Supplementary Table 3.
	Abbreviation
	Organism
	Class
	Protein Size (#aas)
	Gene Index (GI) #
	Family

	Aar1
	Aromatoleum aromaticum EbN1
	
	897
	56477784
	2

	Aar2
	Aromatoleum aromaticum EbN1
	
	911
	56475557
	2

	Aar3
	Aromatoleum aromaticum EbN1
	
	803
	56478367
	5

	Aar4
	Aromatoleum aromaticum EbN1
	
	785
	56476640
	5

	Aar5
	Aromatoleum aromaticum EbN1
	
	694
	56475751
	32

	Aar6
	Aromatoleum aromaticum EbN1
	
	817
	56478348
	27

	Asp1
	Acinetobacter sp. ADP1
	
	920
	50085121
	4

	Asp2
	Acinetobacter sp. ADP1
	
	802
	50085487
	5

	Asp3
	Acinetobacter sp. ADP1
	
	671
	50085998
	7

	Atu1
	Agrobacterium tumefaciens str. C58
	
	861
	15888276
	5

	Atu2
	Agrobacterium tumefaciens str. C58
	
	836
	15888531
	5

	Atu3
	Agrobacterium tumefaciens str. C58
	
	763
	15888852
	27

	Atu4
	Agrobacterium tumefaciens str. C58
	
	905
	17934751
	6

	Atu5
	Agrobacterium tumefaciens str. C58
	
	718
	15891162
	7

	Bba1
	Bdellovibrio bacteriovorus HD100
	
	692
	42523748
	5

	Bba2
	Bdellovibrio bacteriovorus HD100
	
	724
	42523682
	5

	Bba3
	Bdellovibrio bacteriovorus HD100
	
	798
	42524029
	29

	Bba4
	Bdellovibrio bacteriovorus HD100
	
	825
	42522486
	30

	Bbr1
	Bordetella bronchiseptica RB50
	
	918
	33600086
	4

	Bbr2
	Bordetella bronchiseptica RB50
	
	808
	33600166
	5

	Bbr3
	Bordetella bronchiseptica RB50
	
	778
	33601483
	6

	Bbr4
	Bordetella bronchiseptica RB50
	
	721
	33602892
	7

	Bja1
	Bradyrhizobium japonicum USDA 110
	
	850
	27378926
	30

	Bja2
	Bradyrhizobium japonicum USDA 110
	
	832
	27382164
	4

	Bja3
	Bradyrhizobium japonicum USDA 110
	
	823
	27375811
	5

	Bja4
	Bradyrhizobium japonicum USDA 110
	
	730
	27377880
	27

	Bja5
	Bradyrhizobium japonicum USDA 110
	
	706
	27381889
	7

	Bme1
	Brucella melitensis 16M
	
	928
	17988400
	4

	Bme2
	Brucella melitensis 16M
	
	826
	17988013
	5

	Bme3
	Brucella melitensis 16M
	
	928
	17988400
	4

	Bme4
	Brucella melitensis 16M
	
	752
	17987852
	27

	Bme5
	Brucella melitensis 16M
	
	813
	17986337
	6

	Bme6
	Brucella melitensis 16M
	
	673
	17988441
	6

	Bps1
	Burkholderia pseudomallei K96243
	
	837
	53722128
	30

	Bps2
	Burkholderia pseudomallei K96243
	
	928
	53721996
	4

	Bps3
	Burkholderia pseudomallei K96243
	
	976
	53721259
	5

	Bps4
	Burkholderia pseudomallei K96243
	
	807
	53717943
	5

	Bps5
	Burkholderia pseudomallei K96243
	
	836
	53720986
	6

	Bps6
	Burkholderia pseudomallei K96243
	
	686
	53718808
	7

	Cbu1
	Coxiella burnetii RSA 493
	
	742
	29654798
	5

	Ccr1
	Caulobacter crescentus CB15
	
	724
	16125656
	27

	Ccr2
	Caulobacter crescentus CB15
	
	677
	16126959
	6

	Ccr3
	Caulobacter crescentus CB15
	
	686
	16125839
	7

	Cje1
	Campylobacter jejuni subsp. jejuni NCTC 11168
	
	699
	15792485
	5

	Cje2
	Campylobacter jejuni subsp. jejuni NCTC 11168
	
	785
	15792479
	5

	Cje3
	Campylobacter jejuni subsp. jejuni NCTC 11168
	
	681
	15792027
	7

	Cps1
	Colwellia psychrerythraea 34H
	
	791
	71280081
	5

	Cps2
	Colwellia psychrerythraea 34H
	
	820
	71279318
	27

	Dps1
	Desulfotalea psychrophila LSv54
	
	919
	51244159
	2

	Dps2
	Desulfotalea psychrophila LSv54
	
	858
	51244834
	3

	Dvu1
	Desulfovibrio vulgaris str. Hildenborough
	
	917
	46580402
	2

	Dvu2
	Desulfovibrio vulgaris str. Hildenborough
	
	905
	46580729
	5

	Dvu3
	Desulfovibrio vulgaris str. Hildenborough
	
	633
	46581204
	25

	Dvu4
	Desulfovibrio vulgaris str. Hildenborough
	
	606
	46581732
	32

	Dvu5
	Desulfovibrio vulgaris str. Hildenborough
	
	678
	46581738
	7

	Eco1
	Escherichia coli str. K-12 substr. MG1655
	
	898
	16132064
	4

	Eco2
	Escherichia coli str. K-12 substr. MG1655
	
	834
	16128468
	5

	Eco3
	Escherichia coli str. K-12 substr. MG1655
	
	732
	16131341
	6

	Eco4
	Escherichia coli str. K-12 substr. MG1655
	
	682
	16128673
	7

	Ftu1
	Francisella tularensis subsp. tularensis SCHU S4
	
	679
	56708741
	7

	Gox1
	Gluconobacter oxydans 621H
	
	791
	58039131
	5

	Gsu1
	Geobacter sulfurreducens PCA
	
	871
	39996778
	2

	Gsu2
	Geobacter sulfurreducens PCA
	
	916
	39997423
	2

	Gsu3
	Geobacter sulfurreducens PCA
	
	797
	39997547
	5

	Gsu4
	Geobacter sulfurreducens PCA
	
	713
	39997245
	6

	Gsu5
	Geobacter sulfurreducens PCA
	
	689
	39997576
	7

	Gsu6
	Geobacter sulfurreducens PCA
	
	868
	39997447
	3

	Hhe1
	Helicobacter hepaticus ATCC 51449
	
	747
	32262231
	5

	Hhe2
	Helicobacter hepaticus ATCC 51449
	
	795
	32262572
	5

	Hhe3
	Helicobacter hepaticus ATCC 51449
	
	695
	32262134
	6

	Hin1
	Haemophilus influenzae Rd KW20
	
	722
	16272245
	5

	Hpy1
	Helicobacter pylori 26695
	
	745
	15645686
	5

	Hpy2
	Helicobacter pylori 26695
	
	788
	15646112
	5

	Hpy3
	Helicobacter pylori 26695
	
	686
	15645410
	6

	Ilo1
	Idiomarina loihiensis L2TR
	
	753
	56460326
	5

	Ilo2
	Idiomarina loihiensis L2TR
	
	749
	56459705
	5

	Ilo3
	Idiomarina loihiensis L2TR
	
	792
	56460410
	27

	Lpn1
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	
	842
	52841251
	2

	Lpn2
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	
	904
	52841327
	2

	Lpn3
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	
	855
	52842590
	4


	Lpn4
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	
	736
	52841258
	5

	Lpn5
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	
	735
	52841854
	5

	Lpn6
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	
	635
	52841244
	6

	Lpn7
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	
	729
	52841243
	6

	Lpn8
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	
	852
	52840486
	28

	Lpn9
	Legionella pneumophila subsp. pneumophila str. Philadelphia 1
	
	847
	52842897
	28


	Mca1
	Methylococcus capsulatus str. Bath
	
	919
	53804203
	2

	Mca2
	Methylococcus capsulatus str. Bath
	
	1031
	53802308
	2

	Mca3
	Methylococcus capsulatus str. Bath
	
	905
	53804876
	2

	Mca4
	Methylococcus capsulatus str. Bath
	
	884
	53802673
	2

	Mca5
	Methylococcus capsulatus str. Bath
	
	951
	53804030
	4

	Mca6
	Methylococcus capsulatus str. Bath
	
	725
	53803908
	5

	Mca7
	Methylococcus capsulatus str. Bath
	
	779
	53805105
	5

	Mca8
	Methylococcus capsulatus str. Bath
	
	831
	53804835
	5

	Mca9
	Methylococcus capsulatus str. Bath
	
	690
	53803781
	7

	Mca10
	Methylococcus capsulatus str. Bath
	
	1068
	53804058
	31

	Mca11
	Methylococcus capsulatus str. Bath
	
	673
	53802306
	31

	Mca12
	Methylococcus capsulatus str. Bath
	
	839
	53804062
	31

	Mlo1
	Mesorhizobium loti MAFF303099
	
	896
	13475516
	4

	Mlo2
	Mesorhizobium loti MAFF303099
	
	839
	13474443
	5

	Mlo3
	Mesorhizobium loti MAFF303099
	
	762
	13475370
	27

	Mlo4
	Mesorhizobium loti MAFF303099
	
	762
	13475529
	27

	Mlo5
	Mesorhizobium loti MAFF303099
	
	749
	13472245
	6

	Mlo6
	Mesorhizobium loti MAFF303099
	
	697
	13472737
	7


	Mlo7
	Mesorhizobium loti MAFF303099
	
	617
	13475503
	25

	Msu1
	Mannheimia succiniciproducens MBEL55E
	
	750
	52424943
	5

	Neu1
	Nitrosomonas europaea ATCC 19718
	
	912
	30248632
	2

	Neu2
	Nitrosomonas europaea ATCC 19718
	
	782
	30249022
	5

	Neu3
	Nitrosomonas europaea ATCC 19718
	
	722
	30249201
	5

	Nme1
	Neisseria meningitidis MC58
	
	720
	15677191
	5

	Nme2
	Neisseria meningitidis MC58
	
	823
	15676928
	27

	Noc1
	Nitrosococcus oceani ATCC 19707
	
	1082
	77164900
	2

	Noc2
	Nitrosococcus oceani ATCC 19707
	
	884
	77165595
	2

	Noc3
	Nitrosococcus oceani ATCC 19707
	
	724
	77165022
	5

	Noc4
	Nitrosococcus oceani ATCC 19707
	
	823
	77163740
	5

	Nwi1
	Nitrobacter winogradskyi Nb-255
	
	831
	75675104
	5

	Nwi2
	Nitrobacter winogradskyi Nb-255
	
	712
	75677312
	6

	Nwi3
	Nitrobacter winogradskyi Nb-255
	
	665
	75676140
	6

	Pae1
	Pseudomonas aeruginosa PAO1
	
	902
	15596626
	2

	Pae2
	Pseudomonas aeruginosa PAO1
	
	903
	15600018
	4

	Pae3
	Pseudomonas aeruginosa PAO1
	
	792
	15599115
	5

	Pae4
	Pseudomonas aeruginosa PAO1
	
	811
	15596746
	27

	Pae5
	Pseudomonas aeruginosa PAO1
	
	740
	15598886
	6

	Pae6
	Pseudomonas aeruginosa PAO1
	
	690
	15596831
	7

	Pae7
	Pseudomonas aeruginosa PAO1
	
	661
	15597631
	6

	Pat1
	Pectobacterium atrosepticum SCRI1043
	
	903
	50119386
	4

	Pat2
	Pectobacterium atrosepticum SCRI1043
	
	907
	50120132
	5

	Pat3
	Pectobacterium atrosepticum SCRI1043
	
	787
	50123272
	6

	Pat4
	Pectobacterium atrosepticum SCRI1043
	
	714
	50120280
	7

	Pca1
	Pelobacter carbinolicus DSM 2380
	
	899
	77918506
	2

	Pca2
	Pelobacter carbinolicus DSM 2380
	
	906
	77918957
	2

	Pca3
	Pelobacter carbinolicus DSM 2380
	
	834
	77919195
	5

	Pca4
	Pelobacter carbinolicus DSM 2380
	
	767
	77919310
	5

	Pca5
	Pelobacter carbinolicus DSM 2380
	
	896
	77919873
	1

	Pfl1
	Pseudomonas fluorescens Pf-5
	
	903
	70730713
	4

	Pfl2
	Pseudomonas fluorescens Pf-5
	
	921
	70731434
	4

	Pfl3
	Pseudomonas fluorescens Pf-5
	
	798
	70734212
	5

	Pfl4
	Pseudomonas fluorescens Pf-5
	
	778
	70729297
	27

	Pfl5
	Pseudomonas fluorescens Pf-5
	
	818
	70733177
	6

	Pfl6
	Pseudomonas fluorescens Pf-5
	
	690
	70731913
	7

	Pfl7
	Pseudomonas fluorescens Pf-5
	
	694
	70731647
	7

	Pfl8
	Pseudomonas fluorescens Pf-5
	
	634
	70733474
	6

	Pha1
	Pseudoalteromonas haloplanktis TAC125
	
	748
	77359957
	5

	Pha2
	Pseudoalteromonas haloplanktis TAC125
	
	791
	77360787
	27

	Plu1
	Photorhabdus luminescens subsp. laumondii TTO1
	
	911
	37527684
	5

	Plu2
	Photorhabdus luminescens subsp. laumondii TTO1
	
	761
	37527955
	6

	Plu3
	Photorhabdus luminescens subsp. laumondii TTO1
	
	688
	37525373
	7

	Pmu1
	Pasteurella multocida subsp. multocida str. Pm70
	
	724
	15603757
	5

	Ppr1
	Photobacterium profundum SS9
	
	965
	54309978
	5

	Ppr2
	Photobacterium profundum SS9
	
	769
	54309022
	27

	Ppr3
	Photobacterium profundum SS9
	
	801
	54308413
	6

	Ppu1
	Pseudomonas putida KT2440
	
	920
	26989364
	4

	Ppu2
	Pseudomonas putida KT2440
	
	799
	26987324
	5

	Ppu3
	Pseudomonas putida KT2440
	
	882
	26990952
	27

	Ppu4
	Pseudomonas putida KT2440
	
	665
	26986786
	6

	Ppu5
	Pseudomonas putida KT2440
	
	750
	26991815
	6

	Psy1
	Pseudomonas syringae pv. tomato str. DC3000
	
	732
	28867978
	5

	Psy2
	Pseudomonas syringae pv. tomato str. DC3000
	
	823
	28869200
	27

	Psy3
	Pseudomonas syringae pv. tomato str. DC3000
	
	752
	28872391
	6

	Psy4
	Pseudomonas syringae pv. tomato str. DC3000
	
	692
	28869445
	7

	Psy5
	Pseudomonas syringae pv. tomato str. DC3000
	
	641
	28872637
	6

	Rpa1
	Rhodopseudomonas palustris CGA009
	
	914
	39934334
	2

	Rpa2
	Rhodopseudomonas palustris CGA009
	
	852
	39935958
	30

	Rpa3
	Rhodopseudomonas palustris CGA009
	
	973
	39934730
	5

	Rpa4
	Rhodopseudomonas palustris CGA009
	
	732
	39933093
	27

	Rpa5
	Rhodopseudomonas palustris CGA009
	
	709
	39936323
	6

	Rpa6
	Rhodopseudomonas palustris CGA009
	
	709
	39936068
	7

	Rpa7
	Rhodopseudomonas palustris CGA009
	
	698
	39935402
	32

	Rso1
	Ralstonia solanacearum GMI1000
	
	748
	17548065
	5

	Rso2
	Ralstonia solanacearum GMI1000
	
	784
	17548540
	6

	Rso3
	Ralstonia solanacearum GMI1000
	
	744
	17548100
	7

	Rso4
	Ralstonia solanacearum GMI1000
	
	851
	17545993
	27

	Sen1
	Salmonella enterica subsp. enterica serovar Typhi str. CT18
	
	908
	16762554
	4

	Sen2
	Salmonella enterica subsp. enterica serovar Typhi str. CT18
	
	902
	16763257
	4

	Sen3
	Salmonella enterica subsp. enterica serovar Typhi str. CT18
	
	833
	16759476
	5

	Sen4
	Salmonella enterica subsp. enterica serovar Typhi str. CT18
	
	732
	16762728
	6

	Sen5
	Salmonella enterica subsp. enterica serovar Typhi str. CT18
	
	569
	16759648
	7

	Sme1
	Sinorhizobium meliloti 1021
	
	900
	16263078
	2

	Sme2
	Sinorhizobium meliloti 1021
	
	826
	16263001
	5

	Sme3
	Sinorhizobium meliloti 1021
	
	827
	16264766
	5

	Sme4
	Sinorhizobium meliloti 1021
	
	733
	16263042
	5

	Sme5
	Sinorhizobium meliloti 1021
	
	755
	16262778
	27

	Sme6
	Sinorhizobium meliloti 1021
	
	757
	16263112
	27

	Sme7
	Sinorhizobium meliloti 1021
	
	743
	15963877
	6

	Sme8
	Sinorhizobium meliloti 1021
	
	680
	16263707
	7

	Sme9
	Sinorhizobium meliloti 1021
	
	746
	16263085
	25

	Son1
	Shewanella oneidensis MR-1
	
	753
	24373257
	5

	Son2
	Shewanella oneidensis MR-1
	
	799
	24373906
	27

	Spo1
	Silicibacter pomeroyi DSS-3
	
	828
	56695696
	5

	Spo2
	Silicibacter pomeroyi DSS-3
	
	785
	56709147
	5

	Spo3
	Silicibacter pomeroyi DSS-3
	
	725
	56698342
	27

	Sty1
	Salmonella typhimurium LT2
	
	762
	16763733
	5

	Tcr1
	Thiomicrospira crunogena XCL-2
	
	892
	78485409
	1

	Tcr2
	Thiomicrospira crunogena XCL-2
	
	898
	78486262
	2

	Tcr3
	Thiomicrospira crunogena XCL-2
	
	776
	78486448
	5

	Tcr4
	Thiomicrospira crunogena XCL-2
	
	759
	78485067
	25

	Tcr5
	Thiomicrospira crunogena XCL-2
	
	670
	78485287
	5

	Tcr6
	Thiomicrospira crunogena XCL-2
	
	828
	78486299
	27

	Vch1
	Vibrio cholerae O1 biovar El Tor str. N16961
	
	915
	15642213
	5

	Vch2
	Vibrio cholerae O1 biovar El Tor str. N16961
	
	790
	15641448
	27

	Vch3
	Vibrio cholerae O1 biovar El Tor str. N16961
	
	768
	15641046
	6

	Vpa1
	Vibrio parahaemolyticus RIMD 2210633
	
	911
	28897532
	5

	Vpa2
	Vibrio parahaemolyticus RIMD 2210633
	
	787
	28898313
	27

	Vpa3
	Vibrio parahaemolyticus RIMD 2210633
	
	768
	28897733
	6

	Vvu1
	Vibrio vulnificus CMCP6
	
	912
	27363721
	5

	Vvu2
	Vibrio vulnificus CMCP6
	
	789
	27365909
	27

	Vvu3
	Vibrio vulnificus CMCP6
	
	739
	27365397
	6

	Wsu1
	Wolinella succinogenes DSM 1740
	
	732
	34556850
	5

	Wsu2
	Wolinella succinogenes DSM 1740
	
	799
	34558447
	5

	Wsu3
	Wolinella succinogenes DSM 1740
	
	707
	34557497
	6

	Wsu4
	Wolinella succinogenes DSM 1740
	
	716
	34557896
	32

	Xax1
	Xanthomonas axonopodis pv. citri str. 306
	
	682
	21241528
	7

	Ype1
	Yersinia pestis CO92
	
	908
	16120780
	2

	Ype2
	Yersinia pestis CO92
	
	899
	16121926
	4

	Ype3
	Yersinia pestis CO92
	
	961
	16123263
	5

	Ype4
	Yersinia pestis CO92
	
	788
	16123955
	6

	Ype5
	Yersinia pestis CO92
	
	688
	16122896
	7

	Zmo1
	Zymomonas mobilis subsp. mobilis ZM4
	
	740
	56551811
	5


