------------------------GFINSNVDQ-GNTVSYVSVNG-

Cu1.GA-5.8EFuCal2            L---------------------------NNIDEKLLHSANTVSHVIIDG-

5.24ACrSso1                  ------------------------------DNCNWNVEDEGDIFICING-

5.25ACrPae1                  PG------------------------EIRREAERYRAEGYTVAYIVVDG-

5.28ACrApe2                  KT-------------------------LEKIAEEWQSRGATTVFVAIDG-

5.26AEuTvo1                  -------------------------------------DESGATIVEIDG-

27.2BSpLbi1                  ES------------------------IPE--------TEGSLILVAING-

27.3BEpNsp1                  AY------------------------E----------GENSLFAIAVNG-

Cch2                         AP------------------------KEQERIAALEAEGKTVVIVARDR-

27.1BBeNme1                  PQ------------------------TEG---------GGSAVYLGSQS-

Aae3                         ---------------------------KAELWGKNSQNGVIRVGFGTKD-

Cu1.Ag-5.21BAqAae2           ---------------------------KAELWGKNSQNGVIRVGFGTKD-

Aae2                         D------------------------EELVERARSLQSEGKTVVFASMDG-

Cu2-5.22BAqAae1              D------------------------EELVERARSLQSEGKTVVFASMDG-

Cu1.Ag.eff-5.10AEuAfu1       D------------------------ESVEK----LKQQGKTVVFILKNG-

Tth4                         S------------------------EPLKRGLKEAEARGESVVALMDEA-

5.16BFiEfa1                  D------------------------IP----------KGATLSVLVEND-

Cu1.Ag.eff-5.2BFiEhi2        D------------------------PERLK---NYEAQGNTVSFLVVSD-

5.27AKoKcr1                  --------------------------------------GSTAVQIIVDG-

Cu1.Chl-5.11EViAth34         N-------SLLA----------LEEHEINNQS--------VVYIGVDN--

Cu1.Chl-5.12EViAth1          NDSS-DMVKLES----------LLDHKLSNTSSTSRYSKTVVYVGREGE-

Aae1                         ------------------EGIS-EELIKVHDVLA--ENGLRVLFFAYAEI

2.24BAqAae1                  ------------------EGIS-EELIKVHDVLA--ENGLRVLFFAYAEI

2.23AEuMva3                  ------------------TNKSFKEFDQAHDKMS--GNGLRVLAFGVGEG

Plu3                         SMDG---------ASVPFDDALKTQMQAAADLYG--SNALRVLGFAR---

Tth1                         QEE-------------------QARLFEEAGAHA--AKGFRVLALAF---

Tro6                         VSPE---------GLVPLD---REAILAAAHQLA--QQGLRVLGFAAGEI

Cch3                         -EHI---------GGIS---FDTKPIIAQIELLG--SKGMRVLALAQKE-

Plu2                         WSID---------GDLP---FRPEFWQKKAEDMA--SGGERLLAIACKP-

2.4BCySsp6                   LLDD---------GQMVS--IDRGEIEENVEDMA--QQGLRVLAFAKKT-

GA-2.19EViAth27              LCNGDG-------SVVPLTAAGRAELESRFYSFG--DETLRCLALAFKTV

ER-2.7EMeHsa25               RVG--S-------TKVPMTSGVKQKIMSVIREWGSGSDTLRCLALATHDN

Ca.Mn.GA-2.13EViAth13        QLLD-G-------SKRELDQYSRDLILQSLRDMS--LSALRCLGFAYSDV

2.8EApPfa2                   LTKN---------DIRPLNETLKNEIHNKIQNMG--KRALRTLSFAYKKL

2.21BThPmo1                  FVNG---------EIVPLTQEIIDNIMDKVNSMS--QDALRVLGAAFKKI

GAeff-2.5EMeHsa12            YQSKG--------QTLTLTQQQRDVYQQEKARMG--SAGLRVLALASGPE

Ca.Mn.GA-2.9EMeHsa2          YNNGG--------IPLPLTPQQRSFCLQEEKRMG--SLGLRVLALASGPE

Ca.Mn.GA-2.16EMeCel2         YSSDN--------QRKQCDQYSRQHILEIGKELG--QKGLRVLGLARGES

GAeff-2.3EFuSce2             LKSKGK-------KTEKLTEAQKATINECANSMA--SEGLRVFGFAKLTL

2.6EFuNcr3                   LSKDGR-------EFVMDTNRRQEAI-DAAEKMA--SRGLRVLAFASGPV

9.1EFuSce8                   YGK-------DGVKITPLTDCDVETIRKNVYSLS--NEGLRVLGFASKSF

9.4EFuZro1                   YGD-------TSGGMVPLTEKDVEGILNNVDSLS--SGGLRVLAFAKKVM

9.3EFuDoc1                   YGHEENDELYDNQQLKELTDDDKHLIESNMNALS--TQGLRVLAFATKDI

9.5EFuUma1                   QTA---------EGKIDLDEKFEKRVLENMEALA--SQGLRVLALAHRKL

9.2EFuSpo3                   NGS-------------TLEEPDRELIIAQMETLA--AEGLRVLALATKVI

9.6EFuUma2                   -----------------MDEIARKSVIDQVEKMA--SQGLRVLAFAERSM

Tro7                         VKGAPE--------NVLPNCRNAEQARQVADRMA--AEGLRVIAIASRPV

1.5BSpLbi2                   YENGSV--------VPLDEEK-RKSLQNASDASA--RQGNRILAFSYQMI

Na.K-1.1EMeHsa13             LLHGKE--------QPLDEEL-KDAFQNAYLELG--GLGERVLGFCHLFL

N.K-1.6EMeSac1               LLNGAE--------EPLKEDM-KEAFQNAYLELG--GLGERVLGFCHFAL

H.K.NoGas1.4EMeRno1          MINGQE--------QPLDKSS-ADSFHTAYMELG--GLGERVLGFCHLYL

H.K.Gas-1.2EMeHsa24          LIKGQE--------LPLDEQW-REAFQTAYLSLG--GLGERVLGFCQLYL

Na-1.3ERaHak1                KLGGNI--------VPMTPEL-MAEIERLQVQMS--ANGLRVLGFAEREL

Cte1                         QIDDEI---------YPLIGMIRDDLFEEVAALN--NNGYRVLAIAYNEF

4.1BGaSen1                   RHNGDI---------VPLDDNMLRRVKRVTDTLN--RQGLRVVAVATKYL

Tro4                         EDEEGV---------HPLDEPLRAQAAAQFRQLS--AEGLRVLAVAWRRW

4.2BSpLin3                   KSQDGS---------QIEIEKVRDQILQRYETLG--AKGYRILGIAVKEI

30.3BSpLbi4                  LSDL-------------------EHWTKKTDELA--KAGYRVLAVAKST-

30.4BCyAva17                 AEQM-------------------RDLEQHINTMA--AAGLRVLGIAKAIG

30.2BBaFjo5                  DTEK-------------------DKIRGLIREFG--QQGYRVLGVAKSG-

PMeff-2.1EMeHsa11            LDRKGEAVPFKN-------KDRDDMVRTVIEPMAC--DGLRTICIAYRDF

PM-2.25EMeHsa1               LSANGEAKVFRP-------RDRDDIVKTVIEPMAS--EGLRTICLAFRDF

PM-2.15EMeCel1               IGSDGKPHQLTG-------DRLKEITSTIIHEMAN--SGLRTICVAYKTI

Vac-2.17EnoDdi23             LDEAGNIRPIS---------EAKAYFEEQINNFAS--DALRTIGLAYRDF

PM-2.10EViAth45              IDEDGNVAPMT--------DDKASFFKNGINDMAG--RTLRCVALAFRTY

PM-2.14EViAth40              MDSNGTLQSIE--------SQKE-FFRVAIDSMAK--NSLRCVAIACRTQ

Chl-2.11EViAth32             INKDGEVVPLD--------EKSTSHLKNIIEEFAS--EALRTLCLAYFEI

PM-2.12EViAth11              VNSSGEVVPLD--------EESIKYLNVTINEFAN--EALRTLCLAYMDI

Vac-2.2EFuSce6               RNSDDTLEEIN--------EDNKKETDDEIKNLAS--DALRAISVAHKDF

Vac-2.18EApTgo1              LVAD-QVIPLTP-------ERKAEVEKTVVDAMAA--EALRTICLAYRDI

Cte2                         EART-----------------RKLNDSVN----ELASKGYRTLGVG----

3.4AEuMja1                   EELR-----------------RKVEEIVD----KLAENGYRALGVA----

3.7EViAth21                  PDLR-----------------KKVLSCID----KYAERGLRSLAVARQVV

3.1EFuNcr1                   HPIP-----------------EEVDQAYKNKVAEFATRGFRSLGVAR---

3.6EFuSce5                   HPIP-----------------EDVHENYENKVAELASRGFRALGVAR---

3.2ETrLma9                   DEIN-----------------DEVVDIID----SLAARGVRCLSVAK---

3.5ETrTbr5                   DEIN-----------------DSVVDIID----KLASRGIRCLSVAK---

23.1BAcSco4                  --------------------ED-DPALAETGRLN--EQGLRVLLLARAAR

23.2BFiEfa2                  --------------------DNYEMYQSEVEHYT--SQGYRLLVFGKYLG

8.1EMeBta1                   S-------------------KYKEITLKHLEQFA--TEGLRTLCFAVAEI

8.8EMeMmu1                   S-------------------KYMEETLCHLEYFA--TEGLRTLCVAYADL

8.2EFuSce10                  AN------------------QYVEATMRHLEDYA--SEGLRTLCLAMRDI

8.6EViAth15                  MD------------------DVRKVTREHLEHFG--SSGLRTLCLAYKDL

8.4EFuSce14                  SGSNSE--------------AILEKTALHLEQYA--TEGLRTLCIAQREL

8.5EFuSce4                   -TQNDA--------------TLLEKTALHLEEYA--TEGLRTLCLAQREL

8.7EViAth19                  ----YG--------------GVIHETKIQLHAYS--SDGLRTLVVGMREL

15.1EnoDdi18                 SIP--------------------SDFEHVLSTYT--KKGYRVLGCGYKEW

16.1EOlTth26                 TIP--------------------QNFHEVLDFYA--RKGFRVLAFGIKIL

14.1EFuSce15                 TLP--------------------ADFEEVLRCYT--HNGYRVIACAGKTL

13.1EMeHsa8                  TVP--------------------TDFAQMLQSYT--AAGYRVVALASKPL

32.4BFuFnu1                  T-------------------------LATEAERGIISRSEIGLYVAQDE-

Cu1-5.13ACrSso2              KK----------------------------------AENNNDIAVYING-

Cd2-5.14EFuSce9              CRWLG--------------------HNNDPDVRKALEQGYSVFCFSVNG-

Cu1-5.9EFuCal1               TEK------------------------ERQCLKKWKGECKSVILVGLQCE

6.16BGaPae5                  -----------------------------IDASEVPEHEGPIAGIALDG-

6.7EViAth1                   --------------------------CLSVPDIDVDTKGGKTIGYVYVG-

8.3ETrLdo1                   PDVQG------------------HIENVEIPLTEMSSSGLRTLLVCAKDI

23.3BCyTer4                  R-------------------------KFTQQIQKLAQKGFRVLLFAYNPN

Mn.Cd-3.3BFiLpl1             P---------------------------ALAIDQLDLTRGRSVAVMINN-

30.1BDeBba3                  SDEK---------------------SRWEGQVSQWARTGHKVIAVARKSS

31.1BGaMca11                 TP------------------------EIKEALDAAHLEGYTMVMVAIGD-

12.1ERhCme8                  SVPSDFSHQVQLYTSQGLRVLALAGRRLLTTDARARRVRLDAAAQALTKR

2.22BFiSth8                  LDKDGHKQN----------FTDDIKARFQELSLEQANRSMRLLAILNTDG

29.1BDeBba2                  -----------------------------------THEDETAIEVLCDG-

29.2BBaFjo4                  S-----------------------------------EIERTALHIKIDN-

28.1BGaLpn4                  ANG------------------------ITSIDKPYDNPEKGSVYIVRGT-

11.1EFuEcu1                  PRG------------------------YEEKAKEYSLGGYRVISLAYKEI

17.1EFuSpo12                 SIPS----------------------NVQEVIHTLSSKGFRIIAFASKNL

18.1EApCpa6                  SIPS----------------------NLDECIINYSRCGMRILGFAVGHI

19.1EOlTth19                 PKN------------------------YNKMLDKYTQEGLRVLSLAYKKL

20.1EOlTth57                 SVDE---------------------KNYNKILNELTNKGLRVIAVGYKEI

26.1BAcCdi2                  PRS---------------------LSALDGRLAAAAESGSSPLVVRWKN-

31.2BGaMca1                  GDSGPCDIALLSESLDPLVALMELARSHDANVVSACRMAAIPNLLCIAGA

2.20BFiCac3                  MVDG-----------VERELTQEAINSIKMADIQMSNESLYVMAFAYRNF

10.1EFuSce3                  PKN------------------------YDEIYKSFTRSGSRVLALASKSL

21.1EBaTps13                 NKTLTQWYG----------------RKIQKLGTLGYRTRSNARSFHRNSI

22.1EApCpa2                  DDCSDG----------------TSFRDWSNDILENQVAGSYILGYCYKVV

Tro5                         SVRLEDPTD-----------------------------------------

24.2BChTro1                  SVRLEDPTD-----------------------------------------

24.3BDeHoc1                  DVDTLSEYD----------------------------------------V

24.4BGaHch1                  RSLTLNRDK----------------------------------------V

24.1BAcMbo1                  DNGTTHDDETDADAVDAV-------------------------------A

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         P-----------------------------------------EPVEDIES

2.24BAqAae1                  P-----------------------------------------EPVEDIES

2.23AEuMva3                  -------------------------------------------DIKNPST

Plu3                         ----------------------------------------RDAEDFEGAE

Tth1                         ----------------------------------------GEGE----RE

Tro6                         P------------------------------------FEHAERIESLLEP

Cch3                         K------------------------------------YT-KSELSLHDVA

Plu2                         V------------------------------------TTRLSTLGFGDVA

2.4BCySsp6                   V------------------------------------EPHHHAIDHGDIE

GA-2.19EViAth27              P-------------------------------HGQQTISYDN-------E

ER-2.7EMeHsa25               P-------------------------------LRREEMHLEDSANFIKYE

Ca.Mn.GA-2.13EViAth13        PSDFATYDGSE---------------------DHPAHQQLLNPSNYSSIE

2.8EApPfa2                   S---------------------------------SKDLNIKNTDDYYKLE

2.21BThPmo1                  D---------------------------------TPHGDIDK------LE

GAeff-2.5EMeHsa12            -------------------------------------------------L

Ca.Mn.GA-2.9EMeHsa2          -------------------------------------------------L

Ca.Mn.GA-2.16EMeCel2         -------------------------------------------------M

GAeff-2.3EFuSce2             SDSS--------------------------------------TPLTEDLI

2.6EFuNcr3                   TKPAK--------------------------------NKSPATNTVEEQY

9.1EFuSce8                   TKDQVNDDQL-----------------------------KNITSNRATAE

9.4EFuZro1                   GKEEPIE-------------------------------------KRSKVE

9.3EFuDoc1                   TNSSIDLS------------------------------------NRESIE

9.5EFuUma1                   TEAEKELD---------------------------------EELEREDVE

9.2EFuSpo3                   DKADNWET-----------------------------------LPRDVAE

9.6EFuUma2                   DDVQFKDESSRTRFASQSDDLDEAGTISTTDKKLSDSADAAPGLSRAAAE

Tro7                         LPGS-ASDVLDPDTLER---------------------------------

1.5BSpLbi2                   SNQSGPLDQMTLLNVEK---------------------------------

Na.K-1.1EMeHsa13             PDEQFPEGFQFDTDD------VNFPI------------------------

N.K-1.6EMeSac1               PEDKYNEGYPFDADE------PNFPT------------------------

H.K.NoGas1.4EMeRno1          PAEQFPQSYIFDVDS------VNFPT------------------------

H.K.Gas-1.2EMeHsa24          NEKDYPPGYAFDVEA------MNFPS------------------------

Na-1.3ERaHak1                PKTKFPADYKYHDGSEEDKSTPNFPLGEFAM-EAEREKNPPKLPVHDASM

Cte1                         PPDRK--------------------------------------RFTHDDE

4.1BGaSen1                   PAREG--------------------------------------DYQRIDE

Tro4                         EAGR---------------------------------------SIELPDE

4.2BSpLin3                   GEQS---------------------------------------KIEKLEE

30.3BSpLbi4                  --------------------------------------SILKEIPEDRKS

30.4BCyAva17                 RHQSN---------------------------------NQPNSLPEKQHD

30.2BBaFjo5                  --------------------------------------FEGNDFPERQQD

PMeff-2.1EMeHsa11            ------------------------------------DDTEPSWDNENEIL

PM-2.25EMeHsa1               P----------------------------------AGEPEPEWDNENDIV

PM-2.15EMeCel1               IKKGTRDVEKTEI--------------------EFAEDSDIDWDDEDAMY

Vac-2.17EnoDdi23             QYG--------------------------------------ECDFKEPPE

PM-2.10EViAth45              EAEKV-------------------------------PTG-EELSKWVLPE

PM-2.14EViAth40              ELNQV-------------------------------PKEQEDLDKWALPE

Chl-2.11EViAth32             GDEFS-------------------------------LEA-------PIPS

PM-2.12EViAth11              EGGFS-------------------------------PDD-------AIPA

Vac-2.2EFuSce6               CECDSWPPEQLR---------------------DKDSPNIAALDLLFNSQ

Vac-2.18EApTgo1              DPEREP---------------------------DWRERCAAPHQMFMKGE

Cte2                         ---------------------------------------------VKEGE

3.4AEuMja1                   ---------------------------------------------VYK-N

3.7EViAth21                  PEKT-----------------------------------------KESPG

3.1EFuNcr1                   ----------------------------------------------KRGE

3.6EFuSce5                   ----------------------------------------------KRGE

3.2ETrLma9                   ----------------------------------------------TDQQ

3.5ETrTbr5                   ----------------------------------------------TDSA

23.1BAcSco4                  ------------------------------------------DLDDPEVA

23.2BFiEfa2                  ------------------------------------------EFQETLAA

8.1EMeBta1                   SESDFQEWRAVYHRAST----------------SVQNRLLKLEESYELIE

8.8EMeMmu1                   SENEYEEWLKVYQEASI----------------ILKDRAQRLEECYEIIE

8.2EFuSce10                  SEGEYEEWNSIYNEAAT----------------TLDNRAEKLDEAANLIE

8.6EViAth15                  NPETYDSWNEKFIQAKS----------------ALRDREKKLDEVAELIE

8.4EFuSce14                  SWSEYEKWNEKYDIAAA----------------SLANREDELEVVADSIE

8.5EFuSce4                   TWSEYERWVKTYDVAAA----------------SVTNREEELDKVTDVIE

8.7EViAth19                  NDSEFEQWHSSFEAAST----------------ALIGRAGLLRKVAGNIE

15.1EnoDdi18                 DPSDS--------------------------------IGKTKDEIRSMVE

16.1EOlTth26                 NMDK----------------------------------QQIQKVERDEVE

14.1EFuSce15                 PKRT---------------------------------WLYSQKVSREEVE

13.1EMeHsa8                  PTVPS--------------------------------LEAAQQLTRDTVE

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               SYFKD---------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   TRRQFDPWFEKFVEAG----------------KSLHNRSSNIDKVCLEME

23.3BCyTer4                  ISS------------------------------------LDQDLEKLQLP

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  LAPFE-----------------------------------------QEPG

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  NRSLGTREGAPTAPAAEPPGRAQTARN-----------ATPLTWSRQRLE

2.22BFiSth8                  N-------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  SESADR----------------------------------------ASDE

17.1EFuSpo12                 ITPLQELIHLS----------------------------------RSTLE

18.1EApCpa6                  NCPNEDP------------------------------TSFLETLSRNEAE

19.1EOlTth19                 PFSLISQFQQNSSQNTDQ----------------NNSNVNTNNLQPESIE

20.1EOlTth57                 QSKD---------------------------------------ALREEVE

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  FAGILNG----------------------------------------ITS

2.20BFiCac3                  SYKPS---------------------------------------SDENIE

10.1EFuSce3                  PKMSQSK---------------------------------IDDLNRDDVE

21.1EBaTps13                 ERQ-----------------------------------------PSNSLE

22.1EApCpa2                  NDQANSSNN---------------------------------TLSYKHLS

Tro5                         --LRLIGFLGLSDPLRPTVPDAVARC-RRAGVR------------VVMIT

24.2BChTro1                  --LRLIGFLGLSDPLRPTVPDAVARC-RRAGVR------------VVMIT

24.3BDeHoc1                  AALCFRGFVAFADPVRESARKAVDDL-LRAGVA------------IVMVT

24.4BGaHch1                  SRLIFRGFLALADPVRESARDALNLL-REAGVK------------VKMIT

24.1BAcMbo1                  HDLELIGYVGLADTARPSSRPLIEAL-LDAERN------------VVLIT

Dra3                         ---RLLGVVALSDIIKPGIRERFEQL-RRMGLR------------TVMIT

7.1BGaEco3                   ---RVLGVIALKDIVKGGIKERFAQL-RKMGIK------------TVMIT

Dra2                         ---RVLGLIALRDEPREDAREALAEL-RRLGIR------------PLMLT

6.14BAlSme6                  ---RAAGALAMRDEPRADAAAGLRAL-ADQGLR------------VVMLT

6.2BGaEco4                   ---DVLGVIALQDTLRADAATAISEL-NALGVK------------GVILT

Tth3                         ---VPLALLAFQDTPRLEAREVLAEL-RRLGLK------------PLLLT

6.1BFiSau1                   ---TILGVIAVADEVRETSKNVIQKL-HQLGIKQ-----------TIMLT

6.8BFiLmo1                   ---KLISIVAVADEVRSSSQHVIKRL-HELGIEK-----------TIMLT

6.12BGaPpu1                  ---GPLALFAVADTVKDSSRQAIAEL-HQLGIK------------TVMLT

6.4BBeRme1                   ---GVQALFAVADTVKENSRQAIADL-HTLGVK------------TMMLT

6.13BCyNsp1                  ---GLLGAIALSDGIRLEATEALRQL-QRVGLKR-----------LVMLT

Tro2                         ---RVVAVFGIADVVRPVARQVITQL-RALGIRR-----------LVMLT

6.11BGaPpu4                  ---KDLGAIGLLDTPREGAKEALQKL-REMGIER-----------MVMIS

6.9BFiBsu2                   ---QIAGCIALKDQIRPEAKEVMEEL-NRLGIK------------TAMLT

Dra4                         ---RVVGVMGVADALRPGISEAMREI-RAAGVAH-----------PVMLT

6.10BFiBsu3                  ---RYAGAIIIADEIKEDAAQAVADL-KSLGIKQ-----------TAMLT

6.5BCyObr1                   ---RYAGYILIADELKDDAVQAIRDL-KKLGVER-----------IVMLT

6.3BEpHpy1                   ---TYVGYIVISDEIKDDAIECLRDL-KVQGIEN-----------FCILS

Cab1                         ---DCYALFYFKDTPRPDAEKIVKEL-RNDG-YT-----------ISMLT

Chl1                         ---GSCALFYFKDTPRQDAGKIVKEL-KDEG-YP-----------ITMLT

Cpn1                         ---NSFALFYFRDIPRPQAKEIIQDL-KDLG-YP-----------VSMLT

Cmu1                         ---QRVSLFYFRDAPRHDAADIVAYL-KKNG-YP-----------VCMLT

6.6EViAth26                  ---QKVTLIHLEDQPRPGVSGVIAEL-KSWARLR-----------VMMLT

25.1BAcSco3                  ---RLTGAVLLRDALRRDAPHAVRRL-RSAGIER-----------LVMLT

25.2BAlSme3                  ---VLAGAFLLADEVRPEVGSVLRQL-REAGVRR-----------IVLAT

25.3BFiEfa3                  ---TYLGRITFTDTVRPEAKETMEKL-HQLHLQR-----------ILMLT

Tro3                         ---EAIGIVAFADELRPGIAEAIAEL-RRSGFRT-----------IELLT

32.8BCyTel1                  ---HLIGVILYSDPIRNESPEVIREL-KGAGIT------------PHMLT

32.6AEuMsm6                  ---KLEGIICINDPVRKEARDVIEEL-KKLGIEN-----------VIMLT

32.7BVeAmu1                  ---RAIGMIGVSDPPRPEAAETIARL-KRQGISS-----------IIMLT

32.3BBaBca1                  ---QLAAVICISDPLREEAKDVLATL-RALGISN-----------TVMLT

32.5BSpTde3                  ---ELAGIIAIEDPVRSEAKEVVSEL-HKLGIKN-----------IIMLT

32.1BBeAar4                  ---RFLGVLALKDEVRANSAATILRL-RELGARR-----------ILMLT

32.2BAcMtu1                  ---TLVGLISLRDEVRPEAAQVLTKL-RANGIRR-----------IVMLT

6.17AEuMac1                  ---EIVGLLTFEDKIRPESKKSVKDL-HKLGIK------------TIMVT

Tro1                         ---TLAGLIGLADRPRPEAPTVVRAL-RDRGLR------------VVLLT

Tth2                         ---RLLAAFAVFDPPRPEAQEAVAAL-KALGLK------------LVLLT

Dra1                         ---QLAGLLGVADPIREGSAEAIRTL-TAQGLD------------VAMVT

Au2-5.20BGaSen5              ---QLAAIIAVADPIKPSTPAAINAL-HQLGIK------------VAMIT

Cu1.Ag.eff-5.5BGaEco2        ---KAVALLAVRDPLRSDSVAALQRL-HKAGYR------------LVMLT

Det1                         ---KLEGMVAVRDILKRESQAVVAEL-KANKLR------------TIMLT

Dsp1                         ---KPEGIVAIRDILKRESAAVIAEL-KANKLN------------PIMLT

5.18BFiBsu1                  ---EAAGLVAVADTIKDTSRKAVARL-KELGLD------------VIMMT

Cu2.Fe3.Pb2-5.19BFiSau2      ---SLTGIIAVADTVKDHAKDAIKQL-HDMGIE------------VAMLT

Cu2upt-5.1BFiEhi1            ---QVLGMIAVADQIKEDAKQAIEQL-QQKGVD------------VFMVT

5.23BSpLin1                  ---IHSAILTLADTLKESTPATIEKL-KSLGIE------------VYMIT

5.15BFiEfa2                  ---ELAGIIAVADTLKENSMKAVKEL-RRRGVE------------VIMIT

Cte3                         ---APLGLVALSDTIKTEAADAVKAL-HAKGVK------------VIMLT

Cch1                         ---VALGVLALSDTIKPEAASAVATL-KHKGIR------------VLMLS

Plu1                         ---SAVGMVALADTMKENARDAVEAL-KRQGVK------------VIMMT

Ag.eff-5.4BGaSen1            ---HLAGLIAISDPVKATTPDALKAL-RQAGIR------------IVMLT

Cu1.Ag.eff-5.3EMeHsa23       ---VLCGMIAIADAVKQEAALAVHTL-QSMGVD------------VVLIT

Cu1.eff-5.6EMeHsa16          ---ELCGLIAIADTVKPEAELAIHIL-KSMGLE------------VVLMT

Tma1                         ---EVVGFLAIEDPIREDSPEAVRRL-KEMGIE------------PVMIT

Cu1.Ag.eff-5.7AEuAfu2        ---RVEGIIAVSDTLKESAKPAVQEL-KRMGIK------------VGMIT

Cu2.GA-5.17EFuSce13          ---HVFGLFEINDEVKHDSYATVQYL-QRNGYE------------TYMIT

Cu1.GA-5.8EFuCal2            ---EYSGYIELTDALKSGSWEVVNYL-KTQGYI------------VGMVT

5.24ACrSso1                  ---NAGGIVNIRDKLRDDAKKVISYL-KGRGIR------------IIIAT

5.25ACrPae1                  ---RVRGFVVVGDEIRQEARDVVERL-KRWGYQ------------PVIIS

5.28ACrApe2                  ---KPAGVIAIRDEPRPEARETVDWL-EKLGLK------------VMMLT

5.26AEuTvo1                  ---DVACRFRLRYKLRDDAIETVSAL-KKMEIK------------VSVLS

27.2BSpLbi1                  ---KMEGSFLLADEVRPGALSFVSLL-KEMIPK------------IAILS

27.3BEpNsp1                  ---KLMALYELSDEIREGAAEAVAKI-KEMGLE------------VWMLT

Cch2                         ---SIVGIIGMIDELRSDALPLINGL-RTKGLK------------LHLFT

27.1BBeNme1                  ---GFQAVFYLTDPLKDSAAEAVRQL-AGKNLT------------LHILS

Aae3                         ---KLIGEIILEDSVRKEAKEVVEFL-KGKGIN------------VILLT

Cu1.Ag-5.21BAqAae2           ---KLIGEIILEDSVRKEAKEVVEFL-KGKGIN------------VILLT

Aae2                         ---KLAGIIALADRIKEESYEAVRSL-KELGKK------------VVMIT

Cu2-5.22BAqAae1              ---KLAGIIALADRIKEESYEAVRSL-KELGKK------------VVMIT

Cu1.Ag.eff-5.10AEuAfu1       ---EVSGVIALADRIRPESREAISKL-KAIGIK------------CMMLT

Tth4                         ---RVLALLALADRIRPSAKEAIRRL-KAMGIT------------PVMIT

5.16BFiEfa1                  ---EAIGAVALGDELKPTSKDLIQAL-KKNKIQ------------PIMAT

Cu1.Ag.eff-5.2BFiEhi2        ---KLVAVIALGDVIKPEAKEFIQAI-KEKNII------------PVMLT

5.27AKoKcr1                  ---ALAGIVELEDDPKEGVERAIEEL-KGMGYE------------VHMLT

Cu1.Chl-5.11EViAth34         ---TLAAVIRFEDKVREDAAQVVENL-TRQGID------------VYMLS

Cu1.Chl-5.12EViAth1          ---GIIGAIAISDCLRQDAEFTVARL-QEKGIK------------TVLLS

Aae1                         LKLKPAGFVGFLDPPKEGVKEAVVNA-RRAGIR------------VIMIT

2.24BAqAae1                  LKLKPAGFVGFLDPPKEGVKEAVVNA-RRAGIR------------VIMIT

2.23AEuMva3                  WKIEIKSLIGFSDPPKEGVKGAVSTA-KSAGIR------------VIMIT

Plu3                         TGMTFLGLAAMIDPPRPEAGPAVRRC-IEAGIR------------PVMIT

Tth1                         EGLRFLGFVLLLDPPRPEVPEAVARV-LKAGVR------------VVMVT

Tro6                         SGLTFLGLVGLWDPPRAGVREAIASC-HSAGIR------------VVMIT

Cch3                         SGFTFIGLIGMIDPPRAEAIEAIKAC-HNAGIT------------VKMIT

Plu2                         EGFGLVGLIGMIDPPRDEAALAVSRC-RDAGIR------------VKMIT

2.4BCySsp6                   TGLIFLGLQGMIDPPRPEAIAAVHAC-HDAGIE------------VKMIT

GA-2.19EViAth27              NDLTFIGLVGMLDPPREEVRDAMLAC-MTAGIR------------VIVVT

ER-2.7EMeHsa25               TNLTFVGCVGMLDPPRIEVASSVKLC-RQAGIR------------VIMIT

Ca.Mn.GA-2.13EViAth13        SNLIFVGFVGLRDPPRKEVRQAIADC-RTAGIR------------VMVIT

2.8EApPfa2                   QDLIYLGGLGIIDPPRKYVGRAIRLC-HMAGIR------------VFMIT

2.21BThPmo1                  TDLTFIGLIGMIDPPRLEVKDSIFLC-KQAGIK------------TIMIT

GAeff-2.5EMeHsa12            GQLTFLGLVGIIDPPRTGVKEAVTTL-IASGVS------------IKMIT

Ca.Mn.GA-2.9EMeHsa2          GRLTFLGLVGIIDPPRVGVKEAVQVL-SESGVS------------VKMIT

Ca.Mn.GA-2.16EMeCel2         QSLMFLGMIGMMDPPRPGAADAISIV-KASGVD------------VKLIT

GAeff-2.3EFuSce2             KDLTFTGLIGMNDPPRPNVKFAIEQL-LQGGVH------------IIMIT

2.6EFuNcr3                   RGLTFAGLVGMSDPPRPGVSRSIRKL-MRGSVK------------VIMIT

9.1EFuSce8                   SDLVFLGLIGIYDPPRNETAGAVKKF-HQAGIN------------VHMLT

9.4EFuZro1                   AGLCFLGLIGIYDPPRPESLGAVKKF-HKAGIN------------VHMLT

9.3EFuDoc1                   SNLIFQGLIGIYDPPRPETAGSVKSC-HNAGIN------------VHMLT

9.5EFuUma1                   ANMTFLGLVGLYDPPRPETAGAVRKC-KEAGIT------------VRMLT

9.2EFuSpo3                   SSLEFVSLVGIYDPPRTESKGAVELC-HRAGIR------------VHMLT

9.6EFuUma2                   QDFVFIGLLGIYDPPRAETRAAVEAC-KRAGII------------VHMLT

Tro7                         -ELILLGLIGFSDLPRSEAKEAVARC-RKAGIR------------VIMVT

1.5BSpLbi2                   -DMVYLGHCCLSDPIRPTVPDAITKC-HTAGIR------------ILMIT

Na.K-1.1EMeHsa13             DNLCFVGLISMIDPPRAAVPDAVGKC-RSAGIK------------VIMVT

N.K-1.6EMeSac1               TDLCFVGLMAMIDPPRAAVPDAVGKC-RSAGIK------------VIMVT

H.K.NoGas1.4EMeRno1          SNFCFVGLLSMIDPPRSTVPDAVSKC-RSAGIK------------VIMVT

H.K.Gas-1.2EMeHsa24          SGLCFAGLVSMIDPPRATVPDAVLKC-RTAGIR------------VIMVT

Na-1.3ERaHak1                QGLIFIGLMALIDPPRPAVPGAVEKC-KTAGVK------------VIMVT

Cte1                         KNLILLGYIAFLDPPKDSTAQALVKL-REAGVK------------VKILT

4.1BGaSen1                   SDLILEGYIAFLDPPKETTAPALKAL-KASGIT------------VKILT

Tro4                         SDLVFAGFLAFADPPLPEAAEAIRQL-AADGVR------------IKLLT

4.2BSpLin3                   KNMVFLGMLSFYDPPKTKIKETITNL-KNLGVT------------LKVIT

30.3BSpLbi4                  VSYELYGLLSFVDPIREIVPSAVKTA-YDSGIR------------VIMIT

30.4BCyAva17                 FVFAFLGLVGMADPVRPTVAPAITEC-YTAGIR------------VVMIT

30.2BBaFjo5                  FEFEFLGLVVFYDPPKEGIREVFRHI-YEAGIK------------VKVIT

PMeff-2.1EMeHsa11            TELTCIAVVGIEDPVRPEVPDAIAKC-KQAGIT------------VRMVT

PM-2.25EMeHsa1               TGLTCIAVVGIEDPVRPEVPDAIKKC-QRAGIT------------VRMVT

PM-2.15EMeCel1               QNFTGIAICGIQDPVRPEVPVAISKC-KKAGIT------------VRMVT

Vac-2.17EnoDdi23             NNLVFIGIVGIKDPLRPEVPEAVEIC-KRAGIV------------VRMVT

PM-2.10EViAth45              DDLILLAIVGIKDPCRPGVKDSVVLC-QNAGVK------------VRMVT

PM-2.14EViAth40              DELILLAIVGIKDPCRPGVREAVRIC-TSAGVK------------VRMVT

Chl-2.11EViAth32             GGYTCIGIVGIKDPVRPGVKESVAIC-KSAGIT------------VRMVT

PM-2.12EViAth11              SGFTCVGIVGIKDPVRPGVKESVELC-RRAGIT------------VRMVT

Vac-2.2EFuSce6               KGLILDGLLGIQDPLRAGVRESVQQC-QRAGVT------------VRMVT

Vac-2.18EApTgo1              TQLTCLGIAGIEDPVRDEVPGAVAQC-QRAGIK------------VRMVT

Cte2                         GMFRMIGLIPLYDPPREDSKQVIDEM-HKFGVK------------VKMVT

3.4AEuMja1                   GRWHFAGIIPLYDPPREDAPLAVKKI-KELGVI------------IKMVT

3.7EViAth21                  GPWEFVGLLPLFDPPRHDSAETIRRA-LNLGVN------------VKMIT

3.1EFuNcr1                   GSWEILGIMPCMDPPRHDTYKTVCEA-KTLGLS------------IKMLT

3.6EFuSce5                   GHWEILGVMPCMDPPRDDTAQTVSEA-RHLGLR------------VKMLT

3.2ETrLma9                   GRWHMAGILTFLDPPRPDTKDTIRRS-KEYGVD------------VKMIT

3.5ETrTbr5                   GRWHLCGILTFLDPPRPDTKETIRRS-RQYGVD------------VKMIT

23.1BAcSco4                  EGVEPTALVVLEQRLRPDAADTLRYF-ADQDVR------------AKVIS

23.2BFiEfa2                  E-VQPLGYILLWNPIRKEAKATFEYF-AEQNVA------------IKVIS

8.1EMeBta1                   KNLQLLGATAIEDKLQDQVPETIETL-MKADIK------------IWILT

8.8EMeMmu1                   KNLLLLGATAIEDRLQAGVPETIATL-LKAEIK------------IWVLT

8.2EFuSce10                  KNLILIGATAIEDKLQDGVPETIHTL-QEAGIK------------IWVLT

8.6EViAth15                  KDLILIGSTAIEDKLQEGVPTCIETL-SRAGIK------------IWVLT

8.4EFuSce14                  RELILLGGTAIEDRLQDGVPDCIELL-AEAGIK------------LWVLT

8.5EFuSce4                   RELILLGGTAIEDRLQDGVPDSIALL-AEAGIK------------LWVLT

8.7EViAth19                  TNLRIVGATAIEDKLQRGVPEAIESL-RIAGIK------------VWVLT

15.1EnoDdi18                 RDLMFLGFIIMENKIKPETAGALKVL-KDANIR------------IIMVT

16.1EOlTth26                 NELTFAGLLIMENKLKPITTDIIQEL-QSANIR------------TIMVT

14.1EFuSce15                 SNLEFLGFIIFQNKLKKETSETLKSL-QDANIR------------TIMCT

13.1EMeHsa8                  GDLSLLGLLVMRNLLKPQTTPVIQAL-RRTRIR------------AVMVT

32.4BFuFnu1                  ---KIIGLIGVSDPPRENIKKAINRL-RNYGVDD-----------IVLLT

Cu1-5.13ACrSso2              ---EPIASFNISDVPRPNLKDYLEKL-KNEGLK------------IIILS

Cd2-5.14EFuSce9              ---SVTAVYALEDSLRADAVSTINLL-RQRGIS------------LHILS

Cu1-5.9EFuCal1               SKFHLALIMAARDQLRPETKKVIEFL-KHKDIE------------CWMIT

6.16BGaPae5                  ---RFLGWLLLADSVRAEAAEALADL-RELGLGR-----------QLLLT

6.7EViAth1                   --ETLAGVFNLSDACRSGVAQAMKEL-KSLGIK------------IAMLT

8.3ETrLdo1                   QDMRLVGATAIEDKLQDEVPETLSFF-LSAGVI------------IWMLT

23.3BCyTer4                  TELFPLGIISFQDELRPEARETIEGF-SKVGIK------------IKVIS

Mn.Cd-3.3BFiLpl1             ---VLQGVLILQDQPRPDSAAALKRI-QHRGVK------------TIMLT

30.1BDeBba3                  AELEFCGLLAFEDPARPEVAGAMEYC-RRNGIR------------VLMIT

31.1BGaMca11                 ---RIGGALELQAAVRPEVKDIVAGL-RARGVKH-----------LAIIS

12.1ERhCme8                  RSLTLYGLAVLENRLKPDTAAALHEL-RHRADLH-----------CLMVT

2.22BFiSth8                  -NKVLIGIVCIRDNVRSSIKQTVETM-NRAGVQ------------VVMVT

29.1BDeBba2                  ---QSLCRLYFLDELRQDSAQAVQEL-NKRGMN------------CFLLS

29.2BBaFjo4                  ---LYLGKFVFQNQYREGLEKLFATLSKEYNIK--------------VLS

28.1BGaLpn4                  ---TVIGQIALIDPLREDAIATVKQL-KRLGKS------------VHICT

11.1EFuEcu1                  SEMKFLALIVFSNKLKENSRRTVDEL-NKANIR------------NIMCT

17.1EFuSpo12                 SNVTFQGLFVLESPLRESSKDVISSL--LRSKME-----------VSICS

18.1EApCpa6                  ERLNFIGLMVFANKLRPSTIDVISTL-KDANIN------------CIMST

19.1EOlTth19                 SEMNFLGFVFFENPLKEATAQTLQQL-KEAKIN------------IIMAT

20.1EOlTth57                 KDIQFAGLFVLKNKLKVDTADVIQQL--QNGNIL-----------CKIIS

26.1BAcCdi2                  ---KDRGVITLFNAVKDDAVDAVDDL-EAQGIE------------TMMLS

31.2BGaMca1                  GIIANLGVVNVDRRLRRNLQMAKGASRSASALNKPGARRSPEPSPPVLLI

2.20BFiCac3                  SNLVFVGLIGFESIFKEDVENAVEKCFVNSVKP-------------IIFT

10.1EFuSce3                  SELTFNGFLIFHCPLKDDAIETIKMLNESSHRS-------------IMIT

21.1EBaTps13                 DHLSFVGFACFNAAMRVSTPRVIGEL-KAADLK------------VTMLT

22.1EApCpa2                  SSFIPLGLAQLHSPIRPEAKLVLKLLKNGNFHCP-------------IIT

                                                                            :  

Tro5                         GDHPATASTIARAAGLTEDERVITGADLASLSDEQLAERLEQV-------

24.2BChTro1                  GDHPATASTIARAAGLTEDERVITGADLASLSDEQLAERLEQV-------

24.3BDeHoc1                  GDHPSTAQAIAEELGIANADAVMTGAEIEALDDQALAASVEKV-------

24.4BGaHch1                  GDHPVTAEAIARDLHMDGRDAVLTGAQIDAMDDQELAQTASQV-------

24.1BAcMbo1                  GDHPITARAIARQLGLPADARVVTGAELAVLDEEAHAKLAADM-------

Dra3                         GDNPLTAEAIAKEAGVDG--------------------------------

7.1BGaEco3                   GDNRLTAAAIAAEAGVDD--------------------------------

Dra2                         GDNARTGQAVAADLG---L-------------------------------

6.14BAlSme6                  GDNRATAEAIAGRLGG--I-------------------------------

6.2BGaEco4                   GDNPRAAAAIAGELG---L-------------------------------

Tth3                         GDRETSALALGTAIGLFPE-------------------------------

6.1BFiSau1                   GDNQGTANAIGTHVG--VS-------------------------------

6.8BFiLmo1                   GDNQATAQAIGQQVG--VS-------------------------------

6.12BGaPpu1                  GDNPHTAQAIAAVVG--ID-------------------------------

6.4BBeRme1                   GDNPHTATAIAGQVG--ID-------------------------------

6.13BCyNsp1                  GDRASVAKQIAQQVG--IT-------------------------------

Tro2                         GDNERAARAIAREIG--LE-------------------------------

6.11BGaPpu4                  GDHNRVAEAVAKQVG--LD-------------------------------

6.9BFiBsu2                   GDHEDTAQAIAKEAG--MT-------------------------------

Dra4                         GDKKEVAETVAKEVG--LT-------------------------------

6.10BFiBsu3                  GDSKQTGEAVGKQLG--IG-------------------------------

6.5BCyObr1                   GDNQAVADSVARKLG--LD-------------------------------

6.3BEpHpy1                   GDRKSATESIAQTLG--C--------------------------------

Cab1                         GDHQISAENTAKLLG--IS-------------------------------

Chl1                         GDHHISAENTAKLLG--IS-------------------------------

Cpn1                         GDHKVSAENTAEILG--IS-------------------------------

Cmu1                         GDHRISAENTAQLLG--ID-------------------------------

6.6EViAth26                  GDHDSSAWRVANAVG--IT-------------------------------

25.1BAcSco3                  GDRAATAQEVAAVLG--LD-------------------------------

25.2BAlSme3                  GDRTELAESLQSFLR--LD-------------------------------

25.3BFiEfa3                  GDQESVAETIAAEVG--IT-------------------------------

Tro3                         GDHERAAEALARPLG---I-------------------------------

32.8BCyTel1                  GDIGRVARAVAKDLGIAPN-------------------------------

32.6AEuMsm6                  GDSESGAKSSAEALGIT---------------------------------

32.7BVeAmu1                  GDSESAARAISRQLGIT---------------------------------

32.3BBaBca1                  GDSHRTAAAIAAQVGVD---------------------------------

32.5BSpTde3                  GDGPQTARSIAEKTGID---------------------------------

32.1BBeAar4                  GDHRERAEELAEHLGLD---------------------------------

32.2BAcMtu1                  GDHPEIAQVVADELGID---------------------------------

6.17AEuMac1                  GDSKAVAERIAKILGID---------------------------------

Tro1                         GDNERTARSIARAVGIDE--------------------------------

Tth2                         GDHPAPARRVAEALGIPE--------------------------------

Dra1                         GDARATAEAVAREAGVNR--------------------------------

Au2-5.20BGaSen5              GDNARTAQAIARQLGIDD--------------------------------

Cu1.Ag.eff-5.5BGaEco2        GDNPTTANAIAKEAGIDE--------------------------------

Det1                         GDNQRAAKRIADELGLDQ--------------------------------

Dsp1                         GDNHRAAKRIADELGIDQ--------------------------------

5.18BFiBsu1                  GDNRRTAEAIAKEAGIAN--------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      GDNKNTAQAIAKQVGIDT--------------------------------

Cu2upt-5.1BFiEhi1            GDNQRAAQAIGKQVGIDSD-------------------------------

5.23BSpLin1                  GDNERTARVISKDCGIER--------------------------------

5.15BFiEfa2                  GDNKRTAKAIAKQVGIDS--------------------------------

Cte3                         GDNKLAANFMARQAGIDK--------------------------------

Cch1                         GDHQAAANAVAAQAGIDE--------------------------------

Plu1                         GDRVEAAEWIARQAGIDT--------------------------------

Ag.eff-5.4BGaSen1            GDNQLTAEAVARKLGIDE--------------------------------

Cu1.Ag.eff-5.3EMeHsa23       GDNRKTARAIATQVGINK--------------------------------

Cu1.eff-5.6EMeHsa16          GDNSKTARSIASQVGITK--------------------------------

Tma1                         GDNEKTARAVARRLGIEK--------------------------------

Cu1.Ag.eff-5.7AEuAfu2        GDNWRSAEAISRELNLDL--------------------------------

Cu2.GA-5.17EFuSce13          GDNNSAAKRVAREVGISFE-------------------------------

Cu1.GA-5.8EFuCal2            GDNRGAALKIAQEVGIPFD-------------------------------

5.24ACrSso1                  GDSSNYADEIGKELGV-EV-------------------------------

5.25ACrPae1                  GDHEVAVAKVAERLGIGKY-------------------------------

5.28ACrApe2                  GDSEGTARAIARELDIEEY-------------------------------

5.26AEuTvo1                  GDTSKEAKSVLEPLKLDEV-------------------------------

27.2BSpLbi1                  GDRFSAVKFIANSLGIQQ--------------------------------

27.3BEpNsp1                  GDNEKTAQKVAKLVGIDQ--------------------------------

Cch2                         GDNKGVARYIAERCGISD--------------------------------

27.1BBeNme1                  GDRETAVAETARALGVAH--------------------------------

Aae3                         GDTKENAQRIAKELGIKE--------------------------------

Cu1.Ag-5.21BAqAae2           GDTKENAQRIAKELGIKE--------------------------------

Aae2                         GDSEEVAKYVAKELEMD---------------------------------

Cu2-5.22BAqAae1              GDSEEVAKYVAKELEMD---------------------------------

Cu1.Ag.eff-5.10AEuAfu1       GDNRFVAKWVAEELGLD---------------------------------

Tth4                         GDAEAVARTVAQELGIE---------------------------------

5.16BFiEfa1                  GDNEKAAQGTAEILGI----------------------------------

Cu1.Ag.eff-5.2BFiEhi2        GDNPKAAQAVAEYLGIN---------------------------------

5.27AKoKcr1                  GDRRAVASKLSERLGID---------------------------------

Cu1.Chl-5.11EViAth34         GDKRNAANYVASVVGINHE-------------------------------

Cu1.Chl-5.12EViAth1          GDREGAVATVAKNVGIKSE-------------------------------

Aae1                         GDNLKTAVAVAKQTEIYREGDL----------------------------

2.24BAqAae1                  GDNLKTAVAVAKQTEIYREGDL----------------------------

2.23AEuMva3                  GDNSLTAKKIATEVGIYSEGDG----------------------------

Plu3                         GDHPLTAAAIAKELGFPG-DGR----------------------------

Tth1                         GDHPATARAIARRVGMP--AEV----------------------------

Tro6                         GDHAATAAAIADFLGIAPRSSP----------------------------

Cch3                         GDHHATARAIGMELGLSKNGN-----------------------------

Plu2                         GDHADTARAIGRITGIGDGLK-----------------------------

2.4BCySsp6                   GDHISTAQAIAKRMGIAAEGDGI---------------------------

GA-2.19EViAth27              GDNKSTAESLCRKIGAFDNLVDFSGM------------------------

ER-2.7EMeHsa25               GDNKGTAVAICRRIGIFGQDEDVTSK------------------------

Ca.Mn.GA-2.13EViAth13        GDNKSTAEAICREIGVFEADEDISSR------------------------

2.8EApPfa2                   GDNINTARAIAKEINILNKNEGDDEKDNYTNNKNTQI-------------

2.21BThPmo1                  GDHKNTAFAIAKELGITDDPSQ----------------------------

GAeff-2.5EMeHsa12            GDSQETAVAIASRLGLYSKTSQS---------------------------

Ca.Mn.GA-2.9EMeHsa2          GDALETALAIGRNIGLCNGKLQA---------------------------

Ca.Mn.GA-2.16EMeCel2         GDAMETAQSIGQSLGILSSSDSC---------------------------

GAeff-2.3EFuSce2             GDSENTAVNIAKQIGIPVIDPKL---------------------------

2.6EFuNcr3                   GDAETTAVAIGKQLGMSVTTPAVGTSGVR---------------------

9.1EFuSce8                   GDFVGTAKAIAQEVGILPTNLYHYSQEIVDS-------------------

9.4EFuZro1                   GDFPGTAKAIAQEVGILPTNLYHYPKEVVDV-------------------

9.3EFuDoc1                   GDHPGTAKAIAQEVGILPHNLYHYSEEVVKA-------------------

9.5EFuUma1                   GDHPGTAKAIAVDVGIVPRNTTRFSKAELDS-------------------

9.2EFuSpo3                   GDHPETAKAIAREVGIIPP-FISDRDPNMSW-------------------

9.6EFuUma2                   GDHPATAHAIAKEVAIVDG-------SEGAS-------------------

Tro7                         GDHPATALAVAREVGLVGDNP-----------------------------

1.5BSpLbi2                   GDHPLTAESVGRSIGIGGEKP-----------------------------

Na.K-1.1EMeHsa13             GDHPITAKAIAKGVGIISEGN---ETVEDIAARLNIP-VSQVN-------

N.K-1.6EMeSac1               GDHPITAKAIAKGVGIISEGN---ETIEDIAARLNIP-IGQVN-------

H.K.NoGas1.4EMeRno1          GDHPITAKAIAKSVGIISANN---ETVEDIAKRRNIA-VEQVN-------

H.K.Gas-1.2EMeHsa24          GDHPITAKAIAASVGIISEGS---ETVEDIAARLRVP-VDQVN-------

Na-1.3ERaHak1                GDHPVTAQAIAQKVGILWSKTRAEAMAHNEAYQLNPGDAGFED-------

Cte1                         GDNALVTRKICKDVGMAVNR------------------------------

4.1BGaSen1                   GDSELVAAKVCHEVGLDAGD------------------------------

Tro4                         GDNELVTAAVCRAVGLPAER------------------------------

4.2BSpLin3                   GDNRFVAMNLSSQIGLENPN------------------------------

30.3BSpLbi4                  GDYPETAKNIAKQIGLKNSD------------------------------

30.4BCyAva17                 GDYPATAQNIARQIGLTPAT------------------------------

30.2BBaFjo5                  GDNADTTRSIASQAGIVNTA------------------------------

PMeff-2.1EMeHsa11            GDNINTARAIATKCGILTPGDDF---------------------------

PM-2.25EMeHsa1               GDNINTARAIATKCGILHPGEDF---------------------------

PM-2.15EMeCel1               GDNIMTARAIAMSCKILEPGEDF---------------------------

Vac-2.17EnoDdi23             GDNLVTAQNIARNCGILTEGG-----------------------------

PM-2.10EViAth45              GDNVQTARAIALECGILSSDADLSEP------------------------

PM-2.14EViAth40              GDNLQTAKAIALECGILSSDTEAVEP------------------------

Chl-2.11EViAth32             GDNLTTAKAIARECGILTDDG-----------------------------

PM-2.12EViAth11              GDNINTAKAIARECGILTDDG-----------------------------

Vac-2.2EFuSce6               GDNILTAKAIARNCAILSTDISSEAY------------------------

Vac-2.18EApTgo1              GDNIITAKAIAKRCEIFHEESGG---------------------------

Cte2                         GDNLAIAREIGGILGLEQKTIRSSQLSGASANELLNL-------------

3.4AEuMja1                   GDHVAIAKNIARMLGIGDKIISIS--------------------------

3.7EViAth21                  GDQLAIGKETGRRLGMGTNMYPSA--------------------------

3.1EFuNcr1                   GDAVGIARETSRQLGLGTNIYNAER-------------------------

3.6EFuSce5                   GDAVGIAKETCRQLGLGTNIYNAER-------------------------

3.2ETrLma9                   GDHLLIAKEMCRMLDLDPNILTADK-------------------------

3.5ETrTbr5                   GDHVLIAKEMCRMLDLDPNILTAEK-------------------------

23.1BAcSco4                  GDNAVSVGAVAAKLGLSGAT--VDARRLPAE-------------------

23.2BFiEfa2                  GDNPLTVSNVAQAAGIIGAENYVDARTLTT--------------------

8.1EMeBta1                   GDKQETAINIGHSCKLRRKNMGMIVINEGS--------------------

8.8EMeMmu1                   GDKQETAINIGYSCRLVSQNMALILLKEDS--------------------

8.2EFuSce10                  GDRQETAINIGMSCRLLSEDMNLLIINEET--------------------

8.6EViAth15                  GDKMETAINIAYACNLINNEMKQFVISSETDAIREAEERGDQV-------

8.4EFuSce14                  GDKVETAINIGFSCNLLNNEMELLVIKTTGDDVKEFGSEPSEIVD-----

8.5EFuSce4                   GDKVETAINIGFSCNVLNNDMELLVVKASGEDVEEFGSDPIQVVN-----

8.7EViAth19                  GDKQETAISIGFSSRLLTRNMRQIVINSNS--------------------

15.1EnoDdi18                 GDNVLTAVSVSRECGLVTKEKTIFSSQLVNDP------------------

16.1EOlTth26                 GDNALTAISVGRQCKIIDENKRVYFGDISDDPKQYNRIVWKDFENGNKIL

14.1EFuSce15                 GDNILTAISVGREAGLIQCSR-VYVPSINDTP------------------

13.1EMeHsa8                  GDNLQTAVTVARGCGMVAPQEHLIIVHATHPE------------------

32.4BFuFnu1                  GDLRQQAETIASRMSIDR--------------------------------

Cu1-5.13ACrSso2              GDKEDKVKELSKELNIQEY-------------------------------

Cd2-5.14EFuSce9              GDDDGAVRSMAARLGIESS-------------------------------

Cu1-5.9EFuCal1               GDNKLTADAIAKEIGIEN--------------------------------

6.16BGaPae5                  GDRRAVADAVAKQVGIR---------------------------------

6.7EViAth1                   GDNHAAAMHAQEQLGNAMD-------------------------------

8.3ETrLdo1                   GDKRETAVTIAATSTLCDPRNDFIDHIDIGHLNSSDPKAIERVG------

23.3BCyTer4                  GDNPQTVATLALQAGLSSNIQVIS--------------------------

Mn.Cd-3.3BFiLpl1             GDNLKTAQAVADAVGLKGQVVSYQTFKTHSRP------------------

30.1BDeBba3                  GDHPETSAAIAKDAGLTIAEPVVVSAE-----------------------

31.1BGaMca11                 GDHEAPTRKLAEELGMDR--------------------------------

12.1ERhCme8                  GDHIRTAVSVARQSGMMDRDARVIIADELNAQLVQRRRQCTRLSSFASAN

2.22BFiSth8                  GDRKETAVAIAKEAGIVTGEND----------------------------

29.1BDeBba2                  GDKKSRVYQAANQCGIAREN------------------------------

29.2BBaFjo4                  GDNDGERNTLEEILPNNT--------------------------------

28.1BGaLpn4                  GADQATAEKYAALLGIPKDNICAN--------------------------

11.1EFuEcu1                  GDNILTAISVGKECRIVEEFVPVIFPVLEEN-------------------

17.1EFuSpo12                 GDSLFTSVFVAKHCGALDSCNFIYTAELADSGD-----------------

18.1EApCpa6                  GDHIFTSVAVAQECGIFSSYSSIGGGQSNKKIVIGDIIGSQSGEECIRWT

19.1EOlTth19                 GDNPQTALSVGEKCHFFDFEDNVTFINLAQLGNNKRLTLTNSKFNTYAEV

20.1EOlTth57                 GDNLLTTVQCAKEARILSNESSNVLIFN----------------------

26.1BAcCdi2                  RDTYPVARRYGDSVGVS---------------------------------

31.2BGaMca1                  GMKHLIPAMPPSHYEAEQIRAIAAWKRR----------------------

2.20BFiCac3                  EDGKLTAISMGRKIKVVKDATEVLSG------------------------

10.1EFuSce3                  GDNPLTAVHVAKEVGIVFGETLILDRAGKSDD------------------

21.1EBaTps13                 GDDLYASISAAKKAGIFPQPLANVHVLKVNASG-----------------

22.1EApCpa2                  GDNINSAIVVAKELGMIFNRFASCYIDLENNLVWEIENSKRKVKFSLK--

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 NEDNLEPVGGVVKYQEDNVPEIEEEKKIFEQAQFLEEEDRRISKFHRKRS

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  AQSAVPG-------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  MMNCNYKNIKVFNSIQEILEKYSLENINWVITGQCLRLLHKLHNTFELEY

19.1EOlTth19                 SEVDELDEYLSDELSSFNSTDSQENKDQSEQPFGKDKEQLKLLKSLKQAE

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 SQSKKSIIQMNSIIIPANKKSYRERAKTISMIQQDETL------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  LDLSNDPERPPNHNNHTFSFFNYNKKAERFYRQIRNNH------------

19.1EOlTth19                 ELNSQGRPRDLISKNENDERKKLSNKESSQVDDIELKDNILIQQKSSGNK

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             ---------------------------------------------PRDAK

N.K-1.6EMeSac1               ---------------------------------------------PRDAK

H.K.NoGas1.4EMeRno1          ---------------------------------------------KREAK

H.K.Gas-1.2EMeHsa24          ---------------------------------------------RKDAR

Na-1.3ERaHak1                ---------------------------------------------PEECK

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   ----------------------LDGTRETLSRHCTTLGDALRKEND---F

8.8EMeMmu1                   ----------------------LDATRAAITQHCTDLGNLLGKEND---V

8.2EFuSce10                  ----------------------RDDTERNLLEKINALNEHQLSTHDMKSL

8.6EViAth15                  ----------------EIARVIKEEVKRELKKSLEEAQHSLHTVAG-PKL

8.4EFuSce14                  ----------------ALLSKYLKEYFNLTGSEEEIFEAKKDHEFPKGNY

8.5EFuSce4                   ----------------NLVTKYLREKFGMSGSEEELKEAKREHGLPQGNF

8.7EViAth19                  --------------------------LDSCRRSLEEANASIASNDESDNV

15.1EnoDdi18                 ---------------------------------VTGKPTMVEWFDVTSPE

16.1EOlTth26                 -------QKHGMESLIEDKKSIFENSRNLSHVKSTGDKKYIEEEDIMFSD

14.1EFuSce15                 ----------------------------------LHGEPVIVWRDVNEPD

13.1EMeHsa8                  ----------------------------------RGQPASLEFLPMESPT

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   -----------------------------RDLEVVEQHIALKGTHKERRC

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  ----------------------------------NAGGGNVVVPVDTTTS

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  ----------------------------------------------AKSI

17.1EFuSpo12                 -----------------------------------------------DCP

18.1EApCpa6                  -------QSLPCWMTLRSNTRESSSNRLERIIIDTDDGEEFIKSDYVPYH

19.1EOlTth19                 SQTKDILNGEIKQKCKVNEKQDQLYICDKNSTTSSSQKIGDESIDIENDQ

20.1EOlTth57                 -----------------------------------------------SMS

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 -----------------------------------------------TLE

22.1EApCpa2                  --------------------------------------------NKNKIR

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --AVEGKDLSKYSDAELYNLLKR---------------------------

2.24BAqAae1                  --AVEGKDLSKYSDAELYNLLKR---------------------------

2.23AEuMva3                  --LLSGVDIEKLDDEELKDALKG---------------------------

Plu3                         --VVSGAMLKTMDEGALCDVAAS---------------------------

Tth1                         --VATGEDLETLSD----EELLK---------------------------

Tro6                         --VLTGRELQRLSDEELRSIVQQ---------------------------

Cch3                         --VVTGVELSNMSDNDLDSNIKH---------------------------

Plu2                         --VLRGSEIESMDDLELIGKAAE---------------------------

2.4BCySsp6                   --AFEGRQLATMGPAELAQAAED---------------------------

GA-2.19EViAth27              --SYTASEFERLPAVQQTLALRR---------------------------

ER-2.7EMeHsa25               --AFTGREFDELNPSAQRDACLN---------------------------

Ca.Mn.GA-2.13EViAth13        --SLTGIEFMDVQDQKNHLRQTG---------------------------

2.8EApPfa2                   -CCYNGREFEDFSLEKQKHILKNTP-------------------------

2.21BThPmo1                  --VISGVELDKLTEEELISKIDN---------------------------

GAeff-2.5EMeHsa12            ---VSGEEIDAMDVQQLSQIVPK---------------------------

Ca.Mn.GA-2.9EMeHsa2          ---MSGEEVDSVEKGELADRVGK---------------------------

Ca.Mn.GA-2.16EMeCel2         ---LSGQQVDQMSDHDLELVIRQ---------------------------

GAeff-2.3EFuSce2             -SVLSGDKLDEMSDDQLANVIDH---------------------------

2.6EFuNcr3                   -SVLRGDEIDAMTDEELAAAMDH---------------------------

9.1EFuSce8                   -MVMTGSQFDGLSEEEVDDLPVLP--------------------------

9.4EFuZro1                   -MVMTGSQFDSLDENQVDELPVLP--------------------------

9.3EFuDoc1                   -MCMTANEFDSLSDDEIDKLPVLP--------------------------

9.5EFuUma1                   -MVMTAAQFDKLSEDEIDALPQLP--------------------------

9.2EFuSpo3                   -MVMTGSQFDALSDEEVDSLKALC--------------------------

9.6EFuUma2                   -AVMTATQFDGLTDGEIDALEDLP--------------------------

Tro7                         -LVVTSAQLPPD-DTALGALVD-RD-------------------------

1.5BSpLbi2                   -VVITGVQIDQMTDVSLREWVR-KG-------------------------

Na.K-1.1EMeHsa13             ACVVHGSDLKDMTSEQLDDILKYHT-------------------------

N.K-1.6EMeSac1               ACVVHGSDLKDLSTEVLDDILHYHT-------------------------

H.K.NoGas1.4EMeRno1          AAVVTGMELKDMTPEQLDELLTNYQ-------------------------

H.K.Gas-1.2EMeHsa24          ACVINGMQLKDMDPSELVEALRTHP-------------------------

Na-1.3ERaHak1                AIVVPGWELNNDMTEEAWDAILDNP-------------------------

Cte1                         --VVTGDELARLSPDLFGKAVEE---------------------------

4.1BGaSen1                   --VVIGSDIEGLSDDALAALAAR---------------------------

Tro4                         --IVLGSELERLDPLALERLVEE---------------------------

4.2BSpLin3                   --ILSGHELEKMSNEALIHQVGK---------------------------

30.3BSpLbi4                  -LVYTGKELSLLKDHELKKVLNE---------------------------

30.4BCyAva17                 -EVITGAELEKMPEGELLSRIQT---------------------------

30.2BBaFjo5                  -EVLNGTDVAAYSEEALIPVAER---------------------------

PMeff-2.1EMeHsa11            -LCLEGKEFNRLIRNEKGEVEQEKL-------------------------

PM-2.25EMeHsa1               -LCLEGKDFNRRIRNEKGEIEQERI-------------------------

PM-2.15EMeCel1               -LALEGKEFNERIRDENGKVSQAKL-------------------------

Vac-2.17EnoDdi23             -LCMEGPKFR--------ELSQSEM-------------------------

PM-2.10EViAth45              -TLIEGKSFR--------EMTDAER-------------------------

PM-2.14EViAth40              -TIIEGKVFR--------ELSEKER-------------------------

Chl-2.11EViAth32             -IAIEGPEFR--------EKSDEEL-------------------------

PM-2.12EViAth11              -IAIEGPVFR--------EKNQEEL-------------------------

Vac-2.2EFuSce6               -SAMEGTEFR--------KLTKNER-------------------------

Vac-2.18EApTgo1              -LAMLGPDFTRAIGGVVCQTCQTEVCACATDAKTAEEQNKPLRVDVVRDL

Cte2                         AEVLATAIYRKLKGDVELREAKAFASDVMEQVGKLYDTRLLEREFIHTHE

3.4AEuMja1                   ------ELLKKLK-RGEIKEEK----------------------------

3.7EViAth21                  ------ALLGTDK-DSNIASIP----------------------------

3.1EFuNcr1                   ---------LGLGGGGDMPGSE----------------------------

3.6EFuSce5                   ---------LGLGGGGDMPGSE----------------------------

3.2ETrLma9                   --------LPQIKDANDLPEDLG---------------------------

3.5ETrTbr5                   --------LPKV-DVNDMPSDLG---------------------------

23.1BAcSco4                  -----REEMAGALDEG----------------------------------

23.2BFiEfa2                  -----MEAQTEALEKY----------------------------------

8.1EMeBta1                   ALIIDGKTLKYALTFG-VRQYFLDLALS----------------------

8.8EMeMmu1                   ALIIDGHTLKYALSFE-VRRSFLDLALS----------------------

8.2EFuSce10                  ALVIDGKSLGFALEPE-LEDYLLTVAKL----------------------

8.6EViAth15                  SLVIDGKCLMYALDPS-LRVMLLSLSLN----------------------

8.4EFuSce14                  AIVIDGDALKLALYGEDIRRKFLLLCKN----------------------

8.5EFuSce4                   AVIIDGDALKVALNGEEMRRKFLLLCKN----------------------

8.7EViAth19                  ALIIDGTSLIYVLDNDLEDVLFQVACK-----------------------

15.1EnoDdi18                 ESIPFTLDPYTLTINNAGGGSNYDDEYSLAVTGDVWKYYYDQFKANGQPT

16.1EOlTth26                 KEINEQEEEEIAALNDYLPWKESNESYTLAITGRAFSKIIHESTQTSEKA

14.1EFuSce15                 K-ILDTKTLKPVKLGNNSVESLRECNYTLAVSGDVFRLLFRDENE--IPE

13.1EMeHsa8                  AVNGVKDPDQAASYTVEPDPRSR----HLALSGPTFGIIVKHFPK-----

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   TLVIDGPALNIAMEHYFDQFLRLSHQVN----------------------

23.3BCyTer4                  -----GSELAKLDEDQFIQAAKS---------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  ---DEPLKFQEEWLHRHADFLKN---------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  QVVFSDSMHVQKRFSRMEVFSLLAASPCSARLNRLLNRSSALGVRIMERA

2.22BFiSth8                  -LVLTHDELSALSDQELKQQLP----------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  FDVDWLCVGDEEEFTFDKVRLSLYRGNDRVSNNEFVVACEGREFDFFRNT

17.1EFuSpo12                 QIHFEKIDLQTQNFQPIPDGFSLKDVILEKDSSLCMDGKLLQRLLTMLSF

18.1EApCpa6                  LDCTRHQRKSNIILESSIGVANELEKLMILNFVTMVN-----DIPLTLRI

19.1EOlTth19                 QLNKQSNSNSSEDLKEEPDSLHLPISQYVLDSFIREALNQKSEGFVMNGA

20.1EOlTth57                 DCYVQNSQEKIDPLNILSSQECKKYQIGLTGKFLEEIQTHLQNGKSIIEQ

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  ------VEMDNMSEEEIKNNIEK---------------------------

10.1EFuSce3                  ---NQLLFRDVEETVSIPFDPSKDTFDHSKLFDRYDIAVTGYALNALEGH

21.1EBaTps13                 WEMNEQVRELSVSNARKIHRDISRGRSVLAATGNAVSAILSETEVSRVNE

22.1EApCpa2                  ALSGIIPQQIIQDKFQIALSSDAFKLFINILNLETYAGYKRKAPDELIEL

Tro5                         ----------PVIARATPLDKVRIVRALQARG----------HVVAMTGD

24.2BChTro1                  ----------PVIARATPLDKVRIVRALQARG----------HVVAMTGD

24.3BDeHoc1                  ----------GVFARVTPMHKVRIVRALQQAG----------RVVGMTGD

24.4BGaHch1                  ----------SVFARVSPAQKARIVTALQSCG----------EVVGMTGD

24.1BAcMbo1                  ----------QVFARVSPEQKVQIVASLQRCG----------RVTAMVGD

Dra3                         -----------FLAEATPEDKMEMIKQEQASG----------KLVAMMGD

7.1BGaEco3                   -----------FLAEATPEAKLALIRQYQAEG----------RLVAMTGD

Dra2                         ----------DVQAELLPAD---KLNIIDELRAQG--------GVAMVGD

6.14BAlSme6                  ----------EAHAGLLPED---KQRIVSRLRAEG-------LVVAKVGD

6.2BGaEco4                   ----------EFKAGLLPED---KVKAVTELNQHA--------PLAMVGD

Tth3                         ----------EIRAGLSPVD---KLRLVEELAGRG--------GVAMVGD

6.1BFiSau1                   ----------DIQSELMPQD---KLDYIKKMQSEY-------DNVAMIGD

6.8BFiLmo1                   ----------EIEGELMPQD---KLDYIKQLKINF-------GKVAMVGD

6.12BGaPpu1                  ----------RAEGNLLPAD---KLKTIEALYAQG-------HRVGMVGD

6.4BBeRme1                   ----------RSRGNLLPED---KLREVEQLSTDG--------KTGMVGD

6.13BCyNsp1                  ----------EYQAELLPED---KLQAIQQLRRHG--------VVGMVGD

Tro2                         ----------EWRAGLLPED---KVAVVRELQAAG-------LRVAMVGD

6.11BGaPpu4                  ----------EAWGDLMPED---KVKAIKNLRLS--------AKVAMVGD

6.9BFiBsu2                   ----------TVVAECLPDQ---KVNEIKRLKEEF-------GTIAMVGD

Dra4                         ----------EYRAELLPED---KSASSASCPARW-------RWWATA--

6.10BFiBsu3                  ----------EVYAELLPQDKVAQVEALEAKLLPS-------EKLIFVGD

6.5BCyObr1                   ----------SYIAELLPEGKVEAIEKLISQSKKG-------DKIVFVGD

6.3BEpHpy1                   ----------EYHASLLPEEKTSVFKTFKERYKAP---------AIFVGD

Cab1                         ----------EVFANLSPDDK--LDKVRELAKQR---------HILMVGD

Chl1                         ----------EVFSDLSPDDK--LEKVRELAKQR---------HILMVGD

Cpn1                         ----------EVFFDLTPEDK--LAKIRELATQR---------QIMMVGD

Cmu1                         ----------EVFYDLTPDNK--LSKIQELAKTR---------QIMMVGD

6.6EViAth26                  ----------EVYCNLKPEDK--LNHVKNIAREAG-------GGLIMVGE

25.1BAcSco3                  ----------GVRAELGPADK--VAAVRGE-REH--------AVTVMVGD

25.2BAlSme3                  ----------NVAAELKPEDK--TRIVEAE-RAA--------GPVMMVGD

25.3BFiEfa3                  ----------EVHGECLPQDK--LTILKELPKEN--------HPVIMVGD

Tro3                         ----------GWRARLLPED---KLAIVAAYQAQG-------HVVVMVGD

32.8BCyTel1                  ----------NIYAEAFPEK---KVEVVRALHDSG-------KVVAFCGD

32.6AEuMsm6                  ----------EYRSQVLPED---KASIVESLKEEG-------RTIIMVGD

32.7BVeAmu1                  ----------EYRSQVLPED---KARFIQQLKKSG-------KTVCMVGD

32.3BBaBca1                  ----------DFRSEVLPAD---KADYVAQLRREG-------HTVLMVGD

32.5BSpTde3                  ----------RYHAQALPDT---KADFIKELKAEG-------KKIVMIGD

32.1BBeAar4                  ----------GCHAELLPED---KARIVEELSRQG-------ARIAFIGD

32.2BAcMtu1                  ----------EWRAEVMPED---KLAAVRELQDDG-------YVVGMVGD

6.17AEuMac1                  ----------EVHAEVMPQE---KVEIVKRLQLEG-------HKVIFVGD

Tro1                         -----------VRANVLPDQKASVIRALQEEG----------QIVGMVGD

Tth2                         -----------VLAGVRPEGKVEAIRRLQAEG----------RKVVFVGD

Dra1                         -----------VLAEVLPEGKAQAVAELQQCG----------QRVAFVGD

Au2-5.20BGaSen5              -----------VVAEVLPEGKVEAIRRLKAAY----------GQVAFVGD

Cu1.Ag.eff-5.5BGaEco2        -----------VIAGVLPDGKAEAIKHLQSEG----------RQVAMVGD

Det1                         -----------YISEVKPEDKSRLVQELQDQG----------HFVAMVGD

Dsp1                         -----------YIAEVKPEDKSNLIKDLQAKG----------HFVAMVGD

5.18BFiBsu1                  -----------IIAEVLPEQKAAEIARLQKEG----------RQTAMVGD

Cu2.Fe3.Pb2-5.19BFiSau2      -----------VIADILPEEKAAQIAKLQQQG----------KKVAMVGD

Cu2upt-5.1BFiEhi1            ----------HIFAEVLPEEKANYVEKLQKAG----------KKVGMVGD

5.23BSpLin1                  -----------VLAEVLPEKKAMEVKNLKSLG----------KVVSMVGD

5.15BFiEfa2                  -----------VLSEVLPEDKAEEVKKLQEAG----------KKVAMVGD

Cte3                         -----------VIAEVLPQEKADRVRELQQQG----------RKVAMAGD

Cch1                         -----------VIADVLPHDKANKVMELQAKG----------AIVAMVGD

Plu1                         -----------VMAGVPPEEKAERIRELQREG----------RRVAMAGD

Ag.eff-5.4BGaSen1            -----------VEAGILPDGKKAVITRLKASG----------HVVAMAGD

Cu1.Ag.eff-5.3EMeHsa23       -----------VFAEVLPSHKVAKVQELQNKG----------KKVAMVGD

Cu1.eff-5.6EMeHsa16          -----------VFAEVLPSHKVAKVKQLQEEG----------KRVAMVGD

Tma1                         -----------FHAGVKPSEKLDLVRSYQAQG----------KKVAMVGD

Cu1.Ag.eff-5.7AEuAfu2        -----------VIAEVLPHQKSEEVKKLQAK-----------EVVAFVGD

Cu2.GA-5.17EFuSce13          ----------NVYSDVSPTGKCDLVKKIQDKEGNNK--------VAVVGD

Cu1.GA-5.8EFuCal2            ----------NVFYEVSPIHKDNVITDLHNRLGGNQS---SSVNVAFIGD

5.24ACrSso1                  ----------RKELT--PDDKAELVKELRENGNK----------VMFIGD

5.25ACrPae1                  ----------YGGKT--PDEKAEIVKELRKEGG-----------VIFIGD

5.28ACrApe2                  ----------RAGVS--PEGKAEVIRELQKKGHV----------VVMVGD

5.26AEuTvo1                  ----------ITGSN--PEEKAEVVRRYQEKGEY----------VMFVGD

27.2BSpLbi1                  -----------FYSDLSPEEKASIIEDSQNKG----------NVVIMVGD

27.3BEpNsp1                  -----------VKAKLLPQDKSAFIEKLHSEG----------RVVIMAGD

Cch2                         -----------VQAEQSPLDKAARIRALQAHG----------ERVMMVGD

27.1BBeNme1                  -----------YRAQAMPEDKLEYVKALQKEG----------KKVLMIGD

Aae3                         -----------VIANVKPEEKLKVVKELQEKG----------RKVCMVGD

Cu1.Ag-5.21BAqAae2           -----------VIANVKPEEKLKVVKELQEKG----------RKVCMVGD

Aae2                         ----------EYFARVLPHEKAQKIKELQDRG----------YSVAMVGD

Cu2-5.22BAqAae1              ----------EYFARVLPHEKAQKIKELQDRG----------YSVAMVGD

Cu1.Ag.eff-5.10AEuAfu1       ----------DYFAEVLPHEKAEKVKEVQQK-----------YVTAMVGD

Tth4                         ----------RYHARVLPEDKARRVRELKRE-----------GPTAFVGD

5.16BFiEfa1                  ----------DYLANQSPQDKYELVEKLKAEG----------KKVIMVGD

Cu1.Ag.eff-5.2BFiEhi2        ----------EYYGGLLPDDKEAIVQRYLDQG----------KKVIMVGD

5.27AKoKcr1                  ----------SYHAEVKPHEKVDIIREMQEKG----------LAVAMVGD

Cu1.Chl-5.11EViAth34         ----------RVIAGVKPAEKKNFINELQKNK----------KIVAMVGD

Cu1.Chl-5.12EViAth1          ----------STNYSLSPEKKFEFISNLQSSG----------HRVAMVGD

Aae1                         ---------VSVIARALPEDKYRVVK-----VLQE-----KGEIVAVTGD

2.24BAqAae1                  ---------VSVIARALPEDKYRVVK-----VLQE-----KGEIVAVTGD

2.23AEuMva3                  ---------VSVVSRALPEHKYRIVK-----ALQN-----SGEIVAVTGD

Plu3                         ---------VSVFARVSPEHKLRLVE-----ALQK-----NGEVVAMTGD

Tth1                         ---------VDVFARVRPEQKLRIVE-----ALQK-----AGEVVAMTGD

Tro6                         ---------VSVFARVEPEQKLRIVR-----ALQA-----NGETVAVTGD

Cch3                         ---------TNIFARVAPEHKLRLVK-----ALQK-----NNEIVAMTGD

Plu2                         ---------IDVFARSSPLHKLRLVT-----ALQA-----GGNVVAMTGD

2.4BCySsp6                   ---------SCVFARVAPAQKLQLVE-----ALQE-----KGHIVAMTGD

GA-2.19EViAth27              ---------MTLFSRVEPSHKRMLVE-----ALQK-----QNEVVAMTGD

ER-2.7EMeHsa25               ---------ARCFARVEPSHKSKIVE-----FLQS-----FDEITAMTGD

Ca.Mn.GA-2.13EViAth13        ---------GLLFSRAEPKHKQEIVR-----LLKE-----DGEVVAMTGD

2.8EApPfa2                   ---------RIVFCRTEPKHKKQIVK-----VLKD-----LGETVAMTGD

2.21BThPmo1                  ---------LRVFARVSPEHKVKIVR-----ALKA-----KDNIVAMTGD

GAeff-2.5EMeHsa12            ---------VAVFYRASPRHKMKIIK-----SLQK-----NGSVVAMTGD

Ca.Mn.GA-2.9EMeHsa2          ---------VSVFFRTSPKHKLKIIK-----ALQE-----SGAIVAMTGD

Ca.Mn.GA-2.16EMeCel2         ---------VTVFYRASPRHKLKIVK-----ALQA-----LGEVVAMTGD

GAeff-2.3EFuSce2             ---------VNIFARATPEHKLNIVR-----ALRK-----RGDVVAMTGD

2.6EFuNcr3                   ---------TTIFARTNPDHKLKIVK-----ALQS-----RGDIVAMTGD

9.1EFuSce8                   ----------LVIARCSPQTKVRMIE-----ALHR-----RKKFCAMTGD

9.4EFuZro1                   ----------LVISRCSPQTKVRMIE-----ALHR-----RGKFCAMTGD

9.3EFuDoc1                   ----------LVIARCAPQTKVRMIE-----ALHR-----RGKFVAMTGD

9.5EFuUma1                   ----------LVIARCAPQTKVRMIE-----ALHR-----RGKFCAMTGD

9.2EFuSpo3                   ----------LVIARCAPQTKVKMIE-----ALHR-----RKAFVAMTGD

9.6EFuUma2                   ----------LVVARCSPATKVRMIA-----AGKR-----RGRYLAMTGD

Tro7                         ---------EVVIARVAPEDKLRIAR-----ALQA-----RGHVVAMTGD

1.5BSpLbi2                   ---------EPIFARVSPSQKLRIVT-----ILQE-----LGEIVAVTGD

Na.K-1.1EMeHsa13             ---------EIVFARTSPQQKLIIVE-----GCQR-----QGAIVAVTGD

N.K-1.6EMeSac1               ---------EIVFARTSPQQKLIIVE-----GCQR-----QGAIVAVTGD

H.K.NoGas1.4EMeRno1          ---------EIVFARTSPQQKLIIVE-----GCQR-----QDAIVAVTGD

H.K.Gas-1.2EMeHsa24          ---------EMVFARTSPQQKLVIVE-----SCQR-----LGAIVAVTGD

Na-1.3ERaHak1                ---------QVVFARTSPQQKLVIVS-----ENQK-----RGHIVAVTGD

Cte1                         ---------ADVLAKLSPLQKEEVVQ-----SLRK-----QGHVIGFMGD

4.1BGaSen1                   ---------TTLFARLTPMHKERIVT-----LLKR-----EGHVVGFMGD

Tro4                         ---------VDAFARVTPAQKHRIVL-----TLKA-----RGHAVAFLGD

4.2BSpLin3                   ---------VNVFAEIEPNGKERIII-----ALKK-----AGNVVGYIGD

30.3BSpLbi4                  ---------CNVFSRVNPEDKWKLVR-----FLKA-----EGEIVAMTGD

30.4BCyAva17                 ---------VNIFARVVPEQKLLIVN-----ALKR-----SGEIVAMTGD

30.2BBaFjo5                  ---------TVLFTRMFPEAKLSVVN-----ALKK-----KGEVVAMLGD

PMeff-2.1EMeHsa11            ---DKIWPKLRVLARSSPTDKHTLVKGIIDSTVGE-----HRQVVAVTGD

PM-2.25EMeHsa1               ---DKIWPKLRVLARSSPTDKHTLVKGIIDSTVSD-----QRQVVAVTGD

PM-2.15EMeCel1               ---DEIWPRLRVLARAQPADKYTLVKGIIDSKATP-----QREIVAVTGD

Vac-2.17EnoDdi23             ---DAILPKLQVLARSSPTDKQLLVG-----RLKD-----LGEVVAVTGD

PM-2.10EViAth45              ---DKISDKISVMGRSSPNDKLLLVQ----SLR-R-----QGHVVAVTGD

PM-2.14EViAth40              ---EQVAKKITVMGRSSPNDKLLLVQ----ALR-K-----NGDVVAVTGD

Chl-2.11EViAth32             ---LKLIPKLQVMARSSPMDKHTLVR----LLRTM-----FQEVVAVTGD

PM-2.12EViAth11              ---LELIPKIQVMARSSPMDKHTLVK----QLRTT-----FDEVVAVTGD

Vac-2.2EFuSce6               ---IRILPNLRVLARSSPEDKRLLVET-----LKG-----MGDVVAVTGD

Vac-2.18EApTgo1              DAFDKIWTRLEVLARSQPSDKYALVT-----ALKQ-----KGRVVAVTGD

Cte2                         SAIVEMIEDVDIFAEVVPEDKYRIVD-----TLQK-----GGHIVSMTGD

3.4AEuMja1                   --FDEIVEEADGFAEVFPEHKYKIVD-----SLQK-----RGHLVAMTGD

3.7EViAth21                  --VEELIEKADGFAGVFPEHKYEIVK-----KLQE-----RKHIVGMTGD

3.1EFuNcr1                   --VYDFVEAADGFAEVFPQHKYNVVE-----ILQQ-----RGYLVAMTGD

3.6EFuSce5                   --LADFVENADGFAEVFPQHKYRVVE-----ILQN-----RGYLVAMTGD

3.2ETrLma9                   EKYGDMMLSVGGFAQVFPEHKFMIVE-----TLRQ-----RGYTCAMTGD

3.5ETrTbr5                   EKYGDMMLSVGGFAQVFPEHKFLIVE-----ALRQ-----RGYTCAMTGD

23.1BAcSco4                  ----------TVFGRVTPQQKRDMVA----ALQS------RGHTVAMTGD

23.2BFiEfa2                  ----------TVFGRVTPEQKKQFVL----LLKK------LDHTVAMTGD

8.1EMeBta1                   -------CKAVICCRVSPLQKSEVVE----MVKKQ-----VKVITLAIGD

8.8EMeMmu1                   -------CKAVICCRVSPLQKSEIVD----VVKKR-----VKAITLAIGD

8.2EFuSce10                  -------CKAVICCRVSPLQKALVVK----MVKRK-----SSSLLLAIAS

8.6EViAth15                  -------CTSVVCCRVSPLQKAQVTS----LVRKG-----AQKITLSIGD

8.4EFuSce14                  -------CRAVLCCRVSPSQKAAVVK----LVKDS-----LDVMTLAIGD

8.5EFuSce4                   -------CKAVLCCRVSPAQKAAVVK----LVKKT-----LDVMTLAIGD

8.7EViAth19                  -------CSAILCCRVAPFQKAGIVA----LVKNR-----TSDMTLAIGD

15.1EnoDdi18                 ICFNQILRKGQVFARMTPDQKQNLIEE---LQVLG-----LY--VGMCGD

16.1EOlTth26                 QLLRTMLLKTQIFARMRPEEKALLLQQ---LQDLP-----WKPTCGMCGD

14.1EFuSce15                 EYLNEILLNSSIYARMSPDEKHELMIQ---LQKLD-----YT--VGFCGD

13.1EMeHsa8                  -LLPKVLVQGTVFARMAPEQKTELVCE---LQKLQ-----YC--VGMCGD

32.4BFuFnu1                  -----------YESELLPEDKAKNILKFQSKG----------SNVIMIGD

Cu1-5.13ACrSso2              ------------YSNLSPEDKVRIIEKLKQNG----------NKVLMIGD

Cd2-5.14EFuSce9              ----------NIRSHATPAEKSEYIKDIVEGRNCDSSSQSKRPVVVFCGD

Cu1-5.9EFuCal1               -----------VVSEVLPDEKEAQIKKIRQLNSGGK----KEPVIAMIGD

6.16BGaPae5                  ----------QLVAQALPEDKLRQVGAEIGSGFRP----------MVVGD

6.7EViAth1                   ----------IVRAELLPEDKSEIIKQLKREE----------GPTAMVGD

8.3ETrLdo1                   ---------SAVCCRLTPIQKATVVRMFQKSTGKT---------ALAIGD

23.3BCyTer4                  ---------KTIFGSVTPKQKAKLIHSFKKQG----------HYVAMIGD

Mn.Cd-3.3BFiLpl1             ------LAQVAGIAEVVPENKLAIVKAMHRAG----------YVVGMTGD

30.1BDeBba3                  ---------IDVVARCTPMQKLRIVLALKHFG----------ELVAVTGD

31.1BGaMca11                 -----------YFAQVLPADKADYVEKLQQEG----------RTVCFVGD

12.1ERhCme8                  PLVAWEAEQPAGFPGAVPEDAPMTSFQGTTHSTEATTEAGVFRSRTRSLR

2.22BFiSth8                  --------HLKVVSRALPMDKKRLIEVAQELDMVAG----------MTGD

29.1BDeBba2                  -----------AHGELFPEDKKDILIR--------------HKNTCMIGD

29.2BBaFjo4                  ----------ELVFNQKPEQKLEFIKGLQSQG----------KNVMMVGD

28.1BGaLpn4                  -----------TVGAVTKKGEVSKTSYIQQLKQKG-------FKVAMVGD

11.1EFuEcu1                  HYFEFILEKGAIFARFNPGQKKALIENLRASG----------KITMFCGD

17.1EFuSpo12                 NEIKILLSKLRVLARMSPFDKATYVELCQKYG----------CKVGFCGD

18.1EApCpa6                  SALEFIIRYCHVYSRMTPEDKAMHINLLQKLKPDP--------MVGMCGD

19.1EOlTth19                 VFDEIYFKGEINDLSLMLLEKTRIFARMKPNHKTYLVELLQKRAVAMVGD

20.1EOlTth57                 QILKNLLIQTSVFSRCKPKQKAEIIYMLQSVLNEK---------IGMIGD

26.1BAcCdi2                  ----------HVLAGIQPGQKPQTVRSVRNHG----------ATIAVVGD

31.2BGaMca1                  ---------KPHLASPLLNRARRPLVRLGRKIIPAPASRFALDALNKMAE

2.20BFiCac3                  ---------ISVYSRVSEENKRDVIKNFKELG----------YNVLSSGS

10.1EFuSce3                  SQLRDLLRHTWVYARVSPSQKEFLLNTLKDMG----------YQTLMCGD

21.1EBaTps13                 YLRGQLLHQASLIASASPDDKLTFVQWLKHSRDKR-----VANRVLVCGD

22.1EApCpa2                  SIFSKIIYNTAIFARFTPELKSMAVELLERLG----------MTVLMVGD

Tro5                         G-VNDSAALRLADVG-MAMG--WGTEVARQAADLILIED-----------

24.2BChTro1                  G-VNDSAALRLADVG-MAMG--WGTEVARQAADLILIED-----------

24.3BDeHoc1                  G-ANDAPAIRLADVG-IAVGQ-NSTTAARQAADMIITDE-----------

24.4BGaHch1                  G-ANDAAAIRLAEVG-IALGA-ECSVAAQQAADLLVVDG-----------

24.1BAcMbo1                  G-ANDAAAIRMADVG-IGVSG-RGSSAARGAADIVLTDD-----------

Dra3                         G-TNDAPALAQADVG-LAMN--SGTQAAKEAGNMVDLDS-----------

7.1BGaEco3                   G-TNDAPALAQADVA-VAMN--SGTQAAKEAGNMVDLDS-----------

Dra2                         G-INDAPALARADVG-IAMG--SGTDVALETADAALLRG-----------

6.14BAlSme6                  G-INDAPALAAADVG-IAVG--GGTDVALETADAASLHA-----------

6.2BGaEco4                   G-INDAPAMKAAAIG-IAMG--SGTDVALETADAALTHN-----------

Tth3                         G-VNDAPALARATVG-LAVA--EGTEAALQSADVGLLS------------

6.1BFiSau1                   G-VNDAPALAASTVG-IAMGG-AGTDTAIETADIALMGD-----------

6.8BFiLmo1                   G-INDAPALAAATVG-IAMGG-AGTDTAIETADVALMGD-----------

6.12BGaPpu1                  G-INDAPALARAEIG-FAMAA-AGTDTAIETADVALMDD-----------

6.4BBeRme1                   G-INDAPALARADIG-FAMGA-AGTDTAIETADVALMDD-----------

6.13BCyNsp1                  G-INDAPALATADIS-FAVG---GIDIALETADVVLVGS-----------

Tro2                         G-VNDAPALAAADVG-IAMGA-AGTDVALETADVVLMSD-----------

6.11BGaPpu4                  G-VNDAPAMASSSVG-IAMGA-AGSDVALETADIALMAD-----------

6.9BFiBsu2                   G-INDAPALKAADVG-IAMGG--GTDVALETADMVLMKN-----------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  G-INDTPVLARADIG-VAMGG-LGSDAAVEAADIVLMTD-----------

6.5BCyObr1                   G-INDAPVLARADVG-IAMGG-LGSDAAIETADIVIMAD-----------

6.3BEpHpy1                   G-INDAPTLASADVG-IGMG--KGSELSKQSADIVITND-----------

Cab1                         G-INDAPALAQATVG-VAMGE-AGSATAIEAADIVLLHD-----------

Chl1                         G-INDAPALAQATVG-VAMGE-AGSATAIEAADIVLLHD-----------

Cpn1                         G-INDAPALAQATVG-IAMGE-AGSATAIEAADIVLLHD-----------

Cmu1                         G-INDAPALAQATVG-IAMGE-AGSATAIEAADVVLLNQ-----------

6.6EViAth26                  G-INDAPALAAATVG-IVLAQ-RASATAIAVADILLLRD-----------

25.1BAcSco3                  G-VNDAPALAAADIG-VAMGA-RGTTASSEAADIVLTTD-----------

25.2BAlSme3                  G-VNDAPALAAADVG-VAMGA-RGAAASSEAADVVILVD-----------

25.3BFiEfa3                  G-VNDAPSLAAADVG-IAMGA-HGATAASETADVVILKD-----------

Tro3                         G-INDAPALAQADVG-IAMGQ-LGTALAAETADVVLLRE-----------

32.8BCyTel1                  G-INDSAALAYADVS-ISFAG-A-TDIARETADVVLMED-----------

32.6AEuMsm6                  G-INDSPALAAADVS-VSMKN-S-SDIAREVADVSLLSD-----------

32.7BVeAmu1                  G-INDSPALSCADVS-VSMKD-S-SDIAREVADISLLSS-----------

32.3BBaBca1                  G-INDSPALSEADAG-IAISD-G-AAIAREIADITIAAD-----------

32.5BSpTde3                  G-INDSPALSEADVG-IAMGQ-A-SSIAGETADILLPDD-----------

32.1BBeAar4                  G-INDAPALAGAHVG-IAMQK-G-ADIARLTADVALLED-----------

32.2BAcMtu1                  G-INDAPALAAADIG-IAMGL-AGTDVAVETADVALAND-----------

6.17AEuMac1                  G-VNDGPALVTADVG-VAMGL-TGTDVAIETAEVGLLSD-----------

Tro1                         G-INDAPALAQADVG-IAMG--SGTDVALEAGDVVLVRP-----------

Tth2                         G-INDAAALAQADVG-LAMG--SGTDIALEAGDVVLLTP-----------

Dra1                         G-INDAPALAGADVG-VAIG--TGTDVAVETADVILLGG-----------

Au2-5.20BGaSen5              G-INDAPALAESDVG-LAIG--TGTDVAVESADVVLMSG-----------

Cu1.Ag.eff-5.5BGaEco2        G-INDAPALAQADVG-IAMG--GGSDVAIETAAITLMRH-----------

Det1                         G-INDAPALAKADVG-IAIG--TGTDIAMETGDITLISG-----------

Dsp1                         G-INDAPALAKADVG-IAIG--TGTDIAMETGDITLISG-----------

5.18BFiBsu1                  G-INDAPALATADIG-MAIG--TGTDIAMETADITLIRG-----------

Cu2.Fe3.Pb2-5.19BFiSau2      G-VNDAPALVKADIG-IAIG--TGTEVAIEAADITILGG-----------

Cu2upt-5.1BFiEhi1            G-INDAPALRLADVG-IAMG--SGTDIAMETADVTLMNS-----------

5.23BSpLin1                  G-INDAPALAISDLG-IAMG--TGTDVAMESSDLVIVNG-----------

5.15BFiEfa2                  G-INDAPALAQADIG-IAVG--SGTDVAIESADIVLMRN-----------

Cte3                         G-INDAPALALADVG-IAMA--TGTDIAIESAGVTILQG-----------

Cch1                         G-INDAPALAQADVG-IAMA--TGTDVAMETAGITLLKG-----------

Plu1                         G-INDAPALAVADAG-IAMA--TGTDIAIAAAGITLLKG-----------

Ag.eff-5.4BGaSen1            G-VNDAPALAAADVG-IAMG--TGTDVAIESAGVTLLKG-----------

Cu1.Ag.eff-5.3EMeHsa23       G-VNDSPALAQADMG-VAIG--TGTDVAIEAADVVLIRN-----------

Cu1.eff-5.6EMeHsa16          G-INDSPALAMANVG-IAIG--TGTDVAIEAADVVLIRN-----------

Tma1                         G-MNDAAALKGADVG-IAIG--SGTDLAIDSADIIITKG-----------

Cu1.Ag.eff-5.7AEuAfu2        G-INDAPALAQADLG-IAVG--SGSDVAVESGDIVLIRD-----------

Cu2.GA-5.17EFuSce13          G-INDAPALALSDLG-IAIS--TGTEIAIEAADIVILCGNDLNTN-----

Cu1.GA-5.8EFuCal2            G-INDAPALAKADIG-MAIS--SGTDIAIESADIVLIGG-RSNQT-----

5.24ACrSso1                  G-INDSIAMREADIG-IAIS--SGTDLAKSAGKVVVN-------------

5.25ACrPae1                  G-INDAPALASADMG-IAVA--TGTEVAKEAGDVVVRRG-----------

5.28ACrApe2                  G-VNDAPSLARADVG-IAVA--NATDVSVEAGDIVLIKG-----------

5.26AEuTvo1                  G-INDTVALETADAG-IAMG--SGSDITKAAGDIVLVNN-----------

27.2BSpLbi1                  G-INDSLSLARANVS-ISHS--EAEDLSLEKSDVVLTSG-----------

27.3BEpNsp1                  G-INDAIALACSDLA-IAMG--SGADIAMSVSDVVLLDE-----------

Cch2                         G-INDAPALTEATVG-VTLG--NASAIALDSAGVAILHD-----------

27.1BBeNme1                  G-INDAPVLAQADVS-AAAA--GGTDIARDGADIVLLNE-----------

Aae3                         G-VNDAPALAQSDLG-IAVA--EGTDLAKLSGDVVIHKLS----------

Cu1.Ag-5.21BAqAae2           G-VNDAPALAQSDLG-IAVA--EGTDLAKLSGDVVIHKLS----------

Aae2                         G-VNDAPALIQADVG-IAIG--SGTDIAIESADVILVKS-----------

Cu2-5.22BAqAae1              G-VNDAPALIQADVG-IAIG--SGTDIAIESADVILVKS-----------

Cu1.Ag.eff-5.10AEuAfu1       G-VNDAPALAQADVG-IAIG--AGTDVAVETADIVLVRN-----------

Tth4                         G-INDAPALLEADLG-IAIG--AGTNVAIEAADLVLVES-----------

5.16BFiEfa1                  G-VNDAPSLALADVG-IAVG--AGTQVALDSADVILTQS-----------

Cu1.Ag.eff-5.2BFiEhi2        G-INDAPSLARATIG-MAIG--AGTDIAIDSADVVLTNS-----------

5.27AKoKcr1                  G-INDAPALLQADVG-IAIG--AGTDIAIESADVILVRS-----------

Cu1.Chl-5.11EViAth34         G-INDAAALASSNVG-VAMG--GGAGAASEVSPVVLMGN-----------

Cu1.Chl-5.12EViAth1          G-INDAPSLAQADVG-IALKIEAQENAASNAASVILVRN-----------

Aae1                         G-VNDVPALKVADIG-VAMG--SGTEAAKSVAKMVITDN-----------

2.24BAqAae1                  G-VNDVPALKVADIG-VAMG--SGTEAAKSVAKMVITDN-----------

2.23AEuMva3                  G-VNDVPALKVADLG-ISMG--EGTEAAKSVSKMVLVDN-----------

Plu3                         G-VNDAPALKRADIG-ISMGI-TGTDVAREASAMTLTDD-----------

Tth1                         G-VNDAPALKRADVG-VAMGQ-RGSDVSREVADLVLLDD-----------

Tro6                         G-VNDAPALRAAEIG-VAMGK-SGTDVAREAADIVLTDD-----------

Cch3                         G-VNDAPSLKQSNVG-VAMGI-TGTSVSKESADIVLADD-----------

Plu2                         G-VNDAPALKRADVG-IAMGG-KGTEVSKEAAEMVLTDD-----------

2.4BCySsp6                   G-VNDAPALKRADIG-IAMGK-GGTEVARESSDMLLTDD-----------

GA-2.19EViAth27              G-VNDAPALKKADIG-IAMG--SGTAVAKSASDMVLADD-----------

ER-2.7EMeHsa25               G-VNDAPALKKAEIG-IAMG--SGTAVAKTASEMVLADD-----------

Ca.Mn.GA-2.13EViAth13        G-VNDAPALKLADIG-VAMGI-SGTEVAKEASDMVLADD-----------

2.8EApPfa2                   G-VNDAPALKSADIG-IAMGI-NGTEVAKEASDIVLADD-----------

2.21BThPmo1                  G-VNDAPSLKAADIG-IAMGI-TGTDVAKGASDMVLTDD-----------

GAeff-2.5EMeHsa12            G-VNDAVALKAADIG-VAMGQ-TGTDVCKEAADMILVDD-----------

Ca.Mn.GA-2.9EMeHsa2          G-VNDAVALKSADIG-IAMGQ-TGTDVSKEAANMILVDD-----------

Ca.Mn.GA-2.16EMeCel2         G-VNDAVALKKADIG-VAMGV-CGTDVCKEAADMILCDD-----------

GAeff-2.3EFuSce2             G-VNDAPALKLSDIG-VSMGR-IGTDVAKEASDMVLTDD-----------

2.6EFuNcr3                   G-VNDAPALKKADIG-IAMGK-HGTDVAKEAADMILTDD-----------

9.1EFuSce8                   G-VNDSPSLKMANVG-IAMGI-NGSDVSKEASDIVLSDD-----------

9.4EFuZro1                   G-VNDSPSLKMANVG-ISMGL-NGSDVAKDASDIVLSDD-----------

9.3EFuDoc1                   G-VNDSPSLKKADVG-IAMGL-NGSDVAKDASDIVLTDD-----------

9.5EFuUma1                   G-VNDSPSLKMSDVG-IAMGM-NGSDVAKDASDIVLVDD-----------

9.2EFuSpo3                   G-VNDSPSLKQANVG-IAMGQ-NGSDVAKDASDIVLTDD-----------

9.6EFuUma2                   G-INDAPSLKQAPVG-IGMG--TGTDVAKDSSDLVLTDD-----------

Tro7                         G-VNDAPALRQADVG-VAMGR-SGTDVAREAADLILLDD-----------

1.5BSpLbi2                   G-VNDGPALKKADIG-IAMGK-RGTEVAKEAARMIIVDD-----------

Na.K-1.1EMeHsa13             G-VNDSPALKKADIG-VAMGI-AGSDVSKQAADMILLDD-----------

N.K-1.6EMeSac1               G-VNDSPALKKADIG-VAMGI-SGSDVSKQAADMILLDD-----------

H.K.NoGas1.4EMeRno1          G-VNDSPALKKADIG-IAMGI-AGSDAAKNAADMVLLDD-----------

H.K.Gas-1.2EMeHsa24          G-VNDSPALKKADIG-VAMGI-AGSDAAKNAADMILLDD-----------

Na-1.3ERaHak1                G-VNDSPALKQADIG-VAMGI-SGSEVSKQAADMILLDD-----------

Cte1                         G-INDAPALRAADVG-ISVD--SAVDVAKESADIVLLEK-----------

4.1BGaSen1                   G-INDAPALRAADIG-ISVD--GAVDIAREAADIILLEK-----------

Tro4                         G-INDAPSLHAADVG-ISVM--NAVDIAREAADIVLLDR-----------

4.2BSpLin3                   G-INDVSALHSSDVG-ISVE--KAVDVAKNAADLVLLEK-----------

30.3BSpLbi4                  G-VNDAPALRTANIG-VAMGE-RGTDVAREAADIVLLDD-----------

30.4BCyAva17                 G-VNDAPALKAANIG-IAMGE-RGTDVARESADLVLLDD-----------

30.2BBaFjo5                  G-VNDGPALKAAYIG-VAMGN-KGTEIAKAAASLVITND-----------

PMeff-2.1EMeHsa11            G-TNDGPALKKADVG-FAMGI-AGTDVAKEASDIILTDD-----------

PM-2.25EMeHsa1               G-TNDGPALKKADVG-FAMGI-AGTDVAKEASDIILTDD-----------

PM-2.15EMeCel1               G-TNDGPALKKADVG-FAMGI-AGTDVAKEASDIILTDD-----------

Vac-2.17EnoDdi23             G-TNDGPALKLANVG-FSMGI-SGTEVAIAASDVVLLDD-----------

PM-2.10EViAth45              G-TNDAPALHEADIG-LAMGI-AGTEVAKESSDIIILDD-----------

PM-2.14EViAth40              G-TNDAPALHEADIG-LSMGI-SGTEVAKESSDIIILDD-----------

Chl-2.11EViAth32             G-TNDAPALHEADIG-LAMGI-SGTEVAKESADVIILDD-----------

PM-2.12EViAth11              G-TNDAPALHEADIG-LAMGI-AGTEVAKESADVIILDD-----------

Vac-2.2EFuSce6               G-TNDAPALKLADVG-FSMGI-SGTEVAREASDIILMTD-----------

Vac-2.18EApTgo1              G-TNDAPALKKADVG-FAMGL-SGKEVAKQAADIVMLDD-----------

Cte2                         G-VNDAPALKKADCG-IAVS--NATDAARAAADIVLTAP-----------

3.4AEuMja1                   G-VNDAPALKKADCG-IAVS--NATDAARAAADIVLLSP-----------

3.7EViAth21                  G-VNDAPALKKADIG-IAVA--DATDAARGASDIVLTEP-----------

3.1EFuNcr1                   G-VNDAPSLKKADTG-IAVE--GSSDAARSAADIVFLAP-----------

3.6EFuSce5                   G-VNDAPSLKKADTG-IAVE--GATDAARSAADIVFLAP-----------

3.2ETrLma9                   G-VNDAPALKRADVG-IAVH--GATDAARAAADMVLTEP-----------

3.5ETrTbr5                   G-VNDAPALKRADVG-IAVQ--GATDAARAAADMVLTDP-----------

23.1BAcSco4                  G-VNDVLALKDADIG-VAMGS-GSEATRAVAQIVLLNNS-----------

23.2BFiEfa2                  G-VNDILAMKEADCS-IAMAS-GNQATAQASQVVLLDSD-----------

8.1EMeBta1                   G-ANDVSMIQTAHVG-VGISG-NEGLQAANSSDYSIAQF-----------

8.8EMeMmu1                   G-ANDVGMIQTAHVG-VGISG-NEGMQATNNSDYAIAQF-----------

8.2EFuSce10                  G-ANDVSMIQAAHVG-VGISG-MEGMQAARSADIALGQF-----------

8.6EViAth15                  G-ANDVSMIQAAHVG-IGISG-MEGMQAVMASDFAIAQF-----------

8.4EFuSce14                  G-SNDVAMIQSADVG-IGIAG-EEGRQAVMCSDYAIGQF-----------

8.5EFuSce4                   G-SNDVAMIQSADVG-VGIAG-EEGRQAVMCSDYAIGQF-----------

8.7EViAth19                  G-ANDVSMIQMADVG-VGISG-QEGRQAVMASDFAMGQF-----------

15.1EnoDdi18                 G-ANDCGALKAAHVG-ISLSQ-AEASIAAPFTSTITN-------------

16.1EOlTth26                 G-ANDCGALKTADVG-ISLSE-AEASIAAPFTSKIQD-------------

14.1EFuSce15                 G-ANDCGALKAADVG-ISLSE-AEASVAAPFTSKIFN-------------

13.1EMeHsa8                  G-ANDCGALKAADVG-ISLSQ-AEASVVSPFTSSMAS-------------

32.4BFuFnu1                  G-VNDAPALSYANVG-VALGS-TRTDVAMEAADITITQD-----------

Cu1-5.13ACrSso2              G-VNDAAALALADVS-VAMGN--GVDISKNVADIILVSN-----------

Cd2-5.14EFuSce9              G-TNDAIGLTQATIG-VHINE--GSEVAKLAADVVMLKP-----------

Cu1-5.9EFuCal1               G-INDAPALASADVG-IALSS--GADLAVTSSDFILLNK----MH-----

6.16BGaPae5                  G-INDSLALKAGVVG-VAMGA-GGADIALASADIVLIGS-----------

6.7EViAth1                   G-LNDAPALATADIG-ISMGV-SGSALATETGNIILMSN-----------

8.3ETrLdo1                   G-ANDVSMIREGRVG-VGIIGLEGAHAALAADYAIPRFKHLRRLC-----

23.3BCyTer4                  G-VNDVLSLKEANLA-IAMEG--GSKATRSVADIVLLNN-----------

Mn.Cd-3.3BFiLpl1             G-VNDAPALKQSEVG-IAVDN--ATDLAKRSAKFVLLTG-----------

30.1BDeBba3                  G-VNDVPALKAADIG-IAMGE-RGSRSAREVSSIILADD-----------

31.1BGaMca11                 G-INDSIALKKANVS-ISLRG--ATSIATDTAHIVFLEQG----------

12.1ERhCme8                  S-EAMLRDTRSAQPG-YGRRTAGSTAAAAEQSDEGLVGATGVSAG-----

2.22BFiSth8                  G-VNDSPALKSADVG-FSMG--DGTEVAREASDIVILNN-----------

29.1BDeBba2                  G-ANDSLSLQAADVG-IAVKG--SVDLSLNSADVYFTRG-----------

29.2BBaFjo4                  G-LNDAGALAQSNVG-ISVS--ENVNVFSPACDAILDAG-----------

28.1BGaLpn4                  A-ANDATAIAYSDIG-IAVKSSIGDSITEQHAGIVVQQG-----------

11.1EFuEcu1                  G-ANDSGALSSADVG-LALGQ----NEASLAANFTSS-------------

17.1EFuSpo12                 G-ANDCIALKQADVG-VSLSD----SEACAAASFVSKKK-----------

18.1EApCpa6                  G-NNDILAIQSANIG-IAIAD----HEASVAASFVSNER-----------

19.1EOlTth19                 G-ANDCGALKQADIG-LALSQLEASISAPFSGECISNIIEVLIQCRAGLK

20.1EOlTth57                 G-ANDCSAIKQSDMG-ISFTK----TDASYSSPFSYSET-----------

26.1BAcCdi2                  DSINDCFRVANVGIL-IDAMSKSSAAIEHPVANVIMLKN-----------

31.2BGaMca1                  QLVRDDWILRHGGIRSLEEIGAQSLEFSDRLADKVIEEGLKLATGVGAVT

2.20BFiCac3                  K-LTELPALNEADLF-ISYGE-NSNKIVKRLSDIDFEKN-----------

10.1EFuSce3                  G-TNDVGALKQAHVG-IALLNGTEEGLKKLGEQRRLEG------------

21.1EBaTps13                 G-VNDIAAMREADVS-VAMLSGFGHESEADESDVDVRPAASAR-------

22.1EApCpa2                  G-PNDIIALQKANSGLLITETIKCNGLVAPFISEIFPYG-----------

Tro5                         -------DFAALVQALIEGRSFWRNMRRAVALLLGGN------LGELLLM

24.2BChTro1                  -------DFAALVQALIEGRSFWRNMRRAVALLLGGN------LGELLLM

24.3BDeHoc1                  -------RIETVAHAALEGRALWLSVRDAVAILVGGN------LGEILYT

24.4BGaHch1                  -------RIETIVTAVLEGRALWTAVRDAVSLMVGGN------LGEIGFT

24.1BAcMbo1                  -------DLGVLLDALVEGRSMWAGVRDAVTILVGGN------VGEVLFT

Dra3                         -------DPTKLLEVVEIGKGLLITRGALTTFSIAND------VAKY-FA

7.1BGaEco3                   -------NPTKLIEVVHIGKQMLMTRGSLTTFSIAND------VAKY-FA

Dra2                         -------QVQGVGELVQLSRDTLANIRQNVAFALGLK------AIFLVTT

6.14BAlSme6                  -------RVSDVAAMVKLSRVTMRNIHQNIAIALGLK------AVFLATT

6.2BGaEco4                   -------HLRGLVQMIELARATHANIRQNITIALGLK------GIFLVTT

Tth3                         --------LAALPRAFRLSRLTLGVVRQNVAFAVGLK------GLFLLTT

6.1BFiSau1                   -------DLSKLPFAVRLSRKTLNIIKANITFAIGIK------IIALLLV

6.8BFiLmo1                   -------DLQKLPFTVKLSRKTLQIIKQNITFSLVIK------LIALLLV

6.12BGaPpu1                  -------DLRKIPAFVRLSRQSAAILMQNIVLALGIK------AIFLAIT

6.4BBeRme1                   -------DLRKLPTFVRLSRATASVLKQNIALALGIK------AVFLVLT

6.13BCyNsp1                  -------DLRQLAYAVDLSRRTVSVIQQNVVFSLVTK------ALFLLLG

Tro2                         -------DLTKLPYAIQLSRAARRVIVQNLAIALGVI------VVLVTSI

6.11BGaPpu4                  -------DIRQLPFAVGLSRHTRSIIHQNLFVSLGIV------AILVPST

6.9BFiBsu2                   -------DLKKLVNMCRLSRKMNRIIKQNIVFSLAVI------CLLICAN

Dra4                         --------------------------------------------------

6.10BFiBsu3                  -------QPSKIAEAIRIAKRTRRIVWQNIGFALGVK------AIFLILG

6.5BCyObr1                   -------APSKVAEAIQIARKTHNIVWQNIIFAMSVK------AIFIALG

6.3BEpHpy1                   -------SLNSLVKVLAIAKKTKSIIWQNILFALGIK------AVFIVLG

Cab1                         -------AISLLPWIIRKAKQTRRIVTQNLGLALAII------LLVSWPA

Chl1                         -------AISLLPWIIRKAKKTRRIVTQNLGLALAII------LLVSWPA

Cpn1                         -------SLSSLPWIIQKAKQTKKVVSQNLALALAII------LLVSWPA

Cmu1                         -------GLSSLPWLIKKAKKTRRIVSQNLALALSII------LFISGPA

6.6EViAth26                  -------NITGVPFCVAKSRQTTSLVKQNVALALTSI------FLAALPS

25.1BAcSco3                  -------RVDRLADAVVIAQRSRRIAVQSALGGMLLS------LGAMAAA

25.2BAlSme3                  -------RLDRLVSAIRIAHRSRGIALQSVYMGMALS------AAGMVAA

25.3BFiEfa3                  -------DLSKVSQAVEIAQDTMKIAKQSVLIGIFIC------VLLMLIA

Tro3                         -------DWALIPETIRAARRALRTAWVNLAGTALYN------LVGLSLA

32.8BCyTel1                  -------DLRGLTLAIRIAKQAMEIVWQNTAIVAIPN------IGALLSG

32.6AEuMsm6                  -------NLYDLITLRKLSVGMLNKIDTNYHSIIGIN------GSLIALG

32.7BVeAmu1                  -------SLAELVVLRELSCAVLEKIERNYRFIVGFN------SSLILLG

32.3BBaBca1                  -------SLWELVELRRIAMALMARIHSNYRFVIGFN------GALIALG

32.5BSpTde3                  -------GLRALPILRRIATGLIKRINVNNKAIIGIN------SALIAGE

32.1BBeAar4                  -------DIACVADAKALANGTMALIGSNYRLTVGLN------TGILAAA

32.2BAcMtu1                  -------DLHRLLDVGDLGERAVDVIRQNYGMSIAVN------AAGLLIG

6.17AEuMac1                  -------DLLKISYLINISRKAIKTIWQNVAFSLSVL------SVAVALT

Tro1                         -------DLHGILVALELARRTLATIRWNLFWAFAYN------TVLIPVA

Tth2                         -------DLRGVVNAVRLARRTLRTIYLNFFWAYAYN------VVLIPVA

Dra1                         -------DLRSVPNAVALSRAVIRNIKLNLFWAFAYN------VLLIPVA

Au2-5.20BGaSen5              -------NLQGVPNAIALSKATIRNIHQNLFWAFAYN------TALIPVA

Cu1.Ag.eff-5.5BGaEco2        -------SLMGVADALAISRATLHNMKQNLLGAFIYN------SIGIPVA

Det1                         -------DLFGLTKAIVLSKATFNTIRQNLFWAFFYN------IILIPVA

Dsp1                         -------DLFGITKAIRLSKATLNTIRQNLFWAFFYN------IILIPVA

5.18BFiBsu1                  -------DLNSIADAIRMSRLTMKNIKQNLFWALGYN------SLGIPIA

Cu2.Fe3.Pb2-5.19BFiSau2      -------DLMLIPKAIYASKATIRNIRQNLFWAFGYN------IAGIPIA

Cu2upt-5.1BFiEhi1            -------HLTSINQMISLSAATLKKIKQNLFWAFIYN------TIGIPFA

5.23BSpLin1                  -------DLNSIVNAITISRKTVYNIRQNFFWALLYN------TLGIPIA

5.15BFiEfa2                  -------DLTAVLTAIDLSHATLRNIKQNLFWAFAYN------LVGIPVA

Cte3                         -------GIRKVAQSITLARATMRVIRQNLFWAFIYN------VIGIPLA

Cch1                         -------DINKIPQALNLAHATMRVIRQNLFWAFFYN------IICIPLA

Plu1                         -------DIMKVTEAVQLARATLRVVRRNLFWAFFYN------IVGIPLA

Ag.eff-5.4BGaSen1            -------DLMILNRARHLSEITMKNIRQNLFFAFIYN------ALGVPVA

Cu1.Ag.eff-5.3EMeHsa23       -------DLLDVVASIHLSKRTVRRIRINLVLALIYN------LVGIPIA

Cu1.eff-5.6EMeHsa16          -------DLLDVVASIDLSRKTVKRIRINFVFALIYN------LVGIPIA

Tma1                         -------GISKVVDAIEISRKTFKIIKQNLFWAFFYN------VIAIPMA

Cu1.Ag.eff-5.7AEuAfu2        -------DLRDVVAAIQLSRKTMSKIKQNIFWALIYN------VILIP-A

Cu2.GA-5.17EFuSce13          -------SLRGLANAIDISLKTFKRIKLNLFWALCYN------IFMIPIA

Cu1.GA-5.8EFuCal2            -------DLHGVVNALQISTATFNRIKINFLWAIIYN------IFMLPFA

5.24ACrSso1                  -------SLDDIIGLFEQTELAVRKIKENLAWAFGYN------TAIIPIA

5.25ACrPae1                  -------DLSKVAEFIDISRKIMKNAKFNLFWAFVYN------TALIPIS

5.28ACrApe2                  -------DLRRVPLAVVISRKTYNTIKFNLFWAFIYN------VTLIPVA

5.26AEuTvo1                  -------KLSTIIDILTISRSTIKKVKENIFWAIIYN------SALIPIA

27.2BSpLbi1                  -------NLNGLVHSLLSAKKTKEVISQNIIISFFYN------SIMLPLA

27.3BEpNsp1                  -------KPMKIYESLRLSRRVFLAVKENLTLSLLYN------VATIPLA

Cch2                         -------DLRLITTLLNDASRCFSIIRQNLVWAFSYN------LIALPLA

27.1BBeNme1                  -------DLRTVAHLLDQARRTRHIIRQNLIWAGAYN------IIAVPLA

Aae3                         ----------SLPQVFTLSERVYRKIKENFFWAFAYN------VTFIPIA

Cu1.Ag-5.21BAqAae2           ----------SLPQVFTLSERVYRKIKENFFWAFAYN------VTFIPIA

Aae2                         -------DPRDVVKVIKLSQVTVSKMLQNLFWAVGYN------VITLPLA

Cu2-5.22BAqAae1              -------DPRDVVKVIKLSQVTVSKMLQNLFWAVGYN------VITLPLA

Cu1.Ag.eff-5.10AEuAfu1       -------DPRDVAAIVELSRKTYSKMKQNLLWATGYN------AFAIPLA

Tth4                         -------DPLDVVRALTLARATYAKMVQNLFWATGYN------AIALPLA

5.16BFiEfa1                  -------DPGDIESFIELAQKTTRKMKENLVWGAGYN------FIAIPIA

Cu1.Ag.eff-5.2BFiEhi2        -------DPKDILHFLELAKETRRKMIQNLWWGAGYN------IIAIPLA

5.27AKoKcr1                  -------DIRDVVYFFKLAKSSYRKMLENVLWAIGYN------SLTIPLA

Cu1.Chl-5.11EViAth34         -------RLTQLLDAMELSRQTMKTVKQNLWWAFGYN------IVGIPIA

Cu1.Chl-5.12EViAth1          -------KLSHVVDALSLAQATMSKVYQNLAWAIAYN------VISIPIA

Aae1                         -------NLKVIVEAVRWGRIIVRNIKRAITYLLTTS------FGEITLL

2.24BAqAae1                  -------NLKVIVEAVRWGRIIVRNIKRAITYLLTTS------FGEITLL

2.23AEuMva3                  -------NLSLIVKAIKQGRLITENIRKVIYYLISAN------MGQIVLI

Plu3                         -------NFSSIVDAIEEGRGIYDNIRKYLTYLLSSN------IGELGLI

Tth1                         -------NFATIVAAIEEGRSIYENIQKFLRFLFSTN------LSEVLVV

Tro6                         -------NFVTIVAAVEEGRGAFDNLRKATFFLISTG------AAMLFVL

Cch3                         -------NFSSIAAAVEEGRRVYDNLLKSLAFLLPTN------LGLAFIL

Plu2                         -------NFATIANAVEEGRTVYDNLTKSILFVLPTN------GGEALSI

2.4BCySsp6                   -------NFASIEAAVEEGRTVYQNLRKAIAFLLPVN------GGESMTI

GA-2.19EViAth27              -------NFASIVAAVAEGRAIYNNTKQFIRYMISSN------IGEVVCI

ER-2.7EMeHsa25               -------NFSTIVAAVEEGRAIYNNMKQFIRYLISSN------VGEVVCI

Ca.Mn.GA-2.13EViAth13        -------NFSTIVAAVGEGRSIYNNMKAFIRYMISSN------IGEVASI

2.8EApPfa2                   -------NFNTIVEAIKEGRCIYNNMKAFIRYLISSN------IGEVASI

2.21BThPmo1                  -------NFSTIVSAVEEGRNIYNNIKKSIVFLLSCN------IGEIITL

GAeff-2.5EMeHsa12            -------DFQTIMSAIEEGKGIYNNIKNFVRFQLSTS------IAALTLI

Ca.Mn.GA-2.9EMeHsa2          -------DFSAIMNAVEEGKGIFYNIKNFVRFQLSTS------ISALSLI

Ca.Mn.GA-2.16EMeCel2         -------DFSTMTAAIEEGKAIYHNITNFVRFQLSTS------VAALSLI

GAeff-2.3EFuSce2             -------DFSTILTAIEEGKGIFNNIQNFLTFQLSTS------VAALSLV

2.6EFuNcr3                   -------DFSTILHAIEEGKAIFNNIQNFLTFQLSTS------AAGLSLV

9.1EFuSce8                   -------NFASILNAVEEGRRMTDNIQKFVLQLLAEN------VAQALYL

9.4EFuZro1                   -------NFSSILNAVEEGRRMTDNIQKFVLQLLAEN------VAEALYL

9.3EFuDoc1                   -------NFASILNAIEEGRRMSSNIQKFVLQLLAEN------VAQALYL

9.5EFuUma1                   -------NFASIGNAIEEGRRMADNISKFVCHLLAQN------VAQASVL

9.2EFuSpo3                   -------NFSSIVNAIEEGRRMFDNIMRFVLHLLVSN------VGEVILL

9.6EFuUma2                   -------RFDSIVKGIREGRAIFDNIQRFLIGLLVAN------VAEVLLL

Tro7                         -------NFATIVAAIEQGRTTFQNIRRFLTFHLTDN------VAELAPF

1.5BSpLbi2                   -------DFATIVSAIEEGRGVFDNIRKFSAYVLNSN------PQELIPF

Na.K-1.1EMeHsa13             -------NFASIVTGVEEGRLIFDNLKKSIAYTLTSN------IPEITPF

N.K-1.6EMeSac1               -------NFASIVTGVEEGRLIFDNLKKSIAYTLTSN------IPEITPF

H.K.NoGas1.4EMeRno1          -------NFASIVTGVEEGRLIFDNLKKTIAYTLTKN------IAELCPF

H.K.Gas-1.2EMeHsa24          -------NFASIVTGVEQGRLIFDNLKKSIAYTLTKN------IPELTPY

Na-1.3ERaHak1                -------NFASIVAGVEEGRLIFDNLKKSICYTLTSN------IPEISPF

Cte1                         -------SLMVLDDGILEGRRVFTNIIKYIRMGASSN------FGNMFSV

4.1BGaSen1                   -------SLMVLEEGVIEGRRTFSNMLKYIKMTASSN------FGNVFSV

Tro4                         -------RLSTLHEGIMEGRRAFSSVMTFLLMETSSN------FGNVFSM

4.2BSpLin3                   -------DLEVLVDGVKEGRNTFANTLKYVFMATSAN------FGNMFSM

30.3BSpLbi4                  -------SFSSILESVRIGRQIFDNLKKALGYLIGVH------IPIVGIT

30.4BCyAva17                 -------DFSSIVKSVRLGRRVFDNLKKGMAYTLAVH------IPIAGMS

30.2BBaFjo5                  -------DLEKLVIGIAAGRRIYANIKKAIQYIISIH------IPIILTV

PMeff-2.1EMeHsa11            -------NFTSIVKAVMWGRNVYDSISKFLQFQLTVN------VVAVIVA

PM-2.25EMeHsa1               -------NFTSIVKAVMWGRNVYDSISKFLQFQLTVN------VVAVIVA

PM-2.15EMeCel1               -------NFTSIVKAVMWGRNVYDSISKFLQFQLTVN------VVAVITA

Vac-2.17EnoDdi23             -------NFASIVRAVLWGRNIYDAICKFLQFQLTVN------VVAVTVA

PM-2.10EViAth45              -------NFASVVKVVRWGRSVYANIQKFIQFQLTVN------VAALVIN

PM-2.14EViAth40              -------NFASVVKVVRWGRSVYANIQKFIQFQLTVN------VAALIIN

Chl-2.11EViAth32             -------NFSTIVTVAKWGRSVYINIQKFVQFQLTVN------VVALIVN

PM-2.12EViAth11              -------NFSTIVTVAKWGRSVYINIQKFVQFQLTVN------VVALVVN

Vac-2.2EFuSce6               -------DFSAIVNAIKWGRCVSVSIKKFIQFQLIVN------ITAVILT

Vac-2.18EApTgo1              -------NFTCIVKAVKWGRNVYDNIRRFLQFQLTVN------VVAVALT

Cte2                         -------GLSVINAAMQQARLTFARMKSYATFRIAET------IRIILFM

3.4AEuMja1                   -------GISVIVDAIQEARRIFQRMESYVIYRITET------IRILFFV

3.7EViAth21                  -------GLSVIISAVLTSRAIFQRMKNYTIYAVSIT------IRIVFGF

3.1EFuNcr1                   -------GLGAIIDALKTSRQIFHRMYAYVVYRIALS------IHLEIFL

3.6EFuSce5                   -------GLSAIIDALKTSRQIFHRMYSYVVYRIALS------LHLEIFL

3.2ETrLma9                   -------GLSVVVEAMLVSREVFQRMLSFLTYRISAT------LQLVCFF

3.5ETrTbr5                   -------GLSVVVDAMFVSRQVFQRMLSFLTYRISAT------MQLVCFF

23.1BAcSco4                  -------FATLPSVVAE-GRRVIGNITRVATLFLVKT------VYSVLLA

23.2BFiEfa2                  -------FSTMPEVVFE-GRQVVNNIERSSSLFLVKN------IFSLLMS

8.1EMeBta1                   -------KYLKNLLMVH-GAWNYNRGSKCILYCFYKN------IVLYIIE

8.8EMeMmu1                   -------SYLEKLLLVH-GAWSYNRVTKCILYCFYKN------VVLYIIE

8.2EFuSce10                  -------KFLKKLLLVH-GSWSYQRISVAILYSFYKN------TALYMTQ

8.6EViAth15                  -------RFLTDLLLVH-GRWSYLRICKVVMYFFYKN------LTFTLTQ

8.4EFuSce14                  -------RYLARLVLVH-GRWSYKRLAEMIPEFFYKN------MIFALAL

8.5EFuSce4                   -------RYVTRLVLVH-GKWCYKRLAEMIPQFFYKN------VIFTLSL

8.7EViAth19                  -------RFLVPLLLVH-GHWNYQRMGYMILYNFYRN------AVFVLIL

15.1EnoDdi18                 --------VTCTYNLIKEGRASLTVSFKLFQFIGMYS------LIQFCQV

16.1EOlTth26                 --------ISCVVELLKEGRAALVTSFSCFKFMALYS------MIQFFTT

14.1EFuSce15                 --------ISCVLDVIREGRAALVTSFACFQYMSLYS------AIQFITI

13.1EMeHsa8                  --------IECVPMVIREGRCSLDTSFSVFKYMALYS------LTQFISV

32.4BFuFnu1                  -------NPLLVPGVIGLSKNTVKTIKENFAMVIGLN------TFALVLG

Cu1-5.13ACrSso2              -------DIGTLLGLIKNRKRLSNAIPSNVILALTYN------GIGIPLA

Cd2-5.14EFuSce9              -------KLNNILTMITVSQKAMFRVKLNFLWSFTYN------LFAILLA

Cu1-5.9EFuCal1               -------PLVSLATLLDICSKVFQRVKLNFGWSLVYN------LIALPIA

6.16BGaPae5                  -------DLRRLGTCVRLSRQCRRTLQVNVAIGLGWT------LAIVAAA

6.7EViAth1                   -------DIRRIPQAIKLAKRAKRKVVENVVISITMK------GAILALA

8.3ETrLdo1                   -------AVHGRYSLFRNASCILVSFHKNITVSVVQF------IFAFYVG

23.3BCyTer4                  -------SFASLPHTFLEGQRIRNSIQDVLKLFMIRV------FCVSILI

Mn.Cd-3.3BFiLpl1             -------GLANILTILDNGHRVYQRMLTWTITKLTRT------VELTVLL

30.1BDeBba3                  -------NFSTIINAIREGRQLFKNLKMSFEYLLLIH------IPLVATA

31.1BGaMca11                 --------LGKLCELRDISRELERNIARSWAMIIAPN------VACVLGV

12.1ERhCme8                  -------TSGAEVTTLARGRLSEAKTHPALLLREAEA------AEAAPLE

2.22BFiSth8                  -------SLTSIEKAVLYGRTMSKSVSKFIIFQLTVN------VTTIAMS

29.1BDeBba2                  -------GLSPFFDLLKISEQTQNVLKRNLGISLTYN------TIGGILA

29.2BBaFjo4                  -------VFSKLNYFLKLSHKSILIIKMSFTLSLLYN------VVGLAFA

28.1BGaLpn4                  -------LLFPIATAFDVAQKTKQNIFQNLFVSLSYN------SIITLVA

11.1EFuEcu1                  -------EISSVLDLIKEGRSAFVTSTATFKYVVSYC------AIAYVVL

17.1EFuSpo12                 -------SIKDVFNVLLEGRCSLILSHRCFQYMVLCA------IVQFSGV

18.1EApCpa6                  -------NIAAVPDIIVEGRAALTSTIQSFQFFVLYI------FIQFTSV

19.1EOlTth19                 TAFNN-FNFIAMYSIVQFTTTTILYYCFSMQSDLQLL------YIDILVV

20.1EOlTth57                 -------SLDCVIKILAEGRCTLSNMIECYNIYLLKQ------AYIDIGT

26.1BAcCdi2                  -------DVAPIPRLFTFARRLNRRIRSNLGFAWVYN------VAAIVAA

31.2BGaMca1                  GTGSLGTVLVGVPASLGVALRLIHRVSQAYGYSTERTGDRGFMLHILALA

2.20BFiCac3                  -------DMGMIANMIINSRKLIIALKNLINYVFIWS------FNLVAVI

10.1EFuSce3                  ----MKMMYIKQTEFMARWNQPQPPVPEPIAHLFPPGPKNPHYLKALESK

21.1EBaTps13                 ----IQLRIKKGLHKLQQNNSSNDPPVHATPLDVTFSSIQEELRRYKELK

22.1EApCpa2                  --------LHSVCRLVIESRGVVFAFVSMYQHIVLLG------IFFVTCK

Tro5                         GIPSLLGA--------------------------PAPLNTRQVLMVNLIT

24.2BChTro1                  GIPSLLGA--------------------------PAPLNTRQVLMVNLIT

24.3BDeHoc1                  LVGGIVSR--------------------------KPPLNVRQILLVNLIT

24.4BGaHch1                  LIAGLLEG--------------------------RSPLNARQLLLINLLT

24.1BAcMbo1                  VIGTAFGAG-------------------------RAPVGTRQLLLVNLLT

Dra3                         ILPALFVTA-------------------------YPQLGVLNVMGLHSPT

7.1BGaEco3                   IIPAAFAAT-------------------------YPQLNALNIMCLHSPD

Dra2                         LLGY-------------------------------------TNLWMAVLA

6.14BAlSme6                  IAGV-------------------------------------TGLWPAILA

6.2BGaEco4                   LLGM-------------------------------------TGLWLAVLA

Tth3                         LMGY-------------------------------------TGLWIAVLA

6.1BFiSau1                   IPGW-------------------------------------LTLWIAILS

6.8BFiLmo1                   IPGW-------------------------------------LTLWIAIMA

6.12BGaPpu1                  FAGM-------------------------------------ATMWMAVFA

6.4BBeRme1                   FTGQ-------------------------------------ATMWMAVFA

6.13BCyNsp1                  TFGF-------------------------------------VGLAIAVLA

Tro2                         LVHG-------------------------------------VPLPLAVVG

6.11BGaPpu4                  IMG--------------------------------------LSIGAAVAI

6.9BFiBsu2                   FLQA-------------------------------------MELPFGVIG

Dra4                         --------------------------------------------------

6.10BFiBsu3                  AFGI-------------------------------------ATMWEAVFS

6.5BCyObr1                   AFGL-------------------------------------ATMWEAVFA

6.3BEpHpy1                   LMGV-------------------------------------ASLWEAVFG

Cab1                         SLGI-------------------------------------IPLWLAVIL

Chl1                         SLGI-------------------------------------IPLWLAVIL

Cpn1                         SLGI-------------------------------------IPLWLAVIL

Cmu1                         SMGI-------------------------------------IPLWLAVIL

6.6EViAth26                  VLGF-------------------------------------VPLWLTVLL

25.1BAcSco3                  ALGL-------------------------------------IQPAAGALL

25.2BAlSme3                  AFGY-------------------------------------LTPVQGALL

25.3BFiEfa3                  STGI-------------------------------------IPALIGAML

Tro3                         ALGL-------------------------------------LPPTLAATA

32.8BCyTel1                  VFFA-------------------------------------LDPILAVVI

32.6AEuMsm6                  MFGI-------------------------------------ITPSTSSLI

32.7BVeAmu1                  MFGL-------------------------------------ITPDLSAFL

32.3BBaBca1                  MAGI-------------------------------------IPPATSATL

32.5BSpTde3                  LAGS-------------------------------------IPPATAALV

32.1BBeAar4                  AAGL-------------------------------------LSPITTAML

32.2BAcMtu1                  AGGA-------------------------------------LSPVLAAIL

6.17AEuMac1                  IPGI-------------------------------------LTPITGALL

Tro1                         AAG-------------------------------------LLNPMLAGLA

Tth2                         AGAL------------------------------YPFTGLLLNPMLAAAA

Dra1                         AGVL------------------------------AP-WGLGLSPVLAAAA

Au2-5.20BGaSen5              AGAL------------------------------FPVWGILLSPVFAAGA

Cu1.Ag.eff-5.5BGaEco2        AGIL------------------------------WPFTGTLLNPVVAGAA

Det1                         AGVLYLFLSHSGVPQSLH---------------FFLGEYGFLNPILAALA

Dsp1                         AGVLYLFFSQNGVPQPLR---------------FFLGEYGFLNPILAALA

5.18BFiBsu1                  A----------------------------------LG---FLAPWIAGAA

Cu2.Fe3.Pb2-5.19BFiSau2      A----------------------------------LG---LLAPWVAGAA

Cu2upt-5.1BFiEhi1            A----------------------------------FG---FLNPIIAGGA

5.23BSpLin1                  A----------------------------------AG---FLAPWVAGGA

5.15BFiEfa2                  MGLL-----------------------------YIFGGP-LMNPMFAAVA

Cte3                         AGAL------------------------------YPFFGIFLNPVFSGVA

Cch1                         AGAF------------------------------YPIWGILLNPAFAGLA

Plu1                         AGAF------------------------------YPLFGLLLNPAFAGMA

Ag.eff-5.4BGaSen1            AGLL------------------------------YPVYGILLSPVIAAAA

Cu1.Ag.eff-5.3EMeHsa23       AGVF-------------------------------MPIGIVLQPWMGSAA

Cu1.eff-5.6EMeHsa16          AGVF-------------------------------MPIGLVLQPWMGSAA

Tma1                         MMGL-----------------------------LHPVI--------AELA

Cu1.Ag.eff-5.7AEuAfu2        AAGL-----------------------------LYPIFGVVFRPEFAGLA

Cu2.GA-5.17EFuSce13          MGVLIP-------------------------------WGITLPPMLAGLA

Cu1.GA-5.8EFuCal2            MGCFLP-------------------------------LNIVLPPVAAGAA

5.24ACrSso1                  AGVF--------------------------------YPFITLPPEYAALA

5.25ACrPae1                  AGLF--------------------------------YPALYLRPELAGLA

5.28ACrApe2                  AGAFA-------------------------------WAGITLRPELAAAA

5.26AEuTvo1                  GGVLVP---------------------------VFSTSVYSVLPILAALA

27.2BSpLbi1                  MFGL-------------------------------------MLPVICAVF

27.3BEpNsp1                  MLGY-------------------------------------INPLFAALF

Cch2                         VSGT-------------------------------------LHPIVSALL

27.1BBeNme1                  VLGY-------------------------------------VQPWIAALG

Aae3                         AGVLWS-------------------------------KGIYLKPEFAGLL

Cu1.Ag-5.21BAqAae2           AGVLWS-------------------------------KGIYLKPEFAGLL

Aae2                         TGLGYPWG-------------------------------FVLKPAVGAIF

Cu2-5.22BAqAae1              TGLGYPWG-------------------------------FVLKPAVGAIF

Cu1.Ag.eff-5.10AEuAfu1       AGVLYSAG-------------------------------ILLSPAVGAIL

Tth4                         AGVAYPWG-------------------------------IVLSPAVGALL

5.16BFiEfa1                  AGILAPIG-------------------------------ITLSPAVGAVL

Cu1.Ag.eff-5.2BFiEhi2        AGILAPIG-------------------------------LILSPAVGAVL

5.27AKoKcr1                  AGALAGL--------------------------------VVIGPAMGALI

Cu1.Chl-5.11EViAth34         AGVLLPLTG------------------------------TMLTPSMAGAL

Cu1.Chl-5.12EViAth1          AGVLLPQYD------------------------------FAMTPSLSGGL

Aae1                         SSAILMK--------------------------LPLPLYPTQILWINIVT

2.24BAqAae1                  SSAILMK--------------------------LPLPLYPTQILWINIVT

2.23AEuMva3                  SLSIIMG--------------------------LSLPLFPVQILWINMVT

Plu3                         VGAMLLG--------------------------LPMPLTAVQILYVNLAT

Tth1                         ALGMVLAALLGLRDEAGH---------------LLLPLTAVQILWINLVT

Tro6                         PFAVLAG--------------------------WPLPFYPAQLLWLNLVT

Cch3                         VYAIMFFPFNPLTKE------------------LVLPLLPTQLLWINLVA

Plu2                         LFAVLLG--------------------------YTLPITAVQILWVNMVT

2.4BCySsp6                   LISVLLA--------------------------LNLPILSLQVLWLNMIN

GA-2.19EViAth27              FVAAVLG--------------------------IPDTLAPVQLLWVNLVT

ER-2.7EMeHsa25               FLTAALG--------------------------FPEALIPVQLLWVNLVT

Ca.Mn.GA-2.13EViAth13        FLTAALG--------------------------IPEGMIPVQLLWVNLVT

2.8EApPfa2                   FITALLG--------------------------IPDSLAPVQLLWVNLVT

2.21BThPmo1                  FFAILFG--------------------------WATPLKPIHILWVNLIT

GAeff-2.5EMeHsa12            SLATLMN--------------------------FPNPLNAMQILWINIIM

Ca.Mn.GA-2.9EMeHsa2          TLSTVFN--------------------------LPSPLNAMQILWINIIM

Ca.Mn.GA-2.16EMeCel2         AASTMFK--------------------------FDNPLNAMQILWINIIM

GAeff-2.3EFuSce2             ALSTAFK--------------------------LPNPLNAMQILWINILM

2.6EFuNcr3                   LLCTCLG--------------------------YKSPLNAMQILWINIIM

9.1EFuSce8                   IIGLVFRDENGK---------------------SVFPLSPVEVLWIIVVT

9.4EFuZro1                   VVGLAFQDEDGK---------------------SVFALSPVEVLWIIVFT

9.3EFuDoc1                   MVGLAFIDDSGL---------------------SVFPLSPVEVLWILVVT

9.5EFuUma1                   LIGLAFKDETGL---------------------SVFPLSPVEILYIIMVT

9.2EFuSpo3                   VVGLAFRDEVHL---------------------SVFPMSPVEILWCNMIT

9.6EFuUma2                   LCGLGVRDADEE---------------------SVFPLAPVGILWVNMVT

Tro7                         VIWALSGGR------------------------VPLALNVLQILLLDLGT

1.5BSpLbi2                   LLWAMIPG-------------------------FPLLMTVMGVLAVDVGT

Na.K-1.1EMeHsa13             LIFIIANI--------------------------PLPLGTVTILCIDLGT

N.K-1.6EMeSac1               LVFIIGNV--------------------------PLPLGTVTILCIDLGT

H.K.NoGas1.4EMeRno1          LIYIVAGL--------------------------PLPIGTITILFIDLGT

H.K.Gas-1.2EMeHsa24          LIYITVSV--------------------------PLPLGCITILFIELCT

Na-1.3ERaHak1                LCFIVIGT--------------------------PLPLSTVLILGIDLGT

Cte1                         VGASYLLP--------------------------FLPMQPIQILLNNLLY

4.1BGaSen1                   LVASAFLP--------------------------FLPMLPLHLLIQNLLY

Tro4                         AGAAAILP--------------------------FLPMLPHQILLNNFLY

4.2BSpLin3                   AGVSMFLP--------------------------FLPLLPKQILLTNFLT

30.3BSpLbi4                  FLPILFDWP------------------------MIVLSA-IHIVFMEMVI

30.4BCyAva17                 LIPVIFHWP------------------------LVLLP--IHIAFLHLII

30.2BBaFjo5                  SLPLFLGWI------------------------FPQIFTPVHVIFLELVM

PMeff-2.1EMeHsa11            FTGACIT--------------------------QDSPLKAVQMLWVNLIM

PM-2.25EMeHsa1               FTGACIT--------------------------QDSPLKAVQMLWVNLIM

PM-2.15EMeCel1               FVGAVTV--------------------------SDSPLKAVHMLWINLIM

Vac-2.17EnoDdi23             FIGTLTSDVVEDKDNSSSSGSAD--KVTEEEPRQGSPLTAVQLLWVNLIM

PM-2.10EViAth45              VVAAISS--------------------------GDVPLTAVQLLWVNLIM

PM-2.14EViAth40              VVAAMSS--------------------------GDVPLKAVQLLWVNLIM

Chl-2.11EViAth32             FLSACLT--------------------------GNAPLTAVQLLWVNMIM

PM-2.12EViAth11              FSSACLT--------------------------GSAPLTAVQLLWVNMIM

Vac-2.2EFuSce6               FVSSVASS------------------------DETSVLTAVQLLWINLIM

Vac-2.18EApTgo1              VVCTAVQR--------------------------EAPLSAVQMLWVNLIM

Cte2                         TLSIVVFNFYP---------------------------ITPLMIILLALL

3.4AEuMja1                   ELCILILGIYP---------------------------ITALMIVLLAIL

3.7EViAth21                  MLIALIWEFD----------------------------FSAFMVLIIAIL

3.1EFuNcr1                   GLWIAILNRS----------------------------LNIELVVFIAIF

3.6EFuSce5                   GLWIAILDNS----------------------------LDIDLIVFIAIF

3.2ETrLma9                   FIACFSLTPKAYGSVDPH---------------FQFFHLPVLMFMLITLL

3.5ETrTbr5                   FIACFSLTPHDYGIENPE---------------FQVFYLPVMMFMLITLL

23.1BAcSco4                  ILVVCS--------------------------QVEYPFLPRHLTLLSTLT

23.2BFiEfa2                  VFAMIF--------------------------AVTYPLQPTQVTLISLFT

8.1EMeBta1                   IWFAFVNGF-----------------------SGQILFERWCIGLYNVMF

8.8EMeMmu1                   LWFAFVNGF-----------------------SGQILFERWCIGLYNVIF

8.2EFuSce10                  FWYVFANAF-----------------------SGQSIMESWTMSFYNLFF

8.6EViAth15                  FWFTFRTGF-----------------------SGQRFYDDWFQSLFNVVF

8.4EFuSce14                  FWYGIYNDF-----------------------DGSYLYEYTYMMFYNLAF

8.5EFuSce4                   FWYGIYNNF-----------------------DGSYLFEYTYLTFYNLAF

8.7EViAth19                  FWYVLFTCY-----------------------TLTTAITEWSSVLYSVIY

15.1EnoDdi18                 ILLYFDGS----------------------------VLNNYQYLYQDLWV

16.1EOlTth26                 TLLYTVNS----------------------------LPGDMQFLYWDIVI

14.1EFuSce15                 TILYSRGS----------------------------NLGDFQFLYIDLLL

13.1EMeHsa8                  LILYTINT----------------------------NLGDLQFLAIDLVI

32.4BFuFnu1                  ATG-------------------------------------ILAPIYASVL

Cu1-5.13ACrSso2              IFG-------------------------------------ILTMKFAMII

Cd2-5.14EFuSce9              AGAFVDFH---------------------------------IPPEYAGLG

Cu1-5.9EFuCal1               AGVIYPYK------------------------------NSRLDPVWASAA

6.16BGaPae5                  AFGLLG----------------------------------AAGAMVAALL

6.7EViAth1                   FAGHPLIWAAVLADVGTCLLVIL--N-------SMLLLSDKHKTGNKCYR

8.3ETrLdo1                   FSGLTLFDG-------------------------------WMLTFYNVLL

23.3BCyTer4                  FSTGFIGGFIGG----------------------TFPLLNKHSAVVTLIS

Mn.Cd-3.3BFiLpl1             TIGYLWLDYVP---------------------------LSLNAMVLVAIL

30.1BDeBba3                  AVLPLAGYP--------------------------LVYLPVHIVWLELVI

31.1BGaMca11                 FTLGFG------------------------------VAASVFTNNVAALA

12.1ERhCme8                  QHAAVADEAAVPPLPNRRHSLWT--G----ERAGTSALSSVATARVALPQ

2.22BFiSth8                  LLSPLLG--------------------------LKEPFTIIQILWVNLIM

29.1BDeBba2                  LAG-------------------------------------FIDPLMAAIL

29.2BBaFjo4                  VTGN-------------------------------------LNPLVAAII

28.1BGaLpn4                  AGLFVALG-------------------------------FALNPVLGVAL

11.1EFuEcu1                  VFLVLR--------------------------------KKFLSDLQTIHG

17.1EFuSpo12                 FFLYLKNYN----------------------------FNDNQFLFMDLLI

18.1EApCpa6                  LYLYSKGTN----------------------------FTDHQFIWNDVVT

19.1EOlTth19                 SSLILTMGTTNQLSNINSMTSASNKLSMQLPDQSLISLKNMLSLGGHTLL

20.1EOlTth57                 LQNNIEYDG------------------------------IIGLTVINLCQ

26.1BAcCdi2                  ISG-------------------------------------VLHPMIASLF

31.2BGaMca1                  TAETAEERTR-----------------------ALENYHWQLEHHLVGDA

2.20BFiCac3                  LLLYMNNLN--------------------------LKFNIEQILWILFFN

10.1EFuSce3                  GTVITPEIRKAVEEANSKPVEVIK-----PNGLSEKKPADLASLLLNSAG

21.1EBaTps13                 KGGSGAAKILEDEARLRR-------------SLQQKADIDAPANEISIYE

22.1EApCpa2                  TFLLWQS---------------------------QAMIPAMAWLFIDIFC

Tro5                         DVPPALAIALQ-------------------------GPRYQRLEQLAREG

24.2BChTro1                  DVPPALAIALQ-------------------------GPRYQRLEQLAREG

24.3BDeHoc1                  DTFPALAIALR-------------------------PPAHTSPEELVREG

24.4BGaHch1                  DSVPALAVALR-------------------------KPTKLKARQLLEEG

24.1BAcMbo1                  DMFPALAVAVTSQFAEPDDAEYPT--------DDAAERAQREHRRAVLIG

Dra3                         SAVLSAVIFNA---------------------------------------

7.1BGaEco3                   SAILSAVIFNA---------------------------------------

Dra2                         DTGATAIVTAN---------------------------------------

6.14BAlSme6                  DTGATVLVTIN---------------------------------------

6.2BGaEco4                   DTGATVLVTAN---------------------------------------

Tth3                         DSGALVLVTAN---------------------------------------

6.1BFiSau1                   DMGATILVALN---------------------------------------

6.8BFiLmo1                   DMGATLLVTLN---------------------------------------

6.12BGaPpu1                  DMGVSLLVVFN---------------------------------------

6.4BBeRme1                   DMGASLLVVGN---------------------------------------

6.13BCyNsp1                  DTGTSLLVTAN---------------------------------------

Tro2                         HEGSTIVVVLN---------------------------------------

6.11BGaPpu4                  HEGSTLLVVFN---------------------------------------

6.9BFiBsu2                   HEGSTILVILN---------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  DVGVTLLAVAN---------------------------------------

6.5BCyObr1                   DVGVALAAIFN---------------------------------------

6.3BEpHpy1                   DVGVTLLALAN---------------------------------------

Cab1                         HEGSTIVVGLN---------------------------------------

Chl1                         HEGSTIIVGLN---------------------------------------

Cpn1                         HEGSTVIVGLN---------------------------------------

Cmu1                         HEGSTVIVGLN---------------------------------------

6.6EViAth26                  HEGGTLLVCLN---------------------------------------

25.1BAcSco3                  QEGIDVAVILN---------------------------------------

25.2BAlSme3                  QEAIDIVAILN---------------------------------------

25.3BFiEfa3                  QEVVDTVSILS---------------------------------------

Tro3                         QVVPDVFILGN---------------------------------------

32.8BCyTel1                  NNGTAILAELN---------------------------------------

32.6AEuMsm6                  HNLSTMLLGAL---------------------------------------

32.7BVeAmu1                  HNASTVYVSAR---------------------------------------

32.3BBaBca1                  HNLSTLGVSLR---------------------------------------

32.5BSpTde3                  HNGSTVAIGMS---------------------------------------

32.1BBeAar4                  HNGSTIAILLN---------------------------------------

32.2BAcMtu1                  HNASSVAVVAN---------------------------------------

6.17AEuMac1                  HELSSIPVIMN---------------------------------------

Tro1                         MALSSVFVVSN---------------------------------------

Tth2                         MSLSSLFVLTN---------------------------------------

Dra1                         MGLSSVFVMSN---------------------------------------

Au2-5.20BGaSen5              MAMSSVFVLGN---------------------------------------

Cu1.Ag.eff-5.5BGaEco2        MALSSITVVSN---------------------------------------

Det1                         MAVSSLTVVSN---------------------------------------

Dsp1                         MAISSLTVVGN---------------------------------------

5.18BFiBsu1                  MAFSSVSVVLN---------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      MALSSVSVVTN---------------------------------------

Cu2upt-5.1BFiEhi1            MAFSSISVLLN---------------------------------------

5.23BSpLin1                  MALSSVSVVLN---------------------------------------

5.15BFiEfa2                  MSFSSVSVLLN---------------------------------------

Cte3                         MAGSSVSVVTN---------------------------------------

Cch1                         MAGSSVSVVSN---------------------------------------

Plu1                         MAGSSVSVVAS---------------------------------------

Ag.eff-5.4BGaSen1            MALSSVSVIVN---------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       MAASSVSVVLS---------------------------------------

Cu1.eff-5.6EMeHsa16          MAASSVSVVLS---------------------------------------

Tma1                         MAFSSITVTLN---------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        MAMSSVSVVAN---------------------------------------

Cu2.GA-5.17EFuSce13          MAFSSVSVVLS---------------------------------------

Cu1.GA-5.8EFuCal2            MMFSSLSVVFS---------------------------------------

5.24ACrSso1                  MGFSSVIVSLW---------------------------------------

5.25ACrPae1                  MALSSISVTLN---------------------------------------

5.28ACrApe2                  MALSSITVTSI---------------------------------------

5.26AEuTvo1                  MGMSSTTVVLN---------------------------------------

27.2BSpLbi1                  MACSSLTVLLN---------------------------------------

27.3BEpNsp1                  MSLSSFTVVGN---------------------------------------

Cch2                         MATSSLVVVSN---------------------------------------

27.1BBeNme1                  MSFSSLAVLGN---------------------------------------

Aae3                         MALSSVSVVLN---------------------------------------

Cu1.Ag-5.21BAqAae2           MALSSVSVVLN---------------------------------------

Aae2                         MSASTVIVALN---------------------------------------

Cu2-5.22BAqAae1              MSASTVIVALN---------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       MSLSTVIVAIN---------------------------------------

Tth4                         MSLSTVAVAVN---------------------------------------

5.16BFiEfa1                  MSLSTVIVAIN---------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        MSLSTVVVALN---------------------------------------

5.27AKoKcr1                  MSMSDIIVVLN---------------------------------------

Cu1.Chl-5.11EViAth34         MGVSSLGVMTN---------------------------------------

Cu1.Chl-5.12EViAth1          MALSSIFVVSN---------------------------------------

Aae1                         DGVQDKTFPFNKEEIDVM--------------------------------

2.24BAqAae1                  DGVQDKTFPFNKEEIDVM--------------------------------

2.23AEuMva3                  DGVQDKTFPFIKEESNLM--------------------------------

Plu3                         DGLPALALGVDPPEEGIM--------------------------------

Tth1                         DGLPALALSLDR-NPGVL--------------------------------

Tro6                         NGLQDVAMAFEPKEPGLM--------------------------------

Cch3                         AIALALPLAFEVKEPNVM--------------------------------

Plu2                         AVTLALALAFEKPEENVM--------------------------------

2.4BCySsp6                   SITMTVPLAFEAKSPGIM--------------------------------

GA-2.19EViAth27              DGLPATAIGFNKQDSDVM--------------------------------

ER-2.7EMeHsa25               DGLPATALGFNPPDLDIM--------------------------------

Ca.Mn.GA-2.13EViAth13        DGPPATALGFNPPDKDIM--------------------------------

2.8EApPfa2                   DGLPATALGFNPPEHDVM--------------------------------

2.21BThPmo1                  DTFPALSLGVEPGDKDVM--------------------------------

GAeff-2.5EMeHsa12            DGPPAQSLGVEPVDKDVI--------------------------------

Ca.Mn.GA-2.9EMeHsa2          DGPPAQSLGVEPVDKDAF--------------------------------

Ca.Mn.GA-2.16EMeCel2         DGPPAQSLGVEPVDDDII--------------------------------

GAeff-2.3EFuSce2             DGPPAQSLGVEPVDHEVM--------------------------------

2.6EFuNcr3                   DGPPAQSLGVESVDKDVM--------------------------------

9.1EFuSce8                   SCFPAMGLGLEKAAPDLM--------------------------------

9.4EFuZro1                   SCFPAMGLGLERAAPDLM--------------------------------

9.3EFuDoc1                   SCFPAMDLGQERASDDIL--------------------------------

9.5EFuUma1                   SGFPAMGLGMEKASMDVM--------------------------------

9.2EFuSpo3                   SSFPSMGLGMELAQPDVM--------------------------------

9.6EFuUma2                   ASLPAIGLGLEPGESDIM--------------------------------

Tro7                         DALPALALGVEPPSPRVL--------------------------------

1.5BSpLbi2                   DLIPAMGLGSEPPEKGIM--------------------------------

Na.K-1.1EMeHsa13             DMVPAISLAYEQAESDIM--------------------------------

N.K-1.6EMeSac1               DMVPAISLAYEQAESDIM--------------------------------

H.K.NoGas1.4EMeRno1          DIIPSIALAYEKAESDIM--------------------------------

H.K.Gas-1.2EMeHsa24          DIFPSVSLAYEKAESDIM--------------------------------

Na-1.3ERaHak1                DMVPAISMAYEQAEADIM--------------------------------

Cte1                         D-FSQTGIPTDNVDEEQV--------------------------------

4.1BGaSen1                   D-VSQVAIPFDNVDEEQI--------------------------------

Tro4                         D-LAQIAIPRDRVDPLLT--------------------------------

4.2BSpLin3                   D-FPEMTIATDRVDSEMI--------------------------------

30.3BSpLbi4                  DPTCTIVFEKEEAESDLM--------------------------------

30.4BCyAva17                 DPACTVVFEAEPEESNVM--------------------------------

30.2BBaFjo5                  GPTCSIVYENEPMEKNMM--------------------------------

PMeff-2.1EMeHsa11            DTFASLALATEPPTESLL--------------------------------

PM-2.25EMeHsa1               DTLASLALATEPPTESLL--------------------------------

PM-2.15EMeCel1               DTLASLALATEQPTDELL--------------------------------

Vac-2.17EnoDdi23             DTLAALALATEPPTPELL--------------------------------

PM-2.10EViAth45              DTLGALALATEPPTDHLM--------------------------------

PM-2.14EViAth40              DTLGALALATEPPTDHLM--------------------------------

Chl-2.11EViAth32             DTLGALALATEPPQDDLM--------------------------------

PM-2.12EViAth11              DTLGALALATEPPNDELM--------------------------------

Vac-2.2EFuSce6               DTLAALALATDKPDPNIM--------------------------------

Vac-2.18EApTgo1              DSFASLALATESPTDDLL--------------------------------

Cte2                         NDIPILAIAYDNSTIHPT--------------------------------

3.4AEuMja1                   NDIPILAIAYDNVVEPKS--------------------------------

3.7EViAth21                  NDGTIMTISKDRVKPSPT--------------------------------

3.1EFuNcr1                   ADVATLAIAYDNAPYSQT--------------------------------

3.6EFuSce5                   ADVATLAIAYDNAPYSPK--------------------------------

3.2ETrLma9                   NDGCLMTIGYDHVIPSER--------------------------------

3.5ETrTbr5                   NDGCLMTIGYDRVVPSKL--------------------------------

23.1BAcSco4                  IGVPAFFLALAPNRE-----------------------------------

23.2BFiEfa2                  IGIPSTFLALEPNHR-----------------------------------

8.1EMeBta1                   TAMPPLTLGIFERSCRKEYMLKY---------------------------

8.8EMeMmu1                   TALPPFTLGIFERSCTQESMLRF---------------------------

8.2EFuSce10                  TVWPPFVIGVFDQFVSSRLLERY---------------------------

8.6EViAth15                  TALPVIVLGLFEKDVSASLSKRY---------------------------

8.4EFuSce14                  TSLPVIFLGILDQDVNDTISLVV---------------------------

8.5EFuSce4                   TSVPVILLAVLDQDVSDTVSMLV---------------------------

8.7EViAth19                  TAIPTIIIGILDKDLGRQTLLDH---------------------------

15.1EnoDdi18                 IFPLVIFMGRTEPCSKLSI-------------------------------

16.1EOlTth26                 IIPLAFLMGLTDSYPSLSK-------------------------------

14.1EFuSce15                 IVPIAICMSWSKSYEKIDK-------------------------------

13.1EMeHsa8                  TTTVAVLMSRTGPALVLGR-------------------------------

32.4BFuFnu1                  HNSTTILVVLN---------------------------------------

Cu1-5.13ACrSso2              MILSLFSIFIN---------------------------------------

Cd2-5.14EFuSce9              ELVSILPVIFV---------------------------------------

Cu1-5.9EFuCal1               MALSSVSVVLS---------------------------------------

6.16BGaPae5                  HNLSTLLVLGN---------------------------------------

6.7EViAth1                   ESSSSSVLIAEKLEGDAAG-------------------------------

8.3ETrLdo1                   TSIPPFFMGIFDKDLPEDALLER---------------------------

23.3BCyTer4                  VGFPTFCIPIWAKPGILP--------------------------------

Mn.Cd-3.3BFiLpl1             NDLVTLVLGTDR--------------------------------------

30.1BDeBba3                  HPTALLAFQAPSTG------------------------------------

31.1BGaMca11                 ALANGLLPMRKVALLEAER-------------------------------

12.1ERhCme8                  DEPVALAMTGAAFRLLLREFHRLSGSLARSRTPGASSGVGVGGVGGSCGG

2.22BFiSth8                  DTLAALAFGEEPALDRYMN-------------------------------

29.1BDeBba2                  MPISSVVIILS---------------------------------------

29.2BBaFjo4                  MPLSTITIVSFVT-------------------------------------

28.1BGaLpn4                  MVLESTIVLTNLYLFKQQD-------------------------------

11.1EFuEcu1                  DLLVSIPIAYMLTCFDAS--------------------------------

17.1EFuSpo12                 IFPLSAAMSYFDPAQNLTS-------------------------------

18.1EApCpa6                  FLPISVLATLTKSAKRFPS-------------------------------

19.1EOlTth19                 NIITQLVILFLLSKQSFFEGIEANKQFYEKEDIMTWNSSEVSTLFLFSNF

20.1EOlTth57                 FLTLYFNLRSQ---------------------------------------

26.1BAcCdi2                  MLGATIVIEVR---------------------------------------

31.2BGaMca1                  VNDAALAVLQRIVFGRKLASFVPG--------------------------

2.20BFiCac3                  VLINGIAIFSN---------------------------------------

10.1EFuSce3                  DAQGDEAPALKLGDASCAAPFTSKLAN-----------------------

21.1EBaTps13                 SDGSDSSIKAGEACLASSVTLLRPCISG----------------------

22.1EApCpa2                  TLLPLLLFSFSRPKEYKIKNVN----------------------------

Tro5                         -ETALDRPLRVDVLRRAGATAVPAALAYLWAMTAS--PSAAPAVAFTALV

24.2BChTro1                  -ETALDRPLRVDVLRRAGATAVPAALAYLWAMTAS--PSAAPAVAFTALV

24.3BDeHoc1                  PDASLGDELTRDILWRAGITAGSASAAWIAARLG--GRRGANSVGLLALT

24.4BGaHch1                  PEASLGVALTREIQWRAGLTGGVTVVTWAVDRLLR-GPDHASTVALLTLI

24.1BAcMbo1                  PTPSLDAPLLRQIVNRGVVTAAGATAAWAIGRWTPGTERRTATMGLTALV

Dra3                         ----LIIPVLIPLALRG--------------------------VPYQPMS

7.1BGaEco3                   ----LIIVFLIPLALKG--------------------------VSYKPLT

Dra2                         ---ALRLLNWRPRHA-----------------------------------

6.14BAlSme6                  ---ALRLLR-----------------------------------------

6.2BGaEco4                   ---ALRLLRRR---------------------------------------

Tth3                         ---SLRLLRSRV--------------------------------------

6.1BFiSau1                   ---SLRLMRVKDK-------------------------------------

6.8BFiLmo1                   ---GLRLMKVKD--------------------------------------

6.12BGaPpu1                  ---GLRLLRK----------------------------------------

6.4BBeRme1                   ---GLRLLRR----------------------------------------

6.13BCyNsp1                  ---GMRLFKTKTLKN-----------------------------------

Tro2                         ---GLRLLAFRPRSTELSPAAVPARP------------------------

6.11BGaPpu4                  ---ALRLLAYR-RST-----------------------------------

6.9BFiBsu2                   ---GLRLLK-----------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  ---AMRVMRLKNK-------------------------------------

6.5BCyObr1                   ---ATRVLK-----------------------------------------

6.3BEpHpy1                   ---SMRAMRA----------------------------------------

Cab1                         ---ALRLLK-----------------------------------------

Chl1                         ---ALRLLK-----------------------------------------

Cpn1                         ---ALRLLKS----------------------------------------

Cmu1                         ---ALRLLKNT---------------------------------------

6.6EViAth26                  ---SVRGLNDPSWSWKQDIVHLINKLRSQEPTSSSSNSLSSAH-------

25.1BAcSco3                  ---ALRALRADHAGQGVLAPATEALIHRFAAEHEDLQDVLQAVRDAADRL

25.2BAlSme3                  ---ALRALGDPMRGWRKTTRLEHAELLKLEAEHRALMDVVDEIRHTSARI

25.3BFiEfa3                  ---ALRARRIGQ--------------------------------------

Tro3                         ---SARLGFGKR--------------------------------------

32.8BCyTel1                  ---GLRPLAGPGGPLPLPAVKDTKEFLAEWEATHPDHPVQHRPPKVTGS-

32.6AEuMsm6                  ---STRSVLKEPREIEVNVVETA---------------------------

32.7BVeAmu1                  ---STRRCLPPVRVPK----------------------------------

32.3BBaBca1                  ---SMSPLPHQKERKQVI--------------------------------

32.5BSpTde3                  ---AMRSYEQPLAESI----------------------------------

32.1BBeAar4                  ---ALRRSSV----------------------------------------

32.2BAcMtu1                  ---SSRLIRYRLDR------------------------------------

6.17AEuMac1                  ---SARLITYEPKD------------------------------------

Tro1                         ---SLRLRRFTPAGWEGRETGRIGAESSVLAAR-----------------

Tth2                         ---SLRLRAFRPQALPSLNP----AASS----------------------

Dra1                         ---ALRLRGFTPPLSVKG--------------------------------

Au2-5.20BGaSen5              ---ALRLRRFRAPMATPSDT-----STT----------------------

Cu1.Ag.eff-5.5BGaEco2        ---ANRLLRFKPKE------------------------------------

Det1                         ---SLRLRRVKLNTYLKQ--------------------------------

Dsp1                         ---SLRLRSLKLSSYPKQ--------------------------------

5.18BFiBsu1                  ---ALRLQKVK---------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      ---ALRLKKMRLEPRRKDA-------------------------------

Cu2upt-5.1BFiEhi1            ---SLSLNRKTIK-------------------------------------

5.23BSpLin1                  ---ALRLQRD----------------------------------------

5.15BFiEfa2                  ---ALRLRRFKPAVV-----------------------------------

Cte3                         ---SLRLKAKKL--------------------------------------

Cch1                         ---SLRLKRIQVKEKQN---------------------------------

Plu1                         ---SLWLKRMRIR-------------------------------------

Ag.eff-5.4BGaSen1            ---ALRLKSVRLGK------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       ---SLQLKCYKKPDLERYEAQAHGHMKPLTASQVSVHIGMDDRWRDSPRA

Cu1.eff-5.6EMeHsa16          ---SLFLKLYRKPTYESYELPARSQIGQKSPSEISVHVGIDDTSRNSPKL

Tma1                         ---SMRVRE-----------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        ---SLLLRNYVPPIRRGGDSVEKIVLELSGLSCHHCVARVKKALEEAGAK

Cu2.GA-5.17EFuSce13          ---SLMLKKWTPPDIESHG--------------------------ISDF-

Cu1.GA-5.8EFuCal2            ---SLLLKRWTPPKIETKKTFIDDLEMGNNATGGDGDGFSLKNGTIEEFN

5.24ACrSso1                  ---SLVPI------------------------------------------

5.25ACrPae1                  ---SLRLRRA----------------------------------------

5.28ACrApe2                  ---SYRLSKWKPRLPGDYETYDNKEEKEESKEEFERITREEKALAAGRQQ

5.26AEuTvo1                  ---SLRLKKSIRKSIQSEKMYEYTKNQGETFVS-----------------

27.2BSpLbi1                  ---SLSIRVRIPKWKPSI--------------------------------

27.3BEpNsp1                  ---SMRIKFFKV--------------------------------------

Cch2                         ---SLRLRKSSRKTAPL---------------------------------

27.1BBeNme1                  ---ALRLHKRGKMQSEKMPSEQ----------------------------

Aae3                         ---TLRLLKD----------------------------------------

Cu1.Ag-5.21BAqAae2           ---TLRLLKD----------------------------------------

Aae2                         ---SMLMKKELR--------------------------------------

Cu2-5.22BAqAae1              ---SMLMKKELR--------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       ---ARLLR------------------------------------------

Tth4                         ---AMLLRRAALTAL-----------------------------------

5.16BFiEfa1                  ---AMTLKLDPK--------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        ---ALTLK------------------------------------------

5.27AKoKcr1                  ---AISLNVK----------------------------------------

Cu1.Chl-5.11EViAth34         ---SLLLRYRFFSNRNDKNVKPEPKEGTKQPHENTRWKQSS---------

Cu1.Chl-5.12EViAth1          ---SLLL----------------------QLHKSETSKNSL---------

Aae1                         ----KEKPQKPEKVFLDKRLFLRFLTGGLFIGFINLILFKHLLSV-----

2.24BAqAae1                  ----KEKPQKPEKVFLDKRLFLRFLTGGLFIGFINLILFKHLLSV-----

2.23AEuMva3                  ----KRNPLRPENRVFDKVQIYRIFYAAVSLGLINLALYFHLLNIN----

Plu3                         ----RRPPADPKTGVFTPPLMALMLAGGLWSTLCNLLLFTYALHTERS--

Tth1                         ----DRPPRPKESPLLDGPSLRFVLLTGALKAGLALGLLGFLPGAVG---

Tro6                         ----RRRPRPRREGILSPLLWERTLLSGLVMAAGTLWIFDWTLRASGS--

Cch3                         ----NRPPRKPDEALFNGFVTFRVFFVSILMTIGTIALFSWEYANSLANG

Plu2                         ----RRSPRNQDEPLLSRFVAWRIVYVSCILVLGTFGLFLWYERAGCTD-

2.4BCySsp6                   ----QQAPRNPNEPLITKKLLHRILLVSLFNWILIFGMFEWVNRT-YDD-

GA-2.19EViAth27              ----KAKPRKVGEAVVTGWLFFRYLVIGVYVGLATVAGFIWWFVYS----

ER-2.7EMeHsa25               ----NKPPRNPKEPLISGWLFFRYLAIGCYVGAATVGAAAWWFIAA----

Ca.Mn.GA-2.13EViAth13        ----KKPPRRSDDSLITAWILFRYMVIGLYVGVATVGVFIIWYTHSSFMG

2.8EApPfa2                   ----KCKPRHKNDNLINGLTLLRYIIIGTYVGIATVSIFVYWFLFYP---

2.21BThPmo1                  ----KEKPRNPNHSLFAGGTGVSLILNGALIGLVTLTAFVIG--------

GAeff-2.5EMeHsa12            ----RKPPRNWKDSILTKNLILKILVSSIIIVCGTLFVFWRELR-DNVIT

Ca.Mn.GA-2.9EMeHsa2          ----RQPPRSVRDTILSRALILKILMSAAIIISGTLFIFWKEMPEDRAST

Ca.Mn.GA-2.16EMeCel2         ----RQRPRNTKQPMLTGKLIADILASAAIIVVGTLSVFYKEMSADNKVT

GAeff-2.3EFuSce2             ----KKPPRKRTDKILTHDVMKRLLTTAACIIVGTVYIFVKEMAEDGKVT

2.6EFuNcr3                   ----NRPPRRRGDAVLTNPLIARVLTQAFIIMVGTMLVYKHEMLGDGQVT

9.1EFuSce8                   ----DRPPNDSEVGIFTWEVIIDTFAYGIIMTGSCMASFTGSLYGINSGR

9.4EFuZro1                   ----ERPPNDSSAGIFTWEVIFDMIGYGVIMAAVCMGSFTTVLYGKDAGN

9.3EFuDoc1                   ----EESPNST---IFTWEVIIDMIVYGFWMAVCCLVCFVIIVYGEGDPY

9.5EFuUma1                   ----KRKPRSNKWGIFSPEMLIDLAVYGLWMAVLCLATFTLVEFGWGNGE

9.2EFuSpo3                   ----ERLPHDNKVGIFQKSLIVDMMVYGFFLGVVSLMTWVVIMYGFGTGN

9.6EFuUma2                   ----ERPPHDLRAGVLSRSVIVDTLVYGSTMGITCLVAFLLMIYPIGGGQ

Tro7                         ----DSPPPR-------FHLVDRSLLVRAFLVLGPTEALMEMIAFFAVLS

1.5BSpLbi2                   ----NRKPRNRDEKLISLRFILNSYFKEGMILFGACFSTYFYFVYTECGG

Na.K-1.1EMeHsa13             ----KRQPRNPKTD----KLVNERLISMAYGQIGMIQALGGFFTYFVILA

N.K-1.6EMeSac1               ----KRQPRNPKTD----KLVNERLISMAYGQIGMIQALGGFFSYFVILA

H.K.NoGas1.4EMeRno1          ----NRKPRHKKKD----RLVNTQLAIYSYLHIGLMQALGGFLVYFTVYA

H.K.Gas-1.2EMeHsa24          ----HLRPRNPKRD----RLVNEPLAAYSYFQIGAIQSFAGFTDYFTAMA

Na-1.3ERaHak1                ----KRPPRDSQLD----RLVTKKLIVFAYLQIGMIQAAAGFYTWMVVLN

Cte1                         ----RSPRKWDIGNIKWFMIVIGPISSIFDYATFALMWFFFNSKLFIDPA

4.1BGaSen1                   ----QKPQRWNPADLGRFMVFFGPISSIFDILTFCLMWWVFH--------

Tro4                         ----ASPRRWDIGFVRAAMLVLGPISSLFDFLTFAVLLALFH--------

4.2BSpLin3                   ----SSPKRWDISAIRKFMVVFGMVSSFFDYLTFGVLHWLLK--------

30.3BSpLbi4                  ----KRKPRDASEPLLDNELFINSLIQGFFSLLSVVSAYWITQLYLKGNS

30.4BCyAva17                 ----KRPPRNPKEPLFSRRTLKLALLQGLSVLVVLVAVFAVS--YYSGNG

30.2BBaFjo5                  ----QQPPRAMIDTFLNLRELAISIIQGLVITAGVLFAYQWS---VLNGG

PMeff-2.1EMeHsa11            ----KRRPYGRNKPLISRTMMKNILGHAFYQLIVIFILVFAGEKFFD---

PM-2.25EMeHsa1               ----LRKPYGRNKPLISRTMMKNILGHAFYQLVVVFTLLFAGEKFFD---

PM-2.15EMeCel1               ----ERKPYGRKKSLISRTMVKNILCHALYQLIIIFVIFFYGDTIFG---

Vac-2.17EnoDdi23             ----ERPPNGKNAPLITRSMWKNIIGQAALQLAILFTILYQGHNIFQH--

PM-2.10EViAth45              ----GRPPVGRKEPLITNIMWRNLLIQAIYQVSVLLTLNFRGISILG---

PM-2.14EViAth40              ----HRTPVGRREPLITNIMWRNLLVQSFYQVAVLLVLNFAGLSILG---

Chl-2.11EViAth32             ----KRSPVGRKGNFISNVMWRNILGQSLYQLVIIWCLQTKGKTMFG---

PM-2.12EViAth11              ----KRLPVGRRGNFITNAMWRNILGQAVYQFIVIWILQAKGKAMFG---

Vac-2.2EFuSce6               ----DRKPRGRSTSLISVSTWKMILSQATLQLIVTFILHFYGPELFF---

Vac-2.18EApTgo1              ----NRKPQGRDSYLISRSMLTSIVAASIYQLTVMIGLIFFGERFLPETK

Cte2                         ----PVRWKMQELLIIASSLGLFGVIASFLLFFLLQQYG-FSEPM-----

3.4AEuMja1                   ----PVRWRMREILMLSTALGLSGVVSSFLIFYISDVFLHLTIAE-----

3.7EViAth21                  ----PDSWKLKEIFATGIVLGGYQAIMSVIFFWAAHKTDFFSDKFGVRSI

3.1EFuNcr1                   ----PVKWNLPKLWGMSVLLGVVLAVGTWITVTTMYAQGENGGIVQNFG-

3.6EFuSce5                   ----PVKWNLPRLWGMSIILGIVLAIGSWITLTTMFLP--KGGIIQNFG-

3.2ETrLma9                   ----PQKWNLPVVFVSASILAAVACGSSLMLLWIGLEGYSSQYYENSWFR

3.5ETrTbr5                   ----PQRWNIPVVFTSAIIMSVVACASSLLLLWMALDAYDEKRYPNSWFG

23.1BAcSco4                  ----------RARPHFVRRVMRYAIPGGVVAGAATFVTYLVARQHYTGPG

23.2BFiEfa2                  ----------RIEGKFLFNVLSKAIPGGLTD--MLVVGALLICGDILALQ

8.1EMeBta1                   ---PELYKTSQNALDFNTKVFWVHCLNGLFHSVILFWFPLKALQYGTVFE

8.8EMeMmu1                   ---PQLYRITQNAEGFNTKVFWGHCINALVHSLILFWVPMKALEHDTPVT

8.2EFuSce10                  ---PQLYKLGQKGQFFSVYIFWGWIINGFFHSAIVFIGTILIYRYGFALN

8.6EViAth15                  ---PELYREGIRNSFFKWRVVAVWATSAVYQSLVCYLFVTTSSFG--AVN

8.4EFuSce14                  ---PQLYRVGILRKEWNQRKFLWYMLDGLYQSIICFFFPYLVYHKNMIVT

8.5EFuSce4                   ---PQLYRVGILRKEWNQTKFLWYMLDGVYQSVICFFFPYLAYHKNMVVT

8.7EViAth19                  ---PQLYGVGQRAEGYSTTLFWYTMIDTIWQSAAIFFIPMFAYWGSTIDT

15.1EnoDdi18                 ----KRPSSRLISSTVIGSLLSHVTLTFVFQLLVYIFVRRNSWYKDLPDT

16.1EOlTth26                 ----QVPGSNLVSFPVLISVIGMTLLNGGFQVIMFFVLRAQSWYMSVQDA

14.1EFuSce15                 ----KRPSANLVSPKILVPLLISVFLVFLFQFIPWIIVQKMSWYIKPIVG

13.1EMeHsa8                  ----VRPPGALLSVPVLSSLLLQMVLVTGVQLGGYFLTLAQPWFVPLNRT

32.4BFuFnu1                  ---SLKLLKYDIKTN-----------------------------------

Cu1-5.13ACrSso2              ----SRVFVNIIGFD-----------------------------------

Cd2-5.14EFuSce9              ---AILLRYAKI--------------------------------------

Cu1-5.9EFuCal1               ---SLALKLYKPSLKAEDFGVDDSTESELSPNEV----------------

6.16BGaPae5                  ---AGRLLRFEEPLGQPRPAVEGREEEGTP--------------------

6.7EViAth1                   DMEAGLLPKISDKHCKPGCCGTKTQEKAMKPAKASSDHSHSGCCETKQKD

8.3ETrLdo1                   ---PKLYTPLSHGEYFNLATLLRWFVESLTTAVILFYAAYPTLIRQDGSH

23.3BCyTer4                  -----RRSMIRSLLHFTLPATFSLTLVALLVYLTYLAIPFSGNELVIDLD

Mn.Cd-3.3BFiLpl1             ---TTIRHRPEQWDMPRLSKIAGFLATGWTAVGVGLIVWLHGLGLSAG--

30.1BDeBba3                  ----TRDEVNAPRIFSSFQVLCICLAGVAVAVLLGWGFVRALSEGASPE-

31.1BGaMca11                 -RHQLELELKRAGCAEADRSGVPKAGNATERVKAAEIDEADDDKARALAA

12.1ERhCme8                  SRTSSRRYHFLRQVFLRCTVYARMSAADKTALVHLLRSRFGLCVGMCGDG

2.22BFiSth8                  -----EKPVAKKANILTGYMKSAIGVASAFITLVCLAILKNVGGIQDFIT

29.1BDeBba2                  -----SLWGFR---------------------------------------

29.2BBaFjo4                  ----IMSNYFSKSNLD----------------------------------

28.1BGaLpn4                  ---IVSSTSSNANNAVEIEPAANTTSKVLHALGHRSQPQENLAVVTESKP

11.1EFuEcu1                  ---DKLFPSPPDTFLLPKKDFVPFCLTIALECLVLWILSLYGEPCPEIST

17.1EFuSpo12                 ----NRPNSTLFGKGRVKDLGIQSVLIWLSHGLLTLILHELNWVELPEWQ

18.1EApCpa6                  ---EIPAYKDILSSNVIIGIVSQCVIQLTFLIINIMVVSKQPGFTPYLSG

19.1EOlTth19                 IYLALSICYSDGKPFKNNFYTNKLFICNFMVLLAYCIQMCLVPSLNYYYF

20.1EOlTth57                 ----SWYIQTTHTVVDNQFVFKGQAITVLFMSTCLIFIFILFSLYASYPS

26.1BAcCdi2                  ----STWTRNL---------------------------------------

31.2BGaMca1                  --LSVALNAYANRSFSRRAGLAAKHVYQERWLLDRGRIAGWVAPT-----

2.20BFiCac3                  ----YKKVITQYDFNLEEEIWHISAASIIFNGIIPAVIILASSAFFSNLN

10.1EFuSce3                  VSAVTNIIRQGRCALVNTIQMYKILALNCLISAYSLSIIYMAGVKFGDGQ

21.1EBaTps13                 ---VETLVRTGVAAAACSISLYRKVVLNCMLSCYNLATLYKNGLRYGKWM

22.1EApCpa2                  --TTINHPSHDITSSHYPETCNSDCVNTRIKNLNTYAIDVNSDKYMLLVD

Tro5                         AGQLAQTLELGLSGAGLTPSLLTGTALSGAVLAATLITPPFRALLGLPAL

24.2BChTro1                  AGQLAQTLELGLSGAGLTPSLLTGTALSGAVLAATLITPPFRALLGLPAL

24.3BDeHoc1                  GSQLAQTLAVGTHSAPVVLTSVG----SFAALVAIVQTPMLSAFFGCRPL

24.4BGaHch1                  GSQLTQTIMAGKGSRKVALASIS----AAAMLVAIVEIPGLARVFGCVRP

24.1BAcMbo1                  MTQLAQTLLTRRHSPLVIATALG----SAGVLVGIIQTPVISHFFGCTPL

Dra3                         AGALLNRNLLVYGG--------------GGILVPFIAIKLIDLLIG--GL

7.1BGaEco3                   ASAMLRRNLWIYGL--------------GGLLVPFIGIKVIDLLLTVCGL

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  SGVPGPTALASVEEAHRLLTERLLPHEYAEEHQLYPALAPALGGPESTVT

25.2BAlSme3                  QDLPEDEVRNQLAHLDTLLRQRLLPHERQDDEEVYPRLRRQAGAPDAFAG

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       TPWDQVSYVSQVSLSSLTSDKPSRHSAAADDDGDKWSLLLNGRDEEQYI-

Cu1.eff-5.6EMeHsa16          GLLDRIVNYSRASINSLLSDKRSLNSVVTSEP-DKHSLLVGDFREDDDTA

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        VEKVDLNEAVVAGNKEDVDKYIKAVEAAGYQAKLRS--------------

Cu2.GA-5.17EFuSce13          ----KSKFSIGNFWSRLFSTR----AIAGEQDIESQAGLMSNEEVL----

Cu1.GA-5.8EFuCal2            NVKRKSAVNFSSLFAKMTTTRRNRRGGGGGGGRSNGNNNQSYELVSNRFS

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              -----DGGPKLTYSELMNFETCALRE------------------------

ER-2.7EMeHsa25               -----DGGPRVSFYQLSHFLQCKEDN------------------------

Ca.Mn.GA-2.13EViAth13        IDLSQDGHSLVSYSQLAHWGQCSSWEGFKVS-------------------

2.8EApPfa2                   ---DSDMHTLINFYQLSHYNQCKAWNNFRVN-------------------

2.21BThPmo1                  --------ARVYTGTTNLFPIFPAN-------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   LGHDCDGTYNSS--------------------------------------

9.4EFuZro1                   LARNCNKSYTSP--------------------------------------

9.3EFuDoc1                   LGVNCNKSSSSNSD------------------------------------

9.5EFuUma1                   LGINCNSEYSPP--------------------------------------

9.2EFuSpo3                   LSYDCNAHYHAG--------------------------------------

9.6EFuUma2                   IAIDCNHSSAAT--------------------------------------

Tro7                         SASWQPG--MTVPS------------------------------------

1.5BSpLbi2                   VMPKSPEGLNMAKA------------------------------------

Na.K-1.1EMeHsa13             ENGFLPIHLLGLR-------------------VDWDDRWINDVEDS----

N.K-1.6EMeSac1               ENGFLPMDLIGKR-------------------VRWDDRWISDVEDS----

H.K.NoGas1.4EMeRno1          QQGFWPTSLINLR-------------------VAWETDDINDLEDS----

H.K.Gas-1.2EMeHsa24          QEGWFPLLCVGLR-------------------AQWEDHHLQDLQDS----

Na-1.3ERaHak1                DYGFPPHILPGLGRGGFWQQHPLYCKFDGGQYVSLDGEASSDLDPSSDAP

Cte1                         AT------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  P-------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  S-------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              WTFLSDEDRRNLGFCEFSDCDFGMYTGTRML-------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  RD------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   HLG-----------------------------------------------

3.5ETrTbr5                   KLN-----------------------------------------------

23.1BAcSco4                  ALDAETS-------------------------------------------

23.2BFiEfa2                  KTDIST--------------------------------------------

8.1EMeBta1                   N-GRTSD-------------------------------------------

8.8EMeMmu1                   S-GHATD-------------------------------------------

8.2EFuSce10                  MHGELAD-------------------------------------------

8.6EViAth15                  SSGKVFG-------------------------------------------

8.4EFuSce14                  SNGLGLDH------------------------------------------

8.5EFuSce4                   ENGLGLDH------------------------------------------

8.7EViAth19                  SS------------------------------------------------

15.1EnoDdi18                 S-------------------------------------------------

16.1EOlTth26                 HDYLDDL-------------------------------------------

14.1EFuSce15                 G-------------------------------------------------

13.1EMeHsa8                  VAAP----------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   NVTVVKKSCCAEPVDLGHGHDSGCCGDKSQQ-------------------

8.3ETrLdo1                   QRYTG---------------------------------------------

23.3BCyTer4                  QVN-----------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  ANDAGALREADVGVGLVERRVWSTSESQASGEAPLERIRIEKPDALAREY

2.22BFiSth8                  NG------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  VNPKVINLFAPKEHSSYRPDATQQKLGCGIC-------------------

11.1EFuEcu1                  QS------------------------------------------------

17.1EFuSpo12                 LEK-----------------------------------------------

18.1EApCpa6                  RSYADNNENAG---------------------------------------

19.1EOlTth19                 YINTSMSFSWCSFMCIAGIGYILLSYFYENTLLANSEGNSIQNLVYYLLE

20.1EOlTth57                 K-------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  ATVSGLLLSVCFLSISRGKPLEKLS-------------------------

21.1EBaTps13                 WQMELAFIVFTERASFMSSSTPRPR-------------------------

22.1EApCpa2                  NESPSALINKQIYN------------------------------------

Tro5                         TPAGWLAAGLSTVAAVAASQAIAQLVPTEAEASSPSARPAPISQPA----

24.2BChTro1                  TPAGWLAAGLSTVAAVAASQAIAQLVPTEAEASSPSARPAPISQPA----

24.3BDeHoc1                  GPVGLAQAGAAIAAGMGAYLVLPKAPELIAAAGERVRAWRRGAADEGEGE

24.4BGaHch1                  GVTGWLSVIASLGASLVGAKFLPKLEQASVEAEQEIAEKVRDWLTENN--

24.1BAcMbo1                  GPVAWTGVFSATAGATAVSALAPKWLASTVGVVQPDERPDDAEDSDAGG-

Dra3                         MS------------------------------------------------

7.1BGaEco3                   V-------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  MSRAHTEIGRLSRRIATHLQLARTNGGLAPEQLDDLRSCLYGLNTVLRLH

25.2BAlSme3                  MSRTHMEIQRQVHSLTS-LRQAFGEHASGPAQRYEIQRLLHGLEAITRLH

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          L-------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                TRAYPFWDVGDHGNIVNCEFPIKNLRGGSGVPSGFDISEADTYDDSSTSG

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  GDSRAPKATGTKRDLLLLQRLRPKSSSS----------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 AFFFVSAAPLAIMSDNVLIISACLLVQLMFYIIVIAALQFFASNIFLQSI

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  GYVDAAVLVEDDEDDNPYIEPPIGQPMTVH--------------------

24.4BGaHch1                  --------VETQN-----VEAKAG--------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  FTQEEESYFSLAP-------------------------------------

25.2BAlSme3                  FAQELEIYRSLEHE------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             -------------------------------------------------Y

N.K-1.6EMeSac1               -------------------------------------------------F

H.K.NoGas1.4EMeRno1          -------------------------------------------------Y

H.K.Gas-1.2EMeHsa24          -------------------------------------------------Y

Na-1.3ERaHak1                FNQMTYESLLALEAQNYFHYVPWRARQSPFWKNSWFFWDVEDEETPGGAF

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 LFGRLLVMMKNWYSNKKLVLCVGLTYFLNEFFSILTVYWDQGIANQGLII

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             G--------------------------------------QQWTYEQ----

N.K-1.6EMeSac1               G--------------------------------------QQWTYEQ----

H.K.NoGas1.4EMeRno1          G--------------------------------------QEWTRYQ----

H.K.Gas-1.2EMeHsa24          G--------------------------------------QEWTFGQ----

Na-1.3ERaHak1                GGAADITYFLHQKAGLWSLCAKDEDLSEGTGNSDFLGTQAAWDLYENDFD

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 QGKPSIMGLSIVNEDDEGQQDQSEANQEQKKEKHQNQQGGIIQNVWGLNQ

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                FTGVGACSVNSATMKNQMYKDAYFCNNYPHSSGYASGAKPGCEAGANTHP

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            --------------------------------------------------

PM-2.25EMeHsa1               --------------------------------------------------

PM-2.15EMeCel1               --------------------------------------------------

Vac-2.17EnoDdi23             --------------------------------------------------

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              --------------------------------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   --------------------------------------------------

8.8EMeMmu1                   --------------------------------------------------

8.2EFuSce10                  --------------------------------------------------

8.6EViAth15                  --------------------------------------------------

8.4EFuSce14                  --------------------------------------------------

8.5EFuSce4                   --------------------------------------------------

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 SFVKKVYEDDNDAPKINFFKQLPQLKHLLFFFISSICLKLFDWYTRNQLL

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         -------------------------------------YSYEVAVTITFTS

2.24BAqAae1                  -------------------------------------YSYEVAVTITFTS

2.23AEuMva3                  -------------------------------------YPYMEIVTILFTS

Plu3                         ---------------------------------------VGTAMTMTFVS

Tth1                         ---------------------------------------LEAAQSATFHF

Tro6                         ---------------------------------------LDLARTVALTT

Cch3                         ---------------------------------MLQNEALAKSQTIAVTF

Plu2                         ----------------------------------------ACARTVAVNT

2.4BCySsp6                   ---------------------------------------LALARTMAIQA

GA-2.19EViAth27              -------------------------TTYP---CSIFEDR--HPSTVAMTV

ER-2.7EMeHsa25               -------------------------PDFEGVDCAIFESP--YPMTMALSV

Ca.Mn.GA-2.13EViAth13        -----------------PFTAGSQTFSFDSNPCDYFQQGKIKASTLSLSV

2.8EApPfa2                   -----------------------KVYDMSEDHCSYFSAGKIKASTLSLSV

2.21BThPmo1                  ----------------------------------ISDDALTHAQTMAFVV

GAeff-2.5EMeHsa12            ----------------------------------------PRDTTMTFTC

Ca.Mn.GA-2.9EMeHsa2          ----------------------------------------PRTTTMTFTC

Ca.Mn.GA-2.16EMeCel2         ----------------------------------------PRDTTMTFTC

GAeff-2.3EFuSce2             ----------------------------------------ARDTTMTFTC

2.6EFuNcr3                   ----------------------------------------RRDTTMTFTC

9.1EFuSce8                   ------------------------------------CRDVYRSRSAAFAT

9.4EFuZro1                   ------------------------------------CHDVFRARSCAFAT

9.3EFuDoc1                   -----------------------------------VCELVFRGRSASFAT

9.5EFuUma1                   ------------------------------------CDLVFRARASTFAV

9.2EFuSpo3                   ------------------------------------CNDVFKARSAVFAV

9.6EFuUma2                   ------------------------------------CEPIFQARSAVFTT

Tro7                         ------------------------------------ETILLAASGTAFTA

1.5BSpLbi2                   ------------------------------------SPEYLQSLTAFFFP

Na.K-1.1EMeHsa13             -----------------------------------RKIVEFTCHTAFFVS

N.K-1.6EMeSac1               -----------------------------------RKIVEFTCHTSFFIS

H.K.NoGas1.4EMeRno1          -----------------------------------RKYLEWTGSTAFFVA

H.K.Gas-1.2EMeHsa24          -----------------------------------RLYQQYTCYTVFFIS

Na-1.3ERaHak1                LNNVWCADSCSQACYEAGGDGGDAYNCANVASRMAQKEALHHAQGSYFVS

Cte1                         --------------------------------GAAKAHAVQLFQTGWFVE

4.1BGaSen1                   ---------------------------------ANTPETQTLFQSGWFVV

Tro4                         -------------------------------------ADERLFHSGWFVE

4.2BSpLin3                   -------------------------------------VNQDQFRTGWFIE

30.3BSpLbi4                  ---------------------------------------DQVVSTATFVT

30.4BCyAva17                 ---------------------------------------EFDARALAFTT

30.2BBaFjo5                  ---------------------------------------EEKTRAMVFTT

PMeff-2.1EMeHsa11            ---------------------------IDSGRKAPLHSPPSQHYTIVFNT

PM-2.25EMeHsa1               ---------------------------IDSGRNAPLHAPPSEHYTIVFNT

PM-2.15EMeCel1               ---------------------------IKTGLYAPLFAPPSQHFTLVFNA

Vac-2.17EnoDdi23             ---------------------------FVPQAHGPIIKNGLHHYTLVFNC

PM-2.10EViAth45              ------------------------------LEHEVHEHATRVKNTIIFNA

PM-2.14EViAth40              ------------------------------LNHENHAHAVEVKNTMIFNA

Chl-2.11EViAth32             ------------------------------LDGP---DSDLTLNTLIFNI

PM-2.12EViAth11              ------------------------------LDGP---DSTLMLNTLIFNC

Vac-2.2EFuSce6               ----------------------------KKHEDEITSHQQQQLNAMTFNT

Vac-2.18EApTgo1              ----------------SGRRYKLFSTEDDYKLEWLREVGPSRHGTFVFNT

Cte2                         ------------------------------------------IQTLLFLK

3.4AEuMja1                   ------------------------------------------LQSFVFLK

3.7EViAth21                  --------------------------------------NNDELMGAVYLQ

3.1EFuNcr1                   -----------------------------------------NMDEVLFLQ

3.6EFuSce5                   -----------------------------------------AMNGIMFLQ

3.2ETrLma9                   ----------------------------------LAQLPQGKLVTMMYLK

3.5ETrTbr5                   ----------------------------------IPSLKEGKIVTLLYLK

23.1BAcSco4                  --------------------------------------------AATLTL

23.2BFiEfa2                  --------------------------------------------TATLLL

8.1EMeBta1                   --------------------------------------YLLLGNFVYTFV

8.8EMeMmu1                   --------------------------------------YLFVGNIVYTYV

8.2EFuSce10                  --------------------------------------HWSWGVTVYTTS

8.6EViAth15                  --------------------------------------LWDVSTMVFTCL

8.4EFuSce14                  --------------------------------------RYFVGVYVTTIA

8.5EFuSce4                   --------------------------------------RYFVGVFVTAIA

8.7EViAth19                  -----------------------------------------LGDLWTIAA

15.1EnoDdi18                 ---------------------------------SNENEPRLDHLLASLFI

16.1EOlTth26                 ---------------------------------DNEDARKSCYESTTLFF

14.1EFuSce15                 ------------------------------------DDAVQSSDNTVLFF

13.1EMeHsa8                  -------------------------------------DNLPNYENTVVFS

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   -----------------------------PHQHEVQVQQSCHNKPSGLDS

8.3ETrLdo1                   ---------------------------------------GETGTLVFSGL

23.3BCyTer4                  -------------------------------------EFLSVPRSALVTI

Mn.Cd-3.3BFiLpl1             -----------------------------------------QLSTSLYVY

30.1BDeBba3                  -----------------------------------------RARSGVMAL

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  ----------------------------AVAGDDEDAVASLAAHFTSQVT

2.22BFiSth8                  ------------------------------------TGNFEMVTTFTFTV

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  -----------------------------------------ITAELMFFV

17.1EFuSpo12                 -------------------------------------SNTKNVLVTSIFL

18.1EApCpa6                  --------------------------------------LQMCVENTVTFL

19.1EOlTth19                 GSLQPFIDQQDFSKYIFYLGMFGLGGIGGIVALGIILDVRNQEFTLRMAI

20.1EOlTth57                 ---------------------------------------QKIYQNIPLFS

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  ------------------------------------------IQVFVFWA

10.1EFuSce3                  -----------------------------------KQRPQSGIFNVYIMG

21.1EBaTps13                 ----------------------------------LVADVRPATSPFDTAE

22.1EApCpa2                  ---------------------------------IKSHVGFHTFYTASFLS

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         MVVNQWAVGIQTVRDYP-FFYKP------------WRNFQMNPYIFIGIF

2.24BAqAae1                  MVVNQWAVGIQTVRDYP-FFYKP------------WRNFQMNPYIFIGIF

2.23AEuMva3                  MVVSIWFNGIQAQKEHEPFFKNI------------KRSITINPYIWVGVL

Plu3                         LVLIEFFKAYNFRSLTASVFRR----------------PFANRWLNLAVL

Tth1                         MAIGQLFFAYAAR----HTDLR----------------PLPNPYLHGAVG

Tro6                         MVIFQNFQVGNARSSIRSLFRMS---------------PFSNRVLFAAVI

Cch3                         IIFFQIFYLINCRSLQDSVL--------------KIG-IFSNKFIFWGIA

Plu2                         LVFFEIFYLFSARFFTRSVF--------------SPGGLFGNRYVLYASG

2.4BCySsp6                   LVAARVIYLLSISQLGRSFLGYVT---------GKRQTITKASILLLGIA

GA-2.19EViAth27              LVVVEMFNALNNLSENQSLLVIT---------------PRSNLWLVGSII

ER-2.7EMeHsa25               LVTIEMCNALNSLSENQSLLRMP---------------PWENIWLVGSIC

Ca.Mn.GA-2.13EViAth13        LVAIEMFNSLNALSEDGSLVTMP---------------PWVNPWLLLAMA

2.8EApPfa2                   LVLIEMFNALNALSEYNSLFEIP---------------PWRNMYLVLATI

2.21BThPmo1                  LSVSQLIHSLNMRHPTKSIFQVG---------------WFTNKYLIASIL

GAeff-2.5EMeHsa12            FVFFDMFNALSSRSQTKSVF---------------EIGLCSNRMFCYAVL

Ca.Mn.GA-2.9EMeHsa2          FVFFDLFNALTCRSQTKLIF---------------EIGFLRNHMFLYSVL

Ca.Mn.GA-2.16EMeCel2         FVLFDMWNALSCRSSRKMIW---------------QIGLRRNRMFSLAVS

GAeff-2.3EFuSce2             FVFFDMFNALACRHNTKSIF---------------EIGFFTNKMFNYAVG

2.6EFuNcr3                   FVLFDMFNALACRSESKSILRG-------------EIGLFSNTLFNWAVS

9.1EFuSce8                   MTWCALILAWEVVDMRRSFFRMHPDTDSP-VKEFFRSIWG-NQFLFWSII

9.4EFuZro1                   MTWCALVLAWEVVDMRRSFFRRQPETDEP-CRQFFRDVYE-NKFLFWSIV

9.3EFuDoc1                   MTWCALILAWECIHPYNSLFYMRQDTDHPWWKQTVIDLWD-NQFLFWSVA

9.5EFuUma1                   MTWFSLLLAWEVVDTRRSFFNMR--NDGQWYNQWFKDTWGKNKFLFLCVV

9.2EFuSpo3                   VTFCILIMAVEVKNFDNSLFNLHGIPWGEWNFRYFLHTLVENKFLAWAIA

9.6EFuUma2                   LTLQLLLICWELISMEKSFFSMSP----------AKHLWK-NPMLLWSVV

Tro7                         IVLGQGANAIANRSDDRPAWRVGL---------------SGNRALVLALA

1.5BSpLbi2                   TITVQIANVLSKRSRIESVFRMDL---------------FANRIIWIGIG

Na.K-1.1EMeHsa13             IVVVQWADLVICKTRRNSVFQQG----------------MKNKILIFGLF

N.K-1.6EMeSac1               IVVVQWADLIICKTRRNSIFQQG----------------MKNKILIFGLF

H.K.NoGas1.4EMeRno1          IMIQQIADLIIRKTRRNSIFQQGL---------------FRNKVIWVGIA

H.K.Gas-1.2EMeHsa24          IEVCQIADVLIRKTRRLSAFQQGF---------------FRNKILVIAIV

Na-1.3ERaHak1                IVIVQWADLLICKTRWLSLRQQG----------------MKNSTMNFALF

Cte1                         SLLTQALIVHIIRTRKIPFLE------------------SHASLPMLLTT

4.1BGaSen1                   GLLSQTLIVHMIRTRRLPFIQ------------------SRAAWPLMAMT

Tro4                         SLVTQCLVVFVIRTARAPWR-------------------ARPSWFLTLNV

4.2BSpLin3                   SIVSASLIVLIIRTRNVFFV-------------------SKPSRSLFLTT

30.3BSpLbi4                  LVFSNLFLILANRSLHESMWSRMR---------------IKNSMIQYVFI

30.4BCyAva17                 LIVSNLSMILSNRSWSRTIPEMLR---------------TPNQALWWVLG

30.2BBaFjo5                  LIIANILLSLVNRSFSYSVFDSFK---------------NKNPLFPVITG

PMeff-2.1EMeHsa11            FVLMQLFNEINSRKIHG--------------EKNVFSGIYRNIIFCSVVL

PM-2.25EMeHsa1               FVLMQLFNEINARKIHG--------------ERNVFEGIFNNAIFCTIVL

PM-2.15EMeCel1               FVMMTVFNEINARKVHG--------------ERNVFKGLASNRVFCVIWV

Vac-2.17EnoDdi23             FVFLQLFNEINARVLGS--------------RTNPFKNFFNNPIFIAVMI

PM-2.10EViAth45              FVLCQAFNEFNARKPD---------------EKNIFKGVIKNRLFMGIIV

PM-2.14EViAth40              FVMCQIFNEFNARKPD---------------EMNVFRGVNKNPLFVAIVG

Chl-2.11EViAth32             FVFCQVFNEISSREME---------------KIDVFKGILKNYVFVAVLT

PM-2.12EViAth11              FVFCQVFNEISSREME---------------EIDVFKGILDNYVFVVVIG

Vac-2.2EFuSce6               FVWLQFFTMLVSRKLDEGDGISNWRGRISAANLNFFQDLGRNYYFLTIMA

Vac-2.18EApTgo1              FVFMQIFNTINARDVDDTQIEKS------TSLSAAILGMVRNPLGLGIWV

Cte2                         LIIAGHSTLYVTRSEGWFWQRP-----------------WPSPLLFGATF

3.4AEuMja1                   LILAGHATIFVTRIRDRLWKKP-----------------YPSKLLFWGVM

3.7EViAth21                  VSIISQALIFVTRSRSWSFVE------------------RPGALLMIAFV

3.1EFuNcr1                   ISLTENWLIFITRANGPFWSS------------------IPSWQLSGAIF

3.6EFuSce5                   ISLTENWLIFITRAAGPFWSS------------------IPSWQLAGAVF

3.2ETrLma9                   ISISDFLTLFSSRTGGHFFFSM-----------------APSPILFCGAI

3.5ETrTbr5                   ISISDFLTLFSSRTGGRFFFSM-----------------APGTILLVGAV

23.1BAcSco4                  FLISMWVLAIIARPYTWWRVLL-----------------VAAMGLGFVVV

23.2BFiEfa2                  VSVGFMVLYKISSPMNRYRKRV-----------------MIGCLIGMVIT

8.1EMeBta1                   VITVCLKAGLETSYWTWFSHIA-----------------IWGSIALWVVF

8.8EMeMmu1                   VVTVCLKAGLETTAWTKFSHLA-----------------VWGSMLIWLVF

8.2EFuSce10                  VIIVLGKAALVTNQWTKFTLIA-----------------IPGSLLFWLIF

8.6EViAth15                  VIAVNVRILLMSNSITRWHYIT-----------------VGGSILAWLVF

8.4EFuSce14                  VISCNTYVLLHQYRWDWFSGLF-----------------IALSCLVVFAW

8.5EFuSce4                   VTSCNFYVFMEQYRWDWFCGLF-----------------ICLSLAVFYGW

8.7EViAth19                  VVVVNLHLAMDVIRWNWITHAA-----------------IWG-SIVAACI

15.1EnoDdi18                 YGNMQYSVMCFIYSWGKPFLRP----------------IYTNRALFIFFC

16.1EOlTth26                 FTNFQYISTCIAFSIGKPFKKE----------------FFTNKWFTITLV

14.1EFuSce15                 VSNFQYILTAIVLSVGPPYREP----------------MSKNFEFIVDIT

13.1EMeHsa8                  LSSFQYLILAAAVSKGAPFRRP----------------LYTNVPFLVALA

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   GCCGGKSQQPHQHELQQSCHDKPSGLDIGTGPKHEGSSTLVNLEGDAKEE

8.3ETrLdo1                   ILVIQTRFILQIRYWQWLQVFG-----------------MAMSIFLFLLL

23.3BCyTer4                  MILCGLLLVPFLKPPTKAWVGG--------------ETYSGDWRYTFVAL

Mn.Cd-3.3BFiLpl1             LIFSAMLTILMTRTSGPFWRGR------------------PSRAVGVTIG

30.1BDeBba3                  LTLWSAGVAVQLTRFKS------------------------EVAIIISTV

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  SIRAVVKVLTEGRGAAAASLACFKYMGIYSLTQSISTLFLYRIGTVYSDG

2.22BFiSth8                  FIYAVIFNSFNTRSNGFNIFEHIG----------------KNKKFLIVMI

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  STFIYIFNALYLSDCSPHRQSLKDN-------------VLFKTFISFMIL

17.1EFuSpo12                 LSSLQYLGICIGINQSSEFLSP-----------------IWKKKTYVCLC

18.1EApCpa6                  VSCIQYVATGIAIHKTKPFRLSLFTNKLFVIQIFFIIISTIAITLVPTSL

19.1EOlTth19                 CSAIGLSISYISSLLYYYGIIPQLAYEILVGAFEFSFYCTYQVGVPIVLV

20.1EOlTth57                 LMVVLFIYMILLYIFPKQLG---------------SDFFELDKEVINNSE

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  IIFEQIIYGLFDKFEKN-------------------------IYFFVVII

10.1EFuSce3                  SILSQFAVHIATLVYITTEIYKLEPREPQVDLEKEFAPSLLNTGIFIIQL

21.1EBaTps13                 VISTACQAIIHIVTLTLAVRHGNKLESFFLKSSPFQPNYVSNNVFFMSVF

22.1EApCpa2                  LLISLLGFFVISNRLVHFVLPKHGIERCFRYNLTIPVYLWHIRQDNIEAA

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         IGLILQLLAIYV--FP------------NYFHAVPLSL-EHWFYVILTTL

2.24BAqAae1                  IGLILQLLAIYV--FP------------NYFHAVPLSL-EHWFYVILTTL

2.23AEuMva3                  IGIVLQLLAIYV--FS------------DLFKTVPLDI-LDFSYVLITSV

Plu3                         WESCMFAAVLFVPLFE------------GPFGVVRLEG-KDWILTVLPAL

Tth1                         LS--ALAQVALGVGLP------------GALEAVPLPL-GVWLLVFGMAL

Tro6                         AAIIVHVGALYVPLTQ------------FVLRVEPIPL-DIWPRIILVAS

Cch3                         VILLLQTLFIYTPFMQ------------QVFGTTALDG-RGLLISLAAGS

Plu2                         ALVLLQVVFTYMPFMQ------------QVFATVPLDL-QQWLVILAVSS

2.4BCySsp6                   VAIALQIGFSQLPFMN------------VLFKTAPMDW-QQWAICLLPMI

GA-2.19EViAth27              LTMLLHVLILYVHPLA------------VLFSVTPLSW-AEWTAVLYLSF

ER-2.7EMeHsa25               LSMSLHFLILYVEPLP------------LIFQITPLNV-TQWLMVLKISL

Ca.Mn.GA-2.13EViAth13        VSFGLHFVILYVPFLA------------QVFGIVPLSL-NEWLLVLAVSL

2.8EApPfa2                   GSLLLHVLILYIPPLA------------RIFGVVPLSA-YDWFLVFLWSF

2.21BThPmo1                  FGIFLQEIVITVPFLR------------NVFGVFDLRL-YDWSIVVLLSI

GAeff-2.5EMeHsa12            GSIMGQLLVIYFPPLQ------------KVFQTESLSI-LDLLFLLGLTS

Ca.Mn.GA-2.9EMeHsa2          GSILGQLAVIYIPPLQ------------RVFQTENLGA-LDLLFLTGLAS

Ca.Mn.GA-2.16EMeCel2         ASLICQLLVIYWAPLQ------------HIFQTEALSL-FDLIFLTTITS

GAeff-2.3EFuSce2             LSLLGQMCAIYIPFFQ------------SIFKTEKLGI-SDILLLLLISS

2.6EFuNcr3                   LSLAGQLLVIYFPWLQ------------EVFQTEALGL-LDLVYLVLLCS

9.1EFuSce8                   FGFVSAFPVVYIPVIN------------DKVFLHKPIG-AEWGLAIAFTI

9.4EFuZro1                   VGFAGAFPVVYIPVIN------------TSVFLHKSIG-YEWGISIGFTF

9.3EFuDoc1                   IGFISVFPVVYIPVIN------------TKVFLHGPIG-YEWGLAVGFSI

9.5EFuUma1                   LGFFSVFPITYIPGLN------------DIVFLHTGIS-WEWGIIFVCTG

9.2EFuSpo3                   LAAVSVFPTIYIPVIN------------RDVFKHTYIG-WEWGVVAVAVM

9.6EFuUma2                   FGIATIPIALYVPKFN------------TDVFRHAPMGGVGWGISIAMTV

Tro7                         ASCVLLLATLSIPPLA------------RIVGQAPPTA-LGWFLAALTVP

1.5BSpLbi2                   FS-ILLCYLFFYTELS------------SIYYFAPLPI-HVYGFAFHGTL

Na.K-1.1EMeHsa13             EETALAAFLSYCPGMG------------VALRMYPLKP-TWWFCAFPYSL

N.K-1.6EMeSac1               EETALAAFLSYCPGTD------------VALRMYPLKP-SWWFCAFPYSL

H.K.NoGas1.4EMeRno1          SQVIVALILSYGLGSV------------PALSFTMLRV-QYWFVAVPHAI

H.K.Gas-1.2EMeHsa24          FQVCIGCFLCYCPGMP------------NIFNFMPIRF-QWWLVPLPYGI

Na-1.3ERaHak1                FETLLAGWLCYCLPIN------------VGLGTRNLRF-THWFPAIPFSV

Cte1                         LAVMAIAVWLPYSPFA------------SLFGMVPLPL----AYFGWIAL

4.1BGaSen1                   LLVMVVGVSLPFSPLA------------SYLQLQALPL----SYFPWLIA

Tro4                         LAIVGIGLALPFSPFA------------DVLGFVQLPP----SYLLFLAV

4.2BSpLin3                   LCVICFTISIPYSPIA------------DWFGLVPLPL----SFLGMLVG

30.3BSpLbi4                  GTIAVLLLSIYLPGMN------------SLFRFEPLNF-LQFLVAILVAF

30.4BCyAva17                 GAVVFMGLVLYFPVLR------------HLFRFSFLHF-DDLIISLASGV

30.2BBaFjo5                  LTLVLLFAILYIAPAT------------NFFHVTGLDL-QELGMTLSVAA

PMeff-2.1EMeHsa11            GTFICQIFIVEFGG--------------KPFSCTSLSL-SQWLWCLFIGI

PM-2.25EMeHsa1               GTFVVQIIIVQFGG--------------KPFSCSELSI-EQWLWSIFLGM

PM-2.15EMeCel1               TTFIAQIIIVQFGG--------------AWFSTAPLTL-QQWIVCLVLGF

Vac-2.17EnoDdi23             FTLGVQIIFVTFGG--------------SATSTDSLYI-VEWICCVVVGA

PM-2.10EViAth45              ITLVLQVIIVEFLG--------------KFASTTKLNW-KQWLICVGIGV

PM-2.14EViAth40              VTFILQIIIVTFLG--------------KFAHTVRLGW-QLWLASIIIGL

Chl-2.11EViAth32             CTVVFQVIIIELLG--------------TFADTTPLNL-GQWLVSIILGF

PM-2.12EViAth11              ATVFFQIIIIEFLG--------------TFASTTPLTI-TQWIFSIFIGF

Vac-2.2EFuSce6               IIGSCQVLIMFFGG--------------APFSIARQTK-SMWITAVLCGM

Vac-2.18EApTgo1              LIVLGQVLMTECGGRL------------LGCHQEGLNR-EQWMLSLLLGL

Cte2                         GTEILGTIFAVYG--------------LFVTPIGWTYALLIWAYALLEFV

3.4AEuMja1                   GTNIIGTIVAAEG--------------IFMAPIGWDLALFMWLYAHVWML

3.7EViAth21                  IAQLVATLIAVYADWT----------FAKVKGIGWGWAGVIWIYSIVTYF

3.1EFuNcr1                   LVDILATCFTIWG-------------WFEHSDTSIVAVVRIWIFSFGIFC

3.6EFuSce5                   AVDIIATMFTLFG-------------WWSENWTDIVTVVRVWIWSIGIFC

3.2ETrLma9                   ISLLVSTMAASFWHKSRPDNVLTEGLAWGQTNAEKLLPLWVWIYCIVWWI

3.5ETrTbr5                   ISLVISTIAASVWKKSSSDGVPVEGLARGETVADRLYPLWVWIYCILWWI

23.1BAcSco4                  LAVPW-------------------------LQDFFALKLVG-VTMPWTAV

23.2BFiEfa2                  SIS---------------------------MKNLFSLTSVSPTALLLLAI

8.1EMeBta1                   FGIYSSLWPAVPMAPD-----------MSGEAAMLFSSGVFWMGLLFIPV

8.8EMeMmu1                   FGVYSTIWPTIPIAPD-----------MKGQATMVLSSAYFWLGLFLVPT

8.2EFuSce10                  FPIYASIFPHANISRE-----------YYGVVKHTYGSGVFWLTLIVLPI

8.6EViAth15                  AFVYCGIMTPHDRNEN-----------VYFVIYVLMSTFYFYFTLLLVPI

8.4EFuSce14                  TGIWSSAIASRE---------------FFKAAARIYGAPSFWAVFFVAVL

8.5EFuSce4                   TGIWTSSSSSNE---------------FYKGAARVFAQPAYWAVLFVGVL

8.7EViAth19                  CVIVIDVIPTLP---------------GYWAIFQVGKTWMFWFCLLAIVV

15.1EnoDdi18                 VTLTTSSLLLLLPVSIR-----------FFGTTWLMDLPVRWRVELLILF

16.1EOlTth26                 FITLLSFYVQLIPDSFTRSF------LNIFEEVKLENQPAQSEMPFNFLL

14.1EFuSce15                 VSIGASLLLMTLDTESY------------LGKMLQLTPISNSFTMFIIVW

13.1EMeHsa8                  LLSSVLVGLVLVPGLLQGPL------ALRNITDTGFKLLLLGLVTLNFVG

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   LKVLVNGFCSSPADLAITSLKVKSDSHCKSNCSSRERCHHGSNCCRSYAK

8.3ETrLdo1                   FLVYSAIPSVFSDTNFYYQAFDLMSTAKYWFFLLLYVGTEVVVVLGVMTF

23.3BCyTer4                  ALLGVYIVILAVPPLR------------QFFELSLLSTHDYLVIIWVALV

Mn.Cd-3.3BFiLpl1             LNCLLTIGLASSDWG--------------VPAISGWLTLIVIVLVLMTGI

30.1BDeBba3                  TVLSSMALIQSSESLT-------------FLRLAPLSLVEWSAGVVVVGL

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  QFLFQDLVLIMPLALTMGRTASQTRLSRHRPPVRLASAPVCWSMVLQSLV

2.22BFiSth8                  SIAVVQTLIIQFGG---------------KVFSTVPMDIQHYIITLLIAV

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  STIAFLMVVYLFPEWTFLWLRGYNFVETDGFEIGLVLISAFSVTIAVFVV

17.1EFuSpo12                 TTIGLCNIYLCFANEN------------HIISRCLQITRLPTLYRFIILF

18.1EApCpa6                  LSKFLNIVALPGSSNYILIISFTLNIVISIFTMNYIIKAVYLKELHSNGP

19.1EOlTth19                 FDLLRYGDFSYLIIPIFSALDRIVNALFNIFNKEPQNWTDSSTVVQPLCI

20.1EOlTth57                 FLYIQLIIVLSFG-----------------VGMIIYMDCIVKKFLGPLRR

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  LNLVLEAGIALSSLG-------------TYIFGIDRLSLYDMKIIGLVAV

10.1EFuSce3                  VQQVSTFAVNYQGEPFRENIRSNKGMYYGLLGVTGLALASATEFLPELNE

21.1EBaTps13                 QNAVMALVNHPGRPFSVSFLESRPLCLSGVNPAQLDCLSRCALYALPRLF

22.1EApCpa2                  SSWCYISFQLVNQVWPIWLRSSSLIPMKTNILLIIWNITMNFFILFCIWM

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         SVFIFIEIRKLVFTIFS---------------------------------

2.24BAqAae1                  SVFIFIEIRKLVFTIFS---------------------------------

2.23AEuMva3                  LFFITLEVRKWAEYLYN---------------------------------

Plu3                         SVLPVLELVKLFIR------------------------------------

Tth1                         LAFALAEAVDRAVW------------------------------------

Tro6                         TILAVVEVHKWLRRRWPRRDS-----------------------------

Cch3                         LISLIISVEKWFAKN-----------------------------------

Plu2                         SVLFFVEIEKAVRRR-----------------------------------

2.4BCySsp6                   PMVPVAILANRLDP------------------------------------

GA-2.19EViAth27              PVIIIDELLKFLSRN-----------------------------------

ER-2.7EMeHsa25               PVILMDETLKFVARNYLEPGKE------------------CVQPATKSCS

Ca.Mn.GA-2.13EViAth13        PVILIDEVLKFVGRC-----------------------------------

2.8EApPfa2                   PVIILDEIIKFYAKR-----------------------------------

2.21BThPmo1                  VPLVVNEIVKIFIRH-----------------------------------

GAeff-2.5EMeHsa12            SVCIVAEIIKKVER------------------------------------

Ca.Mn.GA-2.9EMeHsa2          SVFILSELLKLCEKY-----------------------------------

Ca.Mn.GA-2.16EMeCel2         SVFIFNETRKYFSLR-----------------------------------

GAeff-2.3EFuSce2             SVFIVDELRKLWTR------------------------------------

2.6EFuNcr3                   TVFFADELRKWWKY------------------------------------

9.1EFuSce8                   AFWIGAELYKCGKRRYFK--TQ------------------RAHNSENDLE

9.4EFuZro1                   VFWIGAELWKFGKRLYFRG-QA------------------RAQNPEADLE

9.3EFuDoc1                   LFLAGSELWKWIKRIHKRKANK------------------KAKNPEYELE

9.5EFuUma1                   LFVGGIEAYKWGKRVYFRRTQV------------------DNAKLVDEEQ

9.2EFuSpo3                   FYFFYVEIWKSIRRSLTN--PQ------------------KKGKFRRTLS

9.6EFuUma2                   AFIAVVELWKALARRGRWPWLA------------------RVSGGQRGLA

Tro7                         AVMLIDALWKTIVRRQP---------------------------------

1.5BSpLbi2                   VLLLYSEIVKYFRRRKL---------------------------------

Na.K-1.1EMeHsa13             LIFVYDEVRKLIIRRRP---------------------------------

N.K-1.6EMeSac1               IIFLYDEMRRFIIRRSP---------------------------------

H.K.NoGas1.4EMeRno1          LIWVYDEMRKLFIRLYP---------------------------------

H.K.Gas-1.2EMeHsa24          LIFVYDEIRKLGVRCCP---------------------------------

Na-1.3ERaHak1                AIFVYDEVRKYLMRTTSPE------------------------------T

Cte1                         FLLSYAALTHKIKT------------------------------------

4.1BGaSen1                   ILAGYMTLTQLVKG------------------------------------

Tro4                         AVTSYLALVELAKRGLYA--------------------------------

4.2BSpLin3                   IVLIYGMAAEITKR------------------------------------

30.3BSpLbi4                  IGVLFYDMTKVSVSR-----------------------------------

30.4BCyAva17                 FSILWFEGLKIWRRKKD---------------------------------

30.2BBaFjo5                  VSVLWFEIYKLFRRMKK---------------------------------

PMeff-2.1EMeHsa11            GELLWGQFISAIPTRSLKFLKEAGHGTTKEEITKD--AEGLDEIDHAEME

PM-2.25EMeHsa1               GTLLWGQLISTIPTSRLKFLKEAGHGTQKEEIPEEELAEDVEEIDHAERE

PM-2.15EMeCel1               STLIWGQIVATIPSKKLPKAWKVGKGEVQPANLHINGDYNVRARSRAVTL

Vac-2.17EnoDdi23             ISLPVGLLLRKIPIR-------------EPVVKNEIPVHSEAVYTSPSPN

PM-2.10EViAth45              ISWPLALVGKFIPVP-----------------------------------

PM-2.14EViAth40              VSWPLAIVGKLIPVP-----------------------------------

Chl-2.11EViAth32             LGMPVAAALKMIPVG-----------------------------------

PM-2.12EViAth11              LGMPIAAGLKTIPV------------------------------------

Vac-2.2EFuSce6               LSLIMGVLVRICPDEVAVKVFP----------------------------

Vac-2.18EApTgo1              GGLLWGRLPRVFPSLYKLAP------------------------------

Cte2                         INDAIKLAVKRVFLQRNHD-------------------------------

3.4AEuMja1                   INDEIKMILLKRLKID----------------------------------

3.7EViAth21                  PQDILKFAIRYILSGKAWASLF----------------------------

3.1EFuNcr1                   IMGGVYYILQDSVGFDNLMHGK----------------------------

3.6EFuSce5                   VLGGFYYEMSTSEAFDRLMNGK----------------------------

3.2ETrLma9                   VQDVVKVLAHICMDAVDLFGCV----------------------------

3.5ETrTbr5                   VQDVVKVLTHMLMEAFDIFGCV----------------------------

23.1BAcSco4                  GIAVAG------AAVLELT-------------------------------

23.2BFiEfa2                  LFFAADSTFQHLSTISEKV-------------------------------

8.1EMeBta1                   ASLLLDVVYKVIKRTAFKT-------------------------------

8.8EMeMmu1                   ACLIEDVAWRAAKHTCKKT-------------------------------

8.2EFuSce10                  FALVRDFLWKYYKRMYEPE-------------------------------

8.6EViAth15                  VSLLGDFIFQGVERWFFPY-------------------------------

8.4EFuSce14                  FCLLPRFTYDSFQKFFYPT-------------------------------

8.5EFuSce4                   FCLLPRFTIDCIRKIFYPK-------------------------------

8.7EViAth19                  TSLLPRFAIKFLVEYYRPS-------------------------------

15.1EnoDdi18                 IINAALAMAAEWIIIVYREI------------------------------

16.1EOlTth26                 VILGISIASAIVNILFEKFV------------------------------

14.1EFuSce15                 VILNYYAQLYIPPSIKGWLK------------------------------

13.1EMeHsa8                  AFMLESVLDQCLPACLRRLR------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   ESCSHDHHHTRAHGVGTLKEIVIE--------------------------

8.3ETrLdo1                   QKNLFPTLRDVAERQYAVQNGGKL--------------------------

23.3BCyTer4                  WCLLLRYVWRTKLLDKFLGVDLS---------------------------

Mn.Cd-3.3BFiLpl1             GLTVAGDLWRRLTK------------------------------------

30.1BDeBba3                  LTGILAWSRRLFQCIPG---------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  QASFQAAAVYALTQADTVPGSVFGMTCRWNAPCPAATVLFHVVNAQYIWS

2.22BFiSth8                  LIIPADFIRKALTKNK----------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  QPLVGRMLGDKSMQDMVPSKPEEKI-------------------------

17.1EFuSpo12                 MGVISCCLTSILNM------------------------------------

18.1EApCpa6                  TYFPHFHPLRMPKSKLEWKINPNFI-------------------------

19.1EOlTth19                 SLMFLSLMIQYLKDRQRSSKNFQEQLDEDDEDEVQGKNTNNLLSEILEDR

20.1EOlTth57                 KNISVSKCDRQLNQINF---------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  VQMAAIFLKKMFTE------------------------------------

10.1EFuSce3                  AMKFVPMTDDFKIKLTLTLLLDFFG-------------------------

21.1EBaTps13                 RSSTKVYSWRPFPQEQPKLQCCIYCCSTSRYVSCQTIPAHSFFATIFGEK

22.1EApCpa2                  EPSRLGCILRINCDDQTSRSLPDNWIKLSSPFYGQYNNNIFPKFWKIELT

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         ------------ER------------------------------------

2.24BAqAae1                  ------------ER------------------------------------

2.23AEuMva3                  ------------KKNNPIL-------------------------------

Plu3                         -----------KNQPEAA--------------------------------

Tth1                         -----------KRGAAYAPPR-----------------------------

Tro6                         -WETSEVLGEPTRRPTMQPARQATPEA-----------------------

Cch3                         -----------MLKEKK---------------------------------

Plu2                         -----------FRLGEGDVP------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              -----TGMRFRFRLRKADLLPKDRRDK-----------------------

ER-2.7EMeHsa25               FSACTDGISWPFVLLIMPLVIWVYSTDTNFSDMFWS--------------

Ca.Mn.GA-2.13EViAth13        --------TSGYRYSPRTLSTKQKEE------------------------

2.8EApPfa2                   ------------KLKEEQRTKKIKID------------------------

2.21BThPmo1                  ------------KVS-----------------------------------

GAeff-2.5EMeHsa12            ------------SREKIQKHVSSTSSSFLEV-------------------

Ca.Mn.GA-2.9EMeHsa2          ----------CCSPKRVQMHPEDV--------------------------

Ca.Mn.GA-2.16EMeCel2         ----------SKSLNHDPLSVSGI--------------------------

GAeff-2.3EFuSce2             -----------KKNEEDSTYFSNV--------------------------

2.6EFuNcr3                   -----------GARRHMGVNYSQAV-------------------------

9.1EFuSce8                   RSSKHDPFEAYSTSTTLQSEINISVKH-----------------------

9.4EFuZro1                   KNALHDPFEAYSTFTSQSEILSQKVSH-----------------------

9.3EFuDoc1                   RS---DPFKKYASFSRSNTMDRPELMV-----------------------

9.5EFuUma1                   QVQDGEVAEEKPDGNHSKNMMPAPTTSTEKTMV-----------------

9.2EFuSpo3                   NTITTESKLSEKDLEHRLFLQSRRA-------------------------

9.6EFuUma2                   RRQAKKQLSEKSAATA----------------------------------

Tro7                         ------------SG------------------------------------

1.5BSpLbi2                   ------------DLTEIHS-------------------------------

Na.K-1.1EMeHsa13             -----------GGWVEKETYY-----------------------------

N.K-1.6EMeSac1               -----------GGWVEQETYY-----------------------------

H.K.NoGas1.4EMeRno1          -----------GSWWDKNMYY-----------------------------

H.K.Gas-1.2EMeHsa24          -----------GSWWDQELYY-----------------------------

Na-1.3ERaHak1                TDKATGQVTRIAGWLETNTYY-----------------------------

Cte1                         ------------WFFKRFGGN-----------------------------

4.1BGaSen1                   ------------FYSRRYGWQ-----------------------------

Tro4                         ------------WWNHRQRETVRPGRA-----------------------

4.2BSpLin3                   ------------IFYKLVPI------------------------------

30.3BSpLbi4                  -------------WIRKD--------------------------------

30.4BCyAva17                 -------------NTRRAFN------------------------------

30.2BBaFjo5                  -------------STLM---------------------------------

PMeff-2.1EMeHsa11            LRRGQILWFRGLNRIQTQIDVINTFQTGASFKG--VLRRQN--MGQHLDV

PM-2.25EMeHsa1               LRRGQILWFRGLNRIQTQMDVVNAFQSGSSIQG--ALRRQPSIASQHHDV

PM-2.15EMeCel1               RRSGKSLWVRGMFIIGNHLRVLRAFGMEKSEKA--AFGRTAP--------

Vac-2.17EnoDdi23             PSSSNLLGSGGAKPISKDYPTSGESTPPINDEGSPLVTRKTS--------

PM-2.10EViAth45              -----------AAPISNKLKVLKFWGKKKNSSGEGSL-------------

PM-2.14EViAth40              -----------KTPMS--VYFKKPFRKYKASRNA----------------

Chl-2.11EViAth32             -----------SH-------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               -----------AAFVQRFKYVFGLEFLRKNHTG-----------------

Vac-2.18EApTgo1              ------------EFGSREETLEETHSLALELRGRTPERMNERLGLASYTF

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  --------DNRTAFTTKKDYGIGEREAQWAQAQRTLHGLQPKEDVNIFPE

3.1EFuNcr1                   --------SPKGNQKQRSLEDFVVSLQRVSTQHEKSQ-------------

3.6EFuSce5                   --------PMKEKKSTRSVEDFMAAMQRVSTQHEKET-------------

3.2ETrLma9                   --------SEASGSGPIKPYSDGTEGNGVAPVKKSAATSAEKALN-LSVS

3.5ETrTbr5                   --------SRASG---------GKE------IVYNAKSSKEPI-------

23.1BAcSco4                  -----------WGWVDRRFPV-----------------------------

23.2BFiEfa2                  -----------QLWFYKKRH------------------------------

8.1EMeBta1                   -----------LVDEVQELEAK--SQDPGAVVL----GKSLTERAQLLKN

8.8EMeMmu1                   -----------LLEEVQELETK--SRVMGKAMLRDSNGKRMNERDRLIKR

8.2EFuSce10                  -----------TYHVIQEMQKYNISDSRPHVQQFQNAIRKVRQVQRMKKQ

8.6EViAth15                  -----------DYQIVQEIHRHESDASKADQLEVENELTPQEARSYAISQ

8.4EFuSce14                  -----------DVEIVREMWQHGHFDHYPPGYDPTDPNRPKVTKAGQHGE

8.5EFuSce4                   -----------DIEIVREMWLRGDFDLYPQGYDPTDPSRPRINEIRPLTD

8.7EViAth19                  -----------DVRIAREAEKLGTFRESQP--------------------

15.1EnoDdi18                 -----------RSKSKRKLKQKQNSDPNIIAKNTVNERYTSLN-------

16.1EOlTth26                 -----------VRKISLVVKKKKEQKTNFSIIVPHNKIET----------

14.1EFuSce15                 -----------KKKSSKKYKLLIQEEMKLKEV------------------

13.1EMeHsa8                  -----------PKRASKKRFKQLERELAEQPWPPLPAGPLR---------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  AIAFNMKSPFRQSWEQNPWFRTTLALLSLLCLSVIEPVVPLLQRMLALAP

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 KGDGDQSNLNRSTSKNLTKNNFKIQISSDDALSQDIHEHQFKNSLEQDTK

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  -------SWGVEHFFKFFFMDDKPSDISVQQVKIASK-------------

21.1EBaTps13                 GTNHAVYIQRNRPSRRQRPTRKRSCWTRK---------------------

22.1EApCpa2                  FWCVFFLMLNVIISIALRTVIFKFRDFEQIKAPNPSKTTSNRTESSLNEN

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            KLVPSSSYIKVVKAFHSSLHESIQKPYNQKSIHSFMTHPEFAIEEELPRT

PM-2.25EMeHsa1               TNISTPTHIRVVNAFRSSLYEGLEKPESRSSIHNFMTHPEFRIEDSEPHI

PM-2.15EMeCel1               -AMTAEAAERWRASYRKYRHQKHQEKKATAETAESVKSADWAKEQKEKKK

Vac-2.17EnoDdi23             VGASANDNINTPIPSSSSNLVNLNKPTQVGRGWQIVRQTHKKLVVINALK

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               -----------KHDDEEALLEESDSPESTAFY------------------

Vac-2.18EApTgo1              AKKYAKKARLMTLSRLRTRRLEGGRDGRGRGVSSFAGIRNRGASRGDARV

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  KGSYRELSEIAEQAKRRAEIARLRELHTLKGHVESVAKLKGLDIDTAGHH

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   SASHKALEGMREDTHVPNEGASPVNVYVSRDKQ-----------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   ---------------VFKKNHVNLYRSESLQQNLLHGYAFSQDE------

8.8EMeMmu1                   ---------------LSRKTPPTLFRTGSIQQCVSHGYAFSQEE------

8.2EFuSce10                  RGFAFSQAEEGGQEKIVRMYDTTQKRGKYGELQDASANPFNDNNGL----

8.6EViAth15                  -----------------LPRELSKHTGFAFDSPGYESFFASQLG------

8.4EFuSce14                  KIIEGIALSDNLGGSNYSRDSVVTEEIPMTFMHGEDGSPSGYQKQETWMT

8.5EFuSce4                   -FKEPISLDTHFDGVSHSQETIVTEEIPMSILNGEQGSRKGYRVSTTLER

8.7EViAth19                  ------------------------VGVEMNLIQDPPRR------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  LSTSMRRWLWVLIALNGLATLLVEAVLNWYEHGRVRVSVEEY--------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 FVIEKRNVSLKDNISSDFE-------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  VGT-----------------------------------------------

Tro5                         --------------------------------------------------

24.2BChTro1                  --------------------------------------------------

24.3BDeHoc1                  --------------------------------------------------

24.4BGaHch1                  --------------------------------------------------

24.1BAcMbo1                  --------------------------------------------------

Dra3                         --------------------------------------------------

7.1BGaEco3                   --------------------------------------------------

Dra2                         --------------------------------------------------

6.14BAlSme6                  --------------------------------------------------

6.2BGaEco4                   --------------------------------------------------

Tth3                         --------------------------------------------------

6.1BFiSau1                   --------------------------------------------------

6.8BFiLmo1                   --------------------------------------------------

6.12BGaPpu1                  --------------------------------------------------

6.4BBeRme1                   --------------------------------------------------

6.13BCyNsp1                  --------------------------------------------------

Tro2                         --------------------------------------------------

6.11BGaPpu4                  --------------------------------------------------

6.9BFiBsu2                   --------------------------------------------------

Dra4                         --------------------------------------------------

6.10BFiBsu3                  --------------------------------------------------

6.5BCyObr1                   --------------------------------------------------

6.3BEpHpy1                   --------------------------------------------------

Cab1                         --------------------------------------------------

Chl1                         --------------------------------------------------

Cpn1                         --------------------------------------------------

Cmu1                         --------------------------------------------------

6.6EViAth26                  --------------------------------------------------

25.1BAcSco3                  --------------------------------------------------

25.2BAlSme3                  --------------------------------------------------

25.3BFiEfa3                  --------------------------------------------------

Tro3                         --------------------------------------------------

32.8BCyTel1                  --------------------------------------------------

32.6AEuMsm6                  --------------------------------------------------

32.7BVeAmu1                  --------------------------------------------------

32.3BBaBca1                  --------------------------------------------------

32.5BSpTde3                  --------------------------------------------------

32.1BBeAar4                  --------------------------------------------------

32.2BAcMtu1                  --------------------------------------------------

6.17AEuMac1                  --------------------------------------------------

Tro1                         --------------------------------------------------

Tth2                         --------------------------------------------------

Dra1                         --------------------------------------------------

Au2-5.20BGaSen5              --------------------------------------------------

Cu1.Ag.eff-5.5BGaEco2        --------------------------------------------------

Det1                         --------------------------------------------------

Dsp1                         --------------------------------------------------

5.18BFiBsu1                  --------------------------------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      --------------------------------------------------

Cu2upt-5.1BFiEhi1            --------------------------------------------------

5.23BSpLin1                  --------------------------------------------------

5.15BFiEfa2                  --------------------------------------------------

Cte3                         --------------------------------------------------

Cch1                         --------------------------------------------------

Plu1                         --------------------------------------------------

Ag.eff-5.4BGaSen1            --------------------------------------------------

Cu1.Ag.eff-5.3EMeHsa23       --------------------------------------------------

Cu1.eff-5.6EMeHsa16          --------------------------------------------------

Tma1                         --------------------------------------------------

Cu1.Ag.eff-5.7AEuAfu2        --------------------------------------------------

Cu2.GA-5.17EFuSce13          --------------------------------------------------

Cu1.GA-5.8EFuCal2            --------------------------------------------------

5.24ACrSso1                  --------------------------------------------------

5.25ACrPae1                  --------------------------------------------------

5.28ACrApe2                  --------------------------------------------------

5.26AEuTvo1                  --------------------------------------------------

27.2BSpLbi1                  --------------------------------------------------

27.3BEpNsp1                  --------------------------------------------------

Cch2                         --------------------------------------------------

27.1BBeNme1                  --------------------------------------------------

Aae3                         --------------------------------------------------

Cu1.Ag-5.21BAqAae2           --------------------------------------------------

Aae2                         --------------------------------------------------

Cu2-5.22BAqAae1              --------------------------------------------------

Cu1.Ag.eff-5.10AEuAfu1       --------------------------------------------------

Tth4                         --------------------------------------------------

5.16BFiEfa1                  --------------------------------------------------

Cu1.Ag.eff-5.2BFiEhi2        --------------------------------------------------

5.27AKoKcr1                  --------------------------------------------------

Cu1.Chl-5.11EViAth34         --------------------------------------------------

Cu1.Chl-5.12EViAth1          --------------------------------------------------

Aae1                         --------------------------------------------------

2.24BAqAae1                  --------------------------------------------------

2.23AEuMva3                  --------------------------------------------------

Plu3                         --------------------------------------------------

Tth1                         --------------------------------------------------

Tro6                         --------------------------------------------------

Cch3                         --------------------------------------------------

Plu2                         --------------------------------------------------

2.4BCySsp6                   --------------------------------------------------

GA-2.19EViAth27              --------------------------------------------------

ER-2.7EMeHsa25               --------------------------------------------------

Ca.Mn.GA-2.13EViAth13        --------------------------------------------------

2.8EApPfa2                   --------------------------------------------------

2.21BThPmo1                  --------------------------------------------------

GAeff-2.5EMeHsa12            --------------------------------------------------

Ca.Mn.GA-2.9EMeHsa2          --------------------------------------------------

Ca.Mn.GA-2.16EMeCel2         --------------------------------------------------

GAeff-2.3EFuSce2             --------------------------------------------------

2.6EFuNcr3                   --------------------------------------------------

9.1EFuSce8                   --------------------------------------------------

9.4EFuZro1                   --------------------------------------------------

9.3EFuDoc1                   --------------------------------------------------

9.5EFuUma1                   --------------------------------------------------

9.2EFuSpo3                   --------------------------------------------------

9.6EFuUma2                   --------------------------------------------------

Tro7                         --------------------------------------------------

1.5BSpLbi2                   --------------------------------------------------

Na.K-1.1EMeHsa13             --------------------------------------------------

N.K-1.6EMeSac1               --------------------------------------------------

H.K.NoGas1.4EMeRno1          --------------------------------------------------

H.K.Gas-1.2EMeHsa24          --------------------------------------------------

Na-1.3ERaHak1                --------------------------------------------------

Cte1                         --------------------------------------------------

4.1BGaSen1                   --------------------------------------------------

Tro4                         --------------------------------------------------

4.2BSpLin3                   --------------------------------------------------

30.3BSpLbi4                  --------------------------------------------------

30.4BCyAva17                 --------------------------------------------------

30.2BBaFjo5                  --------------------------------------------------

PMeff-2.1EMeHsa11            PLLDEEEEENPDKASKFGTRVLLLDGEVTPYANTNNNAVDCNQVQLPQS-

PM-2.25EMeHsa1               PLIDDTDAEDDAPTKRNSSPPPSPNKNNNAVDSGIHLTIEMNKSATSSSP

PM-2.15EMeCel1               TFKQIKQVARGKSLDKDSKKHHKKRKD--------QTNVDMEDIELN---

Vac-2.17EnoDdi23             EFSQNKEPGLVDVVRGTNRG---------------SLHLPVNQINN----

PM-2.10EViAth45              --------------------------------------------------

PM-2.14EViAth40              --------------------------------------------------

Chl-2.11EViAth32             --------------------------------------------------

PM-2.12EViAth11              --------------------------------------------------

Vac-2.2EFuSce6               --------------------------------------------------

Vac-2.18EApTgo1              APRQNKACSPPLSDAREEACIEMQ--------------------------

Cte2                         --------------------------------------------------

3.4AEuMja1                   --------------------------------------------------

3.7EViAth21                  YTV-----------------------------------------------

3.1EFuNcr1                   --------------------------------------------------

3.6EFuSce5                   --------------------------------------------------

3.2ETrLma9                   --------------------------------------------------

3.5ETrTbr5                   --------------------------------------------------

23.1BAcSco4                  --------------------------------------------------

23.2BFiEfa2                  --------------------------------------------------

8.1EMeBta1                   -------------------------NGIVSQSEVIR-AYDTTKQRPDEW-

8.8EMeMmu1                   -------------------------HGAVTQEEIVR-AYDTTKENSRKK-

8.2EFuSce10                  -----------------------GSNDFESAEPFIENPFADGNQNSNRFS

8.6EViAth15                  ------------------------IYAPQKAWDVARRASMRSRPKVPKK-

8.4EFuSce14                  SPKETQDLLQSPQFQQAQTFGRGPSTNVRSSLDRTREQMIATNQLDNRYS

8.5EFuSce4                   --RDQLSPVTTTNNLPRRSMASARGNKLRTSLDRTREEMLANHQLDTRYS

8.7EViAth19                  --------------------------------------------------

15.1EnoDdi18                 --------------------------------------------------

16.1EOlTth26                 --------------------------------------------------

14.1EFuSce15                 --------------------------------------------------

13.1EMeHsa8                  --------------------------------------------------

32.4BFuFnu1                  --------------------------------------------------

Cu1-5.13ACrSso2              --------------------------------------------------

Cd2-5.14EFuSce9              --------------------------------------------------

Cu1-5.9EFuCal1               --------------------------------------------------

6.16BGaPae5                  --------------------------------------------------

6.7EViAth1                   --------------------------------------------------

8.3ETrLdo1                   --------------------------------------------------

23.3BCyTer4                  --------------------------------------------------

Mn.Cd-3.3BFiLpl1             --------------------------------------------------

30.1BDeBba3                  --------------------------------------------------

31.1BGaMca11                 --------------------------------------------------

12.1ERhCme8                  --------------------------------------------------

2.22BFiSth8                  --------------------------------------------------

29.1BDeBba2                  --------------------------------------------------

29.2BBaFjo4                  --------------------------------------------------

28.1BGaLpn4                  --------------------------------------------------

11.1EFuEcu1                  --------------------------------------------------

17.1EFuSpo12                 --------------------------------------------------

18.1EApCpa6                  --------------------------------------------------

19.1EOlTth19                 --------------------------------------------------

20.1EOlTth57                 --------------------------------------------------

26.1BAcCdi2                  --------------------------------------------------

31.2BGaMca1                  --------------------------------------------------

2.20BFiCac3                  --------------------------------------------------

10.1EFuSce3                  --------------------------------------------------

21.1EBaTps13                 --------------------------------------------------

22.1EApCpa2                  --------------------------------------------------

Tro5                         ---------------------------

24.2BChTro1                  ---------------------------

24.3BDeHoc1                  ---------------------------

24.4BGaHch1                  ---------------------------

24.1BAcMbo1                  ---------------------------

Dra3                         ---------------------------

7.1BGaEco3                   ---------------------------

Dra2                         ---------------------------

6.14BAlSme6                  ---------------------------

6.2BGaEco4                   ---------------------------

Tth3                         ---------------------------

6.1BFiSau1                   ---------------------------

6.8BFiLmo1                   ---------------------------

6.12BGaPpu1                  ---------------------------

6.4BBeRme1                   ---------------------------

6.13BCyNsp1                  ---------------------------

Tro2                         ---------------------------

6.11BGaPpu4                  ---------------------------

6.9BFiBsu2                   ---------------------------

Dra4                         ---------------------------

6.10BFiBsu3                  ---------------------------

6.5BCyObr1                   ---------------------------

6.3BEpHpy1                   ---------------------------

Cab1                         ---------------------------

Chl1                         ---------------------------

Cpn1                         ---------------------------

Cmu1                         ---------------------------

6.6EViAth26                  ---------------------------

25.1BAcSco3                  ---------------------------

25.2BAlSme3                  ---------------------------

25.3BFiEfa3                  ---------------------------

Tro3                         ---------------------------

32.8BCyTel1                  ---------------------------

32.6AEuMsm6                  ---------------------------

32.7BVeAmu1                  ---------------------------

32.3BBaBca1                  ---------------------------

32.5BSpTde3                  ---------------------------

32.1BBeAar4                  ---------------------------

32.2BAcMtu1                  ---------------------------

6.17AEuMac1                  ---------------------------

Tro1                         ---------------------------

Tth2                         ---------------------------

Dra1                         ---------------------------

Au2-5.20BGaSen5              ---------------------------

Cu1.Ag.eff-5.5BGaEco2        ---------------------------

Det1                         ---------------------------

Dsp1                         ---------------------------

5.18BFiBsu1                  ---------------------------

Cu2.Fe3.Pb2-5.19BFiSau2      ---------------------------

Cu2upt-5.1BFiEhi1            ---------------------------

5.23BSpLin1                  ---------------------------

5.15BFiEfa2                  ---------------------------

Cte3                         ---------------------------

Cch1                         ---------------------------

Plu1                         ---------------------------

Ag.eff-5.4BGaSen1            ---------------------------

Cu1.Ag.eff-5.3EMeHsa23       ---------------------------

Cu1.eff-5.6EMeHsa16          ---------------------------

Tma1                         ---------------------------

Cu1.Ag.eff-5.7AEuAfu2        ---------------------------

Cu2.GA-5.17EFuSce13          ---------------------------

Cu1.GA-5.8EFuCal2            ---------------------------

5.24ACrSso1                  ---------------------------

5.25ACrPae1                  ---------------------------

5.28ACrApe2                  ---------------------------

5.26AEuTvo1                  ---------------------------

27.2BSpLbi1                  ---------------------------

27.3BEpNsp1                  ---------------------------

Cch2                         ---------------------------

27.1BBeNme1                  ---------------------------

Aae3                         ---------------------------

Cu1.Ag-5.21BAqAae2           ---------------------------

Aae2                         ---------------------------

Cu2-5.22BAqAae1              ---------------------------

Cu1.Ag.eff-5.10AEuAfu1       ---------------------------

Tth4                         ---------------------------

5.16BFiEfa1                  ---------------------------

Cu1.Ag.eff-5.2BFiEhi2        ---------------------------

5.27AKoKcr1                  ---------------------------

Cu1.Chl-5.11EViAth34         ---------------------------

Cu1.Chl-5.12EViAth1          ---------------------------

Aae1                         ---------------------------

2.24BAqAae1                  ---------------------------

2.23AEuMva3                  ---------------------------

Plu3                         ---------------------------

Tth1                         ---------------------------

Tro6                         ---------------------------

Cch3                         ---------------------------

Plu2                         ---------------------------

2.4BCySsp6                   ---------------------------

GA-2.19EViAth27              ---------------------------

ER-2.7EMeHsa25               ---------------------------

Ca.Mn.GA-2.13EViAth13        ---------------------------

2.8EApPfa2                   ---------------------------

2.21BThPmo1                  ---------------------------

GAeff-2.5EMeHsa12            ---------------------------

Ca.Mn.GA-2.9EMeHsa2          ---------------------------

Ca.Mn.GA-2.16EMeCel2         ---------------------------

GAeff-2.3EFuSce2             ---------------------------

2.6EFuNcr3                   ---------------------------

9.1EFuSce8                   ---------------------------

9.4EFuZro1                   ---------------------------

9.3EFuDoc1                   ---------------------------

9.5EFuUma1                   ---------------------------

9.2EFuSpo3                   ---------------------------

9.6EFuUma2                   ---------------------------

Tro7                         ---------------------------

1.5BSpLbi2                   ---------------------------

Na.K-1.1EMeHsa13             ---------------------------

N.K-1.6EMeSac1               ---------------------------

H.K.NoGas1.4EMeRno1          ---------------------------

H.K.Gas-1.2EMeHsa24          ---------------------------

Na-1.3ERaHak1                ---------------------------

Cte1                         ---------------------------

4.1BGaSen1                   ---------------------------

Tro4                         ---------------------------

4.2BSpLin3                   ---------------------------

30.3BSpLbi4                  ---------------------------

30.4BCyAva17                 ---------------------------

30.2BBaFjo5                  ---------------------------

PMeff-2.1EMeHsa11            DSSLQSLETSV----------------

PM-2.25EMeHsa1               GSPLHSLETSL----------------

PM-2.15EMeCel1               ---------------------------

Vac-2.17EnoDdi23             ---------------------------

PM-2.10EViAth45              ---------------------------

PM-2.14EViAth40              ---------------------------

Chl-2.11EViAth32             ---------------------------

PM-2.12EViAth11              ---------------------------

Vac-2.2EFuSce6               ---------------------------

Vac-2.18EApTgo1              ---------------------------

Cte2                         ---------------------------

3.4AEuMja1                   ---------------------------

3.7EViAth21                  ---------------------------

3.1EFuNcr1                   ---------------------------

3.6EFuSce5                   ---------------------------

3.2ETrLma9                   ---------------------------

3.5ETrTbr5                   ---------------------------

23.1BAcSco4                  ---------------------------

23.2BFiEfa2                  ---------------------------

8.1EMeBta1                   ---------------------------

8.8EMeMmu1                   ---------------------------

8.2EFuSce10                  SSRDDISFDI-----------------

8.6EViAth15                  ---------------------------

8.4EFuSce14                  VERARTSLDLPGVTNAASLIGTQQNN-

8.5EFuSce4                   VERARASLDLPGINHAETLLSQRSRDR

8.7EViAth19                  ---------------------------

15.1EnoDdi18                 ---------------------------

16.1EOlTth26                 ---------------------------

14.1EFuSce15                 ---------------------------

13.1EMeHsa8                  ---------------------------

32.4BFuFnu1                  ---------------------------

Cu1-5.13ACrSso2              ---------------------------

Cd2-5.14EFuSce9              ---------------------------

Cu1-5.9EFuCal1               ---------------------------

6.16BGaPae5                  ---------------------------

6.7EViAth1                   ---------------------------

8.3ETrLdo1                   ---------------------------

23.3BCyTer4                  ---------------------------

Mn.Cd-3.3BFiLpl1             ---------------------------

30.1BDeBba3                  ---------------------------

31.1BGaMca11                 ---------------------------

12.1ERhCme8                  ---------------------------

2.22BFiSth8                  ---------------------------

29.1BDeBba2                  ---------------------------

29.2BBaFjo4                  ---------------------------

28.1BGaLpn4                  ---------------------------

11.1EFuEcu1                  ---------------------------

17.1EFuSpo12                 ---------------------------

18.1EApCpa6                  ---------------------------

19.1EOlTth19                 ---------------------------

20.1EOlTth57                 ---------------------------

26.1BAcCdi2                  ---------------------------

31.2BGaMca1                  ---------------------------

2.20BFiCac3                  ---------------------------

10.1EFuSce3                  ---------------------------

21.1EBaTps13                 ---------------------------

22.1EApCpa2                  ---------------------------

