Figure S4: Multiple alignment of all firmicute P-type ATPases (without reference sequences)

A total of ninety-two firmicute P-type ATPases, not including standard proteins from TCDB, were used to make this multiple alignment. 

Notes: 

* is the symbol on the multiple alignments for an identity. 

: is the symbol on the multiple alignments representing a closer similarity. 

. is the symbol on the multiple alignments signifying a more distant similarity as determined by the CLUSTAL X program.

CLUSTAL X (1.83) multiple sequence alignment

Tte1            ------------------------------------------------------------

Tte3            ------------------------------------------------------------

Cac2            ------------------------------------------------------------

Tte2            ------------------------------------------------------------

Syth1           ------------------------------------------------------------

Bce1            ------------------------------------------------------------

Efa11           ------------------------------------------------------------

Stth3           ------------------------------------------------------------

Ljo11           ------------------------------------------------------------

Ljo6            ------------------------------------------------------------

Syth3           ------------------------------------------------------------

Efa4            ------------------------------------------------------------

Lin2            ------------------------------------------------------------

Oye2            ------------------------------------------------------------

Mfl1            ------------------------------------------------------------

Mmy1            ------------------------------------------------------------

Upa2            ------------------------------------------------------------

Ljo4            ------------------------------------------------------------

Oye1            ------------------------------------------------------------

Efa7            ------------------------------------------------------------

Tte8            ------------------------------------------------------------

Ljo7            ------------------------------------------------------------

Efa8            ------------------------------------------------------------

Lin5            ------------------------------------------------------------

Mfl2            ------------------------------------------------------------

Mmy2            ------------------------------------------------------------

Oye4            ------------------------------------------------------------

Mmy3            ------------------------------------------------------------

Efa6            ------------------------------------------------------------

Ljo8            ------------------------------------------------------------

Efa10           ------------------------------------------------------------

Stth5           ------------------------------------------------------------

Oye3            ------------------------------------------------------------

Bce2            ----------------MNSEVKTLHAKETISHPSLWDTLKKHY-----------------

Lin1            ----------------------------------MKEWMERNW-----------------

Efa3            -------------------------MSKQTGAHTHEEKGKNVP-----------------

Oye5            -----------------------MSCCNNSSSINNHEHNDKKP-----------------

Bce3            -----------MAEALVKKKLMLEGLDCANCAMKIEKGVGNIEGVNSCSVNFATKTMILE

Tte7            ------------------------------------------------------------

Cac3            -----------MESSGIKKQYYVEGIDCANCAAKIEERVRGLN-----------------

Efa9            ----------------MQKSYKLEGLDCASCADKIEKSVQKIHG----------------

Syth2           --------------MATKVSYNLQGLDCADCAARIQDALHRQG-----------------

Gka1            -----MSEQQAKLSKSEAKTYRVQGFTCANCAAKFENNVKSLP-----------------

Gka2            -----MSEQQAKLSKSEAKTYRVQGFTCANCAAKFENNVKSLP-----------------

Oih1            -----MSHSQINSS-PNVETYRIQGLSCTNCAAKFENNVRKLP-----------------

Gka3            -----MGNEQ-TLDRLEAKTYRVQGLTCTNCAAKFEQNVKSLP-----------------

Syth5           -----MFAVR---------------------ADLMDDELRPLV-----------------

Chy1            --------------MAKNSIFYLTGCSUQSCAAVLEERVKKLP-----------------

Ljo10           -------------------------------MIKLQQFFMRYK-----------------

Bce6            ------------MNEKKEANLQISGMTCAACANRIEKGLKKVEGVHEANVN---------

Gka4            ------------MSEQKHVTLRVTGMTCAACANRIEKVLNKMDGV-EANVN---------

Oih2            ------------MAN-KQSTYHITGMTCAACSNRIEKVLNRMDGV-EANVN---------

Sau4            ------------MANTKKTTLDITGMTCAACSNRIEKKLNKLDDV-NAQVN---------

Syth4           MSDAIHLSGSAEARTGARLEFSVMGMTCAACSARIQRRLAKAEGVQEASVN---------

Tte6            --------------MAEKANLKITGMSCAACATKIEKGLKSLDGVLDANVN---------

Cac4            ---------------MDTKTLRIEGMTCAACARAVERATKKLEGVEEANVN---------

Efa1            ---------------MESKTFDIEGMSCASCAQTIEKATAKLPGMAKASVN---------

Stth4           ------------------------------------------------------------

Ljo13           ------------------------------------------------------------

Chy2            -----------MVIAMETVNLKVYGMSCAACVKKVEKGISGVPGVEQVVVN---------

Efa5            ------------------------------------------------------------

Stth2           ------------------------------------------------------------

Oih4            ------------------------------------------------------------

Efa12           ------------------------------------------------------------

Ljo12           ------------------------------------------------------------

Cac5            ------------------------------------------------------------

Tte4            ------------------------------------------------------------

Bce5            ------------------------------------------------------------

Sau1            ------------------------------------------------------------

Sau2            ------------------------------------------------------------

Efa2            ------------------------------------------------------------

Lin3            ------------------------------------------------------------

Stth1           ------------------------------------------------------------

Upa1            ------------------------------------------------------------

Cac1            ------------------------------------------------------------

Tte1            ------------------------------------------------------------

Tte3            ------------------------------------------------------------

Cac2            ------------------------------------------------------------

Tte2            ------------------------------------------------------------

Syth1           ------------------------------------------------------------

Bce1            ------------------------------------------------------------

Efa11           ------------------------------------------------------------

Stth3           ------------------------------------------------------------

Ljo11           ------------------------------------------------------------

Ljo6            ------------------------------------------------------------

Syth3           ------------------------------------------------------------

Efa4            ------------------------------------------------------------

Lin2            ------------------------------------------------------------

Oye2            ------------------------------------------------------------

Mfl1            ------------------------------------------------------------

Mmy1            ------------------------------------------------------------

Upa2            ------------------------------------------------------------

Ljo4            ------------------------------------------------------------

Oye1            ------------------------------------------------------------

Efa7            ------------------------------------------------------------

Tte8            ------------------------------------------------------------

Ljo7            ------------------------------------------------------------

Efa8            ------------------------------------------------------------

Lin5            ------------------------------------------------------------

Mfl2            ------------------------------------------------------------

Mmy2            ------------------------------------------------------------

Oye4            ------------------------------------------------------------

Mmy3            ------------------------------------------------------------

Efa6            ------------------------------------------------------------

Ljo8            ------------------------------------------------------------

Efa10           ------------------------------------------------------------

Stth5           ------------------------------------------------------------

Oye3            ------------------------------------------------------------

Bce2            ------------------------------------------------------------

Lin1            ------------------------------------------------------------

Efa3            ------------------------------------------------------------

Oye5            ------------------------------------------------------------

Bce3            TAQNKENEVVTEAKQLVTKLEPHIKVQEEQKNKIAKEVFILEGLDCANCAMKIENKVKEM

Tte7            ----------------------------MQNN---KRAFVLERFGCKSCALDAK----ES

Cac3            --------------------------EIEEAN--LDFVFKKLTFQIKDGSEEKKVFNKVR

Efa9            ---------------------------VEKAR--VDFMAEKMTLEVESG-HDLEVENEAR

Syth2           ------------------------------------MSEAVVSFATGQLLLPAEQLDRAR

Gka1            -----------------------------------GVQDAKVNFGASKITVWGTTTIEEL

Gka2            -----------------------------------GVQDAKVNFGASKITVWGTTTIEEL

Oih1            -----------------------------------GVENAQVNFGASKVYVEGNTTIQDL

Gka3            -----------------------------------GVKEAKVNFGAAKLTVWGEATIDEL

Syth5           -----------------------------------RAT----------------------

Chy1            -----------------------------------GVIDAELDFAAGKLKVLGDVDPEVI

Ljo10           ------------------------------------------------------------

Bce6            ----FALEKTKIMYDPTKTNPQQFKEKVESLGYG--IVSDKAEFTVSGMTCAACANRVEK

Gka4            ----LAMEKATIKYDPSKQNIADIEMKIENLGYG--VATEKVTLDIEGMTCAACATRIEK

Oih2            ----LTTEKASIRYDDSKFTNDDLTKKIEKIGYG--IQIEKVDLDISGMTCAACSNRIEK

Sau4            ----LTTEKATVEYNPDQHDVQEFINTIQHLGYG--VTVETVELDITGMTCAACSSRIEK

Syth4           ----LTTEKATVYYDPSAVTPQKLFDLVTDLGYG--VVKDKFTFDIAGMTCAACSSKIER

Tte6            ----LAVEKATVIYDPDKINICDIEKKIEDIGYG--VIKDKVELALMGMSCASCAAKIEK

Cac4            ----LATEKLTVSFQDDKVSVPNIQEAIEKAGYKALTEATNKTLAIGGMTCAACAKTVER

Efa1            ----LATEKLSVTYDQTEVTEEEIKEAVSDAGYKAISPAQQRTFAIEGMSCASCAQTIEK

Stth4           --------------------------------------MSKETFVVNGMTCASCVANVEN

Ljo13           ------------------------------------------------------------

Chy2            ----LINNQVAVKYDPQKTGISDFARVIEDLGYE--MGVAEYKFRVEGMSCAACVQKVEK

Efa5            ------------------------------------------------------------

Stth2           ------------------------------------------------------------

Oih4            ------------------------------------------------------------

Efa12           ------------------------------------------------------------

Ljo12           ------------------------------------------------------------

Cac5            ------------------------------------------------------------

Tte4            ------------------------------------------------------------

Bce5            ------------------------------------------------------------

Sau1            ------------------------------------------------------------

Sau2            ------------------------------------------------------------

Efa2            ------------------------------------------------------------

Lin3            ------------------------------------------------------------

Stth1           ------------------------------------------------------------

Upa1            ------------------------------------------------------------

Cac1            ------------------------------------------------------------

Tte1            ------------------------------------------------------------

Tte3            ------------------------------------------------------------

Cac2            ------------------------------------------------------------

Tte2            ------------------------------------------------------------

Syth1           -----------------------------------------------------------M

Bce1            ------------------------------------------------------------

Efa11           ---------------------------------------------------MSEEKKTQL

Stth3           ---------------------------------------------------MSKE---QS

Ljo11           -----------------------------------------------------MGGCFTV

Ljo6            ------------------------------------------------------------

Syth3           ----------------------------------------------------------ME

Efa4            ------------------------------------------------------------

Lin2            ------------------------------------------------------------

Oye2            -----------------------------------------------------------M

Mfl1            ------------------------------------------------------------

Mmy1            ------------------------------------------------------------

Upa2            ------------------------------------------------------------

Ljo4            ------------------------------------------------MITLTEKDDEDD

Oye1            -------------------------------------------------------MNKKE

Efa7            ------------------------------------------MEKKMRHLGHD------Y

Tte8            ------------------------------------------MIKIAKKNGASDAI--FA

Ljo7            -------------------------MQFLRWSFCLFADFLEGEITMLKFNSKDRVVTDAT

Efa8            ----------------------------------------MMNKKTMDMRKATKDQ----

Lin5            -----------------------------------------MKKTHVKMQGNN-------

Mfl2            ------------------------------------------MKKLKKLNNNTKIE----

Mmy2            -----------------------------MFLFKKRKFSPKKITRHKKKTHFANER----

Oye4            ----------------------------------------MINMKKVNLKRQETID----

Mmy3            -----------------MASMQLPFFICSIFDIWLLLYWKAYMFKTKKGNLKSLDYKKQD

Efa6            ----------------------------------------------------MCLRRKKE

Ljo8            ------------------------------------------------------------

Efa10           ------------------------------------------------------------

Stth5           ---------------------------------------------------MKTPRFYAT

Oye3            ---------------------------------------------------MWWLCMNES

Bce2            ------------------------------------------------------------

Lin1            ------------------------------------------------------------

Efa3            ------------------------------------------------------------

Oye5            ------------------------------------------------------------

Bce3            PAVSEATVDFVSKKLRVEVANKRELEATVANITNVVQKLEPDVKVVREEKNGHDHGHSHD

Tte7            PLNANCDSDSCKLSFENDDSNK--------------------------------------

Cac3            EIVKAVEPDVDLKEVESEQEDE--------------------------------------

Efa9            AVIGKLESDVKVISLKDVKEEE--------------------------------------

Syth2           AVIREVDPKVTVLDPTEQAGPDEE-----------------------------------D

Gka1            EKAGAFENLKVREDKE-KSVKREP------------------------------------

Gka2            EKAGAFENLKVREDKE-KAVKREP------------------------------------

Oih1            EKAGSFENLKITNDRERKSEKTIS------------------------------------

Gka3            EQAGAFERLKIREERE-RTIRREP------------------------------------

Syth5           ------------------------------------------------------------

Chy1            IKEAEKEKFKAYLSRSDVPKAQN-------------------------------------

Ljo10           ------------------------------------------------------------

Bce6            RLNKVDGGNKATVNFALESATVDFNPDEVNVNEMKSAITKLGYKLEVKPDD---QDASTD

Gka4            GLNRMEGVTSAAVNLATNSAVVEYKEGVTSVEDILEKIKKLGYRGQIRNEE---QDHAG-

Oih2            VLNKMDGVKDATVNLTTETGSIYYYPDLILESDLLNKIKKIGYEATPRSEN---KENIK-

Sau4            VLNKMNGVQNATVNLTTEQAKVDYYPEETDADKLVTRIQKLGYDASIKDNN---KDQTS-

Syth4           KLSRVPGVLSASVNLSTEKATVEAVG--VRAEDLIGLIRDLGYGARLAADA---ADADRE

Tte6            TLKNLPGVSNASVNFAAETAIVEYDSNEIDTEKMIKAIKDIGYDAKEKTGVG--IDTEKE

Cac4            VTSKLEGVTSSSVNLATEKLSISFEASKVSINDIKQAIEKAGYKASEEVES---VDTDKE

Efa1            AVNQLSGVQQAIVNLATEKLVVSYDDHQVTSAEIIKAVTDAGYQATEEVAAGATADQDRE

Stth4           AVNNLDGVDKAVVNLTTEKMSVDYSGNKVSPEAIEKAVADAGYEA--QVYNPDTAKSQEE

Ljo13           ------------------------------------------------------------

Chy2            AARGFAGVLDAVVNLPAQQLTVKAYEGVLDVGRLKREIRELGYEIFNFEEIDP-LAREKE

Efa5            --------------MSAKHNHEQHQEKQPTMSHDKMNHMNHDMAHEQMAMSHQHEGMKGM

Stth2           ------------------------------------------------------------

Oih4            --------------MNHEHNHN-----HSTDDHQNYGSHGHEDHHEHMIS----------

Efa12           ------------------------------------------------------------

Ljo12           ------------------------------------------------------------

Cac5            ---------------------------------------------------MKSKK----

Tte4            ---------------------------------------------------MKRKRE---

Bce5            ---------------------------------------------MMRPVVVKEKQLNES

Sau1            ---------------------------------------------------MAETT----

Sau2            ---------------------------------------------------MHHVN----

Efa2            ------------------------------------------------------------

Lin3            ------------------------------------------------------------

Stth1           ------------------------------------------------------------

Upa1            ------------------------------------------MLKNNLIKKFQLLPINKR

Cac1            ------------------------------------------------------------

Tte1            MKKYWNMPIEEIKKELETDDVYGLTQEQVNERL------------------------LKH

Tte3            MERYWAMTAEKVVEKLKTDCEKGLSDEEAIRRL------------------------TEY

Cac2            ---MIN----------ENRAASGLSEEEAKRLR------------------------KKY

Tte2            ---MAKGTSQQTIYYLDKINFKGLTSQEAQKRL------------------------LKY

Syth1           STPWHQKGAAEVAAALRTDLTAGLTEAECRRRL------------------------EEY

Bce1            MSNWYSKTKDQTLIDLETNEQNGLTDEIVSERL------------------------KQY

Efa11           SEAFYAQDDTVVLEKMNTTTD-GLSAQEAQKRL------------------------ETY

Stth3           KALFYTQGVEEVLKSLDTSVD-GLSTAQAKERL------------------------DAY

Ljo11           KEKYYAQEISQIEKELNTSLDNGLSDNEAKKRL------------------------ASD

Ljo6            MKAYYRESKEEVLKQLGANEQQGLTSKAAQEKL------------------------AQV

Syth3           RTDWHTLTPAEVTERLQVDPGPGLTAAEAAQRL------------------------ARH

Efa4            -MEAYKQSVDTVTKEVSVNTETGLTQQEAQQRL------------------------KEN

Lin2            -MLWVKESVEQLLSKLHTNLDTGLTKEQVKQKH------------------------AEF

Oye2            KHSFSQKNPEQSQALLQTKITKGLTSQEALQRL------------------------QIN

Mfl1            MDSWESSQIKEIENKLDTDIKTGLTEEEATKRL------------------------IEN

Mmy1            MDNLEQKTIREVQQELNTNIKTGLSNQTASELL------------------------IKN

Upa2            ----------MSFDPENINPSTGLNDEQVLKSR------------------------QIY

Ljo4            EIIKVAQLSVEDALKELNTEQAGLTIDEVHTLQ------------------------QTY

Oye1            EILQISRLDKDAVVKHLNTDACGLTDKQAQERQ------------------------TLY

Efa7            SYKKFAHSEVEKVLQRFGSTWDGIKHQDIEELQ------------------------ERY

Tte8            QLVNFAKKDIDEVLASLGTDRDGLTVEEAEERL------------------------EMY

Ljo7            LAKQIAGKEKSEVLKQLDTSINGLNPAQAKKRL------------------------ERD

Efa8            ELRKLALLSERELMMELRTSEKGLSNEDAEKRL------------------------EEF

Lin5            -LLKESQMDRNKILEKLGVMETGLTNVEVTERL------------------------AEF

Mfl2            LINYVD-SDNNKLLKQFEVNSFGLNDEQVEVNR------------------------EKF

Mmy2            FIKQVSNLEQNEVLEIMQLQHFGLTNEQYESRL------------------------KKY

Oye4            FLKTMSQKSQEQTLQTLNSSFQGLDQNQVMLHQ------------------------SLY

Mmy3            YVIKLSNTNFDNLKNVLDS-KIGLNNQSRANNL------------------------LKF

Efa6            MQENEPIAVTANAERYYPEDKQGLTAAQVEERQ------------------------RKG

Ljo8            MKEN-------------FKQPIGLTQAEVEQRI------------------------KEG

Efa10           MLNK-------------VDLKKGLSTEEVAKQK------------------------ELG

Stth5           MKVV-------------KKQLQGLTQVEVKQRI------------------------DDG

Oye3            LNNPN---------IATKQNFTGLTNKQVEQKK------------------------TAG

Bce2            --------ELVFAVASGIFILVGWLFTKNDAMN--------------------VGITCYI

Lin1            --------QFVTTGISGVLIVVGSLIGNDVGDF--------------------WTAVIFL

Efa3            --------VILFFTGLALF-FIGLFLGNMLLVK--------------------NILFSLA

Oye5            --------LIFFVIGTFLYSLFALYLHSHNCTN--------------------TLVLVLV

Bce3            HGEANVKKMVGRLVVGGILTAIAALAGLP------------------------QMVTIPL

Tte7            -----VYRRIIQYGISAILFAIALLFNLL------------------------GYIKFTL

Cac3            ---GLKKKDIIRLSMGIVIFALAYILKE-------------------------QKFGIVL

Efa9            -GRNPNKNRLIRIIIAFVLFLALIIIKPSN-----------------------NWVALAS

Syth2           DDGIPTWRRIAEMAAAAALLVAGAVFHDALHAS--------------------PWAEYAV

Gka1            ---FWKQKENIKVYISAVLLVISWFLGKQYGEE--------------------HIFATIG

Gka2            ---FWKQKENIKVYISAVLLVISWFLGKQYGEE--------------------HIFATIG

Oih1            ---FWKQKDNIRLYIAAFIIVISLIASYSLNEQ--------------------SIIPTIG

Gka3            ---FWKKKENRNVLVSAVLLLIG--IAADAADK--------------------GMLAIAM

Syth5           -------------VLSGLFLVVGWMWERLAPGL--------------------AGWAAAA

Chy1            -----FFKENYLLLMGILFLLVGTGINFIG--Q--------------------DKVASLF

Ljo10           ----------KQLLLVNTILLLLAEGSKWLLHM--------------------NLPYQAL

Bce6            HRLQEIERQKKKFIISFILSFPLLWAMVSHFSFTSFIYLPDMLMNPW--------VQLAL

Gka4            RKEERLKQKQRQLAISIILSLPLLYTMLAHMPFDIGLPMPHWLMNPW--------FQLLL

Oih2            QKQIARTKR--KLIISAVLSFPLLLTMLVHLFN---FEIPAFLMNPW--------FQLVV

Sau4            RKAEALQHKLIKLIISAVLSLPLLMLMFVHLFN---MHIPALFTNPW--------FQFIL

Syth4           RRRQEMRRQVALLAFSAALTLPLFVANMILMPMR---IHHPVLMNRW--------FQFAL

Tte6            IKEREINTLRKLVIYSAILTVPLVIS-MVLRMFK---ISGGILDNPW--------LQVFL

Cac4            RKEKVIKNLWKRFIISAVFAVPLLIIAMVPMIFNSIGVMLPSAIDPMNNEKIYGVLELIL

Efa1            KKQKHIAEMWQRFWISAVFTVPLLYIAMG----HMVGLPLPDFLNPMTHAMTFAMVQLIL

Stth4           REEDKIHKVRERLIWSSVFTIPLFYLAMG----PMVGLPVPNFLSPHHAALTYALVLLIL

Ljo13           ----MKLSNIKRFWISFILSIPMLIQMFA--------MPFHWMMPGYN------WIALIT

Chy2            AREKEIRHQRLKMIVVWPLAILAMIGTMRHLWIFK-YFVPEFLGNNY--------FLMAI

Efa5            DHSMHMGNFKQKFWLSLILAIPIIVLSPMMGFQLPFQFTFPGS--DW--------LVLIL

Stth2           --------MSKKLKVAIILMIPLLLISPIAGFTI---LKFPGS--EI--------LQLIL

Oih4            -------DFKRRFFISFFLAIPVIILSDMIQMFFGYTLSFSGD--HW--------VEFIL

Efa12           ------MKHVTKLGITIITGVLALLFEFILHQP---NWAYG------------------I

Ljo12           ------MRNQWKFFTILGIGVVAAILDFLCGAPKIGGWPISGI----------------L

Cac5            -----------SKFITKDILKEAIIESFKKLNP-----------------------KYMM

Tte4            -----------IKTWSREIVVGAIKNSFIKLNP-----------------------LYMY

Bce5            QIHAVEDEVRQAKTMDRDIVTHAMKQSVAKLNP-----------------------KVMI

Sau1            ------------KIFESHLVKQALKDSVLKLYP-----------------------VYMI

Sau2            ------------KYFNQTMVIEALKMSFYKLNP-----------------------KQLI

Efa2            --------------MKK-IYQWAVGQSFKKLDP-----------------------RQQV

Lin3            -------------MMENGIWKDALIQSMKKLSP-----------------------KLQV

Stth1           -----------------MKKFKGLTSAEVQASKN------------------------AH

Upa1            RYLISLMKTSIALLISIPLMVFEMLFMFKSNLILSIDGYFIYG-----------WIVFVL

Cac1            MADWYGLAAVDVVNLFRSNYTTGLSDEEVLQNR------------------------KLY

Tte1            GKNILREKERKSIFSLFMEQFKDY-----------MVLILIVASIISFFLG---------

Tte3            GENSLEEEKIKSPLRMVIEQFKDY-----------LVIILIIASVISFFLK---------

Cac2            GYNTIQKKKNISMIKIFLSQFNDV-----------MIWVLIAATIISGLMG---------

Tte2            GPNVLEEGGRISPIQIFLNQFQDF-----------MVMVLLAATLISTLMG---------

Syth1           GPNQLEGAPRVPWWRILLAQFQDF-----------MVVVLLMATAISYGMG---------

Bce1            GSNELATKQKRTLWQRIFAQINDV-----------LVYVLIIAALISAFVG---------

Efa11           GENVLDEGKKKSLAVKFFEQFKDF-----------MIIVLLAAAVISAVFS---------

Stth3           GYNELDEGEKRSLLSKFIDQFKDL-----------MIIILLVAAALSIITEGR-------

Ljo11           GPNSLASKKKRSMFMRFIDQFKDF-----------MIIVLIVAAILSGVVA---------

Ljo6            GPNALVEGKKKSVVEVFLEQFKDL-----------MVIILIVAAVISAFTG---------

Syth3           GPNRLAEEKRRSMLAAFIDQFRDP-----------LVLILLAAALLALVLR---------

Efa4            GRNQFEEAKKDSVLKKFIHSLSDF-----------TTIILLVAAAISFYTAIVTEH----

Lin2            GTNEFEEGKKESLLQKIGHHLIEI-----------TTIVLLFAAAISAYLAITTGY----

Oye2            GKNQIQSLTKPTFWHQFQQQFKDF-----------LVIVLLLAATINFVIGILQGNK---

Mfl1            GKNELPTAKVTPWWVTFLHAFVEP-----------LQLILMFAAVISVVAPLISSPGE--

Mmy1            GKNELAKNKQTLAILIFLKSLIQP-----------IQIVLFIAAIISVIAPLISSKHF--

Upa2            GFNEIKKKKKSHIITKFLKQFLDF-----------MVILLVIAAAVTLALVIIKPPHDT-

Ljo4            GKNVFAKAKQEPLWKKFIANFTSL-----------MAILLWVAGIIAFCAN---------

Oye1            GKNIIKQGDSFPFWRQFIKQFTSV-----------MAILLWIAALMIFVINPK-------

Efa7            GRNKIMNEKKASRLRLFIKSYITP-----------FTLVLLALATISFFTEYVY------

Tte8            GLNEVAHEKPAPWYVQLVKAFINP-----------FIGILVFLAIVSYITDVLF------

Ljo7            GLNEVSNKECHPKLHFLFDAFMTP-----------FTGVLLFLALLSFLTNYLF------

Efa8            GPNEVSAQKPTPAIILFLSAFKDP-----------FVYVLALLMVVSTLT----------

Lin5            GPNQTVEEKKVSNLRLFIRAFNDP-----------FIYILIMLMVISYLT----------

Mfl2            GGKELKPAR-FNVFLVFVKSFFSP-----------FNIILMAIDAFNFYEYVSD------

Mmy2            GTNELKKKR-FNLIAEFLHAFFGP-----------FNIVLLLISLYNFISYATNGFYQDT

Oye4            GKNILSQEIKTIFTKQLLQIAITP-----------FNIVLLILTLISLVNDVLTP-----

Mmy3            GSNQIVVKK-FSVFKKILETLVEP-----------FNLLLLFIGILELIIYFLFQR----

Efa6            LVNAAVDTEFITTKQIVINNVFTY-----------FNLIFVVLGVLLMLVQ---------

Ljo8            KVNRAVNDQAKTTWQIIKENTFTY-----------FNLIFLILAILLVIVG---------

Efa10           LQNNYEENVAKSTKDIIFDNVMTL-----------FNFLNFAIAVCLLFVG---------

Stth5           KTNYFKAKAGSSNWDIFRRNVFNS-----------FNMLNFAIFVALIAVQ---------

Oye3            QVNVSNYKNSKSIKDILFSNLFNY-----------LNLLILIVALIIIFIE---------

Bce2            L--AYIVGGYAKAKEGIEDTIEEK------ELNVEMLMLFAAIGAAIIGYW---------

Lin1            S--AFVIGGFEQAKEGIAATIKTK------KLNVELLMILAATGASIIGYW---------

Efa3            ----AILAGYHIIGEGFGDTYRDTKNNRKFSPNIHLLMTLAAVGSALMGSF---------

Oye5            SLALLFLIGYHVILKGFIETWQDTCKFKKFTPNIHILMTLAALGALYLKNY---------

Bce3            FVLAYLLIGGDIVWRAVRNITRGQ------VFDENFLMAIATVGAFAIQQY---------

Tte7            FFISYIIAGGDVVLKATKNILKGQ------IFDEYFLMSIATIGAFAIGEY---------

Cac3            FLISYVLIGGEVILKSIRNIRRGE------IFDENFLMTVATVGAFAIKEF---------

Efa9            YLVVYVLIGGDIVKRAVTNIFRGE------VFDENFLMSVATIGAFFIGEY---------

Syth2           FVPAYLLVGRNVLLAALRNLGRGQ------LFDENFLMTVATLGAFAIHEL---------

Gka1            YAAAILIGGYSLFIKGFKNLVRL-------NFDMNTLMTVAILGAAAIGEW---------

Gka2            YAAAILIGGYSLFIKGFKNLVRL-------NFDMNTLMTVAILGAAAIGEW---------

Oih1            FGAAILIGGYSLFMKGLKNLIQF-------QFDMNTLMTIAVIGAALIGEW---------

Gka3            YLAAIVIGGYSLFWTGLRNLARW-------QFDMKTLMTIAILGAAAIGEW---------

Syth5           YAAAYVSGGYLRVRDGLAALRQG-------SLNIDMLMVLGAAGAAALGRW---------

Chy1            YLAAILAGGRETIEKGLKNLWQR-------KITSDLLMLTGLIGAMALGEL---------

Ljo10           MLIVGIVGVLPIALTAISSLRVK-------LISIDVLVSLAVIGAFIIGKF---------

Bce6            ATPVQFIIGGQFYVGAYKALRNKS-------ANMDVLVALGTSAAYFYSVY-LSIQSIGS

Gka4            ATPVQFYIGGPFYVGAYRALRNKS-------ANMDVLVALGTSAAYFYSLY-EAWRTLGN

Oih2            ATPIQFWVGWQFYVGAFKNLRNKT-------ANMDVLVAVGTSAAYFYSLY-EGLLTINN

Sau4            ATPVQFIIGWQFYVGAYKNLRNGG-------ANMDVLVAVGTSAAYFYSIY-EMVRWLNG

Syth4           ATIIQVVVGWRFYRGAWLNLRHGS-------ANMDVLVALGTTAAYLYSVA-LSF-FLGG

Tte6            SSPVQFIVGFRYYKGAWNNLKNMT-------ANMDTLVAMGTSAAYFYSLY-NVF-TKPS

Cac4            VLPVMFQ-GRKFFQVGFKTLIKRS-------PNMDSLVAIGSSAAFVYSLFGLYQIFTGI

Efa1            TLPVLYV-GREFFTVGFKALFKGH-------PNMFSLVALGTSAAFVYSLYGTVMIFLGD

Stth4           TVPVMWL-GRSFYSNGFRTLAKGH-------PNMDALVALATSAAFLYSLFGTYHISLGH

Ljo13           TTIIMAISALPYWKSAIAAFKKHS-------ANMNTLVATGTAVAYFYSIF--------A

Chy2            TTPVVLYGGYEFFVKSYQGLKRGV-------TDMNLLYATGIGSAYLIAVINTLFPNAGF

Efa5            ATVLFFYGGQPFLSGARMELQQKS-------PAMMTLIAMGISVSYFYSLYAFYMNHFTN

Stth2           GTIIFFYSGTPFFRGAKGELKSRK-------PAMMMLITMGISVAYAYSVYATIMSLYGH

Oih4            ATVIFFYGGWPFITGLFDEIKQKS-------PGMMTLIGFAIFVAYIYSA----ATVFGI

Efa12           ILITGSVMALMMFWEMIQTLREGK-------YGVDILAITAIVATLAVGEY---------

Ljo12           IDIFGIFMAITMLREMIETLESGR-------WGVDILAIIAVVSTMIVGDY---------

Cac5            KNPVMFVVEVGFFVTILLTIFPSI-----------FGDKGHNLRVYNLIVT---------

Tte4            KNPVMFVVEVGTFITLLATIFPTY-----------FGSTPDEVG-YNALVT---------

Bce5            KNPIMFVVEIGFIITFILSFLPSS-----------SSSIP---GWFNITVS---------

Sau1            KNPIMFVVEVGMLLALGLTIYPDL-----------FHQESVS-RLYVFSIF---------

Sau2            KNPIMFVVEVGMVLTLILICFPDI-----------FGTSYLS-RGYLITIF---------

Efa2            KNPVMFVVYLGALITTILCFY--------------PMGIP---LWFNISIT---------

Lin3            KNPVMLLVYVGAILATSLYFLG-------------FFGISDEKAGYTLAIA---------

Stth1           GDNRLSSKEANSLLSIFIEAFQDQ----------WILILLAALGLKIIFNFVAMIFPAIG

Upa1            SIFIVFGLGFSFFKGAFFEVFKWK------KPGMSLLVVISTCVAFIYSTYSLISN-TII

Cac1            GSNKIVSTKNKNLMLSMIKEIVNP-----------WFIFLIFCSCAFFYIG---------

Tte1            -------ETTDASIILAIVILNALLGTVQENKAEKSLEALKKLSQPLAKVIRDGK-----

Tte3            -------EAIDGILILAIVILNALIGTLQEYKAEKSITALKKLSQPFTKVIREGK-----

Cac2            -------EKADALTIIVIIIMNAIIGFVQEFKTEKSLEALKKLTAPTTKVIRNGS-----

Tte2            -------ELADALTITVIVILNAILGFVQEYKTEKSLEALKKLAAPSAKVLRDGE-----

Syth1           -------ETADAITIVVIVVLNAVLGFVQEYRAERSLEALKELAAPTARVIRDGR-----

Bce1            -------EWADASIIALVVVLNAVIGVVQESKAEQALEALKKMATPKAIVKRNGE-----

Efa11           ------HDVVDSIIILVVVILNAIFGVIQEAKAEQAIEALKEMSSPNANVRRDGH-----

Stth3           ------HGLTDACIIFAVVVLNAAFGVYQEGQAEAAIEALKNMSSPMARVRRDGN-----

Ljo11           ------NEWTDAAIIMIVVLLNAILGVIQEARSEAAIDALKEMSTPNAHVRRGGA-----

Ljo6            -------NLESTAVIIVVLILNAILGTVQHVKAEKSLEALKSLSAPAAKVLRDGK-----

Syth3           -------EFLDGGAILAIVILNAVLGLVQEFKADQALQALKELSAPHCKVRRDGR-----

Efa4            ------GEYFEGILIIAIVIINAVLAIVQEGNAEKSLAALQDMNKQSSAVLRDGK-----

Lin2            ------G-WAKVVVILGIVVLNMVLGIYQENSAEKALAALQSMNAHLTTVVRDGV-----

Oye2            ------EELLEGCFILIIVLLNAFLSIYYETKTQKVLANVSKKASLNAKVIRDSK-----

Mfl1            --KIGFHEFIDFVVIMLIVIVDAVLETVQTVKARKSVDALKSLSKPKAVVLRDHN-----

Mmy1            --EVKFDDFIDFIVIMGVILLDATLETIQQIKARKSVDALKSLSKPSAVVLRDSV-----

Upa2            --AELVVQYVEFGIICFILLLNAIFGTIQEVKAEKNTDALSKLASHQVKVLRNNQ-----

Ljo4            -------LVQLGIAIWAVNIINGIFSFWQEFQADKATEALANMLPSYTRVVRNGK-----

Oye1            -------EAAIGISIILVIIVNGLFSFSQEYKADKMLSSLGKMIPKKVQVYRNKK-----

Efa7            -AAPEEKDVTGVLIMLAMVILSGTMSFVQSVKSSNAVEKLQNMIKVTATVIRDKK-----

Tte8            -VLPQDRDWSTIIIISIMVLVSGLLRFVQEYRSNIEAEKLKAMVHTTAAVKRKETG----

Ljo7            -VPADQKDLSTVIIMITMVLISGITSFIQNVKTSDAVDSLLNMVSVTTNIKRDGK-----

Efa8            ------KDFEAAIVMGVMILASVLIAFIQEYRSQKASLDLKELIENTAAVTREGI-----

Lin5            ------DDMEATIIMSLMILASGILGFVQTSRAERASYALKNMVKNKVNVIRNDE-----

Mfl2            ---PNTFSLVAAVIVLIMILASGTMAFIQEIRSHLVIKRMITENKKTSKVIRNIS----Y

Mmy2            SSSDSKFELVGALIILVMVLASGLASFIQSLRSHLVTKKISSIVKSTTNIIRHKNDEDVE

Oye4            --SPENRSYATIITTILMFLGSVIVQFSQESKHLKITSQLKTLVQNTTAVKRNNS-----

Mmy3            ----DWITLISAFIIFFMIFLASIVDFIQEYKAYKFNLKLTKIIENDVFVVNDQIKDFN-

Efa6            --------SYKNMTFLPVVIINTVIGIYQEIKSKKVLDSLNILNATKVTVVRDGQ-----

Ljo8            --------EYKDLTFLPVIIANMIIGIVQELRAKSVLDKLNVMNTTKIAVIRDKE-----

Efa10           --------AYSNLAFLAIIIVNMSIGIFQEIHARNLVQKLSIVAKENVHVVRNGV-----

Stth5           --------AWSNLFFFGIIVLNAFTGMMTELRARRMIDKLNLMNQDQIRVVRDGQ-----

Oye3            --------QYEHLFFLVVSLTNVFISVIQEIKAKITLDKVSLLMKNHSQVIRNSQ-----

Bce2            ---------AEGAILIFIFALSGAMESYTLSKSQKEISALLDLQPEEALR-IS-------

Lin1            ---------FEGAILIFIFSVSGALETYTTNKSKREITKLMAFQPERAFRFLP-------

Efa3            ---------EESALLILIFAAAHFLEDYAQGKSQREITKLLNLNPTEARLITD-------

Oye5            ---------NDGILLIVIFSGASFLEEYVEAKSQKEIKNLLKLQVAEARLQKE-------

Bce3            ---------SEAVAVMLFYQVGELFQSIAVNRSRKSITSLMDIRPDYANVK-L-------

Tte7            ---------PESVAVMLFYQIGELLQDIAVDHSKRSIKELMNIRPDYANLK-I-------

Cac3            ---------PEAVSVMLFYEIGEFFQDKAVERSRKSIKSLLNIKAEFANVK-N-------

Efa9            ---------PEAVAVMLFYQVGEWFQSAAVDQSRKSIAKLMDIRPDSANLL-V-------

Syth2           ---------PEAVAVMLFYAVGEYFQDRAVAGSRRSIRALLAVRPDHATVR-R-------

Gka1            ---------GEGATVVILFAISEALERYSMDKARQSIESLMDIAPKEALIR-R-------

Gka2            ---------GEGATVVILFAISEALERYSMDKARQSIESLMDIAPKEALIR-R-------

Oih1            ---------LEGAAVVILFAISEALERFSMDKARQSIQSLMDIAPNEALIR-R-------

Gka3            ---------QEGAVVVILFAISEALESYSMDRARRSIASLMEMAPAAATIR-R-------

Syth5           ---------SEGAVLIFLFALSNTLEEFASGRTRRAIEALVRLRPEEALVRDE-------

Chy1            ---------TEAALAAVLFGISEFVENYNLEKARTALKELFAAVPEEALVL-K-------

Ljo10           ---------NEAAIVTWLFMLGDVLEELTLKKTRSAVADLTKMAPQTALVVQD-------

Bce6            SEHMTDLYFETSAVLITLIILGKLFEAKAKGRSSEAIKKLMGLQAKTATVVRD-------

Gka4            PDYMPRLYFETSAVLITLVLVGKYFEALAKGRTTEAISKLVSLQAKEATVIRN-------

Oih2            SAYHPHLYYETSAIIITLVLFGKYLEARAKGQTTTAITKLLNLQAKEARVLRK-------

Sau4            STTQPHLYFETSAVLLTLILFGKYLEARAKSQTTNALGELLSLQAKEARILKD-------

Syth4           EN-----YYESSATILTLILLGKTLEAIAKGRTSEAIRKLLSLQAKTARVVRD-------

Tte6            HEIHNYLYFEASAVIITLVTLGKLLEAIAKGKTSEAIKNLMGLQAKTARVIRD-------

Cac4            N--GAQLYFESAGIILTLITLGKYMEAVSKGKTSEAIKKLVGLTPKTALVVKG-------

Efa1            TSFTMALYYESAGVILTLITLGKYFEAVSKGKTSDAIKKLMGLAPKTAHILRD-------

Stth4           VHHAHQLYYESVAVILTLITLGKYFETLSKGRTSDAIKKLMHLSAKEATVLRD-------

Ljo13           MITNRPVYFESAAFVTVFVLLGDAMEEKMHDNASNALGKLMGLQAKDAEVQRD-------

Chy2            GG-PKATFFESAALLTAFIILGRYLEALTRGRTSEALRKLISLKPKTARVLIN-------

Efa5            QAHVMDFFWELATLIVIMLLG-HWIEMNAISNAGDALKKMAELLPDTVKRMTE-------

Stth2           MG--MNFWFELATLIVIMLIG-HLIEMKAIMGAGDALKDLASLVP---KKAHL-------

Oih4            DG--NDLFWELATLIVIMLLG-HWIEMKSINKASESLEALADLMPQEAVKIDT-------

Efa12           ---------WASLMILIMLTGGDSLEDYAAGKANQELKSLLDNSPQKAHRLNG-------

Ljo12           ---------WAAWMILIMLTGGESLEDYATSQADKELRSLLKNSPRIADKLVD-------

Cac5            ------------IILFITVLFANFAESVAEGRGKAQADALKKTRKDTIAKLIG-------

Tte4            ------------FILFVTVLFANFAESLAEGRGKAQAETLRKTKKETMAKLVQ-------

Bce5            ------------LILLFTVLFANFAEALAEGRGKAQADSLKQSKKDVFANVVK-------

Sau1            ------------IILLLTLVFANFSEALAEGRGKAQANALRQTQTEMKARRIK-------

Sau2            ------------IILLITILFANFSEAFAEGRGKAQADSLRQAQSNLTARLIE-------

Efa2            ------------IFLWLTLLFANFAEAVAEGRGKAQADSLKQAKKEVMTYKINSLEDI--

Lin3            ------------LILWFTVLFANFAEAIAEGRGRAQADSLKMARKDVLARKLKNLEDK--

Stth1           -----EANWYEAISLIFAILMSTGFSAVSQYRNEQKFNILQEEASKTNAKVYRDG-----

Upa1            YEPKLHGFFETACMIIATMSVGQLVSDRIKLKANQDLQSLNNLQVKKYNSYDLNT-----

Cac1            -------KFNYFFVVLLLDIFALIISILPYYRSYKTIKNIEKINLSKVSVLRNGK-----

                                                       :                    

Tte1            ----------------VMEVEASSLVVGDVVLIEAGNIIPADGRLVEAKNLKVDESVLTG

Tte3            ----------------LKEVNVTDIVVGDVVVIGSGDVIPADGRLIEAKNLRIDEAPLTG

Cac2            ----------------IRIMDAANLVPGDLVVLDTGDRIPADCILIDGTNMMVDESLLTG

Tte2            ----------------EKEVEASQIVIDDVILLGAGDKVPADALLIEAHNLEVDESILTG

Syth1           ----------------EVTVSARDLVPGDLLLVDPGDRIPADARLVEAPGLEVEESALTG

Bce1            ----------------LKEIPSEHVVPGDIVMLDAGRYIPCDLRLIETANLKVEESALTG

Efa11           ----------------VITVKSDELVPGDIVLLEAGDVVPADLRLLEANSLKIEEAALTG

Stth3           ----------------VVEIDSRELVPGDIVLLEAGDVVPADMRLIEAASLKIEEAALTG

Ljo11           ----------------ILEIPSTDIVPGDIVLLEAGDVVPADMRLAKTASLKVEESALTG

Ljo6            ----------------KQEIAAKDVVPGDILLLEAGDLVTADGRILDNFSLQVNESSLTG

Syth3           ----------------VIEIDTRELVPGDIVVLEAGDPVPADLRLLRSAMLQIDESLLTG

Efa4            ----------------VIEVDAEELVVGDVLVLEAGSMITADARLIQASQMRVEESALTG

Lin2            ----------------RMQVDATELVPGDIIEIVAGDMIPADARIISSSSLQVEESALTG

Oye2            ----------------PLLIPMQNLVIGDIVILETGDIIPADMILLETFNLYVDESLFTG

Mfl1            ----------------QKEIDASDLVVGDIVILEAGKYVPAELRIVQSADFMIDEAILTG

Mmy1            ----------------VKEIDASELVVGDIVILEAGKYVPADLRLLESSDCMIEESILTG

Upa2            ----------------IRIINSNQVVMGDVLILEAGDQVPADALLVNSSSLEVDEAILTG

Ljo4            ----------------EEKILAKDLVPGDIVKLEEGDDIPADIRVIAATSAQVDQSSLTG

Oye1            ----------------IELMDVIELTIGDVIFLETGTQVPVDARIIQSNSFFVDNSMLSG

Efa7            ----------------QMEIPIEEVVCGDLVQLSAGDMIPADLRLIQSKDLFVSQSSLTG

Tte8            ----------------VKEIKMEEIVPGDIIHLAAGDMVPADLRVITSKDLFINQATLTG

Ljo7            ----------------DQELPTKDVVVGDIINLTAGDLVPADLYLLKSKDLFCSASSLNG

Efa8            ----------------TKEIPMDEIVPGDIVTLATGDMIPADAVLIWTKDLFVNQSSLTG

Lin5            ----------------MIVVAQDEIVPGDLIEVSAGDIIPADARVISATDLLINQSALTG

Mfl2            NYKSVDNANSIRMIKEAEVIENDELVPGDVIYLVNGDIIPADVRIIWSNNLYVNQSSLTG

Mmy2            DYLKITKRNQLDLIRLGEEIDVKQLVPGDLIYLSSGDMLPADVRIIQSTDLFINQSSLTG

Oye4            ----------------KLEIALEEVVRGDIVILSAGDIIPADIKLLETKDFFVKTTTFTG

Mmy3            ------NLNYQNIKNNLIKEKQSNLTIGDVVYLSKGDIIPSDCRIIWSENLYLDESTLTG

Efa6            ----------------EQEISPDELVLDDVVLFKSGEQISGDAIVLSG-EVRVNESLLTG

Ljo8            ----------------EKIVPIEDLVLGDVIVLKTGDQIPADGQVISG-TLRVNEALLTG

Efa10           ----------------QQEIDTKELVMEDIVIISAGEQVPSDMEVIDG-KVEANEALLTG

Stth5           ----------------LVSIDPKDIVLDDIMLLSAGEQVPSDAVVVDG-MAELNEAMLTG

Oye3            ----------------KEKVFSSDLVLGDLLFLEAGEQIAADAKVKSG-VLEVNESLLTG

Bce2            -------------TGTEERVPVGELQINDIILIKPGERVPADG-TIHNGETNIDEAAITG

Lin1            -------------NGDVEEVAAKDLQLDDKVLVRPGESVPIDG-VIVRGSTTLNEAAING

Efa3            -------------DGSIQTVSVEQLKIGDRVQVLNGAQIPTDG-VVIEGSTAVDESSING

Oye5            -------------DGSTEIIPSKLLKINDLVLILPGDQIPTDG-VIVSGNPNINEANITG

Bce3            -------------GNETKQVSPEDVQIGDYIIVKPGEKVPLDG-KVIEGTSMVDTSALTG

Tte7            -------------GYKIKRVSPQEVRPGDVIIVKPGEKIPLDG-KVIEGESMVDTSALTG

Cac3            -------------GSELKKVNPEEVRIDDFIVVKPGEKVPLDG-VITEGVSFFDTSAITG

Efa9            -------------NGQIKAVAPDTIEIGQQILVKPGEKVPLDG-QIIDGSSMVDTSALTG

Syth2           -------------GDRLIQVSPESVAVGEEILVRPGERIPLDG-EVIEGSTYVDTSALTG

Gka1            -------------GNEEMMVPVDDIQVGDIMIVKPGQKLAMDG-IIIKGTSTLNQAAITG

Gka2            -------------GNEEMMVPVDDIQVGDIMIVKPGQKLAMDG-IVIKGTSTLNQAAITG

Oih1            -------------DNIEQTIDVNDIQINDIMIVKPGQKIAMDG-IVIKGSSSVNQSAITG

Gka3            -------------GAEEVTVPVEDVRVGDVMIVKPGGKIALDG-IVISGASTVNEAAITG

Syth5           -------------DGRERLVPLEEVNVGDLVVVRPAERLGVDG-VVVEGRSAVDQAAITG

Chy1            -------------NGEEQLCKVEEIRPGDLVVIKPGEKIPVDG-VLKKGRIEVSQAAITG

Ljo10           -------------DGSTEKEDVDFIDPGEKILVKTGDQVPVDG-KVISGSGYLNEASVNG

Bce6            -------------GT-EIKILIEEVVTGDIVYVKPGEKIPVDG-EIVEGKSAIDESMLTG

Gka4            -------------GE-EMKVPLEEVVIGDTILVKPGEKIPVDG-TVISGASSVDESMITG

Oih2            -------------GT-ELLIPLEEVVVGDRLIVKPGEKIPVDG-IVKQGRTSVDESMITG

Sau4            -------------GN-EVMIPLNEVHVGDTLIVKPGEKIPVDG-KIIKGMTAIDESMLTG

Syth4           -------------GV-ERDVPIEDVVVGDVIVVRPGEKIPVDG-VVLSGTSAVDESMLTG

Tte6            -------------GQ-ELDIPIEEVKVGDIVVVRPGEKIPVDG-KIVEGSSTIDESMITG

Cac4            -------------EK-EEEVAIEEVKPGDVVIVKPGSKIPVDG-IVIEGNTSIDESMLTG

Efa1            -------------GV-EIEVPVDAVQLDDIVIVRPGDKIPVDG-VIVSGSSSVDEAMLTG

Stth4           -------------GK-EVKLPVDKVVLGDHIVVKPGEKIAVDG-QVISGSSAIDESMLTG

Ljo13           -------------GK-FVKIPLDQVQVGDIIRVKPGEKIPVDG-EILEGVTTLDESMVTG

Chy2            -------------GE-EKEIPADEVEIGDLVVVRPGETIPVDG-VVERGTASVDESMLTG

Efa5            -------------HG-EEEIPLQDVQEGDRLIVRSGDKIPTDG-KILKGSTTVDESMVTG

Stth2           -------------KS-GKDVELSELKVGDLLLVKENEKIPADG-LILS-EALVDESMITG

Oih4            -------------EGNTETISISHLQTGDHLLIKPGEKVPADA-VIIKGKSSIDESMLTG

Efa12           -------------EN-LEDVSVEEINVGDELVVKPGELVPVDG-LVKTGTSTVDESSLTG

Ljo12           -------------GK-IVEVKVDELKIGDIVLIKPGSQVPVDG-EIIKGNSSFDQSSLTG

Cac5            ------------KDGSIKTINANELKKGDVVLVENGDVIPNDG-EVVDGVASVDESAITG

Tte4            ------------SDGSIKIVKSSELKKGDIVICEAGDIIPADG-EIIEGLAAIDESAITG

Bce5            ------------ENGDIVQVSATDLRKGDVVIVKQGEMIPSDG-EVIKGLASVDESAITG

Sau1            ------------QDGSYEMIDASDLKKGHIVRVATGEQIPNDG-KVIKGLATVDESAITG

Sau2            ------------ENGAYRIVNATELKAGQNIRVENGETIPADG-VVINGLATVDESAITG

Efa2            ------------KEENFIELQSSDLKRNDLVYVRAGEQIPADG-DVIEGAASVDESAITG

Lin3            ------------SD--VIEVASNDLKKGDIVYVLANEQIPMDG-EVIEGAASVDESAITG

Stth1           ---------------KLKEILVDDVVKGDQILLQSGDKIPVDG-IILEGKLKVNQAVLNG

Upa1            --------------KQVSEKVVFQAKINEYALVKKGEIVPLDG-VLYSQIAEVDESSLTG

Cac1            ----------------LMNINSEDLVVGDIVIFSKGNTIPGDIRIIECSGLKVSEVSVTG

                                            .         :  :           .   ..*

Tte1            ESVPVEKVDTVI----EKEDIPLGDRFNLVYMGTTVTYGRGKFIVTATGMDTEMGKVASL

Tte3            ESVPAEKTEKEL----EDKEIPLGDRKNMVYMGTNVVYGRGKFIITATGMNTEIGKIASL

Cac2            ESIGVSKNN----------------KDSNLYMGTTVLTGRCQARVIKIGMTTEMGKIANM

Tte2            ESVPVHKEAPLN----LNRTV--VESRNMVYMGTVVTKGKGKAVVTATGMQTEMGKIAGM

Syth1           ESLPVRKSASWV----GDPDVPLGDRRNMLYMGTTVTRGRGRALVVATGMQTEMGRIAHL

Bce1            ESVPVDKDAIYHPSMRSDEQVPLGDQKNMAFMSTLVTYGRGVGVAVETGMNSQIGKIATL

Efa11           ESVPVEKEVTILE----GTDIGIGDRINMAYSNSNVTYGRGLGVVVGTGMNTEVGKIAGM

Stth3           ESVPVEKDITETV----EAEAGIGDRVNMCYQNSNVTYGRGTGVVTNTGMYTEVGKIADM

Ljo11           ESVPVEKDSDVLK----ADDVALGDRVNMAYANTNVTYGRAEGIVVGTGMNTEVGKIATM

Ljo6            ESTNIDK-LDTTF----EKEVPLADRVNMVYSSSLVTYGRANVLVTATGMDTEIGKIATL

Syth3           ESVPVEKDADKTL----EAGAPLADRVNMAFMSTAVTYGHGEGVVVGTGMRTEVGRIADR

Efa4            ESEPVEKDPTYVG----HDDDGLGDQINMIFKGCTVVNGRGRAVVTATGMNTEMGKIAGL

Lin2            ESVPVEKDANAVV----SEKAPIGDRLNMLYSGCLVTNGRATAVVVEIGMETEMGKIAGL

Oye2            ESQAVLKSACVCV------QNAALTNQNMAFMNTVILKGRAKGVVFASGMQTEIGKITQF

Mfl1            ESVPVEKTHKAIK-----ETTILAEKTNIAFMSTFTTAGRAVGIVIGTGLNTEIGKISEA

Mmy1            ESVPVEKSSKPIK-----QTNILAEKKNICFMSTFVTSGRAIGVVIKTGIDTEIGKISKT

Upa2            ESLPVVKNAKAIV----KKNTVIGDCLNQIFSGTYITNGTAKAIVTNIGMNTEIGKIAKL

Ljo4            EVNPVHKDTHRIEN---VEKKNHADLNNMIFSGTNMMKGNVTGAVVKTGMNTDFGKIAEL

Oye1            ETIPLNR-TEMPNL---EDNHSIAEMPNLVYAGTTVTQGSCFAVVYAIGNNTQIGEVSSI

Efa7            ESFPIEKHATHQKDSDQID----TEYDNLLFLGTNVISGTGLGIVIKVGNQTLFGRMASD

Tte8            ESEPVEKYPNLKEEKRKAESLSISDLENICFMGTSVVSGSAIGVVISTGERTYFGSMAKT

Ljo7            ESSPVEKLADEKPKENDNY----LDYPNILYEGTNIVSGSAMGVVFATGDETVFGNLART

Efa8            ESMPVEKFVDAGVDRQQTEV-SALDMQDLVFMGTDVLSGQGKAIILKTGQHTFFGDIAKN

Lin5            ESIPSEKFVED----KRANP-ELFERENLLFMGTDVLSGHGKAVVLRTGSATFFGSLSIA

Mfl2            ESFPVQKKDSHD---KEFES--HLSYENIGYMGTEVMSGSGLAIVVATGQKTYFSLIDNK

Mmy2            ESIPVEKHANNK---KNTNN--ILDLENICYTGTSVVSGSALAVVLATANDTYFSTISKA

Oye4            ESEPVEKMACAF---LQSET--ILDDPKLVLAGSTVISGYATGIVLVTGKDTYLGNISQE

Mmy3            ESKAIKKQTTNT-----KTN--FLELENILFKETLIVSGNCLAVVISINKDNYSNSLLGL

Efa6            ESDEITKVADSQ-----------------LLSGSFIVSGSCYARIDKIGAEAYVHQLTLE

Ljo8            EADEIEKDVGSE-----------------LMSGSFVVAGKAYARLEKVGKNSYVSKLTLE

Efa10           ESDLIEKEIGDT-----------------LLSGSFIVSGQAYARVIHVGAENYAVKITQE

Stth5           ESDQILKKDGKE-----------------LLSGSYLVSGQVYAKVINVAEDNYANKLMLE

Oye3            ESKLVIKKENDF-----------------LYSGSYVVSGQSYAEIVAVGSDMYIEKVSQE

Bce2            EPIPNEKRHGDE-----------------VFAGTVNLRGAIEVKITKPSDQTLFQKIIRL

Lin1            ESVPVEKTVGAE-----------------VFGGTVNVSSAITIKVTQTFDNTIFSKIIRL

Efa3            ESIPKEKNSGDP-----------------VFGSTMNGSGTIVVEVTKDSSETVFAKIVQL

Oye5            EGIPCDKQPGDF-----------------VYGSTINGSNHFVMRVTATNEQTVFAQIVRL

Bce3            ESVPREVEVGND-----------------VLSGFVNQNGVLTIEVTKEFGESTVSKILDL

Tte7            ESVLKEVYKGAD-----------------VLSGFINKNGLLTIEVTREFAESTVSKILGL

Cac3            EPVPKSIKPGEE-----------------VFSGYINKEGLITVKVKRTFENSAVSKILNL

Efa9            ESVPRTVKVGDE-----------------ILGGFINKNGALTINVTKKFGDSTVSKILDL

Syth2           ESAPRPAGVGDA-----------------VLAGTVNLQGLIAVRVTRPFGESSIARVLQL

Gka1            ESVPVAKTVGDE-----------------VFAGTLNEEGLLEVKVTKRVEDTTLSKIIHL

Gka2            ESVPVTKTVGDE-----------------VFAGTLNEEGLLEVKVTKRVEDTTLSKIIHL

Oih1            ESIPVARMTDDE-----------------VFAGTFNEDGLLEIRVTKKVEDTTISKIIHL

Gka3            ESLPVEKAVGDA-----------------VFAGTLNGEGFLEVEVTKRADETTLAKMIDL

Syth5           ESVPVAKAPGAQ-----------------VLAGSVNTTGMLLVRVTRPATDSTLARIIRL

Chy1            ESRGILKLPGEE-----------------VYAGSINLDGFGIIETQKPSGETVIARMAEL

Ljo10           ESKLVNKKAGNE-----------------VYAGTILENGTLTVETTAVGEDTTFGKIIEM

Bce6            ESIPVDKSIGDV-----------------VIGSTINKNGFLKVKATKVGRDTALAQIIKV

Gka4            ESIPVDKKEGDY-----------------VIGATMNTNGVLTIRAEKVGKDTALANIIKI

Oih2            ESIPVEKNLDSE-----------------VIGSTINKNGSIEMEASRVGTETALSSIVKA

Sau4            ESIPVEKNVDDT-----------------VIGSTMNKNGTITMTATKVGGDTALANIIKV

Syth4           EPIPVDKGPGDA-----------------VTGATLNKNGAITLRATRVGKDTALAQIVRM

Tte6            ESIPVEKGVGDE-----------------VIGATINKTGTFKFEATKVGKDTVLSQIIKM

Cac4            ESIPVSKGPGDE-----------------VIGASINKNGSIKYKVTKVGKDTVLSQIVKL

Efa1            ESLPVEKKVGDA-----------------VIGASINKNGSFQFKATKVGKETALAQIIQL

Stth4           ESLPIEKSVGKP-----------------VFAGSINGQGSLIYEAEKIGKDTLLSQIIKL

Ljo13           ESMPVVKKVGDT-----------------VVGSTINSNGTITFKATKVGSDTMLAQIVDL

Chy2            ESLPVDKGEGSM-----------------VLGGSIIKTGALTVKATRVGKETSLSRIIKL

Efa5            ESKTVEKNIGDS-----------------VIGGAVNGNGMIEISVTGTGENSYLSKVMEM

Stth2           ESRAVNKKPNDL-----------------VYGGSLNQNQPFEMKVTTLGKDSFLNQVAEL

Oih4            ESVPVEKSVKDE-----------------VIGGSINTSGSLTVEVTKTNEEGYLSQVIQL

Efa12           ESKPIEKNPGDE-----------------LMSGSVNGDGSLKMVAEKTVADSQYQTIVNL

Ljo12           ESVPVDKKVGDD-----------------LMSGSINGDAAVEMKVTKAAKDSEYQSIVAL

Cac5            ESAPVMKEPGGDFA--------------SVTGGTKVVSDWLKVEITATPGESFLDKMINL

Tte4            ESAPVIKEAGGDFS--------------SVTGGTKVISDRIKIRVTVDEGESFLDRMIKL

Bce5            ESAPVIKEAGGDFC--------------SVTGGTMVVSDEITIVITSNPGESFIDKMISL

Sau1            ESAPVIKESGGDFD--------------NVIGGTSVASDWLEVEITSEPGHSFLDKMIGL

Sau2            ESAPVIKESGGDFD--------------GVIGGTLVTSDWLEIRVESEAGTSFLDKMIAL

Efa2            ESAPVIRESGGDRS--------------AVTGGTTVVSDYLVIRVTSENGQSFLDKMIAM

Lin3            ESAPVIRESGGDRS--------------AVTGGTTLVSDWLVIRVTAVSGESFLDKMIAM

Stth1           ESEDATKLPLGDRE---EPDSSDLFTEFKVFRGTVVTSDEAVIEATQIGDNTVLGSINTS

Upa1            EARPILKTINND-----------------IIAGSINVGDNFIFKITKLYNDSTIKKIING

Cac1            DESIMEKFSAKIY----LETLEVSEMGNMLFKSSVVYAGEGQGIVVAVGDNTEFGKIVAP

                :                                                       :   

Tte1            IENERDVKTPLQLKLEELGKYLGTAAILISGIMFGVG-VLQ-------------------

Tte3            IRSEKEVKTPLQIRLEELGKILGTAILLLCAVMFVIGSLLQ-------------------

Cac2            LDNIDQEKTPLKEKLASLGKILVILCIVICVVVTVLG-IIR-------------------

Tte2            MKEIEGEETPLQKRLNKLGKVLVVLALFICGVVTVMG-IIR-------------------

Syth1           IQEVGEEETPLQRRLAQLGRWLVAGCLIVCAIVVAAG-LLRE---------------ERL

Bce1            LHEADDDMTPLQKSLAQVGKYLGFVAVAICIVMFLIG-FLQ-------------------

Efa11           LASEQETETPLKQNLNQLGKMLTIAILVIAAVMFVVGMMN--------------------

Stth3           LANADESQTPLKQSLEQLSKTLTYLIIAIALVTFLVSVFIR-------------------

Ljo11           LNNADETATPLKENLNQLGKTLTIMILAICVIVFIVGMFTKQG--------------SEP

Ljo6            MNETKERRTPLQVSLDQFSSRLATAILIFCALILGLQMWR--------------------

Syth3           LQEEPQEATPLQKRLSHFARVLGGAMLVLVILLGAVGLWR--------------------

Efa4            LNNSDQQKTPLQKRLNQLGKRISLLALGAAAIVFIIGELQ--------------------

Lin2            LNSTSKLMTPLQLRLKELAKRLSIVALLAGILIFIIDVYVY-------------------

Oye2            ISQPQQEKTPLEQNIAKLTKKLTLIIGIIIFLNGLWTIFKNIYS-------------STF

Mfl1            IDKNEETETPLEKKISKFGYVISCVAGLIGIFVFLLLSLVGG------------------

Mmy1            ISDNEEQVTPLEKKMNKFSYLISILAIIISIFVFISFMISSN------------------

Upa2            INDQKTKLTPLQKKINKLSKIIGLFASILCIAVFIIYIYLIGD---------------GN

Ljo4            TQNVKQQKSPLEKELDTLTKQISILAISIGIIFFLVATFFVHYP----------------

Oye1            AQSIEKGKSLLDQEMNHIVKKVSIIASCAALFVFMICFFKAEKY-------------N--

Efa7            NGEEQ-QQTSFETGINKTTWVLIRFMLVITPTVFLIN---------------------GL

Tte8            LVGQR-AMTSFEKGIDNVSRLLIKFMAAMFPVVFIVN---------------------GL

Ljo7            LSKNKNKETTFDIGIKNVSKILLIMTAVIAPLVFLIN---------------------GL

Efa8            ATTQR-GKTSFDLGLAKVSKFLLRMVMILFPIVFLIN---------------------GL

Lin5            ATERR-GDTSFDKGVKSISKLLFYFMVVMVPIVFMIN---------------------GL

Mfl2            VKEKR-KSSSFEKGIKRITLYLIAFMIAVIPVVLLIS---------------------GL

Mmy2            ILEKR-PDSSFTKGIKQVTRMLLIFMLAMVPTVYLAKSIIGTISSGGS--------FDSI

Oye4            ITKKK-SLSHLDQSINTIAKLLMICICLMAPLVFLFN--------------------FKK

Mmy3            INDDT--VTDYEKGINKVTKILIYLISILVFIITFIS-------------------LLKS

Efa6            AKSIKKGEQSEMVGS---INRLVKWVGIIIIPIGCVLFFQSYFI----------------

Ljo8            AKAMNSKEGSEMVRS---INRLIKWVGIIIIPCGIALFIVARYV----------------

Efa10           AKVHNP-IQSELVNS---IRKVSKFTSWVIIPLGIILFVEAFWL----------------

Stth5           AKTHKP-IVSCILYN---MDKIAKFTGKIVIPFGLALFFEAYMI----------------

Oye3            AKKYKKPTTPLMQNLSLLIKTIIIFVTLFAIILAFFAFNKENNK----------------

Bce2            VQSAQSEKSPSQLFIEKFEGTYVKGVLLVVALMMFVPHFLLDWS----------------

Lin1            VETAQSEPSKTARFIERFEDAYVKAVLLFVLVMMFLPHFALGWS----------------

Efa3            VNQSQENQSEIASKIKRFEPKYVTLVLAVFPLIV-LGGALLFQ-----------------

Oye5            VSQTQNNISKTATLIKKIEPIYVKTVMATVVVVLGLAGILHFTGPSNPN-----------

Bce3            VQNASSKKAPTENFITKFARYYTPVVVITAAIMAFIPPLILEGA----------------

Tte7            IEEASSKKAPTEKFMTKFAKYYTPIVVFLALIIAVIPPLIIPAA----------------

Cac3            VENASSRKADTEKFITKFAKYYTPIVVFSALFIAVLPPLFIKNA----------------

Efa9            VENASSKKAPAENFISKFARYYTPVVVVLAILLAVIPPFIFPDT----------------

Syth2           VEEAAARKAPTERAITAFARWYTPAVVGIAALVALLPPLLLPGA----------------

Gka1            VEEAQAERAPSQAFVDRFAKYYTPAIIIFALLLAVIPP-LFMGA----------------

Gka2            VEEAQAERAPSQAFVDRFAKYYTPAIIIFALLLAVIPP-LFMGA----------------

Oih1            VEEAQAERAPSQAFVDKFAKYYTPVIMLIALMVAIVPS-AITG-----------------

Gka3            VEEAQAERAPSQAFVDRFARYYTPFIIVTALLIAIVPP-LVMGG----------------

Syth5           VEEAQEHKARAQRVVDWVDRYYTLIVVAVALFTWTVPP-LAAGW----------------

Chy1            IEEAQKEKLPAQTLLDRFAAVYTPLVLALAFLVAFIPP-LLLGG----------------

Ljo10           VEEAQDTKSHTEKLINRFSKYYTPAVLVIAIAVGLITK----------------------

Bce6            VEEAQGSKAPIQRVADQISGIFVPVVVVIAIITFAVWMIFVTP-----------------

Gka4            VEEAQGSKAPIQRMADTISGIFVPIVVGIAVVSFLIWYFFVAP-----------------

Oih2            VEDAQGSKAPIQRLADVISGYFVPVIVMIAILTFFVWFLFVQP-----------------

Sau4            VEEAQSSKAPIQRLADIISGYFVPIVVGIALLIFIVWITLVTP-----------------

Syth4           VEEAQGSKAPIQKLADRISGIFVPAVVGIAAVTLLAWGLIA-------------------

Tte6            VEDAQGSKAPIQQIADKISGIFVPTVIAIAATTFLIWYFGY-------------------

Cac4            VEDAQGSKAPIAKLADIVSGYFVPVVITLAIISSLAWYLSG-------------------

Efa1            VEDAQGSKAPIAQLADKISGVFVPIVIGLAVLSGLAWFFLGQ------------------

Stth4           VEDAQQTKAPIAKIADQVSAVFVPVVMAIAFVSGLFWYFIMG------------------

Ljo13           VKKAQTSHAPIQNLTDKISNIFVPAVMIIAILTFIIWYSFLG------------------

Chy2            MEEAQTTKAPLQKLADVVAGNFILGVHILALVTFFFWFFYGYQAYFTPETRFLMSPAKIA

Efa5            VKQAQSEKSKLESISDRVAKWLFYIALFVGVLAFIGWLMATKD-----------------

Stth2           VKKAQAQKSNLENMADRVAGYLFYAALIVGIFSLIFWTISSN------------------

Oih4            VKEAQESKSKTQMLSDRAAKLLFYVAVIAGILTFIIWLLLGYG-----------------

Efa12           VKESAARPAHFVRLADRYAVPFTLVAYLIAGVAWFVSKSPT-------------------

Ljo12           VKSSEAKPAKFVKMADRYAVPFTIVS-LIIGIAAMITSAVTNPA----------------

Cac5            VEGASRQKTPNEIALNTILVSLTLIFLIVLVALYPMATYTGVK-----------------

Tte4            VEGAKRQKSPNEIALTTVLVSLTIIFIVVVMTLYPMAKFVHVR-----------------

Bce5            VEGAARQKTPNEIALNTVLTSLTLIFLIVVVTLPIFTNYLGFQ-----------------

Sau1            VEGATRKKTPNEIALFTLLMTLTIIFLVVILTMYPLAKFLNFN-----------------

Sau2            VEGAERNKTPNEIALFTLLTTLTIIFLVVIVTLYPIASYLHLI-----------------

Efa2            VEGTQRKKTPNEIGLQIFLITLTIIFLTVSITLVPFTDFSSQLSG---------------

Lin3            VEGASRKKTPNEIALQILLVTLSIIFLAVSATLLPFTEFASKQAG---------------

Stth1           LQEDS-KNSPSKEKLNKLARNIGVLGYSAGAAYSVINLVLGFIALNKANN-----LNGGS

Upa1            VNQIASSKPKIQVVADKISLWFTPFILLMAILAFLLQAFVPSIQELPIAFLN--LHGSNN

Cac1            ILNYDKNRNFLIRKVRVGMNYLAIFSFISWFGLTFFMNSNGK------------------

Tte1            -KRPIFDMFMTAVSLAVAAIPEGLPAIITITLALGVQKMSKK-NAIIRKLPAVETLGSTS

Tte3            -NRPLFDMFLTSVSLAVAAIPEGLPAIITITLALGIQKMVKR-NAIIRRLSSVETLGSTS

Cac2            -GEDKYEMFLLGVSLAVAAIPEGLPAIVTVALAIGVSRMLKR-NALVRKLPAVETLGCTS

Tte2            -GEPIYYMFLSGVSLAVAAIPEGLPAVVTISLAIGVQRMLKR-NALIRKLPAVETLGCTN

Syth1           TGPVISQLFMAGVSLAVAAIPEGLPAIVTVSLALGVQRMIRR-NAIVRRLQSVETLGCAT

Bce1            -GRDTLEMFMTAISLAVAAIPEGLPAIVSIVLAIGVQRMIKQ-NVIIRKLPAVEALGSVT

Efa11           -GRSWIDMLLTSISLAVAAIPEGLPAIVTIILALGTQKMAKK-NAIVRKLPAVETLGSTD

Stth3           -GEQPLEGLMVAVALAVAAIPEGLPAIVTILLSLGTTTLAKR-NAIVRKLPAVETLGSTE

Ljo11           TNKLIIDMFLVAVSLAVAAIPEGLPAIVTIILALGTQTMAKH-KAIVRKLPAVETLGATD

Ljo6            -GQPLLDALLFAVALAVAAIPEALSSIVTIVQAMGTQKMAKE-HAIIKNLAAVESLGSVS

Syth3           -GMPWLEVLMVAVSLAVATIPEGLPAVTTIVLALGMQRMARR-NAVIRRLSAVETLGSAT

Efa4            -GEPLLEMFMTAVSLAVAAVPETLTVIVTLTLAYGVQKMAKK-HAIIRRLPAVETLGTAN

Lin2            -GETIIETLMIAISLAVAAVPETLPVIVTLTLAYGVQNMVRK-NTIIRRIPAVETIGNTS

Oye2            SSHILKHTFLDAIALAVAAIPESLLIIMTLILALGMKKLALK-KAIVKNLKTLETLGAVN

Mfl1            -FEAWASYLMVAITLAIGVIPESLAAVISITLSFSTKRMANN-NVIVKKLASVETLGSVN

Mmy1            -KSNWATYLMISITLAIGVIPESLSAIVSIALSFATKRMAKN-NVIVKKLESIETLGSVN

Upa2            WNISWHPALIMAISLSIAAIPEGIVAIVTIVLSFGIKEMAKQ-NALIKRLPAVETLGSAN

Ljo4            ----LVKAFVFALGMIVAFIPEGLEPTVTLSLAGAVQRMAKK-HALIKRLSSVETLGSTS

Oye1            -IDSFRAAIVCAVGMLVANIPEGLLPTVNLSLAVGSQRMAKQ-NALVKKISSLETLSSTT

Efa7            TKGDWAEALMFAIATAVGLTPEMLPMIVTTNLVKGSREMAKE-GTIMKNVNAIQNFGGMD

Tte8            TKGNWLDALLFALAVAVGLTPEMLPMIVTTNLAKGAVAMAKH-KTIVKRLDAIQNFGAMD

Ljo7            TKGDWLNALIFAIATAVGLTPEMLPVIVTSNLVKGSVEMARH-ETIVKRMNSIQNFGSAD

Efa8            TKGAWGEAFFFAIAVAVGLTPEMLPMIVTSNLAKGALSLSKH-KVIVKELAAIQNLGGMD

Lin5            MKGEWLEAFLYAVAIAVGLTPEMLPMIVSTNLAKGAINMSSK-KVIMKELSAIQNIGAMD

Mfl2            QQGDWVKGAMFTIAIAVGITPEMLPIIVTSNLTRGYKQIEKNGEMIVKNLNSVQNIGAID

Mmy2            KDNPWFQAIFFAVAVAVGLTPEMLPMIVTTNLANGASKMSKQ-KVVVKQLEAIQSLGAID

Oye4            PQNTLLQSFLFALTIAFGLTPKMLPLIVATSFSKGIVALSKR-KVIVKNLNAISSFGAMN

Mmy3            GFSNWASSLVFGLSIAVSLTPEALPAIISSNLKLASKRLSKN-KVVIKKLSVLQNIGSVN

Efa6            NHQGLHDSIVSMEAALIGMIPEGLYLLTTVALAASTMRLAKR-GVLLHNMKSIESLARVD

Ljo8            NHLNLADSIVSMEAAIIGMIPEGLYLLTTIALALAAMRLARS-QVMLHDMKSVETLARVN

Efa10           RDAGIKTSVVASSAALLGMLPKGLVLLISIALTTGVIKLAKK-RILVQDMYSIETLAHVD

Stth5           KQLSLQESVVTSSTALLGMLPKGITLLTITSLLTAVIKLGMK-HILVQEMYSVETLARVD

Oye3            ISGFRQNSLLGLCGMMIAMLPLGLFLLTNISLAVGFVRLAKQ-KTYAQNLFGIEMLAQIN

Bce2            ----WNETFYRAMILLVVASPCALVAAITPATLSAISNGARN-GILFKGGIHLERLASVK

Lin1            ----WNETFYRAMVLLTVASPCALVASVTPATLAAISNGARH-GILFKGGVHLENLRGVK

Efa3            --LTWAESFYRGLVFLIAASPCALAASAVPATLSGISNLAKQ-GVLFKGGSFLSNLAEVK

Oye5            --FEFSTWLHKTMIFLTVSSPCALAAADIPSTLTAISNLTKK-GILFKNGRSLEKMADIK

Bce3            ---TFSEWIYRALVFLVISCPCALVVSIPLGFFGGIGGASKS-GVLVKGSNYLEALNDVK

Tte7            ---TFKEFIYRALIFLIISCPCALVLSIPLSFFAGIGAASKN-GILVKGSNYLEALSNVE

Cac3            ---SFSSWIYKALVFLVVSCPCALVISIPLSFFGGIGAASKK-GILVKGGNYLEILNDVS

Efa9            ---SINEWVYRALTFLVISCPCALVISVPLSFFGGIGGASKL-GVLIKGSNYLEILANTE

Syth2           ---TFADWLHRALVLLVISCPCALVVSVPLTYFGGIGAASRA-GILVKGGNYLDALARLD

Gka1            ---DWSEWIYRGLAVLVVGCPCALVISTPVAIVTAIGNAAKN-GVLIKGGIYLEEAGSLK

Gka2            ---DWSEWIYRGLAVLVVGCPCALVISTPVSIVTAIGNAAKN-GVLIKGGIYLEEAGNLK

Oih1            ---DWSTWIYQGLAILVVGCPCALVISTPVAIVTAIGNAAKN-GVLIKGGVYLEETGSLQ

Gka3            ---EWLDWIYRGLAVLVIGCPCALVISTPVAIVTAIGNAARR-GVLIKGGVHLEQIGRLR

Syth5           ---AWSDSFYLAMQLLVVMSPCALVIATPAALLSGIAAGARQ-GILFKGGIHLEQAGIVR

Chy1            ---EFRLWIYRALTFLVVSCPCALLIAVPISVISSLGAAARR-GIVVKGSRNLEQLALCD

Ljo10           -------DLKLAITVMVLGCPGALVIGVPVSTVAGIGNGAKS-GIMFKGSQVMDQTHRID

Bce6            --GDFGGALEKMIAVLVIACPCALGLATPTSIMAGSGRSAEY-GILFKGGEHLEATHRLD

Gka4            --GDLAKALEVAIAVLVIACPCALGLATPTSIMVGTGKGAEQ-GILFKGGEYLEGTHKIN

Oih2            --NQVEPALVASIAVLVIACPCALGLATPTSIMVGTGRAAES-GILFKGGEHIEQAYKIQ

Sau4            --GTFEPALVASISVLVIACPCALGLATPTSIMVGTGRAAEN-GILFKGGEFVERTHQID

Syth4           --GDWNAALHAAISVLVIACPCALGLATPTAVMVGTGKGAEA-GILFKGGEHLERAHKVD

Tte6            --GDFNAGIINAVSVLVIACPCALGLAVPTSVMVGTGKGAEN-GILIKGGEHLQRAGKIT

Cac4            --ENLTFTLTIFISVLVIACPCALGLATPTAIMVGTGKGAEY-GVLIKNGTALENTHKIK

Efa1            --ESWIFALTITISVLVIACPCALGLATPTAIMVGTGKGAEN-GVLIKSGDALETTHKIQ

Stth4           --QTFTFAMTVAVSVLVIACPCALGLATPTAIMVGTGLGAEH-GILYKRGDVLELAHKAD

Ljo13           --ATAVEAMLFAVSVIVIACPCALGLATPTALMVGTARSAKM-GVLIKNGEVLQEVSDLN

Chy2            EMGVFGFSMLISLTVLVISCPCAVGLAMPSAIMAGTGKGAEY-GVLFKNAEVIEKMTKVK

Efa5            ----LSLAFERMVTVFIIACPHALGLAIPLVIARSTSIAAKN-GLLLKNRNALEQANKVE

Stth2           ----FSFALLLAVSVFVIACPHALGLAVPLVVSRLTSISAKN-GLLIQNRTSLEKINTIK

Oih4            ----LAEATTRMVTVLVISCPHALGLAIPLVVARSTVLSANK-GLFIRNRMGFEDARNVD

Efa12           ----------RFAEVLVVASPCPLILSAPIALVAGMGRSSRH-GVVIKSGTMVEKLASAK

Ljo12           --LGWQAHFLRFAQVMVVASPCPLLIAAPVAMVSGMSSMSRS-HIIVKSGTTLEKLSRTL

Cac5            ------IPMSTLIALLVCLIPTTIGGLLSAIGIAGMDRVTRF-NVIAMSGKAVEACGDVD

Tte4            ------ISAATMIALLVCLIPTTIGGLLSAIGIAGMDRVTRF-NVIAMSGKAVEAAGDID

Bce5            ------IDTAVLVALLVCLIPTTIGGLLSAIGIAGMDRVTKF-NVLAMSGKAVEAAGDIN

Sau1            ------LSIAMLIALAVCLIPTTIGGLLSAIGIAGMDRVTQF-NILAKSGRSVETCGDVN

Sau2            ------LPIAMLIALTVCLIPTTIGGLLSAIGIAGMDRVTQF-NVLAKSGRAVEVCGDVD

Efa2            --KGEALSLVIVIALLICLAPTTIGALISSIGIAGMSRLTKE-NVIAMSGRAIEAAGDVD

Lin3            --AGSAISITNVIALLVCLAPTTIGALLSSIGIAGMSRLNQA-NVLAMSGRAIEAAGDVD

Stth1           IFLLIIETILFAVTIIIMAVPEGLPMMLALVSSMNSGRLLAQ-NILVRHPDTIETAGYMN

Upa1            DSNLYEKAAYVAVSVLVISCPCAFGIAVPLAVLIGAGHGAKS-GITFNNSNIFEKIKKVN

Cac1            ---ALNESLRQTSFLIIAGIPINILFLLYAMYVVIRAYFKSK-NIDLKFLSIIENLSKIN

                                    *  .                            ..      

Tte1            VICSDKTGTLTQNKMTVVKFYVND--RKVNAQKD-EVKQEDYFLLKN-------------

Tte3            VICSDKTGTLTENKMAVVKMYVDE--REIDINEEKEIEKSEKFLIES-------------

Cac2            IICSDKTGTLTQNKMTVKAMYFNN--QIYEKELY-SEERFELLKR----TFIY-------

Tte2            VICTDKTGTLTENKMTVTKVFCDE--EVFDVRGK-ENE--ELIKK----KNISRSALRKM

Syth1           VICSDKTGTLTKNEMMVRAAWVGG--RSYTVTGDGYRPSGEFLREGRPVSPQQEPDLAQA

Bce1            IICSDKTGTLTQNKMTVTHFYSDN--TYDRLESLNVNNDAQRLLLEN-------------

Efa11           IICSDKTGTLTLNQMTVEALYTDG--QVLSASTEIPADNMA---LKIMN-----------

Stth3           IIASDKTGTLTMNQMTVEKVYTNG--QLQNADTELGADNTT---LRIMT-----------

Ljo11           IICSDKTGTLTQNQMTVEKIYYNG--ELHNDEAPINSDNPA---MMSMI-----------

Ljo6            VICSDKTGTLTQNKMTVEDIYIGG--KVLKPEELNLSNQLHRYLLYDVV-----------

Syth3           FICSDKTGTLTQNKMTVTRLWLPE--EWVAPDQPHPLESRAGLLLAAGA-----------

Efa4            VICSDKTGTLTQNKMRVRRVWHRGD-EVTDTEDAMTDEAMEVLKMAA-------------

Lin2            VICSDKTGTLTQNKMIIQQIWAADH-APIKATAEFDTAEQKVLEMLS-------------

Oye2            VICTDKTGTLTQNNMTVKKIIVCNSLEKISPFCVENINEPKPFNLEKLLLFG--------

Mfl1            VICTDKTGTLTQNKMTVKKVIDNN--RIMDSDEYLDLDKS-IQKELLLKA----------

Mmy1            VICTDKTGTLTQNKMAIKKLIWNN--EIILADEFINKTKNEQAKDLFLKS----------

Upa2            VICSDKTGTLTQNKMTVTKVFTNK----LKITDLIDNESVFNLIKWAT------------

Ljo4            VICSDKTGTLTKNEMTVKELWTLEKSYHVSGEGYAVRGHIKEGPTHIFAKDND--TLKEV

Oye1            VICTDKTGTLTQNQLTVRKIVTPDGTIKLKGSGYNDEQTFSVCPNNTVSKKG----IEKF

Efa7            VLCTDKTGTLTQDKVILEYHYNIGCQEDQKVLDLAFLNSYFQTGLRN-------------

Tte8            ILCTDKTGTLTLNKIVLEKHLDIHGNEDDRVLRHAFLNSYYQTGLRN-------------

Ljo7            ILCTDKTGTLTQDKVVLERHYDLNLEEKSKVLELSYLNSYYQTGMKD-------------

Efa8            VLCTDKTGTITEDRVVLVQHLNPLGDLSDEVLNLAYLNSSYQTGWKN-------------

Lin5            ILCTDKTGTLTEDKLELVKYIDSAGETSESVLNMAYLNSYFQTGWKN-------------

Mfl2            ILCTDKTGTITSGEISLDKVTGVNGEKSEFLENVLYLNSYFQSGFQN-------------

Mmy2            VLCTDKTGTLTNDKIELVDYLRVDKKADPLLLKYLYINSYYQTGLKN-------------

Oye4            ILFTDKTGTLTEDQIFLENFLDLNGNEDIRVLRHAYLNSFFQTGLKS-------------

Mmy3            ILATDKTGTLTLDTTNIETYLDINNQKNKLLKQYFFYNAYFQNNLFD-------------

Efa6            VLCVDKTGTITENTMEVQELVPVVSIENDGTDLTNVEKLIGDFCRTMSAD----------

Ljo8            VLCVDKTGTITEPKMEVEEVIPVS------VTKEELSKEISIFAQNMPHD----------

Efa10           TLCLDKTGTITEGKMKVQKAIILH----DKY-EELFPQIIGSYLSESTDN----------

Stth5           VLCLDKTGTITQGKMTVKGLELLS----ERFTKEELERLLAAYMQHSKDN----------

Oye3            TLCLDKTGTITDGTMQVKKVIPYHP------KELDFTKLMNSFLSACPAS----------

Bce2            AIAFDKTGTLTEGKPTVTDVYVRENIT---EKEVLYITASIESHSTHP------------

Lin1            AIAFDKTGTLTNGTPELTDQIFKEHID---KQQVINVAAAMERQSLHP------------

Efa3            ALAFDKTGTLTKGKPEVTDYLFVDGLE-DRQEELVAVLTNMEKKSNHP------------

Oye5            AFVCDKTGTLTEGKPQVTDVYVAPEISKEKYHKYLDILLGMEQKSNHP------------

Bce3            YIVFDKTGTLTKGVFKVTKMEPSEGTT---SEELLEYAAFAEVYSNHP------------

Tte7            TVVFDKTGTLTKGVFKVTKIKSVNGMS---RDALLEYAAYAESFSNHP------------

Cac3            TMVFDKTGTLTKGTFSVDKIQAYNGFD---EKDVLKLAASVEAFSNHP------------

Efa9            TIVFDKTGTLTKGNFVVQNITS-VVLP---EEELLRLTATAEQLSTHP------------

Syth2           TVVWDKTGTLTQGRFTVSSVAAADGVD---AGDVLRLAAHAEAHSAHP------------

Gka1            VIAFDKTGTLTKGVPSVTDVVTYNGD----ENELMTITAAIEKGSQHP------------

Gka2            VIAFDKTGTLTKGIPSVTDVVTYNGN----ENELMTITAAIEKGSQHP------------

Oih1            SIAFDKTGTLTEGVPHVTDIVSYQGE----EGSNLSLIAAIENGSQHP------------

Gka3            AVAFDKTGTLTKGKPAVTDVVVYEGT----REQLLAIAAAIEKRSQHP------------

Syth5           VVAFDKTGTLTEGRPELISVLPAEGVS---EAELLRLAAAAELRSGHP------------

Chy1            TIVFDKTGTLTRGEMEVTEVIAVSPD-------FWPAVYSLEKRATHP------------

Ljo10           EIAFDKTGTLTVGHPEVSAIEVLNGSK----DEIIKLAAQIEHQSNHP------------

Bce6            TVILDKTGTVTNGKPVLTDVI--VADGF-NENELLRLVGAAERNSEHP------------

Gka4            AVLLDKTGTVTKGKPEVTDVL--AFR-----EDMLDYAVSAESASEHP------------

Oih2            SVVFDKTGTITNGKPVVTDFN--GDD------ETLLLLASAEKGSEHP------------

Sau4            TIVLDKTGTITNGRPVVTDYH--GDN------QTLQLLATAEKDSEHP------------

Syth4           VVVLDKTGTITWGRPELTDVIPLGAGAP-GADELLALVAAAESRSEHP------------

Tte6            AIVFDKTGTITKGEPEVTDIVTFGDFT---EDEILKIAGIAEKNSEHP------------

Cac4            TIVFDKTGTITEGKPKVTDIKAID-EV--SEEELLKIAASVEKASEHP------------

Efa1            TIVFDKTGTITEGKPVVTDILVADSAL--SEAELLTLAASAEQGSEHP------------

Stth4           VLVFDKTGTITQGKPQLVSSYTYG-----NSGVALQLLASLEAKSEHP------------

Ljo13           TVVFDKTGTITVGKPEVTDIVG-------DKKQVLRIAASLEESSEHP------------

Chy2            VIAFDKTGTITKGEPEVTDLIPFEIN----EQQLLELAGVAEKLSEHP------------

Efa5            YVLLDKTGTLTEGQFTVTGLELMSKQFT--REEALKYIGALEKNANHP------------

Stth2           YALMDKTGTLTDGKFIVRDVIDFTDET-----DILQIMAALEGSSTHP------------

Oih4            TVVFDKTGTLTKGAFGITDIIPEGEQS---EEELLRIAASVESQSEHP------------

Efa12           TIAFDKTGTITQGQLSVDQ-VQPINAGI-TAAELVGLAASVEQESSHI------------

Ljo12           TFAFDKTGTLTENQLVIDQVVLPENSSI-SKEELQSLAASVEQQSSHV------------

Cac5            TMILDKTGTITYGNRLAADFITVGGAD---KQKLIDYSVMCSLKDDTP------------

Tte4            TILLDKTGTITFGNRLAADFIPVGGHS---KEEVTYYALISSLKDLTP------------

Bce5            TIILDKTGTITFGNRMAHTLLPVGNET---IEQVGKWAAISSVLDETP------------

Sau1            VLILDKTGTITYGNRMADAFIPVKSSS---FERLVKAAYESSIADDTP------------

Sau2            VMILDKTGTITYGNRIASEFLPVNQQM---LEKLIVAAYMSSIYDDTP------------

Efa2            VLLLDKTGTITLGNRRASDFLPVHGVS---EEQLADAAQLSSLADETA------------

Lin3            VLLLDKTGTITLGNRKASEFLPVDGVT---EQELADAAQLSSIADETA------------

Stth1           ILFSDKTGTITEGKLSVVDFFLGDGTLYAATGETDAPDFDTMSDSLKAEIING-------

Upa1            AIAFDKTGTLTYGKLQLKQVIGND--------QFLDLIYQMELISLHP------------

Cac1            VIVTEKEEALTKSNMFVRKFYDNESIKNFDSKFFVNANIKRILEIGFLCN----------

                    :*  ::*                                                 

Tte1            ---AALCTDAFIDEEG-----------------------KGIG-----------DPTEVA

Tte3            ---AALCTDVAIDTTG-----------------------QMIG-----------DPTEIA

Cac2            ------CNDCDYNFKE-----------------------KGIDKCLF------GDPTETA

Tte2            LEIGALCNNVKIKKES-----------------------IKIGREVLEEDKYIGDPTEAA

Syth1           LKSAALCSNAKLVQAQ---PARRGRGDGAAGGRSGRSHRPGMGQVVFSVQ---GDPTEGA

Bce1            ---MVLCNDASYNNESQTG-----------------------------------DPTEIA

Efa11           -----FTNDTKIAQ-DG----------------------SLIG-----------DPTETA

Stth3           -----FANDTKVDP-DG----------------------KLIG-----------DPTETA

Ljo11           -----LANDTKIED-GG----------------------RLLG-----------DPTETA

Ljo6            -----LNNDASLS--DG----------------------KKIG-----------DPTESA

Syth3           -----LCTDASLSEEDGE--------------------YRSVG-----------DPTETA

Efa4            -----LCTDVIVEKEGDE--------------------LTVTG-----------NPTEAA

Lin2            -----LSSNATIDVTDGE--------------------ETIIG-----------DPTESA

Oye2            ----ILCNDALISVAKTTN-------------------DKTSNN-----LEIIADPTEKA

Mfl1            ---LVLPNDSITEGNER------------------------IG-----------DPTELA

Mmy1            ---LILPNDSITENDER------------------------IG-----------DPTELA

Upa2            -----IANNGIKNFNEKKQ------------------EYEFIG-----------DPTETC

Ljo4            LLGGVFADNARIQKPDKQ-----------------HPRYQILG-----------DPTEAC

Oye1            LIASVLCSEAKLVPTPTK-----------------PHQFELIG-----------NPTEGA

Efa7            -----LMDNAVIQAATQ-------------------------------------ESDIQS

Tte8            -----LLDIAILEYGEE-------------------------------------KGMKGS

Ljo7            -----LIDKAIIDAAKG-------------------------------------ELDTND

Efa8            -----LMDIAVINFYEE-------------------------------------HQWKTP

Lin5            -----VLDHAVIAKLDE-------------------------------------STASG-

Mfl2            -----PIDSAVLSSKIK-------------------------------------KPD---

Mmy2            -----PMDKAIVDYVNK-------------------------------------HNHNFS

Oye4            -----LIDKAIITKTNN-------------------------------------AQTLHP

Mmy3            -----TIDKAIIDQFKT-------------------------------------NIS---

Efa6            ----NDTMKAMKEFFV--------------------------------------------

Ljo8            ----NATIKAVAKAFN--------------------------------------------

Efa10           ----NITMQAIRDHYE--------------------------------------------

Stth5           ----NATAQAIRNAYEG-------------------------------------------

Oye3            ----NSTYNALINKFSPN------------------------------------------

Bce2            ------LAESIVKYAQ--------------------------------------------

Lin1            ------LAAAITKALD--------------------------------------------

Efa3            ------LATAIVNRFE--------------------------------------------

Oye5            ------LALAIKNHFH--------------------------------------------

Bce3            ------IAQSIRKAYG--------------------------------------------

Tte7            ------IAESILEAYG--------------------------------------------

Cac3            ------IAVSIVEAYG--------------------------------------------

Efa9            ------IAISIKESYG--------------------------------------------

Syth2           ------IAAAVREAYG--------------------------------------------

Gka1            ------LASAIIRKAEE-------------------------------------------

Gka2            ------LASAIIRKAEE-------------------------------------------

Oih1            ------LAAAIIRKANE-------------------------------------------

Gka3            ------LASAIVRKAEE-------------------------------------------

Syth5           ------LGQAIVAAARR-------------------------------------------

Chy1            ------LAKAIIKAVP--------------------------------------------

Ljo10           ------LAQAIAKLNK--------------------------------------------

Bce6            ------LAEAIVEGIKE-------------------------------------------

Gka4            ------LAHAIVEYGKK-------------------------------------------

Oih2            ------LAEAITQHAEE-------------------------------------------

Sau4            ------LAEAIVNYAKE-------------------------------------------

Syth4           ------LGQAIVAGAKE-------------------------------------------

Tte6            ------LGQAIVNKAKE-------------------------------------------

Cac4            ------LGEAIVKEAEF-------------------------------------------

Efa1            ------LGEAIVGAAKE-------------------------------------------

Stth4           ------LSQAILVAAEN-------------------------------------------

Ljo13           ------LAIAIVKKADS-------------------------------------------

Chy2            ------LAQAIIKKYRE-------------------------------------------

Efa5            ------LAIGIMNYLNK-------------------------------------------

Stth2           ------IAQSIVS--AA-------------------------------------------

Oih4            ------IATGILNEAKN-------------------------------------------

Efa12           ------LARSIVAYARK-------------------------------------------

Ljo12           ------IATSLVKSTNK-------------------------------------------

Cac5            ------EGKSIVELGKQ-------------------------------------------

Tte4            ------EGRSIVDLARK-------------------------------------------

Bce5            ------EGRSVIEYVQG-------------------------------------------

Sau1            ------EGRSIVKLAYK-------------------------------------------

Sau2            ------EGKSIVRLAKQ-------------------------------------------

Efa2            ------EGRSIVILAKER------------------------------------------

Lin3            ------EGRSIVVLAKER------------------------------------------

Stth1           ---IGLNNDAMVADGNAVG-----------------------------------------

Upa1            ------LAKSFVTYAIIN------------------------------------------

Cac1            ----DFASKRNLNKTLN-------------------------------------------

Tte1            IVA---------AINDLVGLKKADIEKEFPRVAEIPFDSDRKMMSTIHMV------DKEG

Tte3            LVV---------ALNRVTGLKKEELEKRFPRVEEIPFESERKMMSTIHSI------EGKT

Cac2            LIR---------AFFKDTGKLK-KFISEEKRIREEPFDSKTKMMTVISK-------GANG

Tte2            IF----------SFSLKSGISQ-DFLNKIKRIEEIPFDSERKRMTVIVE-------IDGE

Syth1           LVV---------AAQKGGYRPA-VLQDRYRRVLEVPFESERRRMSVITED------GDGG

Bce1            LLV---------AGTTFN-MQKDHLEKIHERVNEVPFDSDRKMMSTVHM-------YNES

Efa11           LVQF----------GLDHAFNVTEKVAAEPRVAEIPFDSDRKLMTTVH------ELKTGG

Stth3           LVQF----------GLDHNFDVREVLKSEPRVAELPFDSDRKLMSTIH------KEPDGS

Ljo11           LIQY----------AFDQNIKVEDLLKKDSRVQEVPFDSERKLMSTVN------HYG-DK

Ljo6            LLEMYRKVPGIDLGDGKLGLSESELREHLDRLEEVPFDSDRKLMSTKHLI----HTVP--

Syth3           LV----------LGAAKAGLDKRDLEARHPRVAEVPFSSTRKRMTTFHAL----GDPDEG

Efa4            IVR----------AVEENYHTKEELEEKYPRIGEIPFDSERKMMTTVHQ-------WGKK

Lin2            IIR----------LLEEKGTTKKALEAKYPRVFELPFDSDRKLMTTIHQ-------VEDG

Oye2            FIN----------LALFYQYDAFLLQKKYPRFAEIAFDSQRKLMTTFHH-------KDGF

Mfl1            LVD----------FAELMGVDELVYRKKFERIDEIPFDSERKLMSTLN------TVD-KK

Mmy1            LVD----------FAEQMKIDEQEFRKKYPRIFEIPFDSERKLMTTVN------VLENEQ

Upa2            IIEA----------ALKLNIDKYKLDQEFIRIHEFPFDSTRKLMSVVVK-------HQSD

Ljo4            LEVV----------ARKGKIDVEAEVEKTPRVKELPFDSSRKMMTVIQSSDGTHRFNT--

Oye1            LLIA----------AKKYGYNIEEVKNNLEIIQLNPFTSERKKMSVLVKNNQEPAYDTNS

Efa7            --------------------------DDFYKVDEIPFDFNRRRMSVIIKEFK-----TRE

Tte8            ELE-----------------------KIYKKVDEIPFDFVRRRMSVVLESENG--VGGKK

Ljo7            IN------------------------QNYQKIDEIPFDFKRRRMSVVVMNKK------HE

Efa8            FK-------------------------NVTKIDEIPFDFSRRRLTVVVNADD-------H

Lin5            ----------------------------WTKVGEIPFNFDRRRLSVVVENNT-------E

Mfl2            --V-----------------------DDYTKEWEIPFDFERKILSVILTSKK------DK

Mmy2            --I-----------------------QDITKIDEIPFDFNRRKLTIIFDDEN------EK

Oye4            FLQG--------------------ITEQFTKIDEIPFDFKRRKMSVVIQDVS------QK

Mmy3            ---------------------------DIKLIDHLSFDHNFRISSVLINFNN-------S

Efa6            ------------------------TNNQREAVSYTSFSSVEKFSSVTFPEA---------

Ljo8            ------------------------QKFNIQATQIIPFTSVNKYSGAVIKNN---------

Efa10           ------------------------VSNRFGAKEVLAFSSERKWGAIEFPEIG--------

Stth5           ------------------------LEHHYQVGDVIPFSSNRKWGAVSINGLG--------

Oye3            ---------------------TFPTSTPYQPSQNLPFSSTRKYSAVEFNNLG--------

Bce2            ----------------HAYDITLKKPEKVEDVTGFGLKGILENNAYKIGKA---------

Lin1            ----------------IEVTDKLTEIE-VTDVPGWGVQTSYKGETWQVGKA---------

Efa3            ----------------AETTALNLEVE---NIVGVGLVTTIAETTFRIGKP---------

Oye5            ----------------HKS-HLQMEIT---ISVGVGLETFYQNNHYKIAKA---------

Bce3            ------------------KSIDEKIIDDYNEISGHGTVVKVQGKEIFAGN----------

Tte7            ------------------KEVDRSKIKKYEEISGNGVRANIEGKEVLVGN----------

Cac3            ------------------QKNDEAEIKEYKEIAGHGIQAYVNGKLVFVGN----------

Efa9            ------------------KET--VPATAIEEVAGHGIKATIEGKTVLVGN----------

Syth2           ------------------RPVDAGIVDDYAEIAGHGVRARIDGRVVLAGN----------

Gka1            ----------------DGLNFNDLSVEEFQSITGKGVKAKVNNAMYYVGSPGL-------

Gka2            ----------------DGLNFNDVSVEEFQSITGKGVKAKVNNAMYYVGSPGL-------

Oih1            ----------------DNITFKNVEMENFKSITGKGVQATIDNKDYYVGSPDF-------

Gka3            ----------------EGAPFLDVAVEEFQSLTGQGVKAVIAGNTYYIGSPAL-------

Syth5           ----------------RLGELP--QPEQVEEQPGLGVSAVVDGRRVLVGS----------

Chy1            -----------------AEYQKEIEVLNFRQIPGLGVLGQVEGSNYFIGSPKG-------

Ljo10           ---------------------QKPASIKVETVKGKGIIAILNNQKYYLGNQD--------

Bce6            ----------------K--KIDIPSSETFEAIPGFGIESVVEGKHLLIGTRR--------

Gka4            ----------------Q--AISMKPLEHFSAITGHGIEAVIDGKSILIGTRK--------

Oih2            ----------------K--QLDLLSTTDFEAIPGRGITAKIDNKHIIVGNRQ--------

Sau4            ----------------K--QLTLTETTTFKAVPGHGIEATIDHHHILVGNRK--------

Syth4           ----------------R--DIALPEVESFEAIPGAGLEARVAGREVLVGTRR--------

Tte6            ----------------K--FKILEDPEKFEAVPGYGICITINEKEFYIGNRR--------

Cac4            ----------------K--GMEFLKVSDFKSVTGHGIEALIDSKRVLLGNKK--------

Efa1            ----------------R--QLPLAEGSDFSAIPGHGIRVTVNERVLLLGNIK--------

Stth4           ----------------A--NLDVLEIDNFSSLTGRGLTASYAGKTYLAGNQT--------

Ljo13           ----------------E--KLQIEKVSDFEAIEGKGVKANYHDQTAFVGSNR--------

Chy2            ----------------IN-QKEPSEPATFHNIPGKGIMATYSGVNILAGSEK--------

Efa5            ----------------Q--AVQPYEAHNLQALSGVGLVATVQNQEVKIVNEK--------

Stth2           ----------------K--PLKNLKVEAVENIPGVGIKGQVNQNFYQIVNYK--------

Oih4            ----------------R--NIDIQSPDEFDSITGAGIKAVLNNESILAVSPG--------

Efa12           ----------------Q--DVPLKNITDLAEVSGAGVKAFVDGAEIRVGKKN--------

Ljo12           ----------------D----LIKPVTNLKEATAKGVSGEVDGKLVKVGKLS--------

Cac5            --------LGITIDTKKYESIEFEEFTAQTRMSGIKLENGTAVKKGAYDAIKK-------

Tte4            --------MGAKAPDDILEGAEVVEFSAETRMSGLNLKDGTIVRKGSYDKVKE-------

Bce5            --------KSISYNRELAEQGEFVPFKAETRMSGVDLQDGTKVRKGAVGSVIE-------

Sau1            --------QHI-DLPQEVG--EYIPFTAETRMSGVKFTT-REVYKGAPNSMVK-------

Sau2            --------MYINELPKDIDG-TYKPFTAETRMSGIITNE-ISVFKGAPNSMIN-------

Efa2            --------FNLREREFQQSEVKFIDFSAKTRMSGIDYRG-DVIRKGAADTMKK-------

Lin3            --------FDIRGRDFAEMHAEFVPFTATTRMSGIDYQG-NTIRKGAADAVRA-------

Stth1           ------SNATDRALLDFLIGRSQLDFDTNTITEKQQFNSATKFASVTTNDGK--------

Upa1            ------------------NIVMSTKLIDIKEVAGVGIIAKDVDGNIYELTSEH-------

Cac1            ---------AAEKAIVEFVEGGDVDLEIAKRVFEIPYNGNKRIKTTVNKMRKR-------

Tte1            FRLITKGAPDNIIKRCKYILKENKILPFDEIEKNKLSSINEEMGGEALRVIAVAYKDIK-

Tte3            FRVITKGAPDYVIKMCGYVLKKNRIIPLDKNEVETILRVNEKMGQQGLRILGVAYKELT-

Cac2            TSLYLKGAPERVIEKCKYIYINNKVELFTSTYKSKVNSVLESMSRKALRCIACAYKKE--

Tte2            KYAYTKGAPDVILELCSFKYVNGKEVPLTPFDKKRVLDVNESFGKEALRVLAFAYKKL--

Syth1           YLLHVKGAPDVILELSTHMLRDGRIVPLTDQDRQAILDENLRMADQALRVLAVAYRPLSF

Bce1            YYSMTKGAIDKLLPRCTHIFKNGKIEILTDSDKNQILEAAGSMSQEALRVLSFAFKQYD-

Efa11           FLVSVKGAPDELLKRCTEILSNGETSPLDETKRQEILKTNTSLAKQALRVLGMAYKYVE-

Stth3           YFVAVKGAPDQLIKRVTRIEINGEVRPITDEDKQAILAVNKDLAKQALRVLMMAYKTTS-

Ljo11           FFVAVKGAPDELLKRVTKIEKDGQVTPISDNEKETILASNKGMAEQALRVLGLAYKIVD-

Ljo6            -TIFVKGAIDVLLKRCVNIRFGDDVRPMTEQDRKDILAQNNHFSENGLRVLAFAYKESD-

Syth3           YTGIVKGGPDVVLARCTRIRTAQGTEPMTPGRRRAVEEANREMAEQGIRVLAVAFTAPR-

Efa4            YISITKGAFDVLLPR------------FGFGDVDQAAIVNDRFGKRALRVIAVGYAVYD-

Lin2            FLSITKGAFDRIPVN------------FSAEFLKEAEQVHDSFAEEALRVLVVAYKKYP-

Oye2            IYAITKGAPEVLLQKCSQVQYQEQTIAKDTKIIKILEKQISQLSEQSLRVLGVAYRVFS-

Mfl1            TIAFTKGAIDQLLSICDHIMIENKVIKLTESHKHEIMRASINLSDDALRVLAFAYKEVKN

Mmy1            QFVFTKGALDQILKKCTKIFINNKVVKLTNTHKKEIKKLSTSLSDDTLRVLGFGVKQIIT

Upa2            YYLITKGAIDAIDKIVQN------------PITKDVYEANDFLSKQALRILCVAIKKLS-

Ljo4            ---YTKGAPNCVVDKCTSYLCDGKIQPITQEIKDKIMRANDGYAKDALRVLAVAGRNLDQ

Oye1            QYLFIKGAPNIVLEQCQMQYKGSQVSPFSPHEKESFLKQNDQFASQGYRVLALAYKKIEQ

Efa7            TRLITKGAVEEMLLVCTQVLLNGEIVPLTETLRQKITKDVEALNRDGLRVLAIADKKVEA

Tte8            RQLVTKGAVEEMLSICDWVEYKGEVVPLTEEIKEEALEMVRKLNEDGMRVLAVAQKNEVP

Ljo7            HLLVTKGAAEEMLACSNRLEINGEIRALNQEQRQEILNKINQMNQDGLRVVLLAYKKNPA

Efa8            QLMITKGAVEEMEEVCTHAQINGEIVPLSTAVREELRRVNVQMNKQGMRVLAVAVKKDVH

Lin5            TKMITKGAVEEMLTVCTHKEFGGTISTLTELEKNELQEMCAEMNRSGIRVIAVAYKTGKA

Mfl2            -EIFTKGAVEEVLKVCNRISINGKIEKLDAKLKKMILKKTHELNIDGYRVIGIAHNVLQD

Mmy2            RFMVTKGSVEEILNSCTRVIQDDKVVNLTDTFKRQIIAYYETINQQGKRLLGVAYKKIRD

Oye4            QQMITKGAIEEILAICDHVELEGKVVPLSDQSKQIVLQQTITYNQKGYRVVGVAQKLISN

Mmy3            SLLITKGSLEEILEITSSINVNNQVINLCDNYKNMIIDQVNSYTKKGYKVLVLSYKN---

Efa6            --TYILGAPEMILRDNYEM----------------YQSEVEHYTSQGYRLLVFGKY----

Ljo8            --TLLMGAPEFVLRDQFKN----------------YEKEINQYTRQGYRVLVFGKYP---

Efa10           --TVYLGAPERLVDDSRL------------------PEAVFTAQENGYRVLMLAIAE---

Stth5           --TLFLGAPEMLLKKN--------------------PKAVDKAQARGSRVLILAWSQ---

Oye3            --TIFLGAPEFILKNNFHL----------------IQKDFETYTKSGYRALLLAKSPEPC

Bce2            ------------------------DFIG-EETKTFHNGISASLEKEGKTVVYISDEGG--

Lin1            ------------------------GYVGAENAAKFSNGAFERLASEGKTIVYVAKEGE--

Efa3            ------------------------SSFEQVP--TIIEKQTTKLASEGKTVVYFAENEQ--

Oye5            ------------------------TAFTQTPICASLQAQTQKFLYEGKTIVYFSCNNH--

Bce3            ------------------------AKLMRK---ENIEFKQP---ETVGTLVHVAVDGR--

Tte7            ------------------------AKLMKM---ENIDCVTG---DSTGTIIHVAIDNK--

Cac3            ------------------------EKLMLK---ENIDVKEEAFRNDIGTVIYVSCEGS--

Efa9            ------------------------AKLMKQ---FGIEAPEV---KEAGTLIFVAIDNQ--

Syth2           ------------------------ARLLAA---EGIPVPPGD--DGASTVVHVAADGA--

Gka1            -----------------------FEELLPNGIQSEIKEQITTLQTQGKTVMALGTEKE--

Gka2            -----------------------FEELLPNGIQSEIKEQITTLQIQGKTVMALGTEKE--

Oih1            -----------------------FKELQTS-IDPTIVQQIEDMQLEGKTVIILGTHQD--

Gka3            -----------------------FTSWIGK-LPDEAEKQISAFRDEGKTVMAVGTADR--

Syth5           ------------------------RRLLESGADEWMSRTAGQVETRGETAVLVIADGR--

Chy1            -----------------------IKEIPES-----FIKTLQEIEEKGQTAILVAKENI--

Ljo10           ------------------------LIVENTRINAKLDKTINHLSQLGNSIVAFANEDQS-

Bce6            -----------------------LMKKFNIDIEEVS-KSMEALEREGKTAMLIAIDKE--

Gka4            -----------------------LMKERSVAISVHE-DKMVELEKQGKTVMLVAIDGQ--

Oih2            -----------------------LMKEYKVDSRKEE-EHLLELENEGKTAMLIAIDGK--

Sau4            -----------------------LMADNDISLPKHISDDLTHYERDGKTAMLIAVNYS--

Syth4           -----------------------LMAERGIDTARAE-AQMAELEAAGKTAMLAAVDGA--

Tte6            -----------------------LMDRQNIDITSIE-DKVEELELQGKTAMILASHDR--

Cac4            -----------------------LMDNNNIEVKSVL-DYVDDLAKQGKTPMYIAIDKQ--

Efa1            -----------------------LMKEEAIELSTFV-QQADRLAEEGKTPMFVAKDGS--

Stth4           -----------------------LMAEEKVDLTSAQ-ADFQNLTADGETPIFLAEDGK--

Ljo13           -----------------------LLADVNISQEMNQ--QATKLQEEAKTVVYVGLNGE--

Chy2            -----------------------FLQENRVDTSLAG-EIAKKLKGEGKTLVYFAADHR--

Efa5            -----------------------EVARLQLTFDETI---KTNYQEQGNTLSYLIIAGQ--

Stth2           -----------------------YLRENQLSYDEQK---IAQYLDLGLTLSFLINEQQD-

Oih4            -----------------------YMEKENIAFDKHK---FQSLSEAGKTVIFIVKQDS--

Efa12           -----------------------FVTQESQETEKID-----------KTTIHISRNGT--

Ljo12           -----------------------YVDPD-QEKITVQ-----------STAVFVSIDNK--

Cac5            -----------------------RVQELKGVIPKDLDEAVNKVAKLGGTPLVVCVDNK--

Tte4            -----------------------YIGEKGGSIPDDLDKEVEKISLLGGTPLVVVKDNE--

Bce5            -----------------------WVQSQGGTIPKDVNQKADFISKEGGTPLVVAVNNR--

Sau1            -----------------------RVKEAGGHIPVDLDALVKGVSKKGGTPLVVLEDNE--

Sau2            -----------------------LVKQQQGNIPLNIESLCMDVSSKGGTPLIVIENNV--

Efa2            -----------------------YVQSKGEDYPSECDKIVDKIARAGGTPLVVIKNNR--

Lin3            -----------------------YVSANGGTYPKECDTIVSKVAGAGGTPLVVVRNNK--

Stth1           -TYIKGAPEFILNDCYYYLDKDGHKQNFTDDIKARFQELSLEQANRSMRLLAILNTDGN-

Upa1            ------------------------YANENQFDFSLINQKSSTSTNLLASNIIFSINKK--

Cac1            YRANVKGPVDSILKNCTHFMVDGVERELTQEAINSIKMADIQMSNESLYVMAFAYRNFSY

Tte1            ----------EIPENLSSDEMEKDLIFIGLIGMIDPPRREAKHSVEICKKAGIK-PVMIT

Tte3            ----------KLPEKLVSEEVENDLIFIGLVALMDPPRKEVREAVEVCKRAGIK-PVMIT

Cac2            ----------NINK-------DGDMIFLGIAGMIDPPRLEVKDAVLKCRVAGIT-PVMIT

Tte2            ----------PPKSPIIAEFVERNLVFVGLEGMIDPPRKEVYDAVLKCKMAGIK-PVMIT

Syth1           PAGEGPDQLAELSTDEAAARLERNLVFLGLLGMIDPPRPEVKQAVAAARRAGIR-TVMIT

Bce1            ------------SNDVDINHLEENLIFIGLVGMIDPPRTEVKDSIKECKKAGIR-TVMIT

Efa11           ----------TIPAEMSSELVEKDLTFAGLVGMIDPERKEAADAVKVAKEAGIR-PIMIT

Stth3           ----------EIP-TLESEVVESDLIFSGLVGMIDPERPEAAEAVRVAKEAGIR-PIMIT

Ljo11           ----------KAYDDPTTNNVEQDLIFAGLVGMIDPERPEAKAAVAEAKSAGIR-TVMIT

Ljo6            ----------EELSTD----SEKDLTFIGLVSEMDPPRKESVAAVARAKEAGIR-TVMIT

Syth3           ----------TELPEDPAA-LEENLELIGLIGMTDPPRPESAAAVRKAHEAGIR-TMMIT

Efa4            ----------EPPKEITSEALEKNLRLLGLIGMIDPPRPESKGAIARAKKAGIK-TVMIT

Lin2            ----------EMPTDLSSEALETDLTFAGMVGMIDPPRPESKAAVLAAKKAGIK-TVMIT

Oye2            -------LDLETILKNNPDIFEQDLIFLGAVAMEDPIRKEVMQAIFKCNQARVT-PIMIT

Mfl1            -----------------NKLEEKGLTFIGAVAMIDPVRKEAVQAIEEAHAAGVE-VCMIT

Mmy1            Q----------------DQKTEDDLIFIGAVGMIDPIRKEALIAIQQAKAAGIK-TIMIT

Upa2            ----------SIPTNFNQDELEKCLEFVGLIGMIDPPRPETQEAVKIAIKAGIR-PIMIT

Ljo4            K-----------------------------------------------------------

Oye1            NP-----------------PLEEDMVFLGFAVNYDPPREEVKEAVKNLTQAGLK-ITIIT

Efa7            AEWE------------YTTKDESELILQGYLAFLDPPKETAAAAIHALHQHNVA-VKVLT

Tte8            PEGV------------FSVADESKMVLMGFLAFLDPPKETAPHAIKALKEHGVE-VKILT

Ljo7            PVGE------------FSVDDEKELILTGFLAFLDPPKDSAKAALTALKRDGIT-VKILT

Efa8            KEAV------------YSVEDEKEMTLIGFMGFLDPAKESAVSAIRSLHEHGVN-VKVLT

Lin5            GES-------------FTKKDEEQMIIAGFLGFRDPVKASTKEAITQLFKNQIN-VKVLT

Mfl2            E------------------DVEEELIFYGFGTFFDKPKKTSKKLIKNLASKGIS-TKVLT

Mmy2            NQAK------------FSPKDEESLIFMGFASFLDTPKPSTKQTIRLLKKYGVD-LKILT

Oye4            PKQQP--------CFTPGQIEEKSMVLIGLLTFLDPIKESSTQTIASLQQKGII-VKILT

Mmy3            ----------------SDVIDNKNLIYLGMVVFSDQIRENVKQVIDTFKVYDID-IKVLS

Efa6            -------------LGEFQETLAAEVQPLGYILLWNPIRKEAKATFEYFAEQNVA-IKVIS

Ljo8            -----------HALRDEKEKLVEHVELLGYILISNPIRKEAKSTFEYFDRQGVN-IKVIS

Efa10           -----------QQPLNETKMP--YLEPLAILEIDDPIRQNAKETLAYLKEEGID-LKVIS

Stth5           -----------SGIATETMILPNDIEALTLLEIADPIREDAAETLEYLRSEDVT-LKIIS

Oye3            IS---------QITCKNQKLHDIPCIPLALIIIKDTIKKDAVTTIDFFQKNGVC-VKVIS

Bce2            --------------------------ILGLIALKDTLRQETIAAIRDLQSIGVE-AIMIT

Lin1            --------------------------IVAMFALKDTCRPEAIRTIQALKAKGIK-TIMVT

Efa3            --------------------------VIGLVALMDVPNEEAMNAIHYFKSQNIE-TTMIT

Oye5            --------------------------IVMVLALLDKLRPQAYHLMQYFNHKNIY-TAVIT

Bce3            --------------------------YAGYIVISDEVKEDSKQAIQKLKELGIKKTVMLT

Tte7            --------------------------YCGYILISDEVKEDSPKAIESLRKMGIKRIVMLT

Cac3            --------------------------FVGSILISDKLKEDTIKAIEALKRINIK-PIMFT

Efa9            --------------------------FAGYLVIADQLKPDAISAIKELKAEGVKQTVMLT

Syth2           --------------------------WLGRIAVADQAKPTAGQAVERLRTLGVSRQVMLS

Gka1            --------------------------ILALIAVADEIRESSKEVIRKLHQVGIEKTVMLT

Gka2            --------------------------ILALIAVADEIRESSKEVIRKLHQVGIEKTVMLT

Oih1            --------------------------ILSLYAIADKVRAASKHVVTKLNKLGMS-TVMLT

Gka3            --------------------------LLGLVAAADQLRPSAPETVAALRRLGVAEVVMVT

Syth5           --------------------------PLGVLGVADRVRPQARAVVEALRTQGIQRVVMLT

Chy1            --------------------------PVALLAVADVIRDDAGEAIRNIKALGLT-PVLLS

Ljo10           --------------------------QLAVFGIKDQLRPEANAALTRLKELGVKKLVMLS

Bce6            --------------------------YAGIVAVADTVKDTSKAAIARLKKMGLD-VVMIT

Gka4            --------------------------LAGIIAVADTVKESSKEAIQTLKQMGID-VYMAT

Oih2            --------------------------IRGTVAVADTIKENAKEAINQLKDMNIQ-VVMLT

Sau4            --------------------------LTGIIAVADTVKDHAKDAIKQLHDMGIE-VAMLT

Syth4           --------------------------LAGIIAVADTVKPTSAEAIAELHELGLE-VVMIT

Tte6            --------------------------VYGIIAVADTVKSDSAKAIQKLQAMGIE-VYMIT

Cac4            --------------------------VKGIIAVADSVKESSAKAIKKLHDMGIE-VAMIT

Efa1            --------------------------FAGIIAVADTVKDSSQTAIARLHKMGIE-AVMIT

Stth4           --------------------------LIGLFGVSDQVKADSADMVAALHQMGKE-VIMLT

Ljo13           --------------------------IIGLIAIQDIPKSSSKEAISELKKRGLK-TVMLT

Chy2            --------------------------LVGVIALADTVKESSAKAIELLKKKGYI-PVMLT

Efa5            --------------------------LVALLALGDKVKPEAKTFIAELQAQGIT-PVMLT

Stth2           --------------------------VLGFIALGDSPKADAKAFINGLLAQGIT-PVMLT

Oih4            --------------------------FIGMIALADQVKDSSKEAINRLHELGIH-AQMLT

Efa12           --------------------------YLGRITFTDTVRPEAKETMEKLHQLHLQRILMLT

Ljo12           --------------------------FAGYITFQDQIRKNTPETIARLRRQGVKQIMMLT

Cac5            --------------------------IYGVIYLKDTVKPGLVERFERLREIGIK-TIMCT

Tte4            --------------------------VLGVIYLKDTIKPGMKERFKQLRAMGIK-TIMIT

Bce5            --------------------------IYGLIYLKDTVKPGMRERFEQLRQMGIK-TVMCT

Sau1            --------------------------ILGVIYLKDVIKDGLVERFRELREMGIE-TVMCT

Sau2            --------------------------MLGVIYLKDVIKDGLVERFTELRKMGIE-TVMCT

Efa2            --------------------------VMGVVYLKDIVKNGVKEKFADMRKMGIK-TIMIT

Lin3            --------------------------VLGVIYLKDIVKNGVKERFLDLRKMGIK-TIMIT

Stth1           -----------------------NKVLIGIVCIRDNVRSSIKQTVETMNRAGVQ-VVMVT

Upa1            --------------------------VQSILVFEDEIRADAYETIKVLHENNIE-TYMIT

Cac1            KP-------------SSDENIESNLVFVGLIGFESIFKEDVENAVEKCFVNSVK-PIIFT

Tte1            GDHKITASAIARELGILE----DNDEAVTGEDLDRISDDELAERIKRIS--VFARVSPEH

Tte3            GDHKITASVIAREIGILE----EGNKILSGEELEKISDEKLTEIVKEIS--VFARVSPQH

Cac2            GDHKNTAFAIAKELNICS----DVSEVISGEELDKLSEKDLYKKTDKIR--VFARVSPEH

Tte2            GDHKVTATAIAKELNILG----EGERVITGKDLDEMTDKELEKTCTNVS--VYARVTPKH

Syth1           GDHPATALAVARELGIVG----AEGRAVTGRELDQLSHSELIAAVEECQ--VFARVSPQH

Bce1            GDHKDTAFAIAKELGIAE----EISEIMIGTELDNVSDTELASKINHLN--VFARVSPEH

Efa11           GDHRDTAEAIAARLGIIK-EGD-DDAVITGAELNELSDEKFAQVVGHYS--VYARVSPEH

Stth3           GDHQDTAEAIAKRLGIID-PNDTEDRVITGAELNELSDEEFQKVFKQYS--VYARVSPEH

Ljo11           GDHQITAAAIASRLGILEESPDKNKAVITGAELDKLSDEYFNEHVQDYS--VYARVSPEN

Ljo6            GDHKVTAVAIAKKIGVFT----DGDLALTGLELDALSDKELDQQIEKVA--VYARVSPEN

Syth3           GDHATTALAIARQVHIAG----ADDRVLSGPDLEEMDDAALEKAVRTVP--VYARVSPDH

Efa4            GDHVVTASAIAKELGILK----DKSEALSGSELKKMSDEELDKRVKDLS--VYARVTPED

Lin2            GDHIVTASAIAKEIGILT----DGDKAITGAELAEMSEADLEKNIRDYA--VYARVSPED

Oye2            GDHLKTAFVIAKKLNILS---KPQDLAITGDELAQMPEEEFLEKLLQIK--VYARTNPHH

Mfl1            GDHAITALAIARDLGLAY----EEKQVISSDKLDTMSDAELEEVIDNIR--VFARVNPEH

Mmy1            GDHAITALAIARDLDLAY----TQYEVMSSEKLEQYTDQELESAIDNIK--IFARVNPEH

Upa2            GDHINTASAIAKQVGILN----EGQEVLNGNELNMMSDNELINNIDRYS--VYARVSPTD

Ljo4            -------------------------------IMDNLDLATIDTVERDLTFLRVNRYDGSA

Oye1            GDYSLTAAAIGKQVGIIQ----DKFVGLDGCDLDKMSLEQLQEVLKSPHPVVFSRTTPKH

Efa7            GDNQYVTHSVCKEVGLAG------EKIITGNELQQLNQEELRKTVQAYN--IFAKITPDQ

Tte8            GDNEIVTKKVCKEVGIPV------QNVLLGEEIENMTDDELAEIAERTT--IFAKLTPMQ

Ljo7            GDNEAVTRNVGKQVGLDI------ACVYQGKDLENKSSAELKKMVEECD--VFVKLSPQQ

Efa8            GDNDIVAKKVCKDVGIEV------SHVLLGSQIEAMTDEELRAQVEETN--LFAKLNPMQ

Lin5            GDNEIVTKRICEEVGIPA------NGFLLGGDIEDLSDEELTRELRKYH--IFAKLTPMQ

Mfl2            GDNEIITRAICKNVDFEI------TKLFSGAEIEAMDDRQLHKAVVEAN--VFVKLSPIH

Mmy2            GDSEPITRAICKMVNLDI------KGLVTGEEIDAASEYELKKIVEDNN--IFVKLNPLQ

Oye4            GDNDILTKAIAQKLNIQT------TYCLQGSIIDNLSDDALYEASQKTN--LFTKLSPEQ

Mmy3            GDNLYTCKNVCDQVGINS------NTSLIGKQINNLTKEELIKISQSVN--IFYKLSPLD

Efa6            GDNPLTVSNVAQAAGIIG-------AENYVDARTLTTMEAQTEALEKYT--VFGRVTPEQ

Ljo8            GDNPLTVARVAKQAGIRD-------ADKLIDATEISEGD-YEEVVKKYN--VFGRVKPDQ

Efa10           GDNPVTVSNIARRAGLPG-------YESYIDLSTKTTEAEVREAVQQYT--VFGRVSPQQ

Stth5           GDNPVTVSHIAHQAGFAD-------YQSYIDCS-KVSDEELEALAEDTA--IFGRVSPHQ

Oye3            GDNHVAVSQIAQRVGIID-------AYKTISLEGLSDQE-VIQIATKYN--VFGRTSPQQ

Bce2            GDNEETAKAIASESNIK---------------------------------EYYASCLPET

Lin1            GDNAQTGAAIQAELGMD---------------------------------RVVSGCLPEK

Efa3            GDAKLTGEAVGRLVGVD---------------------------------QVFANVLPEE

Oye5            GDTQQSAYILQKKLHLK---------------------------------AAWGDILPAY

Bce3            GDAKPVGEAVGKELGLD---------------------------------EVHAELLPQQ

Tte7            GDNKVVSDKIAASLGID---------------------------------EVYSQLLPNE

Cac3            GDNKKAALKVSQKIGID---------------------------------DVKYELLPQD

Efa9            GDNQQVAEAIAKEVGVD---------------------------------KVYAELLPDG

Syth2           GDDHRVAEAVGRSLGLD---------------------------------EVRANLLPEE

Gka1            GDNQRTAEAIGKQVGVS---------------------------------DIKADLLPED

Gka2            GDNQRTAEAIGKQVGVS---------------------------------DIKADLLPED

Oih1            GDNQNTASAIGKQVGVT---------------------------------NVKSNLLPED

Gka3            GDHEQTAQAIGRQAGVS---------------------------------DIRAELLPEQ

Syth5           GDNERVAAAVAAETGVD---------------------------------EFQANLLPGD

Chy1            GDSKKVALRVSEELEIG---------------------------------KWYGEVLPQE

Ljo10           GDNQETAERIAAKLSID---------------------------------EVHGQMLPQD

Bce6            GDNTQTAQAIAKQVGID---------------------------------HVIAEVLPEG

Gka4            GDNQRTAEAIANEVGIE---------------------------------HVYAEVLPEN

Oih2            GDNERTAKAIGRLAGID---------------------------------HIIAEVLPEE

Sau4            GDNKNTAQAIAKQVGID---------------------------------TVIADILPEE

Syth4           GDNRRTAGAIGRQVGVD---------------------------------RVLAEVLPGD

Tte6            GDNKRTAEAIAKQVGIK---------------------------------NVLAEVLPEH

Cac4            GDNKRSADAIAKKVGID---------------------------------RVLAEVLPED

Efa1            GDNKRTAEAIAKQVGID---------------------------------RVLSEVLPED

Stth4           GDNDQTAQAIAQKVGIK---------------------------------RVISQVLPQE

Ljo13           GDNEKVAQAIANEVGID---------------------------------QVIAGVLPNE

Chy2            GDNEVTARAIAQKVGIS---------------------------------EVVAGVLPEG

Efa5            GDNQTAASAVANYLGMK---------------------------------EYYAELLPED

Stth2           GDNKETAQKIASALNIP---------------------------------EFRAELKPED

Oih4            GDNEKVAKGVANQIGID---------------------------------EVIAQVLPHE

Efa12           GDQESVAETIAAEVGIT---------------------------------EVHGECLPQD

Ljo12           GDRRSVADKVAKEAGIKES-------------------------------EVHADLLPAQ

Cac5            GDNPLTAATIAKEAGVD---------------------------------GFIAECKPED

Tte4            GDNPLTAKTIAEEAGVD---------------------------------EFIAESKPED

Bce5            GDNPLTAATIAKEAGVD---------------------------------EFVAECKPED

Sau1            GDNELTAATIAKEAGVD---------------------------------RFVAECKPED

Sau2            GDNALTAATIAKEAGVD---------------------------------RFVAECKPED

Efa2            GDNPLTAAAIAAEAGVD---------------------------------DFLAEATPEN

Lin3            GDNPMTAAAIAAEAGVD---------------------------------DFLAEATPEA

Stth1           GDRKETAVAIAKEAGIVTG---ENDLVLTHDELSALSDQELKQQLPHLK--VVSRALPMD

Upa1            GDSFNVAQKIAKELGIKH---------------------------------FYAQVKPEE

Cac1            EDGKLTAISMGRKIKVVK----DATEVLSGVEMDNMSEEEIKNNIEKIS--VYSRVSEEN

Tte1            KMRIVKAWQKRG------AVVAMTGDGVNDAPALKQADIGVAMGITGTDVAKEAADMVLT

Tte3            KLRIVKAWQKNN------AVVAVTGDGVNDAPALKQADIGIAMGITGTEVAKEASDMILK

Cac2            KLKIVRAFKKKN------KVVAMTGDGVNDAPAIKEADIGISMGVSGTDVTKEASSMILL

Tte2            KYRIVRALKNRG------FTVAMTGDGVNDAPALKEADIGIAMGKGGTEVAKEASSMILL

Syth1           KLQIVRALKELG------EVVAMTGDGVNDAPAVKEADIGIAMGRTGTDVTKEASAMILA

Bce1            KVKIVKALRAKG------NIVSMTGDGVNDAPSLKQADVGVAMGITGTDVAKGAADVVLT

Efa11           KVRIVKAWQQEG------KVVAMTGDGVNDAPALKAADIGIGMGITGTEVSKGASDMVLA

Stth3           KVRIVKAWQNEG------KVVAMTGDGVNDAPSLKTADIGIGMGITGTEVSKGASDMVLA

Ljo11           KVRIVKAWQANN------KIVAMTGDGVNDAPSLKQADIGIGMGITGTEVSKGAADMVLA

Ljo6            KIRIVNAWQRKN------HIVSMTGDGVNDAPALKKADVGVAMGITGTEVSKDAASMILT

Syth3           KLRIVEALRRQG------HVVAMTGDGVNDAPALKRADIGVAMGVVGTGVARGAADMVLM

Efa4            KIRIVQSWQRSG------AVVAMTGDGVNDAPALKASDVGCAMGITGTDVAQGASDMILT

Lin2            KIRIVKAWQKNG------EIVTMTGDGVNDAPALKAADVGAAMGITGTDVSKNAADMVIT

Oye2            KLKIVKAWQKKG------FVVAMTGDGINDSLSIKQANVGIAMGIAGTDVCKMASDMILT

Mfl1            KVKIVATLQKKG------YIVSMTGDGVNDAPSLSKADIGVAMGITGTDVAKQASDVILT

Mmy1            KVRIVQALQKKG------YIVSMTGDGVNDAPSLAIADIGVAMGVSGTDVAKQAADVILT

Upa2            KIRIVKAWQHHD------KVVSMTGDGVNDAPALKAADIGCAMGITGTDVSKASSDMILI

Ljo4            KSRSL-------------------------------------------------------

Oye1            KLKIVQAYRNNG------EVVGVTGDGVNDILALKAAHIGIAMGKAGTDVARNAADMILL

Efa7            KVRIVNALTENG------QTVGFLGDGINDAGAMRAADVGISVD-TAVDVAKESADVILL

Tte8            KARIIKALRTKG------HVVGFLGDGINDAPAMREADVAISVD-NAVDIAKESADIILL

Ljo7            KAQIIQLLRENN------HTVAYMGDGINDAPAMKAADVAISVD-TAIDIAKKSADIILL

Efa8            KSKIIELLQAKG------HTVGFMGDGINDAPALRKADVGISVD-TAADITKDASSIILL

Lin5            KSRIIGLLKKAG------HTVGFLGDGINDAPALRKADVGISVD-TAADITKDASSVILL

Mfl2            KSTIIAALQAQG------HVVGFMGDGINDAPVLRESDVAISFS-EASNIAQDAADMILT

Mmy2            KVKIIQVLKQNN------HVVGYMGDGINDAPVLRQSDVAISVN-NATEIAKDASDIILL

Oye4            KARIVSVFKQKG------NIVAFMGDGINDASAMKQANLGICVD-SGAEITKEIADIILL

Mmy3            KAKIIDSLKSN-------NVVGFLGDGVNDAVALKKADVGISVN-NASSLAKQSADVILL

Efa6            KKQFVLLLKKLD------HTVAMTGDGVNDILAMKEADCSIAMA-SGNQATAQASQVVLL

Ljo8            KKKLIKALQKNG------NTVAMTGDGVNDILAMKTADCSIAMA-SGNSAAVQASQVVLL

Efa10           KRTIVRELKDTE------HVVAMTGDGVNDVLALREADCSIAMA-EGDGATRQISNLVLL

Stth5           KKLLIQTLNANG------HTTAMTGDGVNDILALREADCSIVMA-EGDPATRQIANLVLM

Oye3            KKILIQTFKQAG------QKVAMTGDGVNDILALKEADLSIAMA-SGSQATCNIANLVLL

Bce2            KVETIKKLKEKYGT------VAMVGDGINDAPALATASIGVAMG-EGTDVALETADVVLM

Lin1            KVDVLKELSLTYGS------VAMVGDGINDAPALAHAAVGIAMG-EGTDIAMETADVVLM

Efa3            KSAIVDQLKREVGM------TGMVGDGINDAPALVNADIGVAMG-DGTDIAIDVADVVVM

Oye5            KLEKVQELQKEKGT------TVMVGDGVNDAPALTAADVGIAMQ-NGTDVAMNVADAVLM

Bce3            KVEEIEKIDAAKHG---KEKIAFVGDGINDTPVLARADVGIAMGGLGSDAAIEAADIVIM

Tte7            KVGVLEKLYADNK----KGKLIFVGDGINDAPVLARSDVGVAMGGIGSDAAIEAADVVLM

Cac3            KVYNMEKIFEGNM----SGRVAFVGDGINDAPVLARADVGISMGSFGSDAAVEASDVVIM

Efa9            KVDRLEELLKASSP---KNKVAFVGDGMNDAPVLARADVGIAMGGLGSDAAIEAADVVIM

Syth2           KVAAVEEIDAARRTAGRTGALAFVGDGINDAPVLARADVGVAMGALGTDAAIEAADVVIM

Gka1            KLNFIKELRDKHQS------VAMVGDGVNDAPALAASTVGVAMGGAGTDTALETADIVLM

Gka2            KLNFIKELRDKYRS------VAMVGDGVNDAPALAASTVGVAMGGAGTDTALETADIALM

Oih1            KLKYIKELTNNDQK------TAMVGDGINDSPALAASTVGIAMGGAGTDTALETADIVLM

Gka3            KLAAIRELKERCGM------TAMVGDGVNDAPALAAADIGVAMGGAGTDAALETADVVLM

Syth5           KLRAIEELERLYGP------VAMVGDGINDAPALARASLGVAMGGAGNDAALESADVVLM

Chy1            KLTVIKELQESGRK------VIMVGDGINDAPALAAADAGIAMG-EGSGLATTTAKIVLL

Ljo10           KAAFVKKERAKGHH------IAFIGDGINDSPALANANVAIAVG-SGTDVAIEVSDIVLV

Bce6            KAEEVKKLQANG------KKVAMVGDGINDAPALATANIGMAIGTG-TDVAMEAADITLI

Gka4            KANIVEELQKQG------KRVAMVGDGINDAPALAKADIGMAIGTG-ADVAIETADVTLV

Oih2            KAENIKALQKDG------TAVAMVGDGINDAPALAVADIGIAIGTG-TEIAIEAADITIL

Sau4            KAAQIAKLQQQG------KKVAMVGDGVNDAPALVKADIGIAIGTG-TEVAIEAADITIL

Syth4           KAQHVEQLKEGGR-----KVVAMVGDGINDAPALATADLGIAIGTG-TDVAIETASVTLM

Tte6            KALEIMKLQKMG------KVVAMVGDGINDAPALATADVGIAIGTG-TDVAIETSDITLL

Cac4            KASEVKKLQAGG------KKVAMVGDGINDAPALAQADIGMAIGKG-TDIAMESADIVLM

Efa1            KALEVKKLQAEG------KKVAMVGDGINDAPALAQADVGIAIGSG-TDVAMESADIVLM

Stth4           KSRVISDLQVEG------KSVIMVGDGINDAPALATADIGIAMGSG-TDIAMESADMVLM

Ljo13           KAEHIQELQQNG------DKVAFVGDGINDAPALSTADVGIAMGSG-TDIAIDSGGIVLV

Chy2            KVEAIKAYQEKG------YMVAMAGDGINDAPALTQADVGIAMGTG-TDIAKEAGEVVIV

Efa5            KEKIVQQYLTEG------HQVMMVGDGINDAPSLARASIGIAIGAG-TDVAIDSADVVLT

Stth2           KAEIVKEYQKK-------AGVLFIGDGVNDAPALATATIGFAIGAG-TSVAISTADVVLV

Oih4            KADKIQQLQQEN------KRVAMTGDGINDAPALANADLGVAVGAG-TDVAMESADIVLV

Efa12           KLTILKELPKEN------HPVIMVGDGVNDAPSLAAADVGIAMGAHGATAASETADVVIL

Ljo12           KIQAIRDVKPDL------RPVAMVGDGVNDAPSLMAADVGIAMGAKGATAASESADAVIM

Cac5            KIEAIKKEQDEGK------LVAMTGDGTNDAPALAQADVGLAMNSG-TTAAKEAANMVDL

Tte4            KINVIKREQAQGR------LVAMTGDGTNDAPALAQADVGLAMNSG-TMAAKEAANMVDL

Bce5            KIAVIKAEQDKGK------LVAMTGDGTNDAPALAQADVGLAMNSG-TTAAKEAANMIDL

Sau1            KINVIREEQAKGH------IVAMTGDGTNDAPALAEANVGLAMNSG-TMSAKEAANLIDL

Sau2            KIKVIKDEQAKGH------IVAMTGDGTNDAPALAQANIGLAMNSG-TISAKEAANLIDL

Efa2            KMNLIREYQEKGH------LVAMTGDGTNDAPALAQADVAMAMNTG-TQAAKEAGNMIDL

Lin3            KLELIREYQREGH------LVAMTGDGTNDAPALAQADVAVAMNTG-TQAAKEAGNMVDL

Stth1           KKRLIEVAQELD------MVAGMTGDGVNDSPALKSADVGFSMG-DGTEVAREASDIVIL

Upa1            KANIIKKIQNDQ------KTVMYVGDGINDLLALKQANVSISIG-ETNKATNAVADISLI

Cac1            KRDVIKNFKELG------YNVLSSGSKLTELPALNEADLFISYGENSNKIVKRLSDIDFE

                *   :                                                       

Tte1            DDNFATIVAAVEEGRTIFANIKKAIHYLLSCNFGEIVTLFIATILGMPMP--------LK

Tte3            GDNFATIVAAVEEGRTIFANIKKAIHYLLSCNFGEIFALFVATILGMSLP--------LK

Cac2            DDNFATIVAAVEEGRVIYNNIRKFIRYLLSCNLGEVLTMFLSSVFNLQTP--------LL

Tte2            DDNFATIVAAVEEGRIIYDNIKKFIRFLLSCNFGEVLTMFFAALMSLKLP--------LV

Syth1           DDNYATIVAAVEEGRGIYDNIRKFIRYLLSCNTGEVLTMFLAAVMRLPLP--------LL

Bce1            DDNFSSIVKAVEEGRNIYRNIKKSILFLLSCNFGEIIALFLAILLGWATP--------LR

Efa11           DDNFSTIIVAVEEGRKVFSNIQKTIQYLLSANLGEVLTLFIATMLNWDT---------LL

Stth3           DDNFATIIVAVEEGRKVFSNIQKSIQYLLSANMAEVFIIFFATLFGWDV---------LQ

Ljo11           DDNFATIVEAIKQGRKVFANIQKAILYLMSCNVGEVLTVFMMTMLGWDI---------LM

Ljo6            DDNFATIIKAVANGRTVYENIRNAIGYLLSGNLSAIITVLFASIAALPVP--------FV

Syth3           DDNFATIVAAVEEGRTIYANIQKATFFLLSANVAEMAIMTVAMLAGWPVP--------LQ

Efa4            DDNFATIVDAVAQGRAVYRNIRKAINFLLSCNISEIFIVLIAMLLGWGAP--------FT

Lin2            DDNFATIVDAVKEGRTAYENIRKTIYFLLSTNFSQIFIMLIAIILGWGAP--------VV

Oye2            DDNFATITNALEEGRNIFNNIKKSLVFLLSCNVGEIILILLGNFLGIFFFGC--DFKILT

Mfl1            DDNFATIMTGVNEGRNVYQKIKRAITLLMGFNLANVLSILIISLIFKISP--------LE

Mmy1            NDDLNTMMVGVLEGRNVYQKIRRAIVLLLGFNFANVISIVIISLLLKISP--------LT

Upa2            DDNFATIINAVSLGRSIMDNIKRIIVLLLITNLSGLVSLIFGIIILGINP--------MS

Ljo4            ------------------------------------------------------------

Oye1            DDNFATISKAVLEGRCIYENIKKFITYVFASNIPQIFPFIAIAFLGVTEP-------YLY

Efa7            RKDLMVLEKGILSGRRVFTNTMKYVKLTASSNFGNVFSVIPASIFLPFLP--------IA

Tte8            EKSLMVLEEGVVEGRKIFGNIMKYIAITASSNFGNVFSVLVASAFLPFLP--------MA

Ljo7            HKDLMILEKGVQIGRQVFGNTMKYIKITLSSNFGNILSILVASSFLPFLP--------ML

Efa8            EKSLNVLESGVIEGRKVFSNMMKYIKITISSNFGNVFSILVASAFLPFLP--------ML

Lin5            EKSLTVLNDAVMEGRNVFGNILKYLKMTASSNFGNVFSVLVASAFIPFLP--------ML

Mfl2            SESLMAIENAVIEGRKSLANMLKYIKVTVASNFGNVISVIVALFLTKEEP--------ML

Mmy2            EKSLLVLEKGIIQGRTIFGNILKYIKITTASNFGNALSVLIGTVWLPFSP--------MA

Oye4            EKQLIVLEQGVVEGRKTYTNALKYIKFTLSSNFANSLSILLASLCLNFQP--------MI

Mmy3            EKDLNALEHAFIIGRKTFSNAIKYIKITVASNFGILLTLLLATILFKFEV--------MS

Efa6            DSDFSTMPEVVFEGRQVVNNIERSSSLFLVKNIFSLLMSVFAMIFAVT--------YPLQ

Ljo8            DSDFARMPKVVDEGRKVVNNIERSASLFLVKNIFSFLMAIFSLAFAMS--------YPLR

Efa10           DSDFTTLPDVLFEGRRVVNNVTRVSSVFFIKTIYSFILSIICALTAIA--------FPFI

Stth5           DSEFKDIPEILFEGRRVVNNIAHIAPIFLIKTVYSFLLGLICIGSIVFGKAEYLLVFPFI

Oye3            DSNFSSMPKVVFEGRRIINNLDKISILFFTKTIIAFMLAVAVILFNFLRR---PCYYPLS

Bce2            KNELSRLSQAIRLSKRMNRIVKQNVIFSLAVIAMLICSNFLQ---------------FLA

Lin1            KNDLEKIPYAYTLSERLHWISWQNICFAIAVILLLITANVFQ---------------VIN

Efa3            KNDLSKLGYAHRVSKRLNKIVQQNIIFSMLVVATLIILNFLG---------------IAN

Oye5            QNDLSKIIYTHQVAVKLRKIIWQNIIFAMLVVCILNLCNLFG---------------DMN

Bce3            TDEPSKIATAVKIAKRTRSIVWQNIIFALGVKGIVLLLGAFG---------------IAT

Tte7            TDEPSKLVTAIKISKRTKLIVWENILLALGVKIVVLALGALG---------------VAT

Cac3            TDEPYKIYEAVLIAKSTRSIVWQNIVLALGVKAIVLLLTILG---------------ISN

Efa9            NDEPSRIASAIKLSRKTLRIVKQNIIFAIAVKIIVLALGALG---------------LAS

Syth2           DDDPAKLATGVSVGRRTRQIVHQNIAFAIGVKAVVMLLGALG---------------LAN

Gka1            SDDLSKLPYTIKLSRKALAIIKQNITFSLGIKALSLLLIVPG---------------WLT

Gka2            SDDLSKLPYTIKLSRKALAIIKQNITFSLGIKVLALLLIVPG---------------WLT

Oih1            SDDLNKLPYTMNLSRKTLRIIKENIIFSLGIKLAALLLVIPG---------------WLT

Gka3            ADDLRQLPYTVHLGRRTLAVIRQNIAVALGLKVLALVAAVPG---------------WLT

Syth5           ADDLARLTDVFRMGRLARKVVGQNLAFAVGVIVMLVVLSLMG---------------RLT

Chy1            SGKLNNIPFLIKLARQSRAIVKQNIILAIGLKLLALMAILPG---------------WLN

Ljo10           KNDLRKIAYALGLSKKTILNMNENIGMALLTVLLLFIGLFAG---------------YVE

Bce6            RGDLNSIADAIFMSKMTIRNIKQNLFWALAYNALGIPIAA-----LG----------FLA

Gka4            GGDLRHIPKAIELSRQTMKNIRQNLFWALFYNTIGIPVAA-----FG----------LLE

Oih2            GGDLLLVSKAIKISQATIKNIKQNLFWAFGYNTAGVPIAA-----IG----------LLA

Sau4            GGDLMLIPKAIYASKATIRNIRQNLFWAFGYNIAGIPIAA-----LG----------LLA

Syth4           NGDLKGIAQALRLSRQTMRTIKENLFWAFIYNVIGIPMAA-----FG----------LLN

Tte6            SGNLMGIVTAIKLSKATMRNIYQNLFWAFVYNTIGIPFAA-----MG----------LLT

Cac4            KSDLMDVITAIELSKKTIKNIKENLFWAFGYNVIGIPVAMGILYIFGG--------PLLN

Efa1            RSDLMDVPTAVELSKATIKNIKENLFWAFAYNTLGIPVAMGVLHLFGG--------PLLS

Stth4           KPNLMDVVKALKISQATITTIKENLFWAFIYNILSIPVAMGVLHLFGG--------PLLD

Ljo13           QNDLRGVVRALDISKKTFNRIKLNLFWALIYNTIGIPIAAGLFVGLG---------FTLS

Chy2            KGDLVDIVNAMDIARATFGKVKQNFFWAFVYNTLGIPFAAGVFYPWTK--------ALVS

Efa5            DSDPKDILRFLDLAKQTRRKMIQNLWWGAGYNIVAIPLAAGVLAP-IG--------IVLN

Stth2           NSNPSDVLDMINISKRMLRKMKQNLWFGAGYNIIAIPVAAGILYPFTG--------FYID

Oih4            NSDPKDVVSIIELSRLTYHKMIQNLWWAAGYNIIAIPLAAGILAP-WG--------IVLD

Efa12           KDDLSKVSQAVEIAQDTMKIAKQSVLIGIFICVLLMLIASTG---------------IIP

Ljo12           VNDISKVNDAVAISKHTMKVAHVDIITAICIVILIELIAFTG---------------IIP

Cac5            DSDPTKVLEVVEIGKQLLITRGALTTFSIANDVAKYFAIIPAIFTIAIPKM-----QLMN

Tte4            DSDPTKIIEVVGIGKQLLMTRGALTTFSIANDVAKYFAILPAIISETLPAI-----KVLD

Bce5            DSNPTKIIEVVGIGKQLLMTRGALTTFSIANDIAKYFAIIPAMFTLAIPQM-----EALN

Sau1            DSNPTKLMEVVLIGKQLLMTRGSLTTFSIANDIAKYFAILPAMFMAAMPAM-----NHLN

Sau2            DSNPTKLIEVVKIGKQLLMTRGALTTFSLANDVAKYFAILPALMMSTIPEM-----TSLN

Efa2            DSSPTKLLQVVQIGKQLLMTRGALTTFSIANDIAKYFAVIPVLFYSIYPQL-----DRLN

Lin3            DSSPTKLIDIVRIGKQLLMTRGALTTFSVANDLAKYFAIIPVLFYGIFPQL-----EALN

Stth1           NNSLTSIEKAVLYGRTMSKSVSKFIIFQLTVNVTTIAMSLLSPLLGLKEP--------FT

Upa1            KPDILNIYKVIKLTKITKMFIVSSLLWAFGYNLIFIPLALIG---------------IIP

Cac1            KNDMGMIANMIINSRKLIIALKNLINYVFIWSFNLVAVILLLYMNNLN-----------L

Tte1            PVHILWVN-LITDSLPALALGFEPPERDIMEKKPRPKGESIFAGGLAYRILFEGMLIGLV

Tte3            PVHILWAN-LVTDSLPALAFGFEPSQEDIMKKPPRPKDESIFSGGLIYRIPFEGAVIGIV

Cac2            PIQILLIN-LATDGLPALALGVDPPDKDIMDDKPRDRKEGIFSRGLSEKIIIRGCLIGVC

Tte2            PIQILMVN-LVTDGLPALALGLDPPEKDIMRMKPRDANESVFSRGLGLRIFIVGVLIGIS

Syth1           PIQILFVN-LVTDGLPAIALGIDPPEPDVMRRPPRRPDEGVFARRLGIKILGRGTLIGLG

Bce1            PIHILWVN-LITDTLPALSLGVDPEDPDVMKEKPRHAKESLFSGSVPFLIFN-GVIIGLL

Efa11           PVHLLWIN-LVTDTFPAIALGVEPAERDVMSHEPRGKKSNFFSGGVLSSVVYQGITQGAL

Stth3           PVHLLWIN-LVTDTLPAIALGVEPAEPGIMTHKPRGRQSNFFDGGVFGAIMYQGVFQTIL

Ljo11           PVQLLWIN-LVTDTLPAIALGVEPVEPGIMKNKPRGRKSNFFSGGVASSIIYQGILEGIL

Ljo6            AVQLLFIN-LVTDSLPALAIGMEPGNPDILKRKPRDPKASLLDKKFVTQISIQGFLISLS

Syth3           PIHLLWVN-LVTDSLPAIALGVEPAEPGIMRQKPRDPREPVLTSRLLTLMAIQAVFLGVA

Efa4            AVQLLFVN-VVADGLPGFALGKEPAEKGIMDEAPIPKNEGIFARGLWQKIGINAAVFTVI

Lin2            AVQLLLIN-VVSDGIPGFFLSREKADDSIMERKPIPKNAGIFANGLGKKMATQAVVFTIV

Oye2            ALQILWIN-LVTDSLPAMALGIEPQETNSMSPKTYNPKGSLLNKKTYQKIILEGFLIGLL

Mfl1            ATNILYIN-LIVESCLAIAIGMGPLDDTLMKLKPQVGKNGLLK-GLILPIIKIGVLSALC

Mmy1            ATNILFIN-LVVDSCLAFGIGMSPIDRTLLKNKSQLRNKSILN-EIIWPLFKVGLSLSVA

Upa2            SLQILWIN-VIAETLPGIALGLHLADVNLMRHKPLKKSAPIVNKRMWATIFTNGFFVGLI

Ljo4            ------------------------------------------------------------

Oye1            VLQILAID-LLTDLIPAIALGAEETDPSLLVQKPRTKNDHLMDAKVLKRSYGFLGIVEGL

Efa7            PIQSLLLN-LIYD-TSCMSVPWDKVDEEYVEKPKKWEPKSIGNFMRWFGPTSSIFDIVTY

Tte8            PLQLLFLN-LTYD-LSMASIPWDRMDREYIEKPRKWDAANIGHFMIWFGPTSSIFDITTY

Ljo7            PVQLLILD-LMYG-TSCLSIPFDTMNKHYLSEPRKWSTKKLPKFMFYFGPTSSIFDIITF

Efa8            SLQLLIQN-LIYD-VAQLTIPWDNVDEEELLSPVRWETNGLAKFTVCIGPVSSIFDILTY

Lin5            SLHLLLQN-LLYD-FSQLTLPWDKMDRSFLKKPHQWEQKGMLRFILCIGPVSSIFDIATF

Mfl2            ALHLLLQN-LLYD-FVMFALVFDNVDEEFLQKPRPFTTKNIIWFAVINGPISSIFDISTF

Mmy2            PAQILLQN-LIYD-FSQFGVALDRVDATFLTSPQRWQSKDLLPFTTINGTISTFFDLITF

Oye4            VLQVLFLD-LIYD-LICFAIPFDNVDDIYLQKPRKWDFASIKSFMLWFGFFSFLLDVAFL

Mmy3            SIQLLIQN-LIFD-FANLVFVFDNVDQSSIKKPQKWNIKSIIPFAIFNGLTQVIISFINF

Efa6            PTQVTLIS-LFTIGIPSTFLALEPNHRRIEGKFLFNVLSKAIPGGLTDMLVVGALLICGD

Ljo8            PAQIALIS-AFTIGLPSFLLALENNYNRIRGKFIPNVLSRAIPGGITDMLAVSILVVADM

Efa10           PIQVTLID-LAIEGYPAFFLSFEGDKRKVVGKFLPTALKNASVNALLVVANIIAVYLIGQ

Stth5           QVQMTLAG-QFIEGLPPFVLTFERNIRPVEKHFLRRSLQLAIPNALMLVISVLIFHLSQV

Oye3            PLKLQFVMDYWSIGIPSLFLSFEKNNEIISKNFLLNNLKKAFPYASLAFISYVLTFGVRI

Bce2            LPFGVIGHEGSTILVILNGLRLLKGSK---------------------------------

Lin1            LPFGVVGHEGSTILVILNGLRLLKSNRK--------------------------------

Efa3            IAFSVLIHEGSTLVVIFNGLRLLVNTK---------------------------------

Oye5            LPWAVTCHEGSTLLVIFNGLRLLQSPKNPKLKDKKKNTKSFNK-----------------

Bce3            MWEAVFSDVGVTLLAVLNAMRVLRVKDL--------------------------------

Tte7            MWEAVFADVGVALLAVLNSLRLLNKK----------------------------------

Cac3            MWEAVFADVGVALLAVLNSLRILKK-----------------------------------

Efa9            MQAAVFADVGVTIIAVLNAMRCLRVEKMKDNN----------------------------

Syth2           MWAAVFADVGVALLAILNATRVLKQPSSPRRAI---------------------------

Gka1            LWLAIFADMGATLLVTLNSMRLLKVKE---------------------------------

Gka2            LWLAIFADMGATLIVTLNSMRLLNVKE---------------------------------

Oih1            LWLAIFADIGATLIVTLNSLRLLRVKDDV-------------------------------

Gka3            LWLAVFADMGATLLVTLNSMRLLRVKE---------------------------------

Syth5           LPLAVVGHEGSTILVAVNGLRLLMAGRRALPREPVPGLAQAAPGARTESAA---------

Chy1            LWLAIGADIGVALLVSLNGLRVLWLK----------------------------------

Ljo10           MASGMFIHEFSILIVILNGMRLIKFQQKIDDHQVYNQQNKVALDM---------------

Bce6            PWVAGAAMAFSSVSVVLNALRLQRVKLKP-------------------------------

Gka4            PWIAGAAMAFSSVSVVANALRLKRVKL---------------------------------

Oih2            PWIAGAAMALSSVSVVTNSLRLKKLKV---------------------------------

Sau4            PWVAGAAMALSSVSVVTNALRLKKMRLEPRRKDA--------------------------

Syth4           PMIAGGAMAFSSVSVVSNSLLLKRYNPRSRGGIRGDALVKAAAAGVMAFAIWLAFFYTQP

Tte6            PAIAGGAMAFSSVSVVTNALRLRRFKV---------------------------------

Cac4            PMIAAAAMSLSSVSVLTNALRLKRFKPEYML-----------------------------

Efa1            PMIAAAAMSFSSVSVLLNALRLKGFKPSTVKRTSGSQK----------------------

Stth4           PMIAGFAMSFSSVSVVLNSLRLKRCKI---------------------------------

Ljo13           PELAGLAMAFSSVSVVGSSLLLNKTKIAGTN-----------------------------

Chy2            PELAALLMAFSSVSVTLNTLLLKRFKPSGKAVG---------------------------

Efa5            PAVGAVLMSLSTIIVAANAMTLHISKK---------------------------------

Stth2           PLIAAVLMSISTVIVSINAMGLRYDKK---------------------------------

Oih4            PAVGAVLMSLSTIIVAINARTLNMK-----------------------------------

Efa12           ALIGAMLQEVVDTVSILSALRARRIGQ---------------------------------

Ljo12           AFWGAILQEVVDLITILLALLAIVILITEFGGTI--------------------------

Cac5            IMHLSTPYSAILSALIFNAIIIPALIPIAMKGVKYRPMKSEALLLRNMIVFGFGGIIVPF

Tte4            VMKLSSPTNAILSALIYNAIIIPILIPIAMRGVKYRPMSANALLMRNLLIYGLGGLIAPF

Bce5            IMKLTSPLSAILSALIFNAVIIPLLIPLAMKGIAYKPMSSNALLSRNLLIYGLGGVIVPF

Sau1            IMHLHSPESAVLSALIFNALIIVLLIPIAMKGVKFKGASTQTILMKNMLVYGLGGMIVPF

Sau2            IMHLSSPKSAIISALIFNALIIVALIPIAMKGVKVKGYSIDRIFINNMLIYGLGGLIVPF

Efa2            IMGLGSPLTAILSAVIYNAVVIVALIPLALKGVRYQEKPASQILSHNLLIYGLGGIIAPF

Lin3            LMDLTSPTSAILSAIIYNAVIIIFLIPLSLKGVKYREMPAGKLLSRNMLIYGLGGLIAPF

Stth1           IIQILWVN-LIMDTLAALAFGEEPALDRYMNEKPVAKKANILTGYMKSAIGVASAFITLV

Upa1            PFISVLIMTTSDIAVVLNSLIFRLLKMRLVNKKQIHKLNLKIINEAMLHK----------

Cac1            KFNIEQILWILFFNVLINGIAIFSNYKKVITQYDFNLEEEIWHISAASIIFNGIIPAVII

Tte1            TLIAFVI----------GLKQN--------------------------------------

Tte3            TLIAFIV----------GLEKG--------------------------------------

Cac2            TILSFLV----------GLYMG--------------------------------------

Tte2            TVGAYVF----------ALGY---------------------------------------

Syth1           TLTAFLI----------AFFTLPGTP----------------------------------

Bce1            TLIAFIA----------GAKFYTGDTNLFP------------------------------

Efa11           TLIVYKM----------SIMFPAHTAANTN------------------------------

Stth3           VLAVYGW----------GLVFPEHHTQ---------------------------------

Ljo11           VLGAYQL----------GLHVGPHVGS---------------------------------

Ljo6            VIAAFLL----------GLRD---------------------------------------

Syth3           VLAALFL----------GMRAGA-------------------------------------

Efa4            TLFGFYL----------GAFVPGVSAYVS-------------------------------

Lin2            TLAGFYI----------GQFVT-INNSIG-------------------------------

Oye2            AFVASLI----------GYYNHDS------------------------------------

Mfl1            SVGSFFI----------GMMATDTKAWIDYDFYAQFKINFELSSTTWLGQIHEIMNNVSD

Mmy1            QIISFII----------GMSATNLDYYNNLSSYTKAQNWFLFIQE----NNQILLSNIED

Upa2            SILLFYL----------GASSHFNFDFMLMRNEFKELTNLEKIYQDTWSWFGQNHEISNI

Ljo4            ------------------------------------------------------------

Oye1            MSLAFFCAVYNFNTKDN-------------------------------------------

Efa7            LFMYFIVCP--------AILGGSFFEL---------------------------------

Tte8            ALMFFVVGP--------MVIGGSYFLL---------------------------------

Ljo7            ALLFFIVCP--------QIIGSSYAGA---------------------------------

Efa8            LVMWFVFS----------------------------------------------------

Lin5            LIMWFVFS----------------------------------------------------

Mfl2            LVL--------------IFGYKLVPFQG--------------------------------

Mmy2            AIAGYYFGY--------INSYNSAIAQN--------------------------------

Oye4            IGMKFILK----------------------------------------------------

Mmy3            MILYFGFN----------------------------------------------------

Efa6            ILALQKT-----------------------------------------------------

Ljo8            VLELGRP-----------------------------------------------------

Efa10           NQGFSSL-----------------------------------------------------

Stth5           YLGMSST-----------------------------------------------------

Oye3            GFVSTQTPD---------------------------------------------------

Bce2            ------------------------------------------------------------

Lin1            ------------------------------------------------------------

Efa3            ------------------------------------------------------------

Oye5            ------------------------------------------------------------

Bce3            ------------------------------------------------------------

Tte7            ------------------------------------------------------------

Cac3            ------------------------------------------------------------

Efa9            ------------------------------------------------------------

Syth2           ------------------------------------------------------------

Gka1            ------------------------------------------------------------

Gka2            ------------------------------------------------------------

Oih1            ------------------------------------------------------------

Gka3            ------------------------------------------------------------

Syth5           ------------------------------------------------------------

Chy1            ------------------------------------------------------------

Ljo10           ------------------------------------------------------------

Bce6            ------------------------------------------------------------

Gka4            ------------------------------------------------------------

Oih2            ------------------------------------------------------------

Sau4            ------------------------------------------------------------

Syth4           FNTVRYDLTIRDLELPVEITVRAGQQVRVSLTNENPDVIHNFIIPEVPHRFLKMVRFDPQ

Tte6            ------------------------------------------------------------

Cac4            ------------------------------------------------------------

Efa1            ------------------------------------------------------------

Stth4           ------------------------------------------------------------

Ljo13           ------------------------------------------------------------

Chy2            ------------------------------------------------------------

Efa5            ------------------------------------------------------------

Stth2           ------------------------------------------------------------

Oih4            ------------------------------------------------------------

Efa12           ------------------------------------------------------------

Ljo12           ------------------------------------------------------------

Cac5            VGIKIIDMIITPMVRILNLG----------------------------------------

Tte4            VGIKLIDMIISSIFGM--------------------------------------------

Bce5            IGIKVIDIIVGLFI----------------------------------------------

Sau1            IGIKLIDLIIQLFV----------------------------------------------

Sau2            LGIKLIDMIVQFFV----------------------------------------------

Efa2            IFIKIIDLILSLIIL---------------------------------------------

Lin3            IAIKLIDMLLTVLGIV--------------------------------------------

Stth1           CLAILKNVG---------------------------------------------------

Upa1            ------------------------------------------------------------

Cac1            LASSAFFSN---------------------------------------------------

Tte1            -----------IETARTMAFAVLTLSQLAQALNVR-SDKS-IFKIG--LFTNKYMIFALI

Tte3            -----------INVGRTMAFAVMNLSELVQALNVK-SEK--IGIRD--KFSNKHMVIAFL

Cac2            ---------FGLKTSRTMALGTLIMSQLVHVFECR-SEKHSLFEIK--LFTNIYLLGAVS

Tte2            ---------AGLEKARTIAFATLVTVEMIHAFECR-SERHLIFELG--FFTNPYLVLAVL

Syth1           -GVAPLDDPAVLNPARTMALATLVCAQLIHVFDCR-SERRAIWETP--LSSNPWLVAAVA

Bce1            -LFPERIDDDALLHAQTMAFVVLSFSQLVHSFNLR-SRTKSIFSIG--IFTNKYLVFSLL

Efa11           -LSAQALYDLQHGDALTMAFATLGLIQLFHAFNVK-SIYQSIFKVG--LFRNKSFNYGIL

Stth3           --------AEIHADALTMAYATLGLIQLLHAFNVK-SVYQSVFKVG--LFRNKTFNWAIP

Ljo11           -------AAMQHADALTMAFLTLGLIQLFHAFNSK-FIHKSIFRAQ--TFENKWFNGAIL

Ljo6            ----------TPAIACTMAFSTLTFARLLHGFNCR-SQH-SIFKIG--FKNNWYSLAAFA

Syth3           -------AGNPVATGSTYAFATLAIGELWWAHSCR-SLTRAPWRIG--FFRNRVAWLATG

Efa4            ---------NSYEVGQTVAFLILAYSSILHVFNVR-SAN-SVFRVK--LSSNKSLFEMVV

Lin2            ---------ASYEVGMTMAFVILAWSSVAHIFNVR-SDK-SIFTIG--FLSNRGLFFSAI

Oye2            ---------DKIRYAQTFAFMVLAFSQLIHVWNLR-SFCTSVFKLK--INS--FLIKAFA

Mfl1            GIIRNKILDEYIVFGRTAMFITIVMSPLFFAHLIKISNWKASNKIK--LQISKPLIYASL

Mmy1            -------MHDFVVFGRTNMFITSIISPILFTHLIKLTNWKDTKKID--WTISKPLIYSCI

Upa2            IHEKILTIKTAIMAGSSLTFVFMGMSLTFNALSLR--TNHSVFVNF--WENCKYVVYSIL

Ljo4            ------------------------------------------------------------

Oye1            -----------FFLASTMAFGAVIFAQVGNAFACR-SNKLYFWQTI--KKPNKILYYGII

Efa7            ---NGADQLLFIGIFHAGWFIESLWSQMLVLHFLRTEKMPFLQSS-----ASGIMTLVTT

Tte8            ---PAELKAQFVSLFQTGWFVESLWTQTMVVHMLRTEKVPFIQSM-----PAWPLFLFTM

Ljo7            ---TASQKLLFSAVFCTGWFIESLWTQEMVIHALRDPGLPFIKQH-----ATAIVTWATI

Efa8            -----ANSLATQHLFQTGWFMVGLVSQTLVVHMVRTRKIPFIQSR-----ASMPVMLSSL

Lin5            -----ANTVAEQALFHSGWFVVGLLTQTLVVHMIRTEKIPFIQSR-----AAAPVMIATL

Mfl2            ---SVPEGSTNAMQFHASWFVVGLMTQTAVMQVYRTEKTPFIQSK-----CSMS-MLIAT

Mmy2            ---DSLLAAQSLARFHACWFIIGLLSQTFVFQILRTEQLPVIQSR-----STWPVYVIGA

Oye4            ------NLSQSPQLFQTSWFIFSMWSQTLTLFLLRTDKIIAKNNQK--NLPSFLIMSCCC

Mmy3            ---IKGLDAQSIELFQTCYFIECILTHIMIILVLRTDKLSFFKSIASKQMLISMLFFSII

Efa6            ---------------DISTTATLLLVSVGFMVLYKISSPMNRYRKRVMIGCLIGMVITSI

Ljo8            ---------------EVATTATMLLVAVGMMVLYHISRPLNKFRWTVLGGSFLALVLSII

Efa10           ---------------DTTTLMYYLLVGISCMAVVRACLPLNPLRIFLVFSTIIGIYVAAM

Stth5           ---------------DMLTLSYYMMGSTGVLAVIRACIPLNKGRVALIIYSVFGFLISSY

Oye3            ----------FKQLETVSNFVILLSTFILFTVLFRISKPLNLAKLLLFVAMLMGFMTASF

Bce2            ------------------------------------------------------------

Lin1            ------------------------------------------------------------

Efa3            ------------------------------------------------------------

Oye5            ------------------------------------------------------------

Bce3            ------------------------------------------------------------

Tte7            ------------------------------------------------------------

Cac3            ------------------------------------------------------------

Efa9            ------------------------------------------------------------

Syth2           ------------------------------------------------------------

Gka1            ------------------------------------------------------------

Gka2            ------------------------------------------------------------

Oih1            ------------------------------------------------------------

Gka3            ------------------------------------------------------------

Syth5           ------------------------------------------------------------

Chy1            ------------------------------------------------------------

Ljo10           ------------------------------------------------------------

Bce6            ------------------------------------------------------------

Gka4            ------------------------------------------------------------

Oih2            ------------------------------------------------------------

Sau4            ------------------------------------------------------------

Syth4           LHMHAGGADVEVWVSPGRTAVVEFTPTVPGRYAIGDPGKYGVRGWLVVEE----------

Tte6            ------------------------------------------------------------

Cac4            ------------------------------------------------------------

Efa1            ------------------------------------------------------------

Stth4           ------------------------------------------------------------

Ljo13           ------------------------------------------------------------

Chy2            ------------------------------------------------------------

Efa5            ------------------------------------------------------------

Stth2           ------------------------------------------------------------

Oih4            ------------------------------------------------------------

Efa12           ------------------------------------------------------------

Ljo12           ------------------------------------------------------------

Cac5            ------------------------------------------------------------

Tte4            ------------------------------------------------------------

Bce5            ------------------------------------------------------------

Sau1            ------------------------------------------------------------

Sau2            ------------------------------------------------------------

Efa2            ------------------------------------------------------------

Lin3            ------------------------------------------------------------

Stth1           -----GIQDFITNGTGNFEMVTTFTFTVFIYAVIFNSFNTRSNGFNIFEHIGKNKKFLIV

Upa1            ------------------------------------------------------------

Cac1            ------------LNIQVFVFWAIIFEQIIYGLFDKFEKNIYFFVVIILNLVLEAGIALSS

Tte1            VAILLQVILIVTP-LNAVFG------------------------LKNINVYDWDIIIAMA

Tte3            IGVIFVLALVMTP-LNEIFD------------------------FSPISYYQWNVVILLS

Cac2            ISVIMLVCVVYIPFMEVLFH------------------------TSALSITQWIIVLFFS

Tte2            SSFLIFLSTVYIKPLGVIFK------------------------TVPLDAYDWLVVVFFS

Syth1           SSVTALLLAIYWPPLAAIFE------------------------TAPLQAWQWLVVLLLA

Bce1            IGVLMQVCIISIPPLANIFG------------------------VHALTMRDWGFVLLLS

Efa11           VSFLLLAATIVIPGFNDLFS------------------------VTHLDAYQWAIVAGTS

Stth3           VAFILLMATIVVPGFNNLFH------------------------VSHLSFTQWLAVIVGS

Ljo11           IS-ALVMAAVEIPFLTKIFD------------------------VTELDGMQWLVVIVAG

Ljo6            LGTVLLALILFVPALHGLFA------------------------VQPLTAQEVWLIVILA

Syth3           VGLLLMVAVMSIPFLQPFFK------------------------VTPIGLQGWLTVLILS

Efa4            LALLITTTIALLPFTQELFG------------------------LVHISLNHWMLAIFLS

Lin2            CSMLIILGLAIIPPLANMFF------------------------LVEMSLTHWILAFILS

Oye2            ISVFLQLIIIFVPFLRDLFQ------------------------LISLTTKDFVIILLLS

Mfl1            IALVLSIGVITIPGLNDSILGLVGY--SKATSKWTSDNIWIMFVAFAISIVPFLLILMID

Mmy1            IALLISIIVFSIPVFNSKVFGLAGINDTKAYINWSSKNMWILFSSLACALIPFTFILITD

Upa2            ISIVMIIVIAYTPHLNQIFN----------------------MNPYNINGYEWFNILPFV

Ljo4            ------------------------------------------------------------

Oye1            IEVLFFVLITKFSSLSDIFH------------------------TKDINISHYLCLLLCP

Efa7            AGIVLGTVLPFTAFGAELGFVGL----------------------SPSYF-LYLIPTIVA

Tte8            TAILVGTVVPFTTFGAQLGMRPL----------------------PLTYFGIVLIPTILA

Ljo7            GMAAIGTMLPFIIPVAKAVKFGP----------------------IPVYFLGIVFILLIL

Efa8            GAILLGFLIVATPIREVFDFVKL----------------------PANYW-PWFFGIIIA

Lin5            IVMALGIVIPFTGFGHSIGFVSL----------------------PGSYF-PWLILILVG

Mfl2            IVICLAAILIPFTPINQLVQMST----------------------PHWSFIFVALGFVGT

Mmy2            LATIMAFSIVYISQIGSLVQLQS----------------------PGLIYIPISIAIIFS

Oye4            LGLVITTFLPLMPIVSQALNLDKSI-------------------FEKPTIFSFLLFLVVI

Mmy3            PFVIVFISSSFNSLGFRLMVGNLNN-------------------INLSWWFLLLFSLEIL

Efa6            SMKNLFSLTSVSPTALLLLA-------------------------ILFFAADSTFQHLST

Ljo8            FFHNLFALSRISATAVFLLL-------------------------VLFFAEITIFRLLSK

Efa10           LFHNILEIGFLTSQTMGLFF-------------------------IMMAINIVVRVTIGF

Stth5           YLRDVIAISTLNSYTLPIYL-------------------------VAMAICTPLFFWISY

Oye3            ILDVFEEMSQFDKLEKVLLV-------------------------LIIILSLVITKSPKT

Bce2            ------------------------------------------------------------

Lin1            ------------------------------------------------------------

Efa3            ------------------------------------------------------------

Oye5            ------------------------------------------------------------

Bce3            ------------------------------------------------------------

Tte7            ------------------------------------------------------------

Cac3            ------------------------------------------------------------

Efa9            ------------------------------------------------------------

Syth2           ------------------------------------------------------------

Gka1            ------------------------------------------------------------

Gka2            ------------------------------------------------------------

Oih1            ------------------------------------------------------------

Gka3            ------------------------------------------------------------

Syth5           ------------------------------------------------------------

Chy1            ------------------------------------------------------------

Ljo10           ------------------------------------------------------------

Bce6            ------------------------------------------------------------

Gka4            ------------------------------------------------------------

Oih2            ------------------------------------------------------------

Sau4            ------------------------------------------------------------

Syth4           ------------------------------------------------------------

Tte6            ------------------------------------------------------------

Cac4            ------------------------------------------------------------

Efa1            ------------------------------------------------------------

Stth4           ------------------------------------------------------------

Ljo13           ------------------------------------------------------------

Chy2            ------------------------------------------------------------

Efa5            ------------------------------------------------------------

Stth2           ------------------------------------------------------------

Oih4            ------------------------------------------------------------

Efa12           ------------------------------------------------------------

Ljo12           ------------------------------------------------------------

Cac5            ------------------------------------------------------------

Tte4            ------------------------------------------------------------

Bce5            ------------------------------------------------------------

Sau1            ------------------------------------------------------------

Sau2            ------------------------------------------------------------

Efa2            ------------------------------------------------------------

Lin3            ------------------------------------------------------------

Stth1           MISIAVVQTLIIQFGGKVFS------------------------TVPMDIQHYIITLLIA

Upa1            ------------------------------------------------------------

Cac1            LGTYIFGIDRLSLYDMKIIG----------------------------------------

Tte1            I---------------LPLLVMEVVKFFKKAN----------------------------

Tte3            L---------------IPLLTGEIMRLRKNFR----------------------------

Cac2            S---------------FIALINSLYLYHNKSKNI--------------------------

Tte2            S---------------IEFVFNNLYTAYIIPHLRKEE-----------------------

Syth1           SAGE------------LLVAIRRLILFGRPVRLRAHVEEEA-------------------

Bce1            I---------------IPLVVNEIIKLVKKN-----------------------------

Efa11           F---------------AIIPIVEIVKFFQRKAGKGA------------------------

Stth3           F---------------LIVVLVEIVKATQRALGKDKDAI---------------------

Ljo11           F---------------LMIIIVEIVKFFERKAARK-------------------------

Ljo6            I---------------IPTILIQIVKVIRENRD---------------------------

Syth3           L---------------IPTALMEPVKWVFARRKK--------------------------

Efa4            F---------------VPIFVNEMIKFHFSEVEEEEEVI---------------------

Lin2            M---------------FPLLFVEIQKLIQRKRAKA-------------------------

Oye2            L---------------LPLLFVEIKKRFCHCKCHKCR-----------------------

Mfl1            TIVFYSYHLSVGNWQKNQILIAEMINQDAKEQNKKRKK----------------------

Mmy1            AIEFYSYHLSNRTWEKRQKLIKQIIDQEQKEKLREDKKNQG-------------------

Upa2            LFA-------------IPLSIFEIIKYFRYLKLRSTFDYKNKTYALLNQEIQSTNLKINN

Ljo4            ------------------------------------------------------------

Oye1            L---------------VMLLFDTIWKKVFAFKNQKQSKIN--------------------

Efa7            Y-----------------LALVAFIKVLYVKRYGQLL-----------------------

Tte8            Y-----------------LTLAQYVKTRFIKRFGTLL-----------------------

Ljo7            Y-----------------IALTMLVKKWYLKSEKYLI-----------------------

Efa8            Y-----------------MLTVEVAKRLYIKITKEWI-----------------------

Lin5            Y-----------------MATMQLVKTLYIRKFREWI-----------------------

Mfl2            Y-----------------IVLAQLVKKLYIKKFKEWL-----------------------

Mmy2            Y-----------------CLTAQLTKVGYKKVFKKWL-----------------------

Oye4            Y-----------------SLVMIWAKKIFIQKHKQLL-----------------------

Mmy3            A-----------------WIISEIIKKNYLKIFKNWL-----------------------

Efa6            IS-------------------EKVQLWFYKKRH---------------------------

Ljo8            FADGVREVLVAYDQKGKDLTIDDIKQAYRKGRNMVNMSVPEE------------------

Efa10           VQ-------------------MKRAGKTIKDL----------------------------

Stth5           KQ-------------------GAFQKAQSKT-----------------------------

Oye3            PSTKLQIERKQIIN-MIIYGKNPIKEAIKAQRKIYQLYLDEKIKDHLFIMFLQKHNIAYQ

Bce2            ------------------------------------------------------------

Lin1            ------------------------------------------------------------

Efa3            ------------------------------------------------------------

Oye5            ------------------------------------------------------------

Bce3            ------------------------------------------------------------

Tte7            ------------------------------------------------------------

Cac3            ------------------------------------------------------------

Efa9            ------------------------------------------------------------

Syth2           ------------------------------------------------------------

Gka1            ------------------------------------------------------------

Gka2            ------------------------------------------------------------

Oih1            ------------------------------------------------------------

Gka3            ------------------------------------------------------------

Syth5           ------------------------------------------------------------

Chy1            ------------------------------------------------------------

Ljo10           ------------------------------------------------------------

Bce6            ------------------------------------------------------------

Gka4            ------------------------------------------------------------

Oih2            ------------------------------------------------------------

Sau4            ------------------------------------------------------------

Syth4           ------------------------------------------------------------

Tte6            ------------------------------------------------------------

Cac4            ------------------------------------------------------------

Efa1            ------------------------------------------------------------

Stth4           ------------------------------------------------------------

Ljo13           ------------------------------------------------------------

Chy2            ------------------------------------------------------------

Efa5            ------------------------------------------------------------

Stth2           ------------------------------------------------------------

Oih4            ------------------------------------------------------------

Efa12           ------------------------------------------------------------

Ljo12           ------------------------------------------------------------

Cac5            ------------------------------------------------------------

Tte4            ------------------------------------------------------------

Bce5            ------------------------------------------------------------

Sau1            ------------------------------------------------------------

Sau2            ------------------------------------------------------------

Efa2            ------------------------------------------------------------

Lin3            ------------------------------------------------------------

Stth1           VL----------------IIPADFIRKALTKNK---------------------------

Upa1            ------------------------------------------------------------

Cac1            -----------------LVAVVQMAAIFLKKMFTE-------------------------

Tte1            ------------------------------------------------------------

Tte3            ------------------------------------------------------------

Cac2            ------------------------------------------------------------

Tte2            ------------------------------------------------------------

Syth1           ------------------------------------------------------------

Bce1            ------------------------------------------------------------

Efa11           ------------------------------------------------------------

Stth3           ------------------------------------------------------------

Ljo11           ------------------------------------------------------------

Ljo6            ------------------------------------------------------------

Syth3           ------------------------------------------------------------

Efa4            ------------------------------------------------------------

Lin2            ------------------------------------------------------------

Oye2            ------------------------------------------------------------

Mfl1            ------------------------------------------------------------

Mmy1            ------------------------------------------------------------

Upa2            TKISYEKQYYKALLNNLIIKRKILINKCHKEI----------------------------

Ljo4            ------------------------------------------------------------

Oye1            ------------------------------------------------------------

Efa7            ------------------------------------------------------------

Tte8            ------------------------------------------------------------

Ljo7            ------------------------------------------------------------

Efa8            ------------------------------------------------------------

Lin5            ------------------------------------------------------------

Mfl2            ------------------------------------------------------------

Mmy2            ------------------------------------------------------------

Oye4            ------------------------------------------------------------

Mmy3            ------------------------------------------------------------

Efa6            ------------------------------------------------------------

Ljo8            ------------------------------------------------------------

Efa10           ------------------------------------------------------------

Stth5           ------------------------------------------------------------

Oye3            LVDKKFLYDLTKQKTHQGVAANVCDYTFYDLDTYLDSAKFQKFLILDAINDPHNLGAILR

Bce2            ------------------------------------------------------------

Lin1            ------------------------------------------------------------

Efa3            ------------------------------------------------------------

Oye5            ------------------------------------------------------------

Bce3            ------------------------------------------------------------

Tte7            ------------------------------------------------------------

Cac3            ------------------------------------------------------------

Efa9            ------------------------------------------------------------

Syth2           ------------------------------------------------------------

Gka1            ------------------------------------------------------------

Gka2            ------------------------------------------------------------

Oih1            ------------------------------------------------------------

Gka3            ------------------------------------------------------------

Syth5           ------------------------------------------------------------

Chy1            ------------------------------------------------------------

Ljo10           ------------------------------------------------------------

Bce6            ------------------------------------------------------------

Gka4            ------------------------------------------------------------

Oih2            ------------------------------------------------------------

Sau4            ------------------------------------------------------------

Syth4           ------------------------------------------------------------

Tte6            ------------------------------------------------------------

Cac4            ------------------------------------------------------------

Efa1            ------------------------------------------------------------

Stth4           ------------------------------------------------------------

Ljo13           ------------------------------------------------------------

Chy2            ------------------------------------------------------------

Efa5            ------------------------------------------------------------

Stth2           ------------------------------------------------------------

Oih4            ------------------------------------------------------------

Efa12           ------------------------------------------------------------

Ljo12           ------------------------------------------------------------

Cac5            ------------------------------------------------------------
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