Genes not expressed by normal microglia in vitro

GB code Title Mean | Std

A01157 lingual lipase 3.4 2.2

A03913 serine (or cysteine) proteinase inhibitor, clade E, member 2 9.9 4.6

A04674 uncoupling protein 1 17.5 13.7

A07543 variable coding sequence A1 46.3 35.1

A09811 BRL-3A binding protein 5.9 2.2

A16585 relaxin 1 14.7 12.8

A17753 dopaminergic receptor D-3 24.5 15

A30543 CD44 surface protein 4.1 7

A44407 Sequence 4 from Patent EP0655442 10.6 6.3

AA108277  |cDNA clone pCO100 5' similar to Heat shock protein (hsp-E71), 6.9 4.5
Transcribed sequence with moderate similarity to protein pir:S15349 (M.musculus) S15349 mdmz2 protein -

AA108308 |mouse 133.4 72.5
Transcribed sequence with moderate similarity to protein pir:S15349 (M.musculus) S15349 mdmz2 protein -

AA108308 [mouse 0.8 0.1
Transcribed sequence with moderate similarity to protein ref:NP_002483.1 (H.sapiens) NADH

AA684537  |dehydrogenase (ubiquinone) 1 beta subcomplex, 5 (16kD, SGDH) [Homo sapiens] 35.1 171
Transcribed sequence with weak similarity to protein ref:NP_109615.1 (M.musculus) ankycorbin; NORPEG-

AAGB4631 like protein [Mus musculus] 6.3 8.8

AA684641 Transcribed sequences 25.5 21.1

AA684919  |Transcribed sequences 90 31
Transcribed sequence with weak similarity to protein sp:Q62425 (M.musculus) NUML_MOUSE NADH-

AA684929  |ubiquinone oxidoreductase MLRQ subunit (Complex I-MLRQ) (CI-MLRQ) 60.5 15.1
Transcribed sequence with weak similarity to protein sp:Q62425 (M.musculus) NUML_MOUSE NADH-

AAB84960  |ubiquinone oxidoreductase MLRQ subunit (Complex I-MLRQ) (CI-MLRQ) 28.2 13.8
Transcribed sequence with weak similarity to protein ref:NP_445760.1 (R.norvegicus) FK506 binding protein

AA684963 |2 (13 kDa) [Rattus norvegicus] 32.7 271
Transcribed sequence with moderate similarity to protein sp:000217 (H.sapiens) NUIM_HUMAN NADH-
ubiquinone oxidoreductase 23 kDa subunit, mitochondrial precursor (Complex I-23KD) (CI-23KD) (TYKY

AAB685112  |subunit) 15.9 17.5

AAG85152 Neural precursor cell expressed, developmentally down-regulated gene 8 28.2 19.6
Transcribed sequence with moderate similarity to protein ref:NP_077243.1 (M.musculus) ribosome binding

AA685175  |protein 1 isoform mRRp61 [Mus musculus] 31.9 24.7

AA685217 Transcribed sequences 25.3 23.7

AAG85221 Transcribed sequences 20.9 10.1
Transcribed sequence with weak similarity to protein sp:Q62425 (M.musculus) NUML_MOUSE NADH-

AA685376  |ubiquinone oxidoreductase MLRQ subunit (Complex I-MLRQ) (CI-MLRQ) 13.2 12

AAB85876  [cDNA clone RPNAA25 5' end similar to NADH-cytochrome b5 reductase 15.2 6.1
Transcribed sequence with weak similarity to protein ref:NP_071796.1 (R.norvegicus) plectin [Rattus

AAB85974  [norvegicus] 33.3 15.5
Transcribed sequence with strong similarity to protein pir:S17854 (H.sapiens) S17854 NADH dehydrogenase

AA686031 (ubiquinone) (EC 1.6.5.3) 75K chain precursor - human 29.5 25.8
Transcribed sequence with strong similarity to protein sp:Q93068 (M.musculus) SM33_HUMAN Ubiquitin-like
protein SMT3C precursor (Ubiquitin-homology domain protein PIC1) (Ubiquitin-like protein UBL1) (Ubiquitin-

AAB86579  |related protein SUMO-1) (GAP modifying protein 1) (GMP1) (Sentrin) 2.6 2.4

AAB86743  |eukaryotic translation initiation factor 2 alpha kinase 1 15.2 8.4
Transcribed sequence with weak similarity to protein sp:Q62425 (M.musculus) NUML_MOUSE NADH-

AAB86870  |ubiquinone oxidoreductase MLRQ subunit (Complex I-MLRQ) (CI-MLRQ) 8.2 4.9
Transcribed sequence with weak similarity to protein sp:Q62425 (M.musculus) NUML_MOUSE NADH-

AAB86870  |ubiquinone oxidoreductase MLRQ subunit (Complex I-MLRQ) (CI-MLRQ) 3.5 24

AA799276 ATPase, Ca++ transporting, cardiac muscle, slow twitch 2 27.9 16.7

AA799299  [Adenylate kinase 1 37.3 26.9

AA799301 Transcribed sequence with strong similarity to protein sp:Q61211 (M.musculus) LIGA_MOUSE Ligatin 10.9 8.4
Transcribed sequence with moderate similarity to protein sp:Q92466 (H.sapiens) DDB2_HUMAN DNA
damage binding protein 2 (Damage-specific DNA binding protein 2) (DDB p48 subunit) (DDBb) (UV-damaged

AA799317  |DNA-binding protein 2) (UV-DDB 2) 3.1 1.9
Transcribed sequence with moderate similarity to protein sp:P08567 (H.sapiens) PLEK_HUMAN Pleckstrin

AA799323  |(Platelet p47 protein) 15 10.9

AA799326 cd36 antigen 5.2 2.6

AA799328 Transcribed sequences 7 10
Transcribed sequence with strong similarity to protein ref:NP_057030.1 (H.sapiens) CGI-17 protein; pelota

AA799330 |(Drosophila) homolog [Homo sapiens] 11.4 9.9
Transcribed sequence with moderate similarity to protein pir:T00741 (H.sapiens) T00741 NADH

AA799336 |dehydrogenase (ubiquinone) (EC 1.6.5.3) acyl carrier chain, mitochondrial - human (fragment) 20.1 9.1

AA799340 |tissue inhibitor of metalloproteinase 2 90.3 34.7

AA799347 Transcribed sequences 20.9 16

AA799389 Rab3B protein 8.1 7.5

AA799396 Transcribed sequences 29.4 14.4

AA799396  |Transcribed sequences 18.1 18.1

AA799402 Transcribed sequences 6.5 3.1

AA799410  |Transcribed sequences 27 18.8

AA799410 Transcribed sequences 11.3 7.8
Transcribed sequence with weak similarity to protein pir:l67424 (R.norvegicus) 167424 hERR-2 homolog - rat

AA799412  |(fragment) 8.3 8.6
Transcribed sequence with weak similarity to protein pir:l67424 (R.norvegicus) 167424 hERR-2 homolog - rat

AA799412  |(fragment) 2.9 0.8

AA799418  |calcitonin gene-related peptide-receptor component protein 44.5 30.5




Transcribed sequence with strong similarity to protein sp:P09216 (R.norvegicus) KPCE_RAT PROTEIN

AAT799421 KINASE C, EPSILON TYPE (NPKC-EPSILON) 7.5 5.5

AA799423  |nexilin 17.5 19.8
Transcribed sequence with strong similarity to protein ref:NP_079646.1 (M.musculus) RIKEN cDNA

AA799427 1110018J18 [Mus musculus] 31.9 21.9

AA799434 Transcribed sequence 9.4 8.9
Transcribed sequence with moderate similarity to protein ref:NP_054797.2 (H.sapiens) L13 protein [Homo

AA799440 sapiens] 18.3 15.8
Transcribed sequence with weak similarity to protein ref:NP_079736.1 (M.musculus) RIKEN cDNA

AA799442  |1810020E01 [Mus musculus] 30 8
Transcribed sequence with weak similarity to protein ref:NP_079736.1 (M.musculus) RIKEN cDNA

AA799442  |1810020E01 [Mus musculus] 29.9 18.1

AA799448  |Transcribed sequences 159.2 95.1

AA799448 Transcribed sequences 14.3 12.4
Transcribed sequence with strong similarity to protein ref:NP_032698.1 (M.musculus) nucleosome assembly

AA799449  |protein 1 like 4; DNA segment, Chr 7, Wayne State University 30, expressed [Mus musculus] 25.2 12.7
Transcribed sequence with strong similarity to protein ref:NP_032698.1 (M.musculus) nucleosome assembly

AA799449 protein 1 like 4; DNA segment, Chr 7, Wayne State University 30, expressed [Mus musculus] 6.5 6.9

AA799450 |Transcribed sequences 2.2 0.6

AA799459 Transcribed sequences 4.6 2.4
Transcribed sequence with moderate similarity to protein ref:NP_060665.1 (H.sapiens) hypothetical protein

AA799464  |FLJ10726 [Homo sapiens] 21.8 6.2

AA799465  |Transcribed sequence 21.6 12.3

AA799466  |Adenylate kinase 2 12.6 9.5

AA799467  |Transcribed sequences 40.4 14.9

AA799469 Transcribed sequences 62.5 15.5
Transcribed sequence with strong similarity to protein sp:070548 (M.musculus) TELT_MOUSE Telethonin

AA799471 (Titin cap protein) 3.7 0.9
Transcribed sequence with moderate similarity to protein sp:Q9Y3CO0 (H.sapiens) AD16_HUMAN Protein AD-

AA799472  |016 (Protein CGI-116) (x0009) 18.2 6
Transcribed sequence with strong similarity to protein ref:NP_032870.1 (M.musculus) phosphatidylinositol-4-

AA799473 phosphate 5-kinase, type 1 gamma [Mus musculus] 33.2 34.2
Transcribed sequence with strong similarity to protein ref:NP_079843.1 (M.musculus) cytochrome c-1 [Mus

AA799474 musculus] 34.7 15.6
Transcribed sequence with weak similarity to protein pir:T08700 (H.sapiens) T08700 hypothetical protein

AA799475 |DKFZp564G013.1 - human (fragment) 9.9 9.8

AA799478  |ADP-ribosylation-like 3 13.4 12.5
Transcribed sequence with moderate similarity to protein sp:000217 (H.sapiens) NUIM_HUMAN NADH-
ubiquinone oxidoreductase 23 kDa subunit, mitochondrial precursor (Complex I-23KD) (CI-23KD) (TYKY

AA799479  |subunit) 31.2 36.5
Transcribed sequence with moderate similarity to protein sp:000217 (H.sapiens) NUIM_HUMAN NADH-
ubiquinone oxidoreductase 23 kDa subunit, mitochondrial precursor (Complex I-23KD) (CI-23KD) (TYKY

AA799479  [subunit) 27 1

AA799480 R.norvegicus mRNA of retroviral origin 1.3 0.3

AA799484  |protease (prosome, macropain) 28 subunit, alpha 7.4 3

AA799487 Transcribed sequences 6.2 57
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon

AA799488 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 7.9 7.2

AA799489 |acyl-coA oxidase 26.1 11.8

AA799489  |acyl-coA oxidase 3.7 4.5

AA799492  |proteasome (prosome, macropain) subunit, alpha type 6 20.5 18.9

AA799494  |Transcribed sequence with weak similarity to protein ref:NP_082160.1 (M.musculus) tensin [Mus musculus] 5.7 2.2

AA799495 Transcribed sequences 2.4 0.9

AA799497  |Transcribed sequences 15.7 13.2

AA799497 Transcribed sequences 4.2 2.1

AA799498  |natriuretic peptide precursor type B 8.9 9.1
Transcribed sequence with moderate similarity to protein ref:NP_002426.1 (H.sapiens) mannose-6-

AA799505  |phosphate isomerase; Mannosephosphate isomerase (phosphomannose isomerase 1) [Homo sapiens] 23.6 19.1

AA799507 Transcribed sequences 33.9 26.4

AA799508  |microtubule-associated proteins 1A/1B light chain 3 14.8 9.2
Transcribed sequence with weak similarity to protein pir:DDRT (R.norvegicus) DDRT helix-destabilizing

AA799511 protein - rat 21.9 4.7
Transcribed sequence with strong similarity to protein sp:Q9Z1K6 (M.musculus) ARI2_MOUSE Ariadne-2

AA799512  |protein homolog (ARI-2) (Triad1 protein) (UbcM4-interacting protein 48) 20.9 12.1

AA799513  |Transcribed sequence with strong similarity to protein pir:S30247 (H.sapiens) S30247 Hin-1 protein - human 7.6 4.6
Transcribed sequence with weak similarity to protein sp:P43035 (R.norvegicus) LIS1_MOUSE Platelet-
activating factor acetylhydrolase IB alpha subunit (PAF acetylhydrolase 45 kDa subunit) (PAF-AH 45 kDa

AA799515  |subunit) (PAF-AH alpha) (PAFAH alpha) (Lissencephaly-1 protein) (LIS-1) 22.9 18.8
Transcribed sequence with moderate similarity to protein ref:NP_075223.1 (R.norvegicus) DnaJ-like protein

AA799518 [Rattus norvegicus] 34.2 7.5
Transcribed sequence with moderate similarity to protein ref:NP_075223.1 (R.norvegicus) DnaJ-like protein

AA799518 [Rattus norvegicus] 11.5 12.2
Transcribed sequence with weak similarity to protein pirDDRT (R.norvegicus) DDRT helix-destabilizing

AA799523 protein - rat 11.6 9.6




Transcribed sequence with moderate similarity to protein ref:NP_061921.1 (H.sapiens) hypothetical protein

AAT799531 FLJ20752 [Homo sapiens] 58.2 28.8
Transcribed sequence with moderate similarity to protein ref:NP_061921.1 (H.sapiens) hypothetical protein

AAT799531 FLJ20752 [Homo sapiens] 25.6 15.4

AA799534  |Transcribed sequences 37.3 20.3

AA799537 inositol 1, 4, 5-triphosphate receptor 3 7.2 1.5
Transcribed sequence with weak similarity to protein sp:P57790 (R.norvegicus) KEAP_RAT Kelch-like ECH-

AA799539 |associated protein 1 (Cytosolic inhibitor of Nrf2) (INrf2) 17.2 10.3

AA799541 dodecenoyl-coenzyme A delta isomerase 41.8 13.8

AA799543  |zinc finger protein Y1 (RLZF-Y) 6.8 4.1
Transcribed sequence with moderate similarity to protein sp:P57016 (M.musculus) LAD1_MOUSE Ladinin 1

AA799544  |(Lad-1) (Linear IgA disease autoantigen) 14.7 7.6
Transcribed sequence with weak similarity to protein prf:1515250A (R.norvegicus) 1515250A rab1B protein

AA799551 [Rattus norvegicus] 13.9 52
Transcribed sequence with moderate similarity to protein ref:NP_079563.1 (M.musculus) speckle-type POZ

AA799552 protein [Mus musculus] 11.8 2.9

AA799554  |Transcribed sequences 5.3 4.4

AA799560 N-myc downstream-regulated gene 2 4.2 2
Transcribed sequence with strong similarity to protein ref:NP_082428.1 (M.musculus) MMS19 (MET18 S.

AA799566 cerevisiae)-like; 2410001K24Rik [Mus musculus] 41.5 23.6
Transcribed sequence with strong similarity to protein ref:NP_082428.1 (M.musculus) MMS19 (MET18 S.

AA799566 cerevisiae)-like; 2410001K24Rik [Mus musculus] 27 6.2

AA799567  |Transcribed sequences 3.4 1
Transcribed sequence with weak similarity to protein pir:T13576 (D.melanogaster) T13576 hypothetical

AA799572  |protein 52C10.5 - fruit fly (Drosophila melanogaster) 8.9 71

AA799575 Peptidylglycine alpha-amidating monooxygenase 43.6 15

AA799575 Peptidylglycine alpha-amidating monooxygenase 15.8 10.2

AA799575 Peptidylglycine alpha-amidating monooxygenase 8.5 2.5
Transcribed sequence with strong similarity to protein ref:NP_444413.1 (M.musculus) nucleolar protein GU2

AA799576 [Mus musculus] 22.8 21.7

AA799580 |Transcribed sequences 3.8 0.7
Transcribed sequence with moderate similarity to protein sp:Q93075 (H.sapiens) Y218_HUMAN Putative

AA799581 deoxyribonuclease KIAA0218 16.2 17.3
Transcribed sequence with strong similarity to protein prf:1202265A (R.norvegicus) 1202265A tubulin T

AA799591 beta15 [Rattus norvegicus] 20 14.9

AA799593 Transcribed sequences 20.9 15.8
Rattus norvegicus cDNA, 3' end /clone=RHEAC90 /clone_end=3' /gb=AA799594 /gi=2862549 /ug=Rn.3800

AA799594  |/len=569 11.6 7.5
Transcribed sequence with weak similarity to protein sp:P43035 (R.norvegicus) LIS1_MOUSE Platelet-
activating factor acetylhydrolase IB alpha subunit (PAF acetylhydrolase 45 kDa subunit) (PAF-AH 45 kDa

AA799600  |subunit) (PAF-AH alpha) (PAFAH alpha) (Lissencephaly-1 protein) (LIS-1) 8 8.3

AA799601 Transcribed sequences 7.5 7

AA799604 |Transcribed sequences 16 10.3
Transcribed sequence with strong similarity to protein pir:T43443 (H.sapiens) T43443 hypothetical protein

AA799609 DKFZp434A2315.1 - human (fragment) 18.8 12.2
Transcribed sequence with weak similarity to protein ref:NP_077334.1 (R.norvegicus) Notch gene homolog

AA799611 2, (Drosophila) [Rattus norvegicus] 7.6 6.2

AA799612  [ubiquitin conjugating enzyme 25.3 20.8

AA799621 Transcribed sequences 47.5 35.6
Transcribed sequence with weak similarity to protein ref:NP_115719.1 (H.sapiens) hypothetical protein

AA799633 MGC13016 [Homo sapiens] 29.7 12.3

AA799636 Transcribed sequences 23.3 10.7
Rattus norvegicus cDNA, 3' end /clone=RHEAD45 /clone_end=3' /gb=AA799637 /gi=2862592 /ug=Rn.25425

AA799637  |/len=571 12.8 9.4

AA799637 Rattus norvegicus cDNA, 3' end /clone=RHEADA45 /clone_end=3' /gb=AA799637 /gi=286259 7.5 4.8
Transcribed sequence with strong similarity to protein ref:NP_036162.1 (M.musculus) tumor differentially

AA799641 expressed 1 [Mus musculus] 13.5 9

AA799645 FXYD domain-containing ion transport regulator 1 5.9 3.6

AA799650 |peroxiredoxin 3 54.4 29.6

AA799650 peroxiredoxin 3 457 22.8
Transcribed sequence with strong similarity to protein ref:NP_038936.1 (M.musculus) f-box and WD-40

AA799654 domain protein 5; F-box protein Fow5 [Mus musculus] 23.6 16.5
Transcribed sequence with moderate similarity to protein ref:NP_065585.1 (M.musculus) mitochondrial

AA799656 ribosomal protein S31; islet mitochondrial antigen, 38 kD [Mus musculus] 59.1 14.6
Transcribed sequence with moderate similarity to protein ref:NP_065585.1 (M.musculus) mitochondrial

AA799656 ribosomal protein S31; islet mitochondrial antigen, 38 kD [Mus musculus] 2.9 3.6
Transcribed sequence with strong similarity to protein sp:P54797 (M.musculus) T10_MOUSE Ser/Thr-rich

AA799663  |protein T10 in DGCR region 11.9 5.8
Transcribed sequence with strong similarity to protein sp:P54797 (M.musculus) T10_MOUSE Ser/Thr-rich

AA799663  |protein T10 in DGCR region 9.6 9.6

AA799666  |Transcribed sequences 21.6 23.6

AA799666 Transcribed sequences 2.3 1.6

AA799671 Rattus norvegicus cDNA, 3' end /clone=RHEAD82 /clone_end=3' /gb=AA799671 /gi=2862626 /ug=Rn. 10.1 6.9

AA799676 Transcribed sequences 2.4 0.8

AA799678 EGL nine homolog 3 (C. elegans) 14.2 17.7

AA799679  |solute carrier family 22, member 1 37.8 431

AA799680 |Transcribed sequences 15.9 6.8

AA799681 Transcribed sequences 28.4 4.4




Transcribed sequence with weak similarity to protein sp:Q9WUI9 (R.norvegicus) NCO2_RAT Nuclear

AA799683 |receptor coactivator 2 (Transcriptional intermediary factor 2) 45.7 24.6

AA799686  |Transcribed sequences 8.5 7.8

AA799687 Transcribed sequences 134 12.8

AA799690 |Transcribed sequence 3 1.5
Transcribed sequence with weak similarity to protein pir:T31432 (R.norvegicus) T31432 K-Cl cotransport

AA799691 protein 2, furosemide-sensitive - rat 20 16.7
Transcribed sequence with weak similarity to protein ref:NP_080177.1 (M.musculus) RIKEN cDNA

AA799717 1500004014 [Mus musculus] 23.7 11.6
Transcribed sequence with strong similarity to protein ref:NP_079881.1 (M.musculus) RIKEN cDNA

AA799718  |2400001E08 [Mus musculus] 82.5 54.2
Transcribed sequence with weak similarity to protein ref:NP_543181.1 (R.norvegicus) seven in absentia 1A

AA799721 [Rattus norvegicus] 12.7 9.4
Transcribed sequence with weak similarity to protein ref:NP_543181.1 (R.norvegicus) seven in absentia 1A

AA799721 [Rattus norvegicus] 12.1 7.9
Transcribed sequence with strong similarity to protein sp:P97304 (M.musculus) RPA9_MOUSE DNA-directed

AA799724 RNA polymerase | 16 kDa polypeptide (RPA16) 20.3 71

AA799726 Transcribed sequences 17.4 18.7

AA799729 Phosphodiesterase 4B, cAMP-specific (dunce (Drosophila)-homolog phosphodiesterase E4) 18 19.8
Transcribed sequence with strong similarity to protein sp:035347 (M.musculus) DGC6_MOUSE DGCR6

AA799732 |PROTEIN (DIGEORGE SYNDROME CRITICAL REGION 6 HOMOLOG) 25 1.4

AA799734 Transcribed sequences 3.7 2.9

AA799735 homer, neuronal immediate early gene, 1 41.7 241

AA799735 [homer, neuronal immediate early gene, 1 21.2 17.4

AA799740  |Transcribed sequences 3.6 4.1
Transcribed sequence with moderate similarity to protein ref:NP_003162.1 (H.sapiens) suppressor of var1, 34

AA799741 like 1 (S. cerevisiae); suppressor of var1 (S.cerevisiae) 3-like 1 [Homo sapiens] 8.9 7.8

AA799744 Transcribed sequences 48.4 14.8

AA799745  |CDKS5 activator-binding protein C53 54.3 28.3

AA799745  |CDKS5 activator-binding protein C53 24.9 17.7
Transcribed sequence with weak similarity to protein ref:NP_113954.1 (R.norvegicus) carboxypeptidase Z

AA799755 [Rattus norvegicus] 12.1 15.3

AA799760 solute carrier family 2 , member 4 12.2 9.8
Transcribed sequence with moderate similarity to protein sp:P27512 (M.musculus) TNR5_MOUSE Tumor
necrosis factor receptor superfamily member 5 precursor (CD40L receptor) (B-cell surface antigen CD40)

AAT799761 (BP50) (CDw40) 34 1.7
Transcribed sequence with moderate similarity to protein ref:NP_077275.1 (H.sapiens) chromosome 20 open|

AA799762 reading frame 149 [Homo sapiens] 31.1 21.8
Transcribed sequence with moderate similarity to protein ref:NP_077275.1 (H.sapiens) chromosome 20 open|

AA799762 reading frame 149 [Homo sapiens] 18.1 12.9

AA799764  |Transcribed sequences 29.9 15
Transcribed sequence with moderate similarity to protein ref:NP_006294.2 (H.sapiens) JTV1; hypothetical

AA799766  |protein PRO0992 [Homo sapiens] 17 16.3

AA799771 Transcribed sequences 12.6 10.7
Transcribed sequence with strong similarity to protein ref:NP_001449.1 (H.sapiens) gamma filamin; filamin C

AA799773  |gamma (actin-binding protein-280); filamin 2; actin-binding protein 280 [Homo sapiens] 48.3 19.7
Transcribed sequence with strong similarity to protein ref:NP_001449.1 (H.sapiens) gamma filamin; filamin C

AA799773  |gamma (actin-binding protein-280); filamin 2; actin-binding protein 280 [Homo sapiens] 8.2 8.9

AA799779  |acyl-CoA:dihydroxyacetonephosphate acyltransferase 254 22.8

AA799779  |acyl-CoA:dihydroxyacetonephosphate acyltransferase 18.2 13.3

AA799783  |Transcribed sequences 58.8 294

AA799786  |ATP-binding cassette, subfamily C (CFTR/MRP), member 8 114 11.6
Transcribed sequence with weak similarity to protein ref:NP_112400.1 (R.norvegicus) ubiquitin conjugating

AA799788 [enzyme [Rattus norvegicus] 18.5 14.7
Transcribed sequence with weak similarity to protein ref:NP_113923.1 (R.norvegicus) serine/threonine

AA799791 kinase 3 (Ste20, yeast homolog) STK3 [Rattus norvegicus] 16.3 9.7

AA799792  |Carboxyl ester lipase 26.7 11.7

AA799796 Transcribed sequences 31.8 20.1
Transcribed sequence with weak similarity to protein sp:055170 (R.norvegicus) SX10_RAT

AA799800 |TRANSCRIPTION FACTOR SOX-10 24 1.7
Transcribed sequence with moderate similarity to protein ref:NP_065641.1 (M.musculus) predicted gene

AA799801 ICRFP703B1614Q5.6; ICRFP703N2430Q5.6; C110rf17 [Mus musculus] 35.5 36.1
Transcribed sequence with moderate similarity to protein ref:NP_065641.1 (M.musculus) predicted gene

AA799801 ICRFP703B1614Q5.6; ICRFP703N2430Q5.6; C110rf17 [Mus musculus] 28.8 16.4
Transcribed sequence with weak similarity to protein pir:JC6554 (R.norvegicus) JC6554 complement

AA799803 |subcomponent C1s (EC 3.4.21.42) precursor [similarity] - rat 4.6 2
Transcribed sequence with moderate similarity to protein pir:A41109 (H.sapiens) A41109 protein-tyrosine-

AA799812  |phosphatase (EC 3.1.3.48), nonreceptor type 3 - human 39.9 15.9
Transcribed sequence with moderate similarity to protein pir:A41109 (H.sapiens) A41109 protein-tyrosine-

AA799812  |phosphatase (EC 3.1.3.48), nonreceptor type 3 - human 5.5 5.7

AA799814 MAP kinase-activated protein kinase 2 28.3 13.2
Transcribed sequence with strong similarity to protein pir:T46306 (H.sapiens) T46306 hypothetical protein

AA799816 DKFZp434D2411.1 - human (fragment) 5.9 5.3

AA799822 Transcribed sequences 10.4 12.2
Transcribed sequence with moderate similarity to protein ref:NP_080812.1 (M.musculus) mitochondrial ATP

AA799829 |synthase regulatory component factor B [Mus musculus] 4 6.1

AA799832  |Transcribed sequences 7.3 8

AA799847 Transcribed sequences 2.5 1.2




Transcribed sequence with moderate similarity to protein ref:NP_060667.1 (H.sapiens) hypothetical protein

AA799851 FLJ10734; likely ortholog of mouse zinc finger protein 64 [Homo sapiens] 18.7 17.2
Transcribed sequence with weak similarity to protein ref:NP_114428.1 (H.sapiens) hypothetical protein

AA799854 |DKFZp761D0211 [Homo sapiens] 38.3 30.2
Transcribed sequence with strong similarity to protein sp:P70434 (M.musculus) IRF7_MOUSE Interferon

AA799861 regulatory factor 7 (IRF-7) 40.5 39

AA799865 |Transcribed sequences 4.8 2.2

AA799871 Transcribed sequences 3.7 1
Transcribed sequence with moderate similarity to protein sp:Q62876 (R.norvegicus) SNG1_RAT

AA799879 |SYNAPTOGYRIN 1 (P29) 21.5 10.6

AA799883  |Transcribed sequence 8.1 7.9
Transcribed sequence with strong similarity to protein ref:NP_035052.1 (M.musculus) nuclear localization

AA799888  |signal protein absent in velo-cardio-facial patients [Mus musculus] 4.3 1.3

AA799889 Transcribed sequences 17.8 71

AA799891 golgi peripheral membrane protein p65 17.5 15.5

AA799891 golgi peripheral membrane protein p65 2.3 2.2

AA799893 heterogeneous nuclear ribonucleoprotein A1 29.2 19.4

AA799893  [heterogeneous nuclear ribonucleoprotein A1 26.6 8

AA799932  |Transcribed sequences 7.5 5.4
Transcribed sequence with weak similarity to protein sp:P03975 (M.musculus) IGEB_MOUSE IGE-BINDING

AA799942 |PROTEIN 8.6 9.8

AA799964 Transcribed sequences 34.2 32
Transcribed sequence with moderate similarity to protein ref:NP_060761.1 (H.sapiens) hypothetical protein

AA799971 FLJ10986 [Homo sapiens] 413 19.3
Transcribed sequence with moderate similarity to protein ref:NP_060761.1 (H.sapiens) hypothetical protein

AA799971 FLJ10986 [Homo sapiens] 24 7.7
Transcribed sequence with moderate similarity to protein ref:NP_065641.1 (M.musculus) predicted gene

AA799992  |ICRFP703B1614Q5.6; ICRFP703N2430Q5.6; C110rf17 [Mus musculus] 34.6 11.7
Transcribed sequence with moderate similarity to protein ref:NP_065641.1 (M.musculus) predicted gene

AA799992  |ICRFP703B1614Q5.6; ICRFP703N2430Q5.6; C110rf17 [Mus musculus] 9.8 8.1

AA799995  |ribosomal protein L14 5.5 1.4

AA799997 Transcribed sequence 36.3 13.2
Transcribed sequence with weak similarity to protein sp:P08723 (R.norvegicus) SPBP_RAT Prostatic

AA800001 spermine-binding protein precursor (SBP) 7 2.6
Transcribed sequence with moderate similarity to protein ref:NP_446383.1 (R.norvegicus) peanut

AA800004 |(Drosophila)-like 1 [Rattus norvegicus] 4 3.4
Transcribed sequence with weak similarity to protein ref:NP_492674.1 (C.elegans) Yeast ABD1 protein like

AA800016 [Caenorhabditis elegans] 30.2 27.7

AA800017  |Transcribed sequences 29.3 11.7
Transcribed sequence with strong similarity to protein pir:T08721 (H.sapiens) T08721 hypothetical protein

AA800024  |DKFZp566C243.1 - human 23.9 16.9
Transcribed sequence with strong similarity to protein ref:NP_542787.1 (H.sapiens) chromosome 20 open

AA800025  |reading frame 163 [Homo sapiens] 43 23.1
Transcribed sequence with strong similarity to protein ref:NP_542787.1 (H.sapiens) chromosome 20 open

AA800025  |reading frame 163 [Homo sapiens] 19.9 16.7

AA800026 Transcribed sequences 3 2.2
Transcribed sequence with strong similarity to protein pir:T14792 (H.sapiens) T14792 hypothetical protein

AA800029 |DKFZp586G0322.1 - human (fragment) 40 15.5

AA800033  |glutamate receptor, ionotropic, NMDA3B 37.3 19.8
Transcribed sequence with strong similarity to protein ref:NP_038956.1 (M.musculus) schwannomin

AAB800036 |interacting protein 1; neurofibromatosis 2 interacting protein [Mus musculus] 19.4 16.1
Transcribed sequence with weak similarity to protein ref:NP_569090.1 (R.norvegicus) Fas-associated factor

AA800039 1 [Rattus norvegicus] 119.7 32.3

AA800044 Transcribed sequences 27.9 15.5
Transcribed sequence with moderate similarity to protein ref:NP_057119.1 (H.sapiens) CGI-92 protein [Homd

AA800046 sapiens] 13.6 11.3
Transcribed sequence with strong similarity to protein ref:NP_080833.1 (M.musculus) RIKEN cDNA

AAB800053  |6720407C15 [Mus musculus] 21 14.9

AA800059 [syndecan 4 14.8 13.9

AA800063  |MAP/microtubule affinity-regulating kinase 1 47.8 19.7
Transcribed sequence with weak similarity to protein ref:NP_077061.1 (R.norvegicus) RNB6 [Rattus

AA800105 [norvegicus] 3 2.1

AA800120  |[solute carrier family 25 (carnitine/acylcarnitine translocase), member 20 17.6 14.6

AA800126  |Transcribed sequence with weak similarity to protein pir:155595 (H.sapiens) 155595 splicing factor - human 9.2 8.6

AA800146 Transcribed sequences 9.1 7

AA800148 |protein kinase C and casein kinase substrate in neurons 2 21 16.7
Transcribed sequence with moderate similarity to protein pir:A57090 (H.sapiens) A57090 CSA protein -

AA800156  |human 7.3 5.2

AA800168 Transcribed sequences 10.6 12

AA800169 |Transcribed sequences 40.1 15
Transcribed sequence with moderate similarity to protein ref:NP_080601.1 (M.musculus) RIKEN cDNA

AA800172 1810059G22 [Mus musculus] 6.8 5.7
Transcribed sequence with strong similarity to protein pir:JC7136 (M.musculus) JC7136 peptidylprolyl

AA800175 |isomerase (EC 5.2.1.8) - mouse 14.6 10.8
Transcribed sequence with moderate similarity to protein ref:NP_064709.1 (H.sapiens) hypothetical protein

AA800176 LOC57019 [Homo sapiens] 9.6 8.5
Transcribed sequence with strong similarity to protein ref:NP_062457.1 (H.sapiens) hypothetical protein RP1

AA800177  |317E23 [Homo sapiens] 2.8 1.4




AA800179 Rattus norvegicus DD6A4-2(5) mRNA, partial sequence 8.7 7.2

AA800184 Transcribed sequences 15.1 13.4

AA800186  |Transcribed sequences 9.3 6.7
Transcribed sequence with moderate similarity to protein ref:NP_060390.1 (H.sapiens) up-regulated gene 4

AA800188 [[Homo sapiens] 68 32.7

AA800190 Brain glycogen phosphorylase 15.8 6
Transcribed sequence with moderate similarity to protein ref:NP_003841.1 (H.sapiens) succinate-CoA ligase,|
ADP-forming, beta subunit; SCS-betaA for ATP specific succinyl CoA synthetase beta subunit precursor

AA800194  |[Homo sapiens] 1.9 1

AA800197 Transcribed sequences 23.9 8.2
Transcribed sequence with strong similarity to protein ref:NP_079937.1 (M.musculus) RIKEN cDNA

AA800198  |2810011N17 [Mus musculus] 67 44.7
Transcribed sequence with weak similarity to protein ref:NP_071355.1 (H.sapiens) hypothetical protein

AA800200  |FLJ22609 [Homo sapiens] 37.9 17

AA800202  |Transcribed sequences 5.7 3.6
Transcribed sequence with moderate similarity to protein sp:Q9Z1P2 (R.norvegicus) AAC1_RAT Alpha-

AAB800206 |actinin 1 (Alpha-actinin cytoskeletal isoform) (Non-muscle alpha-actinin 1) (F-actin cross linking protein) 13.3 7.7

AA800211 pyridoxine 5-phosphate oxidase 41.6 16.1
Transcribed sequence with strong similarity to protein ref:NP_036048.1 (M.musculus) LIM domain binding 3;

AA800216  |Z-band alternatively spliced PDZ-motif protein; cypher 1; cypher 2 [Mus musculus] 34 11.9
Transcribed sequence with moderate similarity to protein ref:NP_116179.1 (H.sapiens) hypothetical protein

AA800218 FLJ14466 [Homo sapiens] 221 7.8

AA800221 small muscle protein, X-linked 17.7 8.7
Transcribed sequence with moderate similarity to protein ref:NP_060615.1 (H.sapiens) hypothetical protein

AAB800224  |FLJ10579 [Homo sapiens] 42.3 20

AA800228 PIPPin protein 15.5 9.9

AA800232 Transcribed sequences 13.8 57

AAB800235 |Transcribed sequence with weak similarity to protein ref:NP_570953.1 (M.musculus) CAMP [Mus musculus] 18 7.8
Transcribed sequence with weak similarity to protein ref:NP_446131.1 (R.norvegicus) DNA fragmentation

AA800243 factor, alpha subunit [Rattus norvegicus] 17.5 7.6
Transcribed sequence with weak similarity to protein ref:NP_543179.1 (R.norvegicus) ring finger protein 28;

AAB800245  |muscle ring finger protein 1 [Rattus norvegicus] 47.8 40.8
Transcribed sequence with moderate similarity to protein ref:NP_038609.2 (M.musculus) low density

AA800258 lipoprotein B [Mus musculus] 16.8 12

AA800260 |Transcribed sequences 8.4 7.6
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon

AA800265 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 2.7 0.8
Transcribed sequence with strong similarity to protein sp:P18665 (R.norvegicus) RM03_RAT Mitochondrial

AA800272  |60S ribosomal protein L3 5.5 2.2

AA800275 Transcribed sequences 7.7 52
Transcribed sequence with weak similarity to protein pir:B40535 (R.norvegicus) B40535 clathrin-associated

AA800277 protein 17 - rat 37.7 22.2

AA800285 |Transcribed sequences 6.3 3.2
Transcribed sequence with strong similarity to protein ref:NP_080395.1 (M.musculus) RIKEN cDNA

AA800290  |2410046H15 [Mus musculus] 24.6 8.3
Transcribed sequence with strong similarity to protein ref:NP_080395.1 (M.musculus) RIKEN cDNA

AA800290  |2410046H15 [Mus musculus] 7 54
Transcribed sequence with weak similarity to protein ref:NP_113827.1 (R.norvegicus) discs, large homolog 3

AA800291 (Drosophila) [Rattus norvegicus] 12.4 9.3

AA800298 Transcribed sequences 24 18.1
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon

AA800303 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 16.8 6.7
Transcribed sequence with strong similarity to protein ref:NP_073183.1 (R.norvegicus) small GTP-binding

AA800305 protein rab5 [Rattus norvegicus] 12 8.7
Transcribed sequence with strong similarity to protein ref:NP_002848.1 (H.sapiens) peroxisomal farnesylated|

AA800315 protein; Housekeeping gene, 33kD [Homo sapiens] 11.5 10.9
Transcribed sequence with weak similarity to protein ref:NP_085146.1 (H.sapiens) apolipoprotein L, 4 [Homd

AA800319 sapiens] 24.3 13

AA800344 |Transcribed sequences 3.8 3.2

AA800456 Transcribed sequences 37 32.7

AA800503 |Transcribed sequences 28.4 294
Transcribed sequence with strong similarity to protein ref:NP_003487.1 (H.sapiens)

AA800513 |transformation/transcription domain-associated protein [Homo sapiens] 9.6 10.2

AA800517 vesicle associated protein 14.2 12.4

AA800519  |Transcribed sequences 7.8 8.4
Transcribed sequence with strong similarity to protein ref:NP_079780.1 (M.musculus) RIKEN cDNA

AA800521 2310004L02 [Mus musculus] 3.3 0.8
Transcribed sequence with weak similarity to protein ref:NP_076229.1 (M.musculus) Abl-philin 2 [Mus

AA800535 [musculus] 47.3 33.6

AA800549 Transcribed sequences 8.4 6.2

AAB800551 DnaJ-like protein 16.7 71

AA800566 Transcribed sequences 80 18.1

AA800570 |Transcribed sequences 16.7 8.2

AA800572 Transcribed sequences 74.8 28.9
Transcribed sequence with weak similarity to protein sp:P04041 (R.norvegicus) GSHC_RAT Glutathione

AAB800587 |peroxidase (GSHPX-1) (Cellular glutathione peroxidase) 25.1 18.8

AAB800592  |Transcribed sequences 2 0.5




AAB800593  |Transcribed sequences 6.3 6.4

AA800597 Transcribed sequences 30.1 22.2

AA800602  |chemokine (C-X3-C motif) ligand 1 48.5 30.1

AA800604 [immediate early response 5 82 46.8

AA800604 |immediate early response 5 37.4 11.7

AAB800613  |zinc finger protein 36 28.7 10.6

AA800626  |Transcribed sequences 25.5 17.5
Transcribed sequence with strong similarity to protein sp:Q9QWV4 (M.musculus) MLF1_MOUSE Myeloid

AA800632 |leukemia factor 1 (Myelodysplasia-myeloid leukemia factor 1) (Hematopoietic lineage switch 7) 12.1 17.8
Transcribed sequence with strong similarity to protein ref:NP_055330.1 (H.sapiens) CCR4-NOT transcription

AAB800637  |complex, subunit 2; NOT2 (negative regulator of transcription 2, yeast) homolog [Homo sapiens] 9.3 6.9

AA800639 |Transcribed sequences 13.9 71

AA800651 Transcribed sequences 50.5 17.7
Transcribed sequence with strong similarity to protein ref:NP_075532.1 (M.musculus) RAN binding protein 16

AA800663 [Mus musculus] 29.2 23
Transcribed sequence with moderate similarity to protein sp:Q9JKF1 (M.musculus) IQG1_MOUSE Ras

AA800671 GTPase-activating-like protein IQGAP1 11.9 11.9

AA800673  |Transcribed sequences 11.2 9.6
Transcribed sequence with weak similarity to protein ref:NP_109622.1 (M.musculus) RIKEN cDNA

AA800678  |0610013D04 gene; NG28 protein [Mus musculus] 47 24.6
Transcribed sequence with weak similarity to protein ref:NP_109622.1 (M.musculus) RIKEN cDNA

AA800678  |0610013D04 gene; NG28 protein [Mus musculus] 8.6 7

AA800679  |nucleostemin 17.4 10.7
Transcribed sequence with moderate similarity to protein ref:NP_080256.1 (M.musculus) Notch-regulated

AA800680 ankyrin repeat protein [Mus musculus] 31.7 18.6
Transcribed sequence with moderate similarity to protein sp:P50545 (R.norvegicus) HCK_RAT Tyrosine-

AA800684 |protein kinase HCK (P56-HCK) (Hemopoietic cell kinase) 82.1 25.8
Transcribed sequence with weak similarity to protein ref:NP_113811.1 (R.norvegicus) growth factor receptor

AA800686 bound protein 14 [Rattus norvegicus] 22.5 26

AA800688 |Transcribed sequences 9.6 7.8

AA800693 Transcribed sequences 35.9 26.3

AA800693 |Transcribed sequences 13.5 12.6
Transcribed sequence with strong similarity to protein ref:NP_116248.1 (H.sapiens) hypothetical protein

AA800699 FLJ14906 [Homo sapiens] 7.4 2.9

AA800701 Transcribed sequences 24.7 13.7

AA800703 [granzyme K 4.8 3.6

AA800708 Transcribed sequences 10.5 114
Transcribed sequence with weak similarity to protein ref:NP_035256.1 (M.musculus) palate, lung, and nasal

AA800709 epithelium expressed transcript [Mus musculus] 10.3 55

AA800711 Transcribed sequences 3.9 2.6
Transcribed sequence with strong similarity to protein ref:NP_034570.1 (M.musculus) high mobility group

AA800712  |protein 20 B; BRCA2-associated factor 35 [Mus musculus] 14.9 54
Transcribed sequence with strong similarity to protein sp:P25111 (R.norvegicus) RS25_HUMAN 40S

AA800717  |ribosomal protein S25 31.7 241

AA800719 Transcribed sequences 48.3 25.2

AA800722 |angiotensin 1 converting enzyme 1 13.9 11.9

AA800731 Transcribed sequences 27.2 13.9
Transcribed sequence with moderate similarity to protein ref:NP_068506.1 (H.sapiens) supervillin, isoform 2;

AA800735 membrane-associated F-actin binding protein p205; archvillin [Homo sapiens] 20.4 12.1
Transcribed sequence with moderate similarity to protein ref:NP_068506.1 (H.sapiens) supervillin, isoform 2;

AA800735 membrane-associated F-actin binding protein p205; archvillin [Homo sapiens] 8.6 3.9
Transcribed sequence with weak similarity to protein ref:NP_032755.1 (M.musculus) catenin delta 2; neural
plakophilin-related arm-repeat protein; catenin (cadherin-associated protein), delta 2 (neural plakophilin-

AA800737  |related arm-repeat protein); neurojungin [Mus musculus] 31.6 22.6

AA800738 HIV-1 Tat interactive protein, 60 kD 18.2 6.5
Transcribed sequence with weak similarity to protein ref:NP_569965.1 (D.melanogaster) EG:39E1.2 gene

AA800739 product [Drosophila melanogaster] 27 141

AA800741 Transcribed sequences 3.2 1.8

AA800745 [aminolevulinate,delta-,dehydratase 12.4 13.5

AA800748 |transcription factor 21 3.5 1.1
Transcribed sequence with moderate similarity to protein sp:P11367 (M.musculus) POL3_MOUSE Retrovirus:

AA800750 |related POL polyprotein (Endonuclease) 12.3 8.7

AA800753 Transcribed sequences 9.1 4.9

AA800754 |Transcribed sequences 3.5 3.4

AA800763 Transcribed sequences 8.5 6.7

AA800768 |Transcribed sequences 9.6 8.8

AA800770 Transcribed sequences 10.6 8.8

AA800771 Transcribed sequences 56.2 40.2

AA800772 Transcribed sequences 241 17.9

AA800782  |Transcribed sequences 31.3 25.7

AA800784 [cysteine rich protein 61 3.2 1.9

AA800786  |Transcribed sequences 9.2 4.8

AA800790 Transcribed sequences 10.9 8.4
Transcribed sequence with strong similarity to protein sp:Q13049 (H.sapiens) HT2A_HUMAN Zinc-finger

AAB800794 |protein HT2A (72 kDa Tat-interacting protein) (Tripartite motif-containing protein 32) 20.9 7.8
Transcribed sequence with weak similarity to protein ref:NP_060327.1 (H.sapiens) slingshot 3 [Homo

AA800795 sapiens] 26.9 21




Transcribed sequence with weak similarity to protein ref:NP_080813.1 (M.musculus) RIKEN cDNA

AA800797  |2310021C19 [Mus musculus] 14.3 12.1
AA800800 |Transcribed sequences 28.5 13.9
Transcribed sequence with weak similarity to protein ref:NP_080827.1 (M.musculus) RIKEN cDNA
AA800803 6720485C15 [Mus musculus] 46 45
Transcribed sequence with weak similarity to protein ref:NP_080827.1 (M.musculus) RIKEN cDNA
AA800803 6720485C15 [Mus musculus] 15.4 4.4
AA800817 Transcribed sequences 16.5 6.8
AA800822  |Transcribed sequences 37.4 37.6
AA800840 Transcribed sequences 15.7 22.1
AAB800840 |Transcribed sequences 8.8 7.8
Transcribed sequence with moderate similarity to protein sp:P16636 (R.norvegicus) LYOX_RAT Protein-
AA800844 |lysine 6-oxidase precursor (Lysyl oxidase) 24.7 16
AA800850 Transcribed sequences 23.5 13.2
AA800851 carboxylesterase 3 131.2 94.4
AA800851 carboxylesterase 3 2.3 0.7
AA800851 carboxylesterase 3 1.3 0.9
AA800853 Transcribed sequences 8.6 7.6
AA800853 |Transcribed sequences 4 1.6
AA800855 Transcribed sequences 119.9 55.7
AA800855 |Transcribed sequences 19.6 15
AA800878 Transcribed sequences 10.3 4.2
AA800882 |Transcribed sequences 16.7 11.5
AA800882 Transcribed sequences 7.4 4
AA800885 |Transcribed sequences 37.8 2
AA800898 Transcribed sequences 7.9 54
AA800912  |general transcription factor Il | repeat domain-containing 1 15.2 14.8
AAB800912  |general transcription factor Il | repeat domain-containing 1 12.6 12.6
Transcribed sequence with strong similarity to protein sp:008810 (M.musculus) U5S1_MOUSE 116 kDa U5
AA800928 |small nuclear ribonucleoprotein component (U5 snRNP-specific protein, 116 kDa) (U5-116 kDa) 7.5 5.5
Rattus norvegicus cDNA, 3' end /clone=RLUAN25 /clone_end=3' /gb=AA800930 /gi=2863885 /ug=Rn.6669
AAB800930 |/len=315 8.6 24
AA800942  |complement component 4a 14.8 4.1
Transcribed sequence with moderate similarity to protein sp:P43330 (H.sapiens) SMD2_HUMAN Small
AA800946  |nuclear ribonucleoprotein Sm D2 (snRNP core protein D2) (Sm-D2) 10 4.8
Transcribed sequence with strong similarity to protein ref:NP_071634.1 (R.norvegicus) alpha-tubulin [Rattus
AA800948 [norvegicus] 4.6 2.2
AAB800962 |Transcribed sequence with strong similarity to protein pir:S11661 (M.musculus) S11661 talin - mouse 13.7 5
Transcribed sequence with moderate similarity to protein pir:A60716 (R.norvegicus) A60716 somatotropin
AAB800963 |intron-related protein RDE.25 - rat (fragment) 50.4 441
AA800971 Transcribed sequences 13 3.7
AA801029  |nuclear receptor subfamily 2, group F, member 6 5.5 6.9
AA801174 R.norvegicus mRNA for Ig rearranged mu-chain C region, exons 2-4 13.8 10.6
AA801219 pancreatic lipase related protein 1 14 0.9
AA801294 lectin, galactose binding, soluble 7 1.5 0.8
AA817764 Transcribed sequences 24.9 17.9
AA817843  |nuclear transcription factor - Y beta 24.3 7.5
Transcribed sequence with strong similarity to protein sp:P29147 (R.norvegicus) BDH_RAT D-beta-
AA817846  |hydroxybutyrate dehydrogenase, mitochondrial precursor (BDH) (3-hydroxybutyrate dehydrogenase) 234 18.6
AA817854 ceruloplasmin 8.8 9.9
AA817964 paraoxonase 1 13 4.9
AA817987  |sulfotransferase, hydroxysteroid preferring 2 14.4 71
AA818097  |glucagon-like peptide 1 receptor 14.9 11.5
AA818114  |ras-related GTP-binding protein 4b 12.3 6.8
AAB818122  |sulfotransferase, hydroxysteroid preferring 2 4.2 2.9
AA818144 C-reactive protein 7.4 6.8
AA818198  |Transcribed sequences 2.3 1.1
AA818240 nucleoporin 153kD 10.1 9
Transcribed sequence with moderate similarity to protein pir:S12207 (M.musculus) S12207 hypothetical
AA818403 |protein (B2 element) - mouse 11.9 8.6
AA818427 |kinesin light chain 1 2.3 0.9
AAB818499  |Transcribed sequence with weak similarity to protein ref:NP_570953.1 (M.musculus) CAMP [Mus musculus] 44.9 31.9
AA818593 phosphatidate phosphohydrolase type 2a 22.9 12.1
AA818593  |phosphatidate phosphohydrolase type 2a 20.1 8
AA818604 heat shock 70kD protein 1A 4.3 3.9
AA818677 Neurofilament, heavy polypeptide 7.4 6.5
AA818894 proteoglycan peptide core protein 9.1 71
AA818917  |similar to sp|Q02827|N4BM_BOVIN NADH-UBIQUINONE OXIDOREDUCTASE SUBUNIT B14.5B 14 10.8
AA818970 endothelin receptor type B 1.3 0.4
AA818982  |thymopoietin 15.4 10.1
AA818982  [thymopoietin 3.9 3.5
AA818983 |diacylglycerol kinase, beta 7.9 9.9
AA819187  |CD38 antigen 10.1 11.9
Transcribed sequence with strong similarity to protein sp:P35249 (H.sapiens) AC12_HUMAN Activator 1 37
AA819500 |kDa subunit (Replication factor C 37 kDa subunit) (A1 37 kDa subunit) (RF-C 37 kDa subunit) (RFC37) 13.3 17.4




Transcribed sequence with strong similarity to protein sp:P35249 (H.sapiens) AC12_HUMAN Activator 1 37

AA819500 |kDa subunit (Replication factor C 37 kDa subunit) (A1 37 kDa subunit) (RF-C 37 kDa subunit) (RFC37) 13.1 71
AA819643 Transcribed sequences 3.8 3.2
Rattus norvegicus cDNA clone UI-R-A0-ap-h-07-0-Ul 3' similar to gb|J04633|MUSHSP86A Mouse heat shock|
protein 86 mRNA, complete cds, and 28S ribosomal RNA, partial sequence, mRNA sequence [Rattus
AA819776  [norvegicus] 41.4 23.3
AA819793 Flap structure-specific endonuclease 1 24.6 13.6
Rat Brain, Stratagene (cat.#936501) Rattus norvegicus cDNA clone pBS/49a-1 3', mRNA sequence [Rattus
AA819943  [norvegicus 10.6 12.6
AA819943  |cDNA clone pBS/49a-1 3', mRNA sequence 4.5 2.4
Transcribed sequence with moderate similarity to protein ref:NP_075223.1 (R.norvegicus) DnadJ-like protein
AAB848268  |[Rattus norvegicus] 10.2 7.9
Transcribed sequence with strong similarity to protein sp:P97931 (M.musculus) UNG_MOUSE Uracil-DNA
AA848421 glycosylase, mitochondrial precursor (UDG) 12.6 13
AAB848563 heat shock 70kD protein 1A 1.8 0.3
AA848831 endothelial differentiation, lysophosphatidic acid G-protein-coupled receptor, 2 14.7 11.5
Transcribed sequence with strong similarity to protein pir:TVRTBM (R.norvegicus) TVRTBM transforming
AAB849035  |protein B-myc - rat 71 6.8
AA849036  [guanylate cyclase 1, soluble, alpha 3 17 6.1
AAB849716  |mitogen-activated protein kinase 12 1.5 0.3
AAB849722 proteasome (prosome, macropain) subunit, beta type 1 98.9 45.8
AAB49769 |[follistatin-like 70.9 41.2
AAB49769  |follistatin-like 35.8 20.9
AA850138 Rat Ig active lambdaZ2-like chain mRNA, 3' end 35.6 27.8
AA850568 Rattus norvegicus phosphoserine aminotransferase mRNA, complete cds 71 3.6
AA850734  |vascular endothelial growth factor 7.2 5
AA851223  |enolase 3, beta 0.7 0.5
Transcribed sequence with moderate similarity to protein sp:000217 (H.sapiens) NUIM_HUMAN NADH-
ubiquinone oxidoreductase 23 kDa subunit, mitochondrial precursor (Complex I-23KD) (CI-23KD) (TYKY
AA851379  [subunit) 48.8 56.4
AAB851749  |splicing factor, arginine/serine-rich (transformer 2 Drosophila homolog) 10 16.1 9.9
AA851887 Dynamin 2 15 6.8
AA852055 |TYROS protein tyrosine kinase 3 32.2 16.6
Transcribed sequence with moderate similarity to protein ref:NP_001430.1 (H.sapiens) exostoses (multiple)-
AA852056 like 2; Exostoses, multiple, like 2 [Homo sapiens] 11.6 9.9
AA858510 |prostaglandin E receptor 1 4.1 3.3
AA858520 |follistatin 15.5 7.6
AA858520 |[follistatin 4 1.1
AA858570 Transcribed sequences 71 57
AA858571 Transcribed sequences 8.6 5.7
AA858572 Transcribed sequences 31 9.5
AA858573 spp-24 precursor 6.8 2.7
AA858586 ribosomal protein L18 141 9.5
AA858588  |Transcribed sequences 12.1 6.4
Transcribed sequence with strong similarity to protein ref:NP_080084.1 (M.musculus) leucine-zipper-like
AA858600 |transcriptional regulator, 1 [Mus musculus] 18.3 15.1
Transcribed sequence with weak similarity to protein ref:NP_508799.1 (C.elegans) F16H11.1.p
AA858603 |[Caenorhabditis elegans] 16.2 5.2
Transcribed sequence with weak similarity to protein ref:NP_508799.1 (C.elegans) F16H11.1.p
AA858603 |[Caenorhabditis elegans] 12.5 6.9
AA858604 Transcribed sequence 3.6 1.2
AA858605 |Transcribed sequences 32.3 12.1
AA858617 Transcribed sequences 60.6 11.8
Transcribed sequence with strong similarity to protein sp:008816 (R.norvegicus) WASL_RAT Neural Wiskott-
AA858620  |Aldrich syndrome protein (N-WASP) 7 5.6
AA858621 CaM-kinase Il inhibitor alpha 4.4 2.2
AA858621 CaM-kinase |l inhibitor alpha 2.7 0.7
AA858626  |synaptic vesicle glycoprotein 2 b 2.9 1.6
AA858630 Transcribed sequences 8.7 71
AA858632 |Transcribed sequences 3.8 1.3
AA858640 |heat shock protein 60 (liver) 36 10.3
AA858641 Transcribed sequences 18.8 14.3
AA858673  |pancreatic secretory trypsin inhibitor type Il (PSTI-II) 10.2 15.3
AA858977 Ras-related GTP-binding protein Rab29 7.6 5.5
AA859299 nucleolar phosphoprotein p130 21.9 19.7
AA859468  |Transcribed sequences 27.9 29.3
AA859473 vesicle-associated membrane protein 5 19.5 13.7
Transcribed sequence with strong similarity to protein ref:NP_076303.1 (M.musculus) T-box18; RIKEN cDNA|
AA859474 2810012F10 gene [Mus musculus] 4.5 2.7
AA859479  |Transcribed sequences 15.3 8.2
AA859483 Transcribed sequences 39.6 6.7
Transcribed sequence with weak similarity to protein ref:NP_476460.1 (R.norvegicus) splicing factor,
AAB859495  |arginine/serine-rich (transformer 2 Drosophila homolog) 10 [Rattus norvegicus] 11.9 8.4
Transcribed sequence with weak similarity to protein ref:NP_476460.1 (R.norvegicus) splicing factor,
AAB859495  |arginine/serine-rich (transformer 2 Drosophila homolog) 10 [Rattus norvegicus] 7.7 6.4
AA859496 GTP cyclohydrolase 1 12.5 7.5
AA859502 Transcribed sequences 22.6 17.5




Transcribed sequence with moderate similarity to protein pir:l60307 (E. coli) 160307 beta-galactosidase, alphal

AA859508 peptide - Escherichia coli 22.7 4.8

AA859509 |Transcribed sequences 7.7 4.5

AA859513 Transcribed sequences 8.1 52
Transcribed sequence with strong similarity to protein sp:Q9WVBO0 (M.musculus) RBMS_MOUSE RNA-

AA859519  |binding protein with multiple splicing (RBP-MS) (HEart, RRM Expressed Sequence) (Hermes) 63 21.7
Transcribed sequence with strong similarity to protein sp:Q9WVBO0 (M.musculus) RBMS_MOUSE RNA-

AA859519  |binding protein with multiple splicing (RBP-MS) (HEart, RRM Expressed Sequence) (Hermes) 24 15.5

AAB859520  |Transcribed sequences 19.6 14.7

AA859524 Transcribed sequences 20.9 10.7

AA859532 Transcribed sequences 8.4 9.4
Transcribed sequence with moderate similarity to protein sp:088808 (R.norvegicus) TUB_RAT TUBBY

AA859533 |PROTEIN HOMOLOG 15.4 29

AA859543 Transcribed sequences 4.1 2.3
Transcribed sequence with weak similarity to protein ref:NP_492850.1 (C.elegans) F49D11.9.p

AA859549 [Caenorhabditis elegans] 14 9.3
Transcribed sequence with moderate similarity to protein sp:P70531 (R.norvegicus) EF2K_RAT
ELONGATION FACTOR 2 KINASE (EEF-2 KINASE) (EEF-2K) (CALCIUM/CALMODULIN-DEPENDENT

AA859552 |EUKARYOTIC ELONGATION FACTOR-2 KINASE) 221 15.5
Transcribed sequence with weak similarity to protein ref:NP_446073.1 (R.norvegicus) activin receptor

AAB859553 |interacting protein 1 [Rattus norvegicus] 8.8 8.1
Transcribed sequence with strong similarity to protein ref:NP_057583.1 (H.sapiens) HSPC244 [Homo

AA859561 sapiens] 2.8 0.7

AA859562 Transcribed sequences 4.4 4.2
Transcribed sequence with moderate similarity to protein ref:NP_056517.1 (H.sapiens) hypothetical protein

AA859565 CL25022 [Homo sapiens] 4.3 2.8

AA859577  |Transcribed sequences 32.9 16.2

AA859578 proprotein convertase subtilisin/kexin type 5 3.3 2.8

AA859581 late gestation lung protein 1 9.5 9.5

AA859584 calcium channel, voltage-dependent, T type, alpha 1H subunit 6.1 6.5

AAB859585  |Transcribed sequences 17.8 71

AA859589 Transcribed sequences 15.4 14.8
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon

AA859593 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 18.2 22.8

AA859597  |Transcribed sequences 13.8 4

AA859612 Transcribed sequences 27.8 29.3

AA859612  |Transcribed sequences 9.5 7.4

AA859627 Transcribed sequences 10.9 8.7
Transcribed sequence with weak similarity to protein sp:Q92Z2K3 (R.norvegicus) ZF94_RAT Zinc finger

AA859631 protein 94 (Zfp-94) (Zinc finger protein Y1) (RLZF-Y) 4.2 2.1

AA859632  |Transcribed sequences 215 9

AA859633 Transcribed sequences 50.8 19.6

AA859633  |Transcribed sequences 27.2 6.3

AA859643 Transcribed sequences 51.8 29.9
Transcribed sequence with weak similarity to protein ref:NP_114468.1 (R.norvegicus) DnaJ (Hsp40)

AA859648  |homolog, subfamily A, member 2 [Rattus norvegicus] 61.9 24.5

AA859652  |Transcribed sequences 10.9 9.7
Transcribed sequence with moderate similarity to protein pir:137421 (H.sapiens) 137421 glutaminyl-peptide

AA859661 cyclotransferase (EC 2.3.2.5) - human 3.8 2.4
Transcribed sequence with weak similarity to protein sp:Q92143 (R.norvegicus) SM4F_RAT Semaphorin 4F

AA859662  |precursor (Semaphorin W) (Sema W) 10.4 2.7
Transcribed sequence with weak similarity to protein ref:NP_080153.1 (M.musculus) RIKEN cDNA

AA859663  |2310067G05 [Mus musculus] 8.6 4.1

AA859665 nuclear pore associated protein 65.6 21.3

AAB859666  |solute carrier family 25 (mitochondrial carrier; dicarboxylate transporter), member 10 25.2 23.3

AA859667 Transcribed sequences 59.2 10.3
Transcribed sequence with strong similarity to protein ref:NP_076941.1 (H.sapiens) hypothetical protein

AAB859672 MGC3103 [Homo sapiens] 88.5 49
Transcribed sequence with strong similarity to protein ref:NP_076941.1 (H.sapiens) hypothetical protein

AA859672 MGC3103 [Homo sapiens] 8.2 8.4

AA859673  |Transcribed sequences 3.6 1.4

AA859687 Transcribed sequences 23.4 20.2

AA859690 |Transcribed sequences 28.6 10.8
Transcribed sequence with moderate similarity to protein ref:NP_060680.1 (H.sapiens) hypothetical protein

AA859693 FLJ10769 [Homo sapiens] 41 18.6
Transcribed sequence with weak similarity to protein pir:DDRT (R.norvegicus) DDRT helix-destabilizing

AA859694 protein - rat 31.9 25.6
Transcribed sequence with weak similarity to protein pir:DDRT (R.norvegicus) DDRT helix-destabilizing

AA859694 protein - rat 24 13.9
Transcribed sequence with moderate similarity to protein sp:P51175 (M.musculus) PPOX_MOUSE

AA859700 |PROTOPORPHYRINOGEN OXIDASE (PPO) 15.6 10.3
Transcribed sequence with moderate similarity to protein sp:P51175 (M.musculus) PPOX_MOUSE

AA859700 |PROTOPORPHYRINOGEN OXIDASE (PPO) 6.7 4.8

AA859701 Transcribed sequences 27.5 23.4

AA859719  |Transcribed sequences 11.1 12.4

AA859722 Transcribed sequences 7.8 1.5

AA859725  |Transcribed sequences 13.9 14.4
Transcribed sequence with moderate similarity to protein pir:160307 (E. coli) 160307 beta-galactosidase, alpha

AA859740  |peptide - Escherichia coli 15.9 18.2




AA859744  |Transcribed sequences 7.5 2.3

AA859752  |Noggin 2.3 1.1

AA859757  |collagen, type V, alpha 1 17.7 14.4

AA859760 Transcribed sequences 24.2 14.2

AA859768  |Transcribed sequences 21.9 7.5
Transcribed sequence with weak similarity to protein ref:NP_476473.1 (R.norvegicus) plysia ras-related

AAB859776  |homolog A2 [Rattus norvegicus] 9.9 9.7

AA859777 Transcribed sequences 24 .4 141
Transcribed sequence with strong similarity to protein ref:NP_080774.1 (M.musculus) mitochondrial

AA859788 ribosomal protein S11 [Mus musculus] 8.9 6.1
Transcribed sequence with moderate similarity to protein sp:P16636 (R.norvegicus) LYOX_RAT Protein-

AAB859805 |lysine 6-oxidase precursor (Lysyl oxidase) 6.5 2.6
Transcribed sequence with strong similarity to protein ref:NP_080023.1 (M.musculus) RIKEN cDNA

AA859820  |4933411K20 [Mus musculus] 7.7 7.7

AA859827  |uridine-cytidine kinase 2 11.4 10.5

AA859828 Transcribed sequences 9 6.8
Transcribed sequence with strong similarity to protein ref:NP_067475.1 (M.musculus) erythroblast

AA859829 macrophage protein [Mus musculus] 34 25.4

AA859830 |biglycan 341 27.3

AA859832 Transcribed sequences 414 8.3
Transcribed sequence with strong similarity to protein ref:NP_080677.1 (M.musculus) mitochondrial

AA859834 ribosomal protein 63 [Mus musculus] 43 18.1

AA859835  |Transcribed sequences 17.7 14.2

AA859835 Transcribed sequences 71 3.1

AA859870 |Transcribed sequences 9.4 5.2

AA859878 Transcribed sequences 7.5 6.7

AA859882 ubiquitin carboxy-terminal hydrolase L1 3.9 2.4

AA859884 Transcribed sequences 12.2 12

AA859885 |Transcribed sequences 29.2 14.9

AA859889 Transcribed sequences 5 2.2
Transcribed sequence with weak similarity to protein ref:NP_081363.1 (M.musculus) RIKEN cDNA

AA859898  |2300006N05 [Mus musculus] 38.9 15.7

AA859899 |alpha-2 antiplasmin 12.3 8.8

AA859902 Transcribed sequences 3.8 4.6

AA859909 |Transcribed sequences 38.4 40.4

AA859911 sialyltransferase 5 42.8 274

AA859911 sialyltransferase 5 30.9 13.1

AA859916 Transcribed sequences 6.4 5

AA859920 |Transcribed sequences 274 14.3

AA859921 Transcribed sequences 62.7 30.2

AA859922  |Transcribed sequences 31.7 18.3
Transcribed sequence with weak similarity to protein pir:A54803 (M.musculus) A54803 microtubule-

AAB859926  |associated motor KIF4 - mouse 15.2 7.2
Transcribed sequence with weak similarity to protein sp:009112 (M.musculus) DUS8_MOUSE Dual

AAB859927  |specificity protein phosphatase 8 (Neuronal tyrosine threonine phosphatase 1) 7.2 1.7

AA859928 Transcribed sequences 3 1.6
Transcribed sequence with moderate similarity to protein ref:NP_076974.1 (H.sapiens) hypothetical protein

AA859931 MGC2749 [Homo sapiens] 13.7 9.4
Transcribed sequence with moderate similarity to protein ref:NP_076974.1 (H.sapiens) hypothetical protein

AA859931 MGC2749 [Homo sapiens] 8.9 5.5

AA859933  |Transcribed sequences 28.5 11.5

AA859933 Transcribed sequences 9.2 11
Transcribed sequence with weak similarity to protein ref:NP_036831.2 (R.norvegicus) DnaJ (Hsp40)

AA859934  |homolog, subfamily B, member 9; Microvascular endothelial differentiation gene 1 [Rattus norvegicus] 15.4 9.6

AA859937  |Transcribed sequences 26.3 16.9

AA859948 Transcribed sequences 22.4 17.8

AA859951 Transcribed sequences 12.7 16.5
Transcribed sequence with weak similarity to protein ref:NP_113835.1 (R.norvegicus) Scm-related gene

AA859952  |containing four mbt domains [Rattus norvegicus] 60.7 30.4

AA859966 Transcribed sequences 117 52.1

AA859966  |Transcribed sequences 114.9 50.2

AA859967  |Rgc32 protein 21.3 13.2

AAB859975  |2-oxoglutarate carrier 16.8 8.1
Transcribed sequence with strong similarity to protein sp:P70284 (M.musculus) TGIF_MOUSE 5'-TG-3'

AA859976  |INTERACTING FACTOR (HOMEOBOX PROTEIN TGIF) 12.8 6.6

AA859977 Rattus norvegicus heat shock protein 90 beta mRNA, partial sequence 36.6 11

AA859980  |T-complex 1 42.7 21.7

AA859980 T-complex 1 9.9 10.2

AA859981 inositol (myo)-1(or 4)-monophosphatase 2 15.3 8.8

AA859982 Transcribed sequences 15.1 10.6
Transcribed sequence with weak similarity to protein pir:T50607 (H.sapiens) T50607 hypothetical protein

AA859983  |DKFZp43411016.1 - human (fragment) 33.5 21.7
Transcribed sequence with weak similarity to protein pir:T50607 (H.sapiens) T50607 hypothetical protein

AA859983  |DKFZp43411016.1 - human (fragment) 17.5 14.3
Transcribed sequence with moderate similarity to protein ref:NP_033421.1 (M.musculus) tumor necrosis

AA859990 factor induced protein 1 [Mus musculus] 43.5 24.2

AA859992 |erythroid differentiation gene 1 221 15
Transcribed sequence with moderate similarity to protein pir:160307 (E. coli) 160307 beta-galactosidase, alpha

AAB859994  |peptide - Escherichia coli 17.9 13.9




AAB859996  |Transcribed sequences 34.1 16.2
AA859996 Transcribed sequences 29.6 21
AA860010  |Transcribed sequences 48.7 16.7
Transcribed sequence with moderate similarity to protein prf:2206405A (R.norvegicus) 2206405A
AA860014  |hemoglobin:SUBUNIT=zeta [Rattus norvegicus] 95.3 141.3
Transcribed sequence with moderate similarity to protein prf:2206405A (R.norvegicus) 2206405A
AA860014  |hemoglobin:SUBUNIT=zeta [Rattus norvegicus] 214 16.2
Transcribed sequence with weak similarity to protein pir:T50607 (H.sapiens) T50607 hypothetical protein
AA860015 DKFZp43411016.1 - human (fragment) 13 7.5
AA860017 Transcribed sequences 38 10.1
AA860020 abl-interactor 2 7.3 4.1
AA860029 Transcribed sequences 22.4 11.6
AA860039  |Transcribed sequence 83.1 63.9
AA860039 Transcribed sequence 10.8 9.7
AA860043  |guanine nucleotide binding protein gamma subunit 11 13.4 10.9
AA860044 Transcribed sequences 28.1 12.7
AAB860047  |Transcribed sequences 7.5 5.4
Transcribed sequence with strong similarity to protein pdb:1BGM (E. coli) O Chain O, Beta-Galactosidase
AA860049  |(Chains I-P) 8 54
Transcribed sequence with moderate similarity to protein ref:NP_079817.1 (M.musculus) RIKEN cDNA
AAB860055  |2310079C17 [Mus musculus] 5.5 7
AA860057 Transcribed sequences 19.8 10.2
AA860062  |Albumin 20.7 9.3
AA860062  |Albumin 11.6 10.5
AA866221 Transcribed sequences 10.6 6.4
AA866223 Transcribed sequences 34.1 21.9
AA866231 Transcribed sequences 5.5 2.4
AA866233 Transcribed sequences 5.8 4.1
AA866237  |Albumin 4.5 3.2
AAB866238  |hyperpolarization-activated, cyclic nucleotide-gated potassium channel 1 (HCN1) 4.5 1.7
Transcribed sequence with weak similarity to protein pir:JC4667 (M.musculus) JC4667 TB2/DP1 protein
AA866250  [homolog - mouse 65.8 24.3
AAB866259  |Transcribed sequences 7.6 4.1
Transcribed sequence with weak similarity to protein sp:P51652 (R.norvegicus) PE2R_RAT 20-alpha-
AAB866264  |hydroxysteroid dehydrogenase (20-alpha-HSD) (HSD1) 8.1 6.7
AAB866265 Transcribed sequences 28.3 21.1
AAB866269 |Transcribed sequences 2.7 0.7
Transcribed sequence with moderate similarity to protein ref:NP_065104.1 (H.sapiens) cell death regulator
AA866272  |aven; programmed cell death 12 [Homo sapiens] 23.1 24.3
AA866290 Transcribed sequences 13.8 12.5
Transcribed sequence with strong similarity to protein sp:035089 (M.musculus) CNIL_MOUSE CORNICHON
AAB66291 LIKE PROTEIN 14.4 10.8
AAB866293  |Transcribed sequence 19 10.9
Transcribed sequence with weak similarity to protein ref:NP_065728.1 (H.sapiens) HSCARG protein [Homo
AA866294  [sapiens] 22.7 14
AA866299 Transcribed sequences 27.9 5
AAB866299 |Transcribed sequences 275 25.1
AA866302  [4-hydroxyphenylpyruvic acid dioxygenase 6.4 2.7
AA866302  |4-hydroxyphenylpyruvic acid dioxygenase 3.7 1.9
AA866306 Transcribed sequences 37.5 23.1
AA866321 Transcribed sequences 35.1 171
AA866345 Transcribed sequences 16.3 12.1
AA866357  |Transcribed sequences 3.2 1.8
AAB866358 Transcribed sequences 7.5 3.8
AA866369 |Transcribed sequences 15.4 10.9
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon
AA866371 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 70.1 37
AA866383 Transcribed sequences 71 7.5
AA866391 Transcribed sequences 21.2 6.4
Transcribed sequence with weak similarity to protein pdb:1E6W (R.norvegicus) B Chain B, Rat Brain 3-
AA866404 Hydroxyacyl-Coa Dehydrogenase Binary Complex With Nadh And Estradiol 16.4 6.4
AA866409 Transcribed sequences 37.2 11.8
AA866411 Transcribed sequence with strong similarity to protein sp:P25233 (M.musculus) NECD_MOUSE Necdin 3.6 2.2
AAB866414  |solute carrier family 4, member 1 47.2 19.1
AA866419  |Transcribed sequences 38.5 11.3
Transcribed sequence with moderate similarity to protein ref:NP_080936.1 (M.musculus) RIKEN cDNA
AAB866425 |0610009003 [Mus musculus] 22 17.3
AA866426 Transcribed sequences 10.9 10.9
AA866432  |Transcribed sequences 47.4 13.6
AA866435 Transcribed sequence 19.1 16.3
AAB866439  |Transcribed sequences 110.1 715
Transcribed sequence with weak similarity to protein ref:NP_062100.1 (R.norvegicus) intersectin (SH3
AAB866444  |domain protein 1A) [Rattus norvegicus] 28.8 20.5
AA866452 actin alpha cardiac 1 7.4 52
AAB866454  |procollagen, type |, alpha 2 22 14
AAB66455 [homeodomain-interacting protein kinase 3 5.8 1.4
AA866455 |homeodomain-interacting protein kinase 3 2.5 1.4
AAB66466  |Keratin 8 9.2 9.2
AAB66471 Transcribed sequences 23.9 12




Transcribed sequence with strong similarity to protein sp:P52734 (M.musculus) FGD1_MOUSE Putative

AA866482 Rho/Rac guanine nucleotide exchange factor (Rho/Rac GEF) (Faciogenital dysplasia protein homolog) 14.8 7.9
AA866489 Transcribed sequences 8.1 10.1
AA874791 Transcribed sequences 45.3 26.4
AA874794  |nerve growth factor receptor (TNFRSF16) associated protein 1 44 18.2
AA874794  |nerve growth factor receptor (TNFRSF16) associated protein 1 18.1 12.1
AAB74797 Transcribed sequences 4.8 2.4
AA874802  |Histone H1-0 33.5 13.1
AA874803 Transcribed sequences 19.9 13.6
AA874803  |Transcribed sequences 3.2 0.9
AA874805 Transcribed sequences 3.9 1.2
AA874809 |Transcribed sequences 23.5 13.8
AA874813  |mitofusin 2 42.9 21.9
AA874815  |Transcribed sequences 18.3 17.5
AA874830 |growth arrest specific 6 147.3 46
Transcribed sequence with moderate similarity to protein ref:NP_057321.1 (H.sapiens) anaphase-promoting
AA874832 complex subunit 5 [Homo sapiens] 71.7 18.2
AA874838  |Transcribed sequences 16.8 3.8
Transcribed sequence with moderate similarity to protein ref:NP_060633.1 (H.sapiens) hypothetical protein
AA874839 FLJ10634 [Homo sapiens] 6.4 8.1
AA874842 Transcribed sequences 40.6 23.6
AAB874843  |scavenger receptor class B, member 1 208.5 106.8
AA874848  |Thymus cell surface antigen 13.1 15.2
AA874849 |Transcribed sequences 16.4 10.3
AAB874855 |actin, beta 16.7 9.1
AA874856  |Transcribed sequences 5.2 6.7
Transcribed sequence with strong similarity to protein ref:NP_035351.1 (M.musculus) purine rich element
AA874857  |binding protein B [Mus musculus] 225 7
AA874859 Transcribed sequences 14 8.6
Transcribed sequence with strong similarity to protein pir:A54691 (M.musculus) A54691 octamer-binding
AA874870 |[protein NonO - mouse 9 2.9
AA874873  |Transcribed sequences 30.3 11
AA874873 Transcribed sequences 19.5 171
AA874875  |Transcribed sequences 12.5 10.5
AA874876 Transcribed sequences 37.8 22.8
AA874877  |Transcribed sequences 19 12
AA874877 Transcribed sequences 6 9.3
Transcribed sequence with strong similarity to protein ref:NP_073172.1 (R.norvegicus) activity-dependent
AA874881 neuroprotective protein [Rattus norvegicus] 16.1 29.1
Transcribed sequence with weak similarity to protein ref:NP_113871.1 (R.norvegicus) segregation of mitotic
AA874887  |chromosomes b; SMC (segregation of mitotic chromosomes 1)-like 1 (yeast) [Rattus norvegicus] 8 5.8
AA874889 Transcribed sequences 47.9 221
AA874889 |Transcribed sequences 32.8 13
Transcribed sequence with weak similarity to protein ref:NP_496137.1 (C.elegans) acid phosphatase
AA874896  |[Caenorhabditis elegans] 12.5 10.4
AA874897 Transcribed sequences 31 19.8
AA874906  |Transcribed sequences 18.4 9.3
AA874912 Transcribed sequences 7.9 6.2
AA874918 PAK-interacting exchange factor beta 8.6 5.6
AA874919 mismatch repair protein 4.4 3.3
AA874919  |mismatch repair protein 2.5 1.4
AA874927 Transcribed sequences 41.9 18
AA874927  |Transcribed sequences 40.8 16.6
Transcribed sequence with strong similarity to protein ref:NP_542124.1 (M.musculus) sorting nexin 4 [Mus
AA874928  [musculus] 10.1 7
AA874934 Transcribed sequences 58 80.6
Transcribed sequence with strong similarity to protein ref:NP_080790.1 (M.musculus) RIKEN cDNA
AA874943  |3200001F04 [Mus musculus] 16.3 11.1
Transcribed sequence with weak similarity to protein ref:NP_445966.1 (R.norvegicus) lin-7-Ba [Rattus
AA874944  [norvegicus] 24.5 14.3
Transcribed sequence with moderate similarity to protein ref:NP_291081.1 (M.musculus) amnionless [Mus
AA874951 musculus] 7.5 3.8
AA874955  |[clathrin, light polypeptide (Lcb) 30.2 14.8
AA874968 Transcribed sequences 4.9 7.2
AA874969 Rat PMSG-induced ovarian mRNA, 3'sequence, N1 42.3 271
AA874978 Transcribed sequences 50.4 10.1
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon
AA874982 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 10.9 5.1
AA874984  |Transcribed sequences 2.5 1.4
AA874993 Transcribed sequences 88.3 411
AA874995  |Transcribed sequences 26 20.4
Transcribed sequence with strong similarity to protein ref:NP_444330.1 (M.musculus) tripartite motif protein
AA875001 8; ring finger protein 27 [Mus musculus] 53.1 23.3
AA875002 Transcribed sequences 10.4 5.9
AA875010  |Transcribed sequences 19.8 13.7
AA875017 Transcribed sequences 67.2 16.7




Transcribed sequence with strong similarity to protein sp:Q9R0I7 (M.musculus) ZAP3_MOUSE Nuclear

AA875019  |protein ZAP3 1.7 7.2
Transcribed sequence with strong similarity to protein sp:Q9R0I7 (M.musculus) ZAP3_MOUSE Nuclear

AA875019  |protein ZAP3 16.2 5.7

AA875023  |Transcribed sequences 56.3 11.6
Transcribed sequence with strong similarity to protein sp:P02695 (R.norvegicus) RET3_MOUSE Retinoic acid

AA875025  |binding protein |, cellular (CRABP-I) 9.4 8
Transcribed sequence with strong similarity to protein pdb:1BGM (E. coli) O Chain O, Beta-Galactosidase

AA875027  |(Chains I-P) 9.3 7.9
Transcribed sequence with weak similarity to protein pir:JC5110 (R.norvegicus) JC5110 cyclin-dependent

AA875028 |kinase-related protein 1a - rat 14.7 6.7
Transcribed sequence with weak similarity to protein pir:JC5110 (R.norvegicus) JC5110 cyclin-dependent

AA875028 |kinase-related protein 1a - rat 12.1 10.4

AA875033 |fibulin 5 6.8 6.7

AA875035 solute carrier family 4, member 1 30.8 9.7
Transcribed sequence with weak similarity to protein ref:NP_067728.1 (R.norvegicus) plasminogen activator

AA875037 |inhibitor 2 type A [Rattus norvegicus] 14 10.6
Transcribed sequence with weak similarity to protein ref:NP_113653.1 (H.sapiens) hypothetical protein

AA875040 MGC13204 [Homo sapiens] 15.4 16.8

AA875041 PSD-Zip70 12 8.2
Transcribed sequence with strong similarity to protein sp:055057 (M.musculus) CNRD_MOUSE Retinal rod

AA875045 |rhodopsin-sensitive cGMP 3',5'-cyclic phosphodiesterase delta-subunit (GMP-PDE delta) 21.6 13.2
Transcribed sequence with weak similarity to protein sp:054783 (R.norvegicus) KICE_RAT

AA875050 |Choline/ethanolamine kinase [Includes: Choline kinase (CK); Ethanolamine kinase (EK)] 38.2 21

AA875054  [T-complex 1 241 17.8

AA875060 Transcribed sequences 1.9 0.5

AA875072  |Transcribed sequences 10.6 17.5
Transcribed sequence with strong similarity to protein ref:NP_445852.1 (R.norvegicus) transducin-like

AA875084 |enhancer of split 3, homolog of Drosophila [Rattus norvegicus] 21.2 12.5

AA875088 Transcribed sequence 1.5 0.5

AA875089 |Calpastatin 15.6 17.8

AA875090 Transcribed sequences 25.4 19.7
Transcribed sequence with strong similarity to protein sp:P06399 (R.norvegicus) FIBA_RAT Fibrinogen

AA875097 alpha/alpha-E chain precursor 8.8 6.3
Transcribed sequence with weak similarity to protein ref:NP_445760.1 (R.norvegicus) FK506 binding protein

AA875098 |2 (13 kDa) [Rattus norvegicus] 8.8 9

AA875099 |nuclear pore associated protein 19.2 13.3
Transcribed sequence with weak similarity to protein sp:P41777 (R.norvegicus) NP14_RAT Nucleolar
phosphoprotein p130 (Nucleolar 130 kDa protein) (140 kDa nucleolar phosphoprotein) (Nopp140) (Nucleolar

AA875103 and coiled-body phosphoprotein 1) 18.2 3.1

AA875105  |Transcribed sequences 35.1 17.4
Transcribed sequence with moderate similarity to protein ref:NP_004533.1 (H.sapiens) NADH

AA875107  |dehydrogenase (ubiquinone) 1 alpha subcomplex, 3 (9kD, B9) [Homo sapiens] 99.6 37.7

AA875122 Transcribed sequences 22.6 14.7

AA875123  |Transcribed sequence 17.3 10.6

AA875126 Transcribed sequences 7.6 8.9

AA875126  |Transcribed sequences 3.1 1.2
Transcribed sequence with strong similarity to protein ref:NP_003709.2 (H.sapiens) cell division cycle 2-like

AA875127 5, isoform 1; cholinesterase-related cell division controller; CDC2-related protein kinase 5 [Homo sapiens] 43.9 15.2
Transcribed sequence with strong similarity to protein ref:NP_003709.2 (H.sapiens) cell division cycle 2-like

AA875127 |5, isoform 1; cholinesterase-related cell division controller; CDC2-related protein kinase 5 [Homo sapiens] 12.4 11.2
Transcribed sequence with strong similarity to protein ref:NP_076365.1 (M.musculus) elongation protein 4

AA875129  |homolog (S. cerevisiae) [Mus musculus] 7.2 6.4

AA875130 Transcribed sequences 8.8 6.3

AA875131 tyrosine protein kinase pp60-c-src 10.7 3.5

AA875132 Transcribed sequences 7.7 54

AA875133 PAK-interacting exchange factor beta 4.9 2.6

AA875135  |ADP-ribosylation factor-like 5 11.3 9

AA875136  |Transcribed sequences 9 7.8

AA875142  |5-hydroxytryptamine (serotonin) receptor 3a 68.6 16.1

AA875143  |Transcribed sequences 11.6 7.8
Transcribed sequence with weak similarity to protein ref:NP_505473.1 (C.elegans) F25B3.6.p

AA875147  |[Caenorhabditis elegans] 5.1 3.8

AA875151 Transcribed sequence 4 4.6

AA875152  |Transcribed sequences 4.7 2.9
Transcribed sequence with weak similarity to protein pir:148216 (R.norvegicus) 148216 neurexin lll-alpha

AA875154  |membrane-bound type 1 precursor - rat 16.1 10.5
Transcribed sequence with strong similarity to protein ref:NP_055259.1 (H.sapiens) gamma tubulin ring

AA875165  |complex protein (76p gene) [Homo sapiens] 19.5 31.8
Transcribed sequence with strong similarity to protein ref:NP_055259.1 (H.sapiens) gamma tubulin ring

AA875165  |complex protein (76p gene) [Homo sapiens] 5.6 1.3
Transcribed sequence with weak similarity to protein ref:NP_033307.1 (M.musculus) zinc finger protein 143;

AA875182  |selenocysteine tRNA gene transcription activating factor [Mus musculus] 6.9 4.8

AA875186 Transcribed sequences 12.5 10.4

AA875190 |Transcribed sequences 4.3 2.4
Transcribed sequence with strong similarity to protein ref:NP_079642.1 (M.musculus) RIKEN cDNA

AA875192  |1110001019 [Mus musculus] 72.5 25.1




AA875197  |Transcribed sequences 32.8 23.1

AA875198 Transcribed sequences 10.6 9

AA875199  |Transcribed sequences 18.2 5.7

AA875203 Transcribed sequences 19.5 16.7
Transcribed sequence with strong similarity to protein pir:S34719 (R.norvegicus) S34719 hemoglobin beta-2.(

AA875207  |chain - rat 116.7 78.2

AA875209 Transcribed sequences 9 8

AA875213  [peptidoglycan recognition protein 6.5 4.2

AA875215  |Transcribed sequence with moderate similarity to protein sp:P70483 (R.norvegicus) STRN_RAT Striatin 14.4 9.4

AA875217 Transcribed sequences 39.3 26.8

AA875227  |Transcribed sequences 61.6 58.8

AA875232 Transcribed sequences 3.9 1.5
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon

AA875244 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 6.4 3.7

AA875255  |Transcribed sequences 11.5 71

AA875257 Transcribed sequences 32.6 11.3

AA875261 Transcribed sequences 58.7 38.6

AA875265 Transcribed sequences 15.5 16.5

AA875265  |Transcribed sequences 2.9 2

AA875269 |stearoyl-Coenzyme A desaturase 2 12.1 7.5

AA875275  |Transcribed sequences 9.7 6.2
Transcribed sequence with moderate similarity to protein ref:NP_068741.1 (H.sapiens) Fanconi anemia,

AA875278  |complementation group E [Homo sapiens] 33.5 9.2
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon

AA875280 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 6.8 8.2
Transcribed sequence with strong similarity to protein ref:NP_059128.1 (H.sapiens) prostate tumor over

AAB875286  |expressed gene 1 [Homo sapiens] 21.7 13

AA875288 Transcribed sequences 7.4 6.8
Transcribed sequence with weak similarity to protein pir:A40452 (R.norvegicus) A40452 keratin 21, type |,

AA875307  |[cytoskeletal - rat 22.6 17.3

AA875316  |Transcribed sequences 28.7 14.9

AA875324 Transcribed sequences 21 12.6
Transcribed sequence with weak similarity to protein ref:NP_072143.1 (R.norvegicus) nucleolin-related

AA875327  |protein NRP (NRP) [Rattus norvegicus] 24 14.8

AA875348  |Transcribed sequences 12.8 5.1

AA875362 Transcribed sequences 5.9 6.1

AA875390 |thioredoxin-like (32kD) 2.2 0.5

AA875405 Transcribed sequences 16.6 12.4

AA875406  |Transcribed sequences 11.8 3.9

AA875407 Transcribed sequences 31.1 16.9

AA875411 suppressor of K+ transport defect 3 7.2 4.7
Transcribed sequence with weak similarity to protein ref:NP_059088.1 (M.musculus) cadherin EGF LAG

AA875414  |seven-pass G-type receptor 2 [Mus musculus] 7.5 6.1

AA875420 Transcribed sequences 51.9 35.5

AA875425  |Transcribed sequences 28.5 8.2

AA875427 amino-terminal enhancer of split 89.3 27.5
Transcribed sequence with weak similarity to protein ref:NP_113915.1 (R.norvegicus) LIM-domain

AA875428 containing, protein kinase [Rattus norvegicus] 171 13

AA875437  |Transcribed sequences 20.3 11.9

AA875438 Transcribed sequences 9.6 12.4
Transcribed sequence with strong similarity to protein pir:S49985 (R.norvegicus) S49985 dihydropyrimidinase

AA875444 related protein 2 [similarity] - rat 35.7 6.2
Transcribed sequence with weak similarity to protein pir:A48018 (H.sapiens) A48018 mucin 7 precursor,

AA875450 [salivary - human 23.2 13

AA875455  |p53-activated gene 608 21.9 12.7

AA875467 Transcribed sequences 10.5 9
Transcribed sequence with moderate similarity to protein ref:NP_068678.1 (M.musculus) jumoniji protein [Mug

AA875468 musculus] 10.9 5.9
Transcribed sequence with strong similarity to protein ref:NP_031947.1 (M.musculus) E74-like factor 3 [Mus

AA875471 musculus] 10.2 4.1

AA875495  |Transcribed sequences 11.3 5.4
Transcribed sequence with moderate similarity to protein ref:NP_542395.1 (H.sapiens) hypothetical protein

AA875496 MGC9912 [Homo sapiens] 99.4 46.8

AA875500 Transcribed sequences 8.3 5.1

AA875506  |Transcribed sequences 38.7 14.5
Transcribed sequence with moderate similarity to protein pir:S15349 (M.musculus) S15349 mdmz2 protein -

AA875509 |mouse 19.3 19.7

AA875511 Transcribed sequences 94.1 28

AA875512  |hemoglobin Y, beta-like embryonic chain 6.1 1.8

AA875527 Transcribed sequences 9.6 6.7

AA875531 Transcribed sequences 52.3 11.3
Transcribed sequence with moderate similarity to protein pir:S25288 (R.norvegicus) S25288 BTEB protein -

AA875534  |rat 5.7 34
Transcribed sequence with moderate similarity to protein ref:NP_036540.1 (H.sapiens) protein kinase C

AA875539  |binding protein 1 [Homo sapiens] 2.4 0.4

AA875554 Transcribed sequences 3.4 4.1
Transcribed sequence with weak similarity to protein pir:156519 (R.norvegicus) 156519 taipoxin-associated

AA875563 calcium binding protein-49 precursor - rat 29.5 14.9




Transcribed sequence with weak similarity to protein pir:I156519 (R.norvegicus) 156519 taipoxin-associated

AA875563 calcium binding protein-49 precursor - rat 20.5 15.8

AA875572  |Transcribed sequences 8.2 7.7

AA875577 Transcribed sequences 71 71

AA875582 [lysyl oxidase 6 5.1

AA875587 Transcribed sequences 2.7 3.7
Transcribed sequence with weak similarity to protein sp:Q9WTX6 (M.musculus) CUL1_MOUSE Cullin

AA875598  |homolog 1 (CUL-1) 14.6 12.6
Transcribed sequence with strong similarity to protein pir:T45074 (H.sapiens) T45074 probable phenylalanine:

AA875602 [tRNA ligase (EC 6.1.1.20) [imported] - human 9.4 2.2
Transcribed sequence with moderate similarity to protein prf:2020285A (M.musculus) 2020285A BRG1

AA875609 protein [Mus musculus] 12.4 8.3
Transcribed sequence with strong similarity to protein sp:Q9JHI7 (M.musculus) PMC1_MOUSE
Polymyositis/scleroderma autoantigen 1 (Autoantigen PM/Scl 1) (Polymyositis/scleroderma autoantigen 75

AA875615  |kDa) (PM/Scl-75) (P75 polymyositis-scleroderma overlap syndrome associated autoantigen) 9.1 4.8

AA875617  |Transcribed sequences 17.6 10.4

AA875620 Transcribed sequences 125.7 92.7

AA875620 |Transcribed sequences 10.7 7.3

AA875629 Transcribed sequences 19 15.5

AA875635  |Transcribed sequences 30.4 9.2
Transcribed sequence with weak similarity to protein sp:P12785 (R.norvegicus) FAS_RAT FATTY ACID
SYNTHASE [INCLUDES: EC 2.3.1.38; EC 2.3.1.39; EC 2.3.1.41; EC 1.1.1.100; EC 4.2.1.61; EC 1.3.1.10; EC|

AA875639  |3.1.2.14] 13.4 5.9
Transcribed sequence with moderate similarity to protein sp:Q08509 (M.musculus) EPS8_MOUSE Epidermal

AA875641 growth factor receptor kinase substrate EPS8 66.7 58.5

AA875646  |hypothetical RNA binding protein RDA288 8.8 9.6

AA875654 Transcribed sequences 30.6 8

AA875659 internexin, alpha 8.8 1.8

AA875661 Transcribed sequence with weak similarity to protein pir:S58284 (H.sapiens) S58284 BCL7B protein - human 33.2 12.4
Transcribed sequence with strong similarity to protein ref:NP_079847.1 (M.musculus) mitochondria

AA875664 |associated granulocyte macrophage CSF signaling molecule [Mus musculus] 17.7 13.6

AA875665 |Rattus norvegicus (clone REM1) ORF mRNA, partial cds 34.3 31.3

AA875665 Rattus norvegicus (clone REM1) ORF mRNA, partial cds 18.3 9.8
Transcribed sequence with moderate similarity to protein sp:P54797 (M.musculus) T10_MOUSE Ser/Thr-rich

AA891032  |protein T10 in DGCR region 10.8 3.4
Transcribed sequence with moderate similarity to protein sp:P21531 (R.norvegicus) RL3_RAT 60S

AA891037 |RIBOSOMAL PROTEIN L3 (L4) 241 12
Transcribed sequence with moderate similarity to protein sp:P21531 (R.norvegicus) RL3_RAT 60S

AA891037 |RIBOSOMAL PROTEIN L3 (L4) 18.6 8.6

AA891041 jun B proto-oncogene 50.4 21.3

AA891045  |nucleoporin p58 7 6.2
Transcribed sequence with weak similarity to protein prf:2019243A (R.norvegicus) 2019243A amyloid

AA891049  |precursor-like protein 2 [Rattus norvegicus] 12.6 6.4
Transcribed sequence with weak similarity to protein pir:A43932 (H.sapiens) A43932 mucin 2 precursor,

AA891054 lintestinal - human (fragments) 16.5 22.7

AA891058 Transcribed sequences 12.9 8.4

AA891068 Peptidylglycine alpha-amidating monooxygenase 88.2 717
Transcribed sequence with weak similarity to protein sp:Q63117 (R.norvegicus) CLK3_RAT Protein kinase

AA891069  |CLKS3 (CDC-like kinase 3) 11.8 7.6

AA891107 diphosphoinositol polyphosphate phosphohydolase type I 52.3 31.7

AA891108  |Transcribed sequences 12.7 7.9

AA891127  |Nucleolin 122.3 73.5

AA891132 LIC-2 dynein light intermediate chain 53/55 5.2 4.6

AA891139 Transcribed sequence 17 9.5
Transcribed sequence with moderate similarity to protein ref:NP_060594.1 (H.sapiens) hypothetical protein

AA891140  |FLJ10520 [Homo sapiens] 7.7 2.5
Transcribed sequence with moderate similarity to protein ref:NP_060594.1 (H.sapiens) hypothetical protein

AA891140 FLJ10520 [Homo sapiens] 3.1 1

AA891161 Transcribed sequences 14.5 8.9

AA891166 Transcribed sequences 6.6 8.8

AA891194  |Arg/Abl-interacting protein ArgBP2 11.6 9.3
Transcribed sequence with weak similarity to protein ref:NP_057479.1 (H.sapiens) butyrate-induced

AAB891196  |transcript 1; hypothetical protein; butyrate-induced transcript 1 [Homo sapiens] 10.2 4.4

AA891204  |Secreted acidic cystein-rich glycoprotein (osteonectin) 3.7 3.6
Transcribed sequence with strong similarity to protein ref:NP_543027.1 (M.musculus) interleukin 25;

AA891209  [lymphocyte antigen 6 complex, locus E ligand [Mus musculus] 37.6 321
ABO blood group (transferase A, alpha 1-3-N-acetylgalactosaminyltransferase; transferase B, alpha 1-3-

AA891214  |galactosyltransferase) 4 0.7

AA891220  |Transcribed sequences 18.5 8.8

AA891222 Transcribed sequences 11.2 10.4

AA891233  |Transcribed sequence 19.6 9.8
Transcribed sequence with weak similarity to protein sp:P08733 (R.norvegicus) MLRV_RAT Myosin

AAB891242  |regulatory light chain 2, ventricular/cardiac muscle isoform (MLC-2) 26.9 20
Transcribed sequence with weak similarity to protein sp:P08733 (R.norvegicus) MLRV_RAT Myosin

AAB891242  |regulatory light chain 2, ventricular/cardiac muscle isoform (MLC-2) 14.3 9

AA891255 Transcribed sequences 15.1 14.7

AA891260 |Transcribed sequences 21.6 8.2




AA891271 Transcribed sequences 13.6 71
Transcribed sequence with strong similarity to protein sp:P30277 (R.norvegicus) CGB1_RAT G2/mitotic-

AAB891283  |specific cyclin B1 2.1 0.7

AA891288 Transcribed sequences 24.5 8

AAB891288  |Transcribed sequences 5.2 1.2
Transcribed sequence with weak similarity to protein ref:NP_570842.1 (R.norvegicus) paralemmin [Rattus

AA891290  [norvegicus] 12.3 13.4
Transcribed sequence with weak similarity to protein ref:NP_570842.1 (R.norvegicus) paralemmin [Rattus

AA891290  [norvegicus] 5.6 3.2

AA891297 |discs, large homolog 1 (Drosophila) 21.3 11
Transcribed sequence with weak similarity to protein ref:NP_033032.1 (M.musculus) mitogen activated

AA891302 protein kinase kinase kinase kinase 2; RABS interacting protein [Mus musculus] 38.3 19.1
Transcribed sequence with strong similarity to protein ref:NP_004260.1 (H.sapiens) cofactor required for Sp1
transcriptional activation, subunit 8 (34kD); 34 kDa transcriptional co-activator; p37 TRAP/SMCC/PC2 subunit

AA891308 [[Homo sapiens] 54.8 27.8

AA891311 Transcribed sequences 9.4 6.9
Transcribed sequence with weak similarity to protein ref:NP_476482.1 (R.norvegicus) heterogeneous

AA891314 nuclear ribonucleoprotein K [Rattus norvegicus] 98.4 32.9
Transcribed sequence with weak similarity to protein sp:P13383 (R.norvegicus) NUCL_RAT Nucleolin

AA891322  |(Protein C23) 4.3 0.8

AA891356  |Transcribed sequences 14.6 12

AA891362 L-3-hydroxyacyl-Coenzyme A dehydrogenase, short chain 27.3 13.4

AAB891383  |proteasome (prosome, macropain) subunit, alpha type 5 7 9.5

AA891396 Transcribed sequences 10.8 57
Transcribed sequence with moderate similarity to protein ref:NP_078813.1 (H.sapiens) hypothetical protein

AA891423  |FLJ12118 [Homo sapiens] 24.7 11.9
Transcribed sequence with moderate similarity to protein ref:NP_076281.1 (M.musculus) pantothenate

AA891438 kinase 1 beta [Mus musculus] 22.7 15.6
Transcribed sequence with moderate similarity to protein ref:NP_076281.1 (M.musculus) pantothenate

AA891438 kinase 1 beta [Mus musculus] 17 6.5

AA891439  |Transcribed sequences 52.3 29.7

AA891445 [suppressor of K+ transport defect 3 7.7 7.2

AA891446 |[troponin 1, type 3 30.1 19.5

AA891447 Transcribed sequences 6.1 8.5

AA891476  |Transcribed sequences 24.7 8.8

AA891521 Transcribed sequences 4.9 4.8

AA891522  |myosin heavy chain, polypeptide 7 1.7 0.8
Transcribed sequence with moderate similarity to protein ref:NP_080434.1 (M.musculus) RIKEN cDNA

AA891524  |0610042E07 [Mus musculus] 51 38.9

AA891527 |four and a half LIM domains 2 22 17
Transcribed sequence with moderate similarity to protein ref:NP_064573.1 (H.sapiens) DC13 protein [Homo

AA891546 sapiens] 34.6 15.3
Transcribed sequence with strong similarity to protein ref:NP_473440.1 (M.musculus) RIKEN cDNA

AA891551 1110038F 14 gene [Mus musculus] 13.2 12.1
Transcribed sequence with strong similarity to protein sp:070194 (M.musculus) IF37_MOUSE Eukaryotic

AA891553 |translation initiation factor 3 subunit 7 (elF-3 zeta) (elF3 p66) 69 40.8

AA891559  |Transcribed sequences 5.6 2.2
Transcribed sequence with moderate similarity to protein ref:NP_079136.1 (H.sapiens) hypothetical protein

AA891571 FLJ21148 [Homo sapiens] 7.6 7.5
Transcribed sequence with weak similarity to protein pir:S49158 (R.norvegicus) S49158 complement protein

AA891576  |C1q beta chain precursor - rat 13.6 12.5

AA891578 Transcribed sequences 10.1 6.3

AA891580 |Transcribed sequences 29.6 12.5

AA891588 Transcribed sequences 9.2 1.8

AAB891589  |Transcribed sequences 30.4 18.5

AA891591 programmed cell death 8 (apoptosis-inducing factor) 20.7 14.3

AA891595  |Transcribed sequences 12.5 8.3

AA891596 Transcribed sequences 3.6 2.6
Transcribed sequence with weak similarity to protein sp:Q62981 (R.norvegicus) OZF_RAT Zinc finger protein

AA891600 |OZF (POZF-1) 7.6 5.2

AA891614  |voltage-gated Ca channel 12.7 11.1

AA891631 Transcribed sequences 10.6 141

AA891633 Lysophospholipase 1 21 7.3

AA891634 Transcribed sequences 6.4 4.8

AA891650 |Transcribed sequences 38.5 14.8
Transcribed sequence with moderate similarity to protein pir:T00741 (H.sapiens) T00741 NADH

AA891651 dehydrogenase (ubiquinone) (EC 1.6.5.3) acyl carrier chain, mitochondrial - human (fragment) 7.7 10.4

AA891664 Transcribed sequences 39.8 20

AA891666 melanoma antigen, family D, 1 9.2 5.8

AA891669 |RAB11B, member RAS oncogene family 34.6 4.3
Transcribed sequence with moderate similarity to protein ref:NP_034894.1 (M.musculus) mannosidase 2,

AA891670 alpha B1; lysosomal alpha-mannosidase [Mus musculus] 15.5 11.9

AA891677  |Transcribed sequences 11 7.8
Transcribed sequence with weak similarity to protein sp:P43035 (R.norvegicus) LIS1_MOUSE Platelet-
activating factor acetylhydrolase IB alpha subunit (PAF acetylhydrolase 45 kDa subunit) (PAF-AH 45 kDa

AA891681 subunit) (PAF-AH alpha) (PAFAH alpha) (Lissencephaly-1 protein) (LIS-1) 13.3 7.6
Transcribed sequence with weak similarity to protein pir:A36126 (R.norvegicus) A36126 23K

AA891689 phosphatidylethanolamine-binding protein - rat 12.3 10.9




Transcribed sequence with weak similarity to protein pir:A36126 (R.norvegicus) A36126 23K

AA891689 phosphatidylethanolamine-binding protein - rat 3.2 2.2
Transcribed sequence with strong similarity to protein ref:NP_076006.1 (M.musculus) tumor necrosis factor

AA891690 |(ligand) superfamily, member 13 [Mus musculus] 22.2 19.2

AAB891693  |Transcribed sequences 5 4.7

AA891694 Transcribed sequences 15.7 9.6
Transcribed sequence with moderate similarity to protein pir:A45835 (R.norvegicus) A45835 Ly6 homolog

AA891695 RK10 precursor - rat 43.4 16.8
Transcribed sequence with moderate similarity to protein pir:A45835 (R.norvegicus) A45835 Ly6 homolog

AA891695 RK10 precursor - rat 31.5 171

AA891700 |Transcribed sequences 211 8.2
Transcribed sequence with strong similarity to protein ref:NP_084535.1 (M.musculus) hypothetical protein,

AA891716 MGC:7036; hypothetical protein MGC7036 [Mus musculus] 93 35.4

AA891717 upstream transcription factor 1 9.9 7.2
Transcribed sequence with weak similarity to protein pir:A57080 (R.norvegicus) A57080 cell surface antigen

AA891719  |RB13-6 - rat 9.1 4.3

AA891721 Transcribed sequences 22.2 14.1
Transcribed sequence with strong similarity to protein ref:NP_084067.1 (M.musculus) bicaudal D homolog 2

AA891724  |(Drosophila) [Mus musculus] 31.7 13.9

AA891726  |solute carrier family 34, member 1 25.6 17.9
Transcribed sequence with strong similarity to protein ref:NP_080339.1 (M.musculus) RIKEN cDNA

AA891727  |2900010M23 [Mus musculus] 7.8 8.2

AA891733  |Transcribed sequences 9.8 6.3

AA891735 Transcribed sequences 64.3 48.3

AA891737  |Transcribed sequences 17.5 23.6

AAB891738  |sulfite oxidase 44.3 28.7
Transcribed sequence with weak similarity to protein ref:NP_496168.1 (C.elegans) F52H3.5.p

AA891739 [Caenorhabditis elegans] 4.5 5
Transcribed sequence with moderate similarity to protein ref:NP_061927.1 (H.sapiens) hypothetical protein

AA891749 MGC5560; hypothetical protein [Homo sapiens] 8.9 3.7
Transcribed sequence with strong similarity to protein ref:NP_079755.1 (M.musculus) RIKEN cDNA

AA891753  |2810021B07 [Mus musculus] 15.8 13.4
Transcribed sequence with strong similarity to protein ref:NP_079755.1 (M.musculus) RIKEN cDNA

AA891753  |2810021B07 [Mus musculus] 12.8 5.2
Transcribed sequence with moderate similarity to protein ref:NP_062307.1 (M.musculus) minichromosome

AA891758  |maintenance deficient (S. cerevisiae) 3-associate; nuclear protein GANP [Mus musculus] 8.5 9.9
Transcribed sequence with moderate similarity to protein ref:NP_115735.1 (H.sapiens) hypothetical protein

AA891759 MGC4308 [Homo sapiens] 8.4 6.9
Transcribed sequence with moderate similarity to protein ref:NP_071934.1 (H.sapiens) hypothetical protein

AA891760 FLJ22056 [Homo sapiens] 63.5 26.4

AA891764 low density lipoprotein receptor-related protein 2 11.9 12

AA891774  |Transcribed sequences 6.4 2.5
Transcribed sequence with weak similarity to protein sp:P41562 (R.norvegicus) IDHC_RAT ISOCITRATE
DEHYDROGENASE [NADP] CYTOPLASMIC (OXALOSUCCINATE DECARBOXYLASE) (IDH) (NADP+-

AA891785 |SPECIFIC ICDH) (IDP) 5.1 0.9
Transcribed sequence with strong similarity to protein ref:NP_079641.1 (M.musculus) RIKEN cDNA

AA891796  |1110002E23 [Mus musculus] 50.1 24
Transcribed sequence with moderate similarity to protein ref:NP_008834.1 (H.sapiens) inorganic

AA891800 pyrophosphatase [Homo sapiens] 30.6 9
Transcribed sequence with moderate similarity to protein ref:NP_008834.1 (H.sapiens) inorganic

AA891800 pyrophosphatase [Homo sapiens] 17.7 54
Transcribed sequence with weak similarity to protein ref:NP_543181.1 (R.norvegicus) seven in absentia 1A

AA891802 [Rattus norvegicus] 10.2 8.4
Transcribed sequence with strong similarity to protein ref:NP_079725.1 (M.musculus) nicolin 1 [Mus

AA891803 musculus] 11.3 9.9

AA891812  |adducin 1, alpha 6.8 2.2

AA891814 Transcribed sequences 23.2 9.6
Transcribed sequence with strong similarity to protein sp:Q61420 (M.musculus) CMST_MOUSE CMP-sialic

AA891822  |acid transporter (CMP-Sia-Tr) (CMP-SA-Tr) 10.4 114

AA891824 Rattus norvegicus clone ZG52 mRNA sequence 13.6 71

AA891826 Transcribed sequences 6.8 1.7
Transcribed sequence with strong similarity to protein prf:2206377A (M.musculus) 2206377A MHR23A gene

AA891828 [Mus musculus] 33.2 17.5
Transcribed sequence with strong similarity to protein prf:2206377A (M.musculus) 2206377A MHR23A gene

AA891828 [Mus musculus] 221 11.9

AA891829  |GTP cyclohydrolase 1 224 16.6
Transcribed sequence with weak similarity to protein sp:P51652 (R.norvegicus) PE2R_RAT 20-alpha-

AA891831 hydroxysteroid dehydrogenase (20-alpha-HSD) (HSD1) 22.7 19.3
Transcribed sequence with strong similarity to protein pir:148304 (M.musculus) 148304 collagen alpha 5(1V)

AA891834  |chain - mouse (fragment) 11.6 9.2
Transcribed sequence with strong similarity to protein ref:NP_057267.2 (H.sapiens) ribosomal protein PO-like

AA891838 |protein; 60S acidic ribosomal protein PO [Homo sapiens] 31.3 17.9

AA891839 Transcribed sequences 12 6.4
Transcribed sequence with weak similarity to protein ref:NP_057713.1 (H.sapiens) hypothetical protein

AA891842 LOC51323 [Homo sapiens] 8.7 2.9

AA891844  |Transcribed sequences 21.6 114

AAB91848 |Catalase 11.8 12.6




Transcribed sequence with weak similarity to protein pir:156251 (M.musculus) 156251 GTP binding protein -

AA891851 mouse 9.8 5.8
AAB891857  |fractured callus expressed transcript 1 63.2 11.1
AA891857 fractured callus expressed transcript 1 441 16.3
Transcribed sequence with moderate similarity to protein sp:088338 (M.musculus) CADG_MOUSE Cadherin
AA891858 |16 precursor (Kidney-specific cadherin) (Ksp-cadherin) 12.3 16.3
AAB891859  |Transcribed sequences 1.8 0.6
Transcribed sequence with weak similarity to protein ref:NP_057562.1 (H.sapiens) hypothetical protein
AA891860 HSPC216 [Homo sapiens] 23.8 17.2
Transcribed sequence with moderate similarity to protein ref:NP_443166.1 (H.sapiens) solute carrier family
AA891861 26, member 9, isoform a; anion transporter/exchanger-9 [Homo sapiens] 3.4 1.3
Transcribed sequence with strong similarity to protein ref:NP_075817.1 (M.musculus) RIKEN cDNA
AA891864  |2900054013 gene; nuclear ATP/GTP-binding protein; Purkinje cell degeneration [Mus musculus] 40.7 19.1
AA891871 phosphoribosylpyrophosphate synthetase-associated protein (39 kDa) 25.3 17.3
AAB891880 |tricarboxylate carrier-like protein 31.9 30.9
AA891884 Transcribed sequences 10.8 6
AA891901 polypyrimidine tract binding protein 42.3 14.9
AA891901 polypyrimidine tract binding protein 3 1.6
AA891902  |Transcribed sequences 20.5 12.9
AA891903 Transcribed sequence 4.3 0.9
AA891921 Transcribed sequences 2.9 2.1
AA891923 Transcribed sequences 2.7 1.6
AAB891928  |Transcribed sequences 42.4 12
AA891931 Transcribed sequences 5.3 2.5
Transcribed sequence with strong similarity to protein ref:NP_075721.1 (M.musculus) direct IAP binding
AA891933 protein with low Pl [Mus musculus] 12.9 6
AA891937  |dolichyl-di-phosphooligosaccharide-protein glycotransferase 21.6 17.2
AA891943 Transcribed sequences 106.8 24.3
AA891943  |Transcribed sequences 5.8 1.3
AA891949 Transcribed sequences 20 19.5
Transcribed sequence with strong similarity to protein ref:NP_079740.1 (M.musculus) RIKEN cDNA
AA891950  |1810021J13 [Mus musculus] 13 9.8
AAB891962  |Transcribed sequences 15.1 5.9
Transcribed sequence with strong similarity to protein ref:NP_065583.1 (M.musculus) nuclear DNA-binding
AAB891969  |protein; C1D protein; small unique nuclear co-repressor [Mus musculus] 16.4 10.8
Transcribed sequence with weak similarity to protein sp:P70580 (R.norvegicus) PGC1_RAT Membrane
AAB892005 |associated progesterone receptor component 1 (Acidic 25 kDa protein) (25-DX) 20.8 11.3
Transcribed sequence with weak similarity to protein sp:P50517 (R.norvegicus) VAB2_MOUSE Vacuolar
ATP synthase subunit B, brain isoform (V-ATPase B2 subunit) (Vacuolar proton pump B isoform 2)
AA892006 |(Endomembrane proton pump 58 kDa subunit) 37.5 30
Transcribed sequence with weak similarity to protein ref:NP_080911.1 (M.musculus) RIKEN cDNA
AA892010  |5730536A07 [Mus musculus] 2.9 1.6
AA892012  |glutamate oxaloacetate transaminase 2 9.5 9.1
AA892012  [glutamate oxaloacetate transaminase 2 6.3 4.6
AA892014 HLA-B-associated transcript 1A 27.7 18.9
AA892014 HLA-B-associated transcript 1A 16.1 11
AA892027  |Transcribed sequences 16.5 12.4
AA892036  |histone deacetylase 6 225 11.3
AAB892049  |Transcribed sequences 16.5 4.4
AA892053 ribosomal protein L18 14.5 14.5
Transcribed sequence with moderate similarity to protein ref:NP_062516.1 (M.musculus) REV1-like (S.
AA892056 cerevisiae); REV1 protein [Mus musculus] 20.5 15.6
AAB892066  |cytochrome P450, family 26, subfamily b, polypeptide 1 10.2 11.9
AA892069 Dipeptidyl peptidase 4 5.8 57
AA892083  |Transcribed sequences 244 21.7
AA892094 Transcribed sequences 15.8 9.4
AA892111 Transcribed sequence 4.7 1.3
Transcribed sequence with strong similarity to protein ref:NP_062419.2 (M.musculus) proline dehydrogenase
AAB892112  |(oxidase) 2; proline oxidase 1; kidney and liver proline oxidase 1 [Mus musculus] 21.5 14.8
Transcribed sequence with strong similarity to protein ref:NP_062419.2 (M.musculus) proline dehydrogenase
AA892112  |(oxidase) 2; proline oxidase 1; kidney and liver proline oxidase 1 [Mus musculus] 3.4 1.1
AA892120 Transcribed sequences 12.6 8.6
Transcribed sequence with weak similarity to protein ref:NP_197856.1 (A.thaliana) putative protein
AA892127 [Arabidopsis thaliana] 28.2 18.3
AA892128  |Transcribed sequences 10.3 8.8
AA892131 Transcribed sequences 6.7 1.7
Transcribed sequence with strong similarity to protein ref:NP_079889.1 (M.musculus) open reading frame 12
AA892137 [Mus musculus] 38.4 13.8
AA892149  |Transcribed sequences 28.2 12
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon
AA892154 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 19.1 11.3
AA892168 Transcribed sequences 9.5 10.3
AA892173  |Transcribed sequence 73.8 18.8
Transcribed sequence with strong similarity to protein sp:043734 (H.sapiens) CIKS_HUMAN Adapter protein
AA892179  |CIKS (Connection to IKK and SAPK/JNK) 42.8 11.3
AA892189 Transcribed sequences 27.4 10.2
AAB892204  |Transcribed sequence 10 12.8
AA892207 Transcribed sequences 71 6.8




Transcribed sequence with moderate similarity to protein ref:NP_058893.1 (R.norvegicus) elav-type RNA-

AA892228 binding protein 3 [Rattus norvegicus] 10.9 8.8

AA892232  |renin-binding protein 7.6 71
Transcribed sequence with weak similarity to protein prf:2008109A (R.norvegicus) 2008109A set gene

AA892240  |[Rattus norvegicus] 20.7 12.8

AA892246 vesicle-associated membrane protein 2 30.4 19

AA892251 arginine vasopressin receptor 1A 5 2.2

AA892257 Transcribed sequences 48.8 27.9

AA892258 NADPH oxidase 4 3.6 1.1

AAB892260 |Steroidogenic acute regulatory protein 66.6 25.1

AAB892260  |Steroidogenic acute regulatory protein 274 14.8

AA892264 membrane-associated protein 17 9 7.6

AAB892268  |receptor-like tyrosine kinase 14.7 6

AA892270 Transcribed sequences 52.1 27.9

AAB892270 |Transcribed sequences 25.8 10.4

AA892271 Transcribed sequences 21.9 8.1
Transcribed sequence with moderate similarity to protein sp:095394 (H.sapiens) AGM1_HUMAN
Phosphoacetylglucosamine mutase (PAGM) (Acetylglucosamine phosphomutase) (N-acetylglucosamine-

AA892272  |phosphate mutase) 17.6 15.4

AA892273 Transcribed sequences 17.8 8.6

AAB892280 |Transcribed sequences 39 23.1

AA892284 Transcribed sequences 7.4 54
Transcribed sequence with weak similarity to protein ref:NP_061123.2 (H.sapiens) G protein-coupled
receptor, family C, group 5, member C, isoform b, precursor; orphan G-protein coupled receptor; retinoic acid

AAB892287  |inducible gene 3 protein; retinoic acid responsive gene protein [Homo sapiens] 5.9 2.3

AA892294 Transcribed sequences 22.8 23.9

AAB892296  |Transcribed sequences 11.3 11.9

AAB892297  |histone deacetylase 2 28.8 10.3

AAB892298  |peptidylprolyl cis-trans isomerase-like protein 3 11 10.5

AA892299 Transcribed sequences 3.3 2.4

AA892300 |Transcribed sequences 31.2 22.7

AA892301 Transcribed sequences 11.6 12.5

AA892303  |Transcribed sequences 18.6 8.4
Transcribed sequence with strong similarity to protein ref:NP_036121.1 (M.musculus) COP9 (constitutive

AAB892304  |photomorphogenic), subunit 3 (Arabidopsis); COP9 complex S3 [Mus musculus] 4.6 4.7
Transcribed sequence with moderate similarity to protein ref:NP_067530.1 (M.musculus) brain protein 16;

AA892305 DNA segment, Chr 15, ERATO Doi 741, expressed [Mus musculus] 1.8 1
Transcribed sequence with weak similarity to protein sp:Q9R060 (M.musculus) NUB1_MOUSE Nucleotide-

AA892306  |binding protein 1 (NBP 1) 8.8 12.6

AA892308 Transcribed sequences 21 13.1
Transcribed sequence with strong similarity to protein ref:NP_080731.1 (M.musculus) RIKEN cDNA

AA892310  |2510049119 [Mus musculus] 40.9 14.2
Transcribed sequence with strong similarity to protein sp:P52191 (R.norvegicus) IRKG_RAT Inward rectifier
potassium channel 16 (Potassium channel, inwardly rectifying, subfamily J, member 16) (Inward rectifier K+

AA892312  |channel Kir5.1) (BIR9) 12.2 7.9

AA892316 Transcribed sequences 27.4 18.7
Transcribed sequence with weak similarity to protein ref:NP_446266.1 (R.norvegicus) Rho interacting proteir|

AA892317 3 [Rattus norvegicus] 23.9 4.7
Transcribed sequence with weak similarity to protein ref:NP_113981.1 (R.norvegicus) matrin cyclophilin

AA892318  |(matrin-cyp) [Rattus norvegicus] 157.8 69.3
Transcribed sequence with weak similarity to protein ref:NP_113981.1 (R.norvegicus) matrin cyclophilin

AA892318  |(matrin-cyp) [Rattus norvegicus] 64.4 22.7

AAB892319  |Transcribed sequences 514 15.9

AA892331 Transcribed sequences 13 7.7

AAB892335 |Transcribed sequences 15.5 13.8

AA892339 Transcribed sequences 8.5 71

AAB892345 |dimethylglycine dehydrogenase precursor 4 3.8
Transcribed sequence with strong similarity to protein ref:NP_037499.1 (H.sapiens) anaphase-promoting

AAB892346  |complex subunit 4 [Homo sapiens] 6 3.3
Transcribed sequence with moderate similarity to protein ref:NP_078863.1 (H.sapiens) hypothetical protein

AA892353 FLJ22353 [Homo sapiens] 12.8 9.7

AA892362 Transcribed sequences 16.7 3.9
Transcribed sequence with weak similarity to protein ref:NP_476540.1 (R.norvegicus) Wiskott-Aldrich

AA892364 syndrome protein interacting protein [Rattus norvegicus] 14.4 6.7
Transcribed sequence with strong similarity to protein ref:NP_034761.1 (M.musculus) kinesin family member

AA892369 C3 [Mus musculus] 4.6 1.5

AA892377  |Transcribed sequences 3.6 3.8
Transcribed sequence with strong similarity to protein ref:NP_079838.1 (M.musculus) RIKEN cDNA

AA892378  |2010003014 [Mus musculus] 17 11.6
Transcribed sequence with strong similarity to protein ref:NP_033295.1 (M.musculus) serine

AAB892380 |palmitoyltransferase, long chain base subunit 1 [Mus musculus] 59.2 32.3

AA892382  |camello-like 1 6.2 3
Transcribed sequence with weak similarity to protein sp:Q02975 (R.norvegicus) TC17_RAT Zinc finger
protein 354A (Transcription factor 17) (Renal transcription factor Kid-1) (Kidney, ischemia, and

AA892391 developmentally regulated protein-1) 12.7 5
Transcribed sequence with moderate similarity to protein ref:NP_058893.1 (R.norvegicus) elav-type RNA-

AAB892394  |binding protein 3 [Rattus norvegicus] 39.7 26

AAB892395 |aldolase B 12.9 7.3

AA892396  |Transcribed sequences 14.2 9.4




AAB892399  |Transcribed sequences 15.9 7.5
Transcribed sequence with moderate similarity to protein ref:NP_057084.1 (H.sapiens) CGI-47 protein;

AA892400  |mitochondrial CCA-adding tRNA-nucleotidyltransferase [Homo sapiens] 33.2 20.4

AA892404 Na+ dependent glucose transporter 1 50.9 29.5
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon

AA892417 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 27.2 16
Transcribed sequence with strong similarity to protein ref:NP_079829.1 (M.musculus) RIKEN cDNA

AAB92422  |2410001P07; RIKEN cDNA 2410001P07 gene [Mus musculus] 271 10.5

AAB892446  |Transcribed sequences 33.8 4.4

AAB892468 |protease, serine, 8 (prostasin) 31.1 11.6

AAB892468 |protease, serine, 8 (prostasin) 9.1 6

AA892483 Transcribed sequences 3.2 1

AA892485 |dihydrolipoamide acetyltransferase 6.5 6.2
Transcribed sequence with strong similarity to protein ref:NP_080428.1 (M.musculus) RIKEN cDNA

AA892488  |0610010D20 [Mus musculus] 51.1 20.6
Transcribed sequence with strong similarity to protein ref:NP_080428.1 (M.musculus) RIKEN cDNA

AA892488  |0610010D20 [Mus musculus] 3.3 1

AA892496  |chimerin (chimaerin) 2 27 10.6

AAB92497  |xylosyltransferase 2 28.6 22.9

AA892500 Transcribed sequences 25.6 20.3
Transcribed sequence with moderate similarity to protein ref:NP_002310.1 (H.sapiens) leucine-rich neuronal

AA892504 protein [Homo sapiens] 82.9 42.7
Transcribed sequence with strong similarity to protein ref:NP_057005.1 (H.sapiens) divalent cation tolerant

AA892505 protein CUTA [Homo sapiens] 57.2 50.9
Transcribed sequence with moderate similarity to protein pir:S63540 (H.sapiens) S63540 protein DS 1, 24K -

AA892507  |human 23.8 16
Transcribed sequence with weak similarity to protein ref:NP_077053.1 (R.norvegicus) calcium binding

AA892511 protein P22 [Rattus norvegicus] 8.5 1.6
Transcribed sequence with weak similarity to protein pir:A60716 (R.norvegicus) A60716 somatotropin intron-

AA892512  |related protein RDE.25 - rat (fragment) 49 41

AAB892522  |Transcribed sequences 21.8 4.6
Transcribed sequence with moderate similarity to protein ref:NP_009198.2 (H.sapiens) expressed in

AAB892526  |activated T/LAK lymphocytes [Homo sapiens] 7.4 7
Transcribed sequence with weak similarity to protein pir:B39066 (R.norvegicus) B39066 proline-rich protein

AA892531 15 - rat 45.7 12.5

AA892538 Transcribed sequences 18.7 7.3

AA892541 Transcribed sequences 6.3 4.9

AA892541 Transcribed sequences 3.7 1.9
Transcribed sequence with moderate similarity to protein ref:NP_032793.1 (M.musculus) organic cationic

AA892545 transporter-like 2 [Mus musculus] 27.5 10.5
Transcribed sequence with moderate similarity to protein ref:NP_056517.1 (H.sapiens) hypothetical protein

AA892547 CL25022 [Homo sapiens] 6.7 6.3

AA892548 alpha-tubulin 17.6 10.5

AA892550 Transcribed sequences 4.2 2.6

AA892551 Transcribed sequence 15.1 13.6

AA892551 Transcribed sequence 7.2 52

AAB892553  |signal transducer and activator of transcription 1 2.5 1.7
Transcribed sequence with weak similarity to protein pir:DDRT (R.norvegicus) DDRT helix-destabilizing

AA892554 protein - rat 28.3 24.2

AAB892559  |Ciliary neurotropic factor 12.8 6.1

AAB892560 |Transcribed sequences 6.2 4.1
Transcribed sequence with moderate similarity to protein ref:NP_054758.1 (H.sapiens) PTDO012 protein

AA892561 [Homo sapiens] 18.2 19.2

AAB892562  [dyskeratosis congenita 1, dyskerin 19.3 10.5

AAB892562  |dyskeratosis congenita 1, dyskerin 15 8.3

AA892564 Transcribed sequences 26.6 9.7

AAB892565  |Transcribed sequences 23.1 16.4

AA892568 Transcribed sequence 129.9 64.4

AAB892570  |Transcribed sequences 7.2 6.9
Transcribed sequence with strong similarity to protein ref:NP_079639.1 (M.musculus) RIKEN cDNA

AA892572 1110001J03 [Mus musculus] 46.4 15

AA892578 Transcribed sequences 12 10.6
Transcribed sequence with weak similarity to protein pir:S12207 (M.musculus) S12207 hypothetical protein

AA892593  |(B2 element) - mouse 6.8 1.6

AA892598  |nucleostemin 24.8 13.1

AAB892602 |blocked early in transport 1 homolog (S. cerevisiae)-like 14 11.2

AA892607  |Transcribed sequences 315 13.5
Transcribed sequence with weak similarity to protein pir:152331 (R.norvegicus) 152331 NAD+ ADP-

AAB892630  |ribosyltransferase (EC 2.4.2.30) - rat 10.6 16.6

AA892632 Transcribed sequences 25.3 9.4

AAB892635  |ras-like protein 13.6 4.9

AA892635 ras-like protein 4.1 3.3
Transcribed sequence with strong similarity to protein ref:NP_079441.1 (H.sapiens) hypothetical protein

AA892637  |FLJ22637 [Homo sapiens] 13.9 2.6

AAB892638  |Transcribed sequences 10 6.7

AA892639 Transcribed sequences 7.8 3.1

AAB892642  |Transcribed sequences 21.3 8.8
Transcribed sequence with weak similarity to protein sp:P38164 (S. cerevisiae) YBK4_YEAST Hypothetical

AA892645 104.7 kDa protein in PKC1-RTG3 intergenic region 17.3 14.9




Transcribed sequence with strong similarity to protein pir:148404 (M.musculus) 148404 histone H4 (55AA) (1 i

AA892647  |3rd base in codon) - mouse (fragment) 9.1 6.4
Transcribed sequence with weak similarity to protein sp:Q62981 (R.norvegicus) OZF_RAT Zinc finger protein|

AAB92659 |OZF (POZF-1) 15.4 6.2
Transcribed sequence with weak similarity to protein sp:Q62981 (R.norvegicus) OZF_RAT Zinc finger protein|

AAB892659 |OZF (POZF-1) 5.3 1.7

AAB892666  |Transcribed sequences 65.2 26.5
Transcribed sequence with weak similarity to protein ref:NP_075680.1 (M.musculus) meiotic recombination

AA892675  |protein REC14 [Mus musculus] 10.9 7.3

AA892677 Transcribed sequences 10.4 16.6

AAB892680  |peptidylprolyl cis-trans isomerase-like protein 3 10.1 11.6

AAB892737 Rattus norvegicus mixed-lineage kinase 1 mRNA, partial cds 29.2 30.4

AAB892746  |Transcribed sequence 2.6 1.8
Transcribed sequence with moderate similarity to protein pir:T08701 (H.sapiens) T08701 hypothetical protein

AA892753 DKFZp564N123.1 - human (fragment) 48.9 11.9

AA892754 Transcribed sequences 13.6 11.6

AA892759 synaptosomal-associated protein, 23 kD 20.8 4.5

AA892761 Transcribed sequence 9.3 5.8

AAB892762  |Transcribed sequences 3.6 2

AAB892774 Transcribed sequences 18.3 10.2
Transcribed sequence with moderate similarity to protein sp:075792 (H.sapiens) RNHL_HUMAN

AA892777  |Ribonuclease HI large subunit (RNase HI large subunit) (RNase H(35)) (Ribonuclease H2) (RNase H2) 16.2 11

AA892778  |Transcribed sequences 9.3 12.7
Transcribed sequence with strong similarity to protein ref:NP_079685.1 (M.musculus) RIKEN cDNA

AA892779 1110057H19 [Mus musculus] 8.4 6.8
Transcribed sequence with moderate similarity to protein ref:NP_057622.1 (H.sapiens) sirtuin 7; sirtuin (silent
mating type information regulation 2, S.cerevisiae, homolog) 7; sirtuin type 7; silent mating type information

AA892780 regulation 2, S.cerevisiae, homolog 7; sir2-related protein type 7 [Homo sapiens] 73.6 23.8
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon

AA892789 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 38.8 11.5
Transcribed sequence with strong similarity to protein sp:P07903 (M.musculus) ERC1_MOUSE DNA

AA892791 EXCISION REPAIR PROTEIN ERCC-1 73.3 51.1

AAB892798 |uterine sensitization-associated gene 1 protein 43.6 32.7
Transcribed sequence with weak similarity to protein ref:NP_113808.1 (R.norvegicus) 3-phosphoglycerate

AAB892799 |dehydrogenase [Rattus norvegicus] 60.2 19.4
Transcribed sequence with weak similarity to protein ref:NP_113808.1 (R.norvegicus) 3-phosphoglycerate

AAB892799 |dehydrogenase [Rattus norvegicus] 16.3 7.5
Transcribed sequence with weak similarity to protein ref:NP_113808.1 (R.norvegicus) 3-phosphoglycerate

AAB892799 |dehydrogenase [Rattus norvegicus] 3.8 5.1

AA892800 [parathymosin 7.6 3.8
Transcribed sequence with strong similarity to protein pdb:1BGM (E. coli) O Chain O, Beta-Galactosidase

AA892805  |(Chains I-P) 23.5 13.2
Transcribed sequence with strong similarity to protein pdb:1BGM (E. coli) O Chain O, Beta-Galactosidase

AA892805  |(Chains I-P) 4.2 2.5

AAB892810 |low density lipoprotein receptor-related protein associated protein 1 2.5 1.5
Transcribed sequence with weak similarity to protein sp:Q9JKP5 (M.musculus) MBNL_MOUSE Muscleblind-

AA892813  |like protein (Triplet-expansion RNA-binding protein) 20.3 15.9
Transcribed sequence with weak similarity to protein pir:S12207 (M.musculus) S12207 hypothetical protein

AA892817  |(B2 element) - mouse 39.6 14.2
Transcribed sequence with weak similarity to protein pir:S70642 (R.norvegicus) S70642 ubiquitin ligase

AA892820 Nedd4 - rat (fragment) 8.8 8.3

AA892821 aldo-keto reductase family 7, member A2 (aflatoxin aldehyde reductase) 39.5 27.7

AA892821 aldo-keto reductase family 7, member A2 (aflatoxin aldehyde reductase) 26.7 14.5
Transcribed sequence with strong similarity to protein pir:S15892 (R.norvegicus) S15892 pyruvate

AAB892828  |dehydrogenase (lipoamide) (EC 1.2.4.1) beta chain - rat 23.7 6
Transcribed sequence with strong similarity to protein pir:S15892 (R.norvegicus) S15892 pyruvate

AAB892828  |dehydrogenase (lipoamide) (EC 1.2.4.1) beta chain - rat 8.2 6.2
Transcribed sequence with moderate similarity to protein sp:Q64152 (M.musculus) BTF3_MOUSE

AA892835  |Transcription factor BTF3 (RNA polymerase B transcription factor 3) 32 5.9
Transcribed sequence with moderate similarity to protein ref:NP_032695.1 (M.musculus) N-acetyl

AAB892847  |galactosaminidase, alpha [Mus musculus] 23.9 13.3
Transcribed sequence with weak similarity to protein sp:009015 (R.norvegicus) MXI1_RAT MAX interacting

AA892849  |protein 1 (MXI1 protein) 9.7 5.9
Transcribed sequence with strong similarity to protein pir:168620 (M.musculus) 168620 rod outer segment

AAB892855 |membrane protein 1 - mouse 17.3 12.6

AAB892859  [procollagen-lysine, 2-oxoglutarate 5-dioxygenase 3 170.9 92.2
Transcribed sequence with strong similarity to protein pir:S25716 (M.musculus) S25716 Ras guanine

AAB892860 |nucleotide exchange factor son-of-sevenless (sos) 1 - mouse 6.5 1.3

AA892861 Transcribed sequences 4.2 3.7

AA892863 Transcribed sequences 4.7 5.8

AA892864  |monoglyceride lipase 16.3 11

AA892866 Transcribed sequences 10.5 9.2

AA892871 Transcribed sequences 271 25.8

AA892881 Transcribed sequence 12.8 8.7
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon

AA892888 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 193.8 90.2
Transcribed sequence with moderate similarity to protein pdb:1LBG (E. coli) B Chain B, Lactose Operon

AA892888 Repressor Bound To 21-Base Pair Symmetric Operator Dna, Alpha Carbons Only 101.8 43.8

AAB892895  |ribosomal protein S15 310.5 79.4




AAB892897  |procollagen lysine, 2-oxoglutarate 5-dioxygenase 2 49.4 36.5
Transcribed sequence with weak similarity to protein ref:NP_477159.1 (D.melanogaster) Hmu-P1

AA892916  |[Drosophila melanogaster] 12.4 9.5

AA892919 nucleolar phosphoprotein p130 52.3 26.6

AAB892920  |Transcribed sequences 3.8 1.8
Transcribed sequence with weak similarity to protein ref:NP_036049.1 (M.musculus) inhibitor of growth

AA892937  |family, member 1 [Mus musculus] 24.8 20.9
Transcribed sequence with weak similarity to protein sp:P05197 (R.norvegicus) EF2_RAT Elongation factor 2

AA892940  |(EF-2) 32.5 16.4

AA892945 Transcribed sequence 6.9 2.9
Transcribed sequence with moderate similarity to protein pdb:1G5I (M.musculus) A Chain A, Crystal Structure]

AA892950 |Of The Accessory Subunit Of Murine Mitochondrial Polymerase Gamma 5 24
Transcribed sequence with weak similarity to protein sp:P43165 (R.norvegicus) CAH5_RAT Carbonic

AA892953 |anhydrase VA, mitochondrial precursor (Carbonate dehydratase VA) (CA-VA) 5.5 2.5
Transcribed sequence with moderate similarity to protein ref:NP_115981.1 (H.sapiens) 1-aminocyclopropane

AA892959 1-carboxylate synthase [Homo sapiens] 69 35.8
Transcribed sequence with strong similarity to protein ref:NP_080453.1 (M.musculus) RIKEN cDNA

AA892960  |1200011118 [Mus musculus] 36.9 35.9

AAB892967  |Transcribed sequences 16.5 11.5

AA892986 Transcribed sequences 11.5 14.4
Transcribed sequence with moderate similarity to protein ref:NP_067416.1 (M.musculus) TATA box binding

AAB892987  |protein (Tbp)-associated factor, RNA polymerase |, C; transcription factor TAFI95 [Mus musculus] 15.6 15.4

AA892989 Transcribed sequences 9.6 3.3

AAB892997  |Transcribed sequences 3 1.9
Transcribed sequence with strong similarity to protein pir:T00335 (H.sapiens) T00335 hypothetical protein

AA893000 KIAAQ564 - human (fragment) 18.4 13.9

AA893004 Transcribed sequences 7.3 9.4

AA893011 Transcribed sequences 58.8 29.8

AA893014 Transcribed sequences 24.5 12.5
Transcribed sequence with weak similarity to protein sp:P36970 (R.norvegicus) GSHH_RAT Phospholipid

AA893022 |hydroperoxide glutathione peroxidase, mitochondrial precursor (PHGPx) (GPX-4) 7 2.5
Transcribed sequence with strong similarity to protein pdb:1BGM (E. coli) O Chain O, Beta-Galactosidase

AA893032  |(Chains |-P) 17 12.3

AA893035 |HP33 3.3 1.4

AA893039 Transcribed sequences 6.1 3.5

AA893040 |Transcribed sequences 49.2 30.5

AA893040 Transcribed sequences 24.3 1.7

AA893050 |Transcribed sequences 18.7 13.2
Transcribed sequence with moderate similarity to protein ref:NP_061207.1 (M.musculus) cytidine 5'-

AA893059 |triphosphate synthase 2; CTP synthetase homolog [Mus musculus] 275 6.1

AA893060 Transcribed sequences 21.3 7.6

AA893074 |Transcribed sequences 11.8 7.5

AA893080 Transcribed sequences 33.9 29.7

AA893087  |Transcribed sequence 9.4 8.8
Transcribed sequence with weak similarity to protein ref:NP_062566.1 (R.norvegicus) Kruppel associated

AA893091 box (KRAB) zinc finger 1 [Rattus norvegicus] 5.2 5.8

AA893105 Transcribed sequences 15.3 11.8

AA893124  |Transcribed sequences 7.6 9.2

AA893147 Transcribed sequences 19.6 17.2
Transcribed sequence with weak similarity to protein ref:NP_112622.1 (R.norvegicus) organic anion

AA893148 transporter [Rattus norvegicus] 35.4 15.4

AA893158  |annexin A7 10.2 5.8

AA893160 Transcribed sequences 19.7 10.4

AA893164  |Transcribed sequences 30.2 15.9

AA893165 Transcribed sequences 18.7 22.3
Transcribed sequence with strong similarity to protein ref:NP_067474.1 (M.musculus) WD repeat domain 8;

AA893171 DD57 [Mus musculus] 17 15.7

AA893172  |Transcribed sequences 22.8 17.8

AA893180 Transcribed sequences 23.2 18.8
Transcribed sequence with strong similarity to protein ref:NP_079087.1 (H.sapiens) hypothetical protein

AA893183  |FLJ12529 [Homo sapiens] 35.1 23.5
Transcribed sequence with weak similarity to protein pir:S21766 (R.norvegicus) S21766 dihydrolipoamide S-

AA893184  |acetyltransferase (EC 2.3.1.12) - rat (fragment) 4.2 5.7

AA893188  |X-ray repair cross complementation (double-strand-break rejoining; Ku autoantigen, 80kD) 7.4 2.4

AAB893189  [glutathione reductase 24.5 9.9

AA893191 phosphatidic acid phosphatase type 2c 244 12.9

AA893191 phosphatidic acid phosphatase type 2c 15.2 4.3

AAB893192  |Transcribed sequences 29 19.6

AA893193 Transcribed sequences 13.6 7.5
Transcribed sequence with moderate similarity to protein ref:NP_115682.1 (H.sapiens) hypothetical protein

AA893194 MGC10974 [Homo sapiens] 9.3 3.7

AA893195  |Transcribed sequences 8.3 6.7

AA893202 Transcribed sequences 31 16.4

AA893205 |Transcribed sequences 15.4 11.3
Transcribed sequence with weak similarity to protein ref:NP_062289.1 (M.musculus) nuclear localization

AA893206  |signals binding protein 1 [Mus musculus] 14.8 11.9

AA893208 Transcribed sequences 59.1 20.8

AA893210  |beta prime COP 27.3 17.7




Transcribed sequence with weak similarity to protein ref:NP_493253.1 (C.elegans) Y18D10A.16.p

AA893212 [Caenorhabditis elegans] 21.4 1.6

AA893213 apolipoprotein M 47.2 31.2

AA893216 kidney-specific membrane protein 12.4 2.8

AA893216  |kidney-specific membrane protein 7.7 8

AA893219  |Glycine methyltransferase 2.5 2.2

AAB893225  |Transcribed sequences 60 43.8

AA893230 |Transcribed sequence with weak similarity to protein sp:P02593 (R.norvegicus) CALM_HUMAN Calmodulin 15.8 11

AA893234 Transcribed sequences 29.1 12.1
Transcribed sequence with strong similarity to protein sp:Q61585 (M.musculus) G0S2_MOUSE Putative

AA893235 |lymphocyte GO/G1 switch protein 2 (G0S2-like protein) 1.6 0.8
Transcribed sequence with moderate similarity to protein ref:NP_212133.1 (H.sapiens) hypothetical protein

AA893237  |MBC3205 [Homo sapiens] 22.5 16.7

AAB893239  |2-hydroxyphytanoyl-CoA lyase 5 3.4

AAB93242  |fatty acid Coenzyme A ligase, long chain 2 1 0.2

AAB893244  |Transcribed sequences 23.5 21.2

AA893247  |MAP/microtubule affinity-regulating kinase 3 19.1 4.5

AA893273  |Transcribed sequences 4.9 1.9
Transcribed sequence with weak similarity to protein ref:NP_492228.1 (C.elegans) C09H6.3.p

AAB893275  |[Caenorhabditis elegans] 13.8 9.4
Transcribed sequence with weak similarity to protein ref:NP_037352.1 (R.norvegicus) cardiac ankyrin repeat]

AA893314  |protein [Rattus norvegicus] 2 0.6

AA893320 Transcribed sequences 41.8 33.8

AA893325  |ornithine aminotransferase 20.8 11.9

AA893327 Transcribed sequences 30.9 11.8

AA893327  |Transcribed sequences 4.6 7.7
Transcribed sequence with weak similarity to protein ref:NP_502841.1 (C.elegans) Y73F8A.5.p

AA893330 |[Caenorhabditis elegans] 19.8 3.1

AA893338  [hypothetical RNA binding protein RDA288 4.9 5.9

AA893351 Transcribed sequences 9.4 10.6

AA893357 Transcribed sequences 5.9 5.6

AAB893366  |Transcribed sequence 6.4 4.3
Transcribed sequence with moderate similarity to protein sp:P70671 (M.musculus) IRF3_MOUSE Interferon

AA893384  |regulatory factor 3 (IRF-3) 16.3 16.9
Transcribed sequence with moderate similarity to protein sp:P70671 (M.musculus) IRF3_MOUSE Interferon

AAB893384  |regulatory factor 3 (IRF-3) 4.3 2.2

AA893390 Transcribed sequences 14 12.8

AAB893406  |Transcribed sequences 38.1 22.6

AA893422 Transcribed sequences 2.8 1.1

AAB893453  |Transcribed sequences 3.3 1.7

AA893454 Transcribed sequences 14.9 10.6

AA893471 Reelin 214 17.3

AA893485 Transcribed sequences 24.5 13.4
Transcribed sequence with strong similarity to protein pir:A40066 (R.norvegicus) A40066 corticosteroid-

AA893495  [binding globulin precursor - rat 16 14.1

AAB893496  |acidic nuclear phosphoprotein 32 family, member A 11.3 10.6

AA893505 Transcribed sequences 7.7 52
Transcribed sequence with moderate similarity to protein pir:T42659 (H.sapiens) T42659 hypothetical protein

AA893517  |DKFZp434K1815.1 - human (fragment) 7.5 1.9
Transcribed sequence with moderate similarity to protein sp:Q92664 (H.sapiens) TF3A_HUMAN Transcriptior

AA893529 |factor llIA (Factor A) (TFIIIA) 17.3 12.7

AA893534  |Transcribed sequences 15.4 12.7

AAB93552 |kallistatin 27.8 11
Transcribed sequence with weak similarity to protein sp:Q62806 (R.norvegicus) Z148_RAT Zinc finger

AAB893562 |protein 148 (Zinc finger DNA binding protein 89) (Transcription factor ZBP-89) 56.1 35.8

AAB893565 |Transcribed sequences 11.7 10.3

AA893569 Transcribed sequences 19.4 18.7

AA893579  |Transcribed sequences 4 6

AA893581 Transcribed sequences 66.8 21.7
Transcribed sequence with weak similarity to protein ref:NP_500967.1 (C.elegans) Y73B6BL.30.p

AA893584 [Caenorhabditis elegans] 21.3 14.3
Transcribed sequence with strong similarity to protein sp:Q9Z1K6 (M.musculus) ARI2_MOUSE Ariadne-2

AA893590 |protein homolog (ARI-2) (Triad1 protein) (UbcM4-interacting protein 48) 9.1 8.1
Transcribed sequence with weak similarity to protein pir:I156519 (R.norvegicus) 156519 taipoxin-associated

AA893592 calcium binding protein-49 precursor - rat 24.6 14.7

AA893593  |Transcribed sequences 10.3 7.6

AA893593 Transcribed sequences 5.8 2.9
Transcribed sequence with weak similarity to protein ref:NP_446377.1 (R.norvegicus) proteasome (prosome

AA893596 macropain) 26S subunit, non-ATPase, 10 [Rattus norvegicus] 25.3 10.1
Transcribed sequence with weak similarity to protein ref:NP_446377.1 (R.norvegicus) proteasome (prosome

AA893596 macropain) 26S subunit, non-ATPase, 10 [Rattus norvegicus] 9.2 3

AA893602 |Transcribed sequences 10.2 4.2

AA893607 Transcribed sequences 7.7 8.5
Transcribed sequence with moderate similarity to protein sp:009015 (R.norvegicus) MXI1_RAT MAX

AA893611 interacting protein 1 (MXI1 protein) 25.8 15.1
Transcribed sequence with weak similarity to protein prf:2107200A (R.norvegicus) 2107200A glycoprotein

AA893612 [Rattus norvegicus] 238.6 62.7

AA893618  |nuclear receptor subfamily 3, group C, member 1 12.3 13.3




AA893621 Rattus norvegicus clone C201 intestinal epithelium proliferating cell-associated mRNA sequence 110.8 32.1
Transcribed sequence with weak similarity to protein ref:NP_112249.1 (R.norvegicus) guanine nucleotide-

AA893626  |binding protein, beta-1# subunit [Rattus norvegicus] 12.5 11.8
Transcribed sequence with strong similarity to protein ref:NP_063930.1 (M.musculus) coatomer protein

AAB893634  |complex, subunit zeta 2; nonclathrin coat protein zeta2-COP [Mus musculus] 7.3 2.2

AA893641 Rattus norvegicus heterotrimeric G protein guanine nucleotide exchange factor Ric-8A mRNA, partial cds 31.2 20.5

AA893641 Rattus norvegicus heterotrimeric G protein guanine nucleotide exchange factor Ric-8A mRNA, partial cds 14.8 11.4
Transcribed sequence with weak similarity to protein ref:NP_113981.1 (R.norvegicus) matrin cyclophilin

AAB893643  |(matrin-cyp) [Rattus norvegicus] 76.6 37.6
Transcribed sequence with weak similarity to protein ref:NP_444492.1 (M.musculus) hydroxysteroid (17-

AAB893658 |beta) dehydrogenase 11; hydroxysteroid 17-beta dehydrogenase 11 [Mus musculus] 3.2 1.1

AA893659 Transcribed sequences 31.6 17.6

AAB893662 |Transcribed sequences 48.4 27.3

AA893663 Transcribed sequences 33.7 171

AAB893664 |Transcribed sequences 33.6 10.6

AAB893667  |Transcribed sequence with weak similarity to protein ref:NP_291082.1 (M.musculus) arkadia [Mus musculus 53.4 30.6

AAB893667  |Transcribed sequence with weak similarity to protein ref:NP_291082.1 (M.musculus) arkadia [Mus musculus 26.3 18.4

AA893671 forkhead box O1A (rhabdomyosarcoma) 36.5 16.4
Transcribed sequence with strong similarity to protein ref:NP_055259.1 (H.sapiens) gamma tubulin ring

AAB893682  |complex protein (76p gene) [Homo sapiens] 18.1 7.4

AA893688 |Transcribed sequences 6.9 4.3
Transcribed sequence with strong similarity to protein ref:NP_062308.1 (M.musculus) neuronal protein 15.6

AA893690  [[Mus musculus] 18.9 11.7

AA893691 Transcribed sequences 19.3 13.5

AAB893693  |Transcribed sequence 12.3 9.2

AA893702 transcobalamin Il precursor 156.3 38.3
Transcribed sequence with weak similarity to protein ref:NP_036831.2 (R.norvegicus) DnaJ (Hsp40)

AA893711 homolog, subfamily B, member 9; Microvascular endothelial differentiation gene 1 [Rattus norvegicus] 39.5 16.7
Transcribed sequence with weak similarity to protein sp:P52944 (R.norvegicus) PDL1_RAT PDZ and LIM

AA893726  |domain protein 1 (LIM domain protein CLP-36) (C-terminal LIM domain protein 1) (Elfin) 8.7 24
Transcribed sequence with strong similarity to protein sp:Q9QUMO (M.musculus) ITAB_MOUSE Integrin

AAB893733 |alpha-IIb precursor (Platelet membrane glycoprotein Ilb) (GPalpha IIb) (GPIlb) (CD41) 35.2 15.1
Transcribed sequence with strong similarity to protein ref:NP_076343.1 (M.musculus) zinc finger protein 289;

AA893741 RIKEN cDNA 2310032E02 gene [Mus musculus] 61.2 25.1

AA893742  |Transcribed sequences 7.9 7.2

AA893743 Transcribed sequences 30.6 10.7

AA893743  |Transcribed sequences 21.7 14.5
Transcribed sequence with weak similarity to protein prf:2206317A (H.sapiens) 2206317A protein SS

AAB893749  |isomerase [Homo sapiens] 91.7 28.9
Transcribed sequence with moderate similarity to protein ref:NP_002524.1 (H.sapiens) nuclear VCP-like;

AA893753 Nuclear valosin-containing protein-like [Homo sapiens] 7.3 7.2

AA893770 Estrogen-regulated protein CBL20, 20.4kD 10.9 6.7

AA893770 Estrogen-regulated protein CBL20, 20.4kD 5.8 1.7

AAB93777 Transcribed sequences 21.2 71
Transcribed sequence with weak similarity to protein pir:S68418 (R.norvegicus) S68418 protein phosphatase

AA893781 1M chain M110 isoform - rat (fragment) 74 5.8
Transcribed sequence with weak similarity to protein pir:S68418 (R.norvegicus) S68418 protein phosphatase

AA893781 1M chain M110 isoform - rat (fragment) 6 5.9
Transcribed sequence with strong similarity to protein sp:Q61686 (M.musculus) CBX5_MOUSE Chromobox

AAB893788  |protein homolog 5 (Heterochromatin protein 1 homolog alpha) (HP1 alpha) 8.1 9.4

AA893793  |Transcribed sequences 34.5 12.5

AA893803 Transcribed sequences 18.1 13.3

AA893811 Transcribed sequences 59 20.5

AA893821 Transcribed sequences 36.3 19.2
Transcribed sequence with moderate similarity to protein sp:P43352 (M.musculus) RA52_MOUSE DNA

AA893822 REPAIR PROTEIN RAD52 HOMOLOG 6.5 5

AAB893825  |Transcribed sequences 23.9 13.7

AA893846 Transcribed sequences 8.3 3.8

AA893853  |androgen receptor-related apoptosis-associated protein CBL27 20.8 8

AA893857 Transcribed sequences 4.9 6.9
Transcribed sequence with weak similarity to protein ref:NP_508799.1 (C.elegans) F16H11.1.p

AA893869 [Caenorhabditis elegans] 28.4 20.2

AA893871 Transcribed sequences 24.3 15.4

AA893885 Transcribed sequences 28.1 10.1
Transcribed sequence with strong similarity to protein ref:NP_080584.1 (M.musculus) RIKEN cDNA

AA893905 |0610037N01 [Mus musculus] 22.7 17.5
Transcribed sequence with strong similarity to protein ref:NP_080584.1 (M.musculus) RIKEN cDNA

AA893905 |0610037N01 [Mus musculus] 5.6 3.9
Transcribed sequence with weak similarity to protein sp:Q9JJZ6 (M.musculus) KLFD_MOUSE Krueppel-like
factor 13 (Transcription factor BTEB3) (Basic transcription element binding protein 3) (BTE-binding protein 3)

AA893924  |(RANTES factor of late activated T lymphocytes-1) (RFLAT-1) (Erythroid transcription factor FKLF-2) 89.8 43.8

AA893932  |Transcribed sequences 5.6 1.6

AA893933 Transcribed sequence 26 17.3




Transcribed sequence with strong similarity to protein ref:NP_033195.1 (M.musculus) split hand/foot deleted

AA893939 gene 1 [Mus musculus] 8.2 9.9
Transcribed sequence with moderate similarity to protein sp:043819 (H.sapiens) SCO2_HUMAN SCO2

AA893946 protein homolog, mitochondrial precursor 40 25.5
Transcribed sequence with strong similarity to protein pir:S55552 (H.sapiens) S55552 LAR-interacting protein

AA893963 |LIP1a - human 13 9.4

AAB893965  |Scm-related gene containing four mbt domains 19.6 20.4
Transcribed sequence with weak similarity to protein ref:NP_173516.1 (A.thaliana) putative RNA helicase

AA893980 |[Arabidopsis thaliana] 51.8 41.7
Transcribed sequence with weak similarity to protein ref:NP_173516.1 (A.thaliana) putative RNA helicase

AA893980 |[Arabidopsis thaliana] 48.3 36.2

AA893982 Transcribed sequences 15.9 6.9

AAB893984 |Transcribed sequences 14.1 14.5

AA893985 Transcribed sequences 17.8 15.2

AAB893994  |Transcribed sequence 28.2 13.4

AA894008 Transcribed sequences 7.8 7

AAB894009 |Transcribed sequences 17.3 10.8

AA894009 Transcribed sequences 14.8 16.2

AA894016 Transcribed sequence with weak similarity to protein pir:155595 (H.sapiens) 155595 splicing factor - human 30.6 16

AA894016 Transcribed sequence with weak similarity to protein pir:155595 (H.sapiens) 155595 splicing factor - human 11 11

AAB894027  |Transcribed sequences 2.3 1.2
Transcribed sequence with moderate similarity to protein ref:NP_060789.1 (H.sapiens) tyrosyl-DNA

AA894030 |phosphodiesterase [Homo sapiens] 13.4 7
Transcribed sequence with strong similarity to protein pir:A44882 (M.musculus) A44882 embryogenesis

AA894037 protein H beta 58 - mouse 9.7 8.4

AA894045  |Rattus norvegicus mRNA for NK receptor 1c7 (1¢7 gene) 14.4 8.2

AAB894054  |Transcribed sequences 4.8 5.5
Transcribed sequence with moderate similarity to protein pir:A55748 (M.musculus) A55748 protein kinase

AA894059  |(EC 2.7.1.37) Sak-a - mouse 5.6 8.1

AA894070 Transcribed sequence 12.8 11

AA894080 |Transcribed sequences 34.8 334

AA894080 Transcribed sequences 19.1 18.7

AAB894084 |Transcribed sequences 4.9 3.5
Transcribed sequence with strong similarity to protein ref:NP_219482.1 (H.sapiens) hypothetical protein

AA894086 MGC17552 [Homo sapiens] 26.3 9.9
Transcribed sequence with strong similarity to protein ref:NP_219482.1 (H.sapiens) hypothetical protein

AA894086 MGC17552 [Homo sapiens] 12.7 9.6

AA894087 Eag-related gene member 2 5 1.7

AA894088 |Transcribed sequences 12.7 8.8
Transcribed sequence with weak similarity to protein pir:S36109 (M.musculus) S36109 osteoblast-specific

AAB894092  |[factor 2 - mouse 5.5 4.9

AA894096 Transcribed sequences 8.9 6.5
Transcribed sequence with weak similarity to protein ref:NP_112641.1 (R.norvegicus) attractin [Rattus

AA894104  [norvegicus] 54.4 15.1

AA894105 |Transcribed sequences 6.9 5.6
Transcribed sequence with weak similarity to protein pirDDRT (R.norvegicus) DDRT helix-destabilizing

AA894119  |protein - rat 17 8.4
Transcribed sequence with strong similarity to protein ref:NP_056516.1 (H.sapiens) hypothetical protein

AA894155  |[Homo sapiens] 19.5 8.4

AA894167 Transcribed sequences 8.8 8.8

AAB894168  |Transcribed sequences 15 2.9

AA894173 Transcribed sequences 19.7 18.2
Transcribed sequence with strong similarity to protein pir:A31568 (R.norvegicus) A31568 electron transfer

AA894174 flavoprotein alpha chain precursor - rat 21.3 12.2
Transcribed sequence with strong similarity to protein pir:A31568 (R.norvegicus) A31568 electron transfer

AA894174 flavoprotein alpha chain precursor - rat 15 7.4
Transcribed sequence with strong similarity to protein ref:NP_065194.1 (H.sapiens) gamma-tubulin complex
component; KIAA1669 protein; similar to Xenopus gamma-tubulin interacting protein (yeast SPC98 homolog)

AA894189  |[Homo sapiens] 29.6 13.9

AA894193 Transcribed sequences 4.9 4.2

AA894199  |Transcribed sequences 10 7.5
Transcribed sequence with strong similarity to protein sp:Q64119 (R.norvegicus) MLES_RAT Myosin light

AA894200 |chain alkali, smooth-muscle isoform (MLC3SM) 724 22.2
Transcribed sequence with moderate similarity to protein ref:NP_444428.1 (M.musculus) sideroflexin 4 [Mus

AA894204  |musculus] 3.5 4.6

AAB894207  |Rattus norvegicus focal adhesion kinase (FAK) mRNA, alternative 5'UTR 15.1 14.2

AA894210  |Transcribed sequences 10 11

AA894226 Transcribed sequences 15.3 10.4

AAB894226  |Transcribed sequences 4.8 3.3

AA894232 Transcribed sequences 15.2 10.7

AAB894233  |Transcribed sequences 20 13.5

AA894233 Transcribed sequences 12.6 8.8
Transcribed sequence with strong similarity to protein ref:NP_079851.1 (M.musculus) RIKEN cDNA

AA894234  |2610042014 [Mus musculus] 64.1 19.4
Transcribed sequence with moderate similarity to protein ref:NP_067591.1 (R.norvegicus) prolactin-like

AA894246 protein H [Rattus norvegicus] 4.4 2.8

AAB894258  |ubiquitin-conjugating enzyme E2D 3 (homologous to yeast UBC4/5) 6.5 5.9




Transcribed sequence with strong similarity to protein pir:JU0319 (M.musculus) JU0319 hypothetical 43.5K

AA894262 protein - mouse 17.7 11.6
AA894273 R.norvegicus mRNA of retroviral origin 15.2 10.3
AAB894277 Transcribed sequences 30.6 31.2
Transcribed sequence with strong similarity to protein pir:PMRT (R.norvegicus) PMRT phosphoglucomutase
AAB94296 |(EC 5.4.2.2)1 - rat 75.7 30.7
AAB894297  |Transcribed sequences 8.4 8
AA894298 membrane metallo endopeptidase 20.8 13
AA894304 |Complement component 3 5.9 4.7
AA894305 Transcribed sequences 23.9 12.8
AAB894316  |Transcribed sequences 14.1 4.8
AA894318 Transcribed sequences 1.7 6.9
Transcribed sequence with weak similarity to protein ref:NP_062260.1 (R.norvegicus) Hrs [Rattus
AA894321 norvegicus] 20.5 15.3
AAB894332  |Transcribed sequences 27.2 23.2
AA894337 Transcribed sequences 18.1 8.7
AAB894338  |retinol dehydrogenase 10 (all-trans) 5.6 4.7
AA894340 Transcribed sequences 22 18.9
AA899552 |aggrecan 1 8.3 6.6
AA899808 Lysosomal associated membrane protein 1 (120 kDa) 20.8 12.3
AAB899935 |platelet-activating factor acetylhydrolase alpha 2 subunit (PAF-AH alpha 2) 15.2 16.4
AA900380 tumor necrosis factor receptor superfamily, member 1b 15.1 13.9
AA900476  |Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 42.9 25.2
AA900476  |Cbp/p300-interacting transactivator, with Glu/Asp-rich carboxy-terminal domain, 2 17 16.7
AA900516  |peptidyl arginine deiminase, type 2 4.3 2
AA900582 [alpha-2-macroglobulin 66.9 44.4
AA900601 Transcribed sequences 10.6 11.4
AA900750 pleiomorphic adenoma gene-like 1 16.5 23
AA900769  |smooth muscle alpha-actin 46.6 18.2
AA900848 Laminin chain beta 2 29.4 15.5
AA900850 [T-complex 1 17.2 11.6
AA900850 T-complex 1 13.8 71
AA900900 RalA binding protein 1 26.8 22.3
AA900989 |fatty acid Coenzyme A ligase, long chain 3 22.4 14.2
AA924084 |tyrosine 3-monooxgenase/tryptophan 5 monooxgenase activation protein, beta polypeptide 19.4 15.2
AA924198  |mevalonate kinase 8 3
AA924267 cytochrome P450, 4a10 24 13.5
AA924289 |insulin-like growth factor binding protein, acid labile subunit 14.6 10.5
AA924591 cytochrome P450 4A3 16.6 7
AA924772  |metallothionein 3 15.8 13.7
AA924925 ER transmembrane protein Dri 42 7.2 3.1
AA925138 |potassium channel, subfamily K, member 3 2.8 1.9
AA925246  [cathepsin K 10.8 5.4
AA925248 sodium channel, voltage-gated, type 6, alpha polypeptide 4.6 4.3
AA925252  |Transcribed sequences 4.7 6.1
Transcribed sequence with strong similarity to protein sp:Q61084 (M.musculus) M3K3_MOUSE MITOGEN-
ACTIVATED PROTEIN KINASE KINASE KINASE 3 (MAPK/ERK KINASE KINASE 3) (MEK KINASE 3)
AA925300 |(MEKK 3) 36.2 14.7
AA925424  |fatty acid Coenzyme A ligase, long chain 4 4.5 3.1
AA925495 calcium/calmodulin-dependent protein kinase Il, delta 23.3 8
AA925506  |guanine nucleotide binding protein, gamma 7 36.4 25.7
AA925529 Transcribed sequence 25 21.9
AA925717  |Transcribed sequences 20.4 14.8
AA925752  [cd36 antigen 5 3.1
AA925846 BH3 interacting domain 3 5.9 3
Transcribed sequence with moderate similarity to protein ref:NP_113668.1 (H.sapiens) hypothetical protein
AA925880 AD034 [Homo sapiens] 5.8 5.8
AA925887 |phosphate cytidylyltransferase 1, choline, alpha isoform 18.7 15.9
AA926149 |Catalase 14.9 8.2
AA926149  |Catalase 3.8 3.1
AA926193 sulfotransferase family, cytosolic, 1C, member 2 9.6 9.5
AA926292 [trans-golgi network protein 1 31.1 21.2
Transcribed sequence with weak similarity to protein prf:2108338A (R.norvegicus) 2108338A neurotrimin
AA933181 [Rattus norvegicus] 4.9 2.1
AA942685  |cytosolic cysteine dioxygenase 1 18.2 171
AA943102  |GTP cyclohydrolase 1 5.8 1.9
AA943150 |demethyl-Q 7 7.9 3.6
AA943331 neuroblastoma RAS viral (v-ras) oncogene homolog 24.2 15.2
AA943387  |calcium modulating ligand 24.7 15.1
AA943784 ATPase, Ca++ transporting, plasma membrane 2 3.3 2.2
AA943872 adducin 1, alpha 36.1 13.7
AA943872 adducin 1, alpha 1.7 0.7
AA943892  |angiotensinogen 41.4 23.3
AA944007  |nucleobindin 69.6 18.5
AA944014  |v-jun sarcoma virus 17 oncogene homolog (avian) 224 16.5
AA944025 [isocitrate dehydrogenase 1 18.2 8.5
AA944156  |B-cell translocation gene 2 38.5 24.7
AA944177  [high mobility group box 1 73 254
AA944177  |high mobility group box 1 16.9 10.1




AA944254 |G protein-coupled receptor kinase 2, groucho gene related (Drosophila) 24.5 254
AA944361 Transcribed sequences 20.3 10.6
AA944422 calponin 3, acidic 2.4 0.8
AA944423  |cis-Golgi matrix protein GM130 48 18.2
Transcribed sequence with strong similarity to protein sp:P48721 (R.norvegicus) GR75_RAT Stress-70
protein, mitochondrial precursor (75 kDa glucose regulated protein) (GRP 75) (Peptide-binding protein 74)
AA944973  |(PBP74) (MTHSP70) (Mortalin) 28.1 20.4
AA945050 |sulfotransferase family, cytosolic, 2A, dehydroepiandrosterone (DHEA) -preferring, member 1 6.2 3
AA945082  |glutathione-S-transferase, alpha type2 3.5 2.7
AA945128 Serine protease inhibitor 23 1.7
AA945143  |tryptophan 2,3-dioxygenase 5.3 4
AA945169  |Transthyretin (prealbumin, amyloidosis type I) 30.7 24.5
AA945171 apolipoprotein C-IV 3.1 2.2
AA945321  |Albumin 2.8 1.6
AA945442  |Glucokinase regulatory protein 22.9 15.7
AA945569  [pregnancy-zone protein 11.8 71
AA945571 Cytochrome P450, subfamily [IC6 2.8 2.9
AA945573  [cytochrome P450, 2¢39 10.3 7.2
AA945583  |hydroxysteroid (17-beta) dehydrogenase 10 7.3 5.3
AA945585  |ATPase inhibitor 9.6 8.4
AA945589  |sulfotransferase, hydroxysteroid preferring 2 48.6 26.3
AA945704 Transcribed sequences 16.3 16.5
AA945737  |Chemokine receptor (LCR1) 17.5 8.4
AA945867  |v-jun sarcoma virus 17 oncogene homolog (avian) 11.5 10.3
AA945907  |natriuretic peptide receptor 3 10.3 5.8
AA946108 |laminin 5 alpha 3 8.5 4.8
AA946251 G protein-coupled receptor kinase 5 14.1 3.1
AA946292 |CCAAT/enhancerbinding, protein (C/EBP) delta 31.7 11.3
AA946368 [cd36 antigen 15.5 7.4
Transcribed sequence with weak similarity to protein sp:054940 (M.musculus) NIP2_MOUSE
AA946369 |BCL2/ADENOVIRUS E1B 19-KDA PROTEIN-INTERACTING PROTEIN 2 5.1 2.2
AA946384 mannosidase, alpha, class 2C, member 1 414 19.7
Transcribed sequence with strong similarity to protein pir:148404 (M.musculus) 148404 histone H4 (55AA) (1 i
AA946439  |3rd base in codon) - mouse (fragment) 174 11.3
AA946488 |protein tyrosine phosphatase 2E 12.3 13.8
AA946503 |lipocalin 2 34.3 12.2
AA946532  |ATP-binding cassette, sub-family D (ALD), member 3 42.3 23.6
AA946542 prolactin-like protein D 6.2 9.9
AA946542  |prolactin-like protein D 5.2 7.3
AA955167  |myristoylated alanine rich protein kinase C substrate 76.2 16.8
AA955167  |myristoylated alanine rich protein kinase C substrate 3.3 0.9
AA955182  |GATA-binding protein 6 8.8 7.3
AA955182  |GATA-binding protein 6 5.8 1.8
AA955302  |myosin IE 8.4 10.9
AA955388  |ATPase, Ca++ transporting, plasma membrane 2 8.7 8.5
Transcribed sequence with moderate similarity to protein sp:P49138 (M.musculus) MKK2_MOUSE MAP
AA955477  |kinase-activated protein kinase 2 (MAPK-activated protein kinase 2) (MAPKAP kinase 2) (MAPKAPK-2) 40.3 18.2
Transcribed sequence with moderate similarity to protein sp:P49138 (M.musculus) MKK2_MOUSE MAP
AA955477  |kinase-activated protein kinase 2 (MAPK-activated protein kinase 2) (MAPKAP kinase 2) (MAPKAPK-2) 1.2 0.3
AA955554  |splicing factor, arginine/serine-rich 5 11.2 8.1
AA955808 |protein phosphatase V 10.1 6.7
AA955859  |splicing factor, arginine/serine-rich (transformer 2 Drosophila homolog) 10 15.8 14
Transcribed sequence with strong similarity to protein ref:NP_057180.1 (H.sapiens) HSPCO038 protein [Homo
AA955950 sapiens] 6.2 8
AA956066 |prenylated SNARE protein 10.2 7.7
AA956149  |neurexin 1 72.3 48.3
AA956332 [rabaptin 5 5.1 1.3
Transcribed sequence with weak similarity to protein pir:A55190 (R.norvegicus) A55190 transitional
AA956437  |endoplasmic reticulum ATPase (EC 3.6.1.-) [validated] - rat 23.3 214
Transcribed sequence with weak similarity to protein pir:A55190 (R.norvegicus) A55190 transitional
AA956437  |endoplasmic reticulum ATPase (EC 3.6.1.-) [validated] - rat 5.5 5.8
AA956507  |P450 (cytochrome) oxidoreductase 8.6 6.4
AA956855  |nuclear receptor subfamily 1, group H, member 2 12.8 6.2
AA956930 [endothelin converting enzyme 1 13.9 8.7
AA956941 transcription factor 4 22 9.7
AA957003  |S100 calcium-binding protein A8 (calgranulin A) 13.5 12.7
AA957201 lamin B1 4.2 4.4
AA957892  |calcium channel beta 1 subunit 59 24.7
AA957917 solute carrier family 7, member 1 11.5 5
AA957923 mast cell protease 2 8.6 11
AA957930  |microtubule-associated protein tau 20.4 6.2
AA957961 unr protein 46.9 16.4
AA958273  |Transcribed sequences 20.3 10.3
Stratagene (cat.#936501) Rattus norvegicus cDNA clone pUC18/P1F-6 3', mRNA sequence [Rattus
AA958273  [norvegicus] 3.1 1.4
Stratagene (cat.#936501) Rattus norvegicus cDNA clone pUC18/P1F-6 3', mRNA sequence [Rattus
AA958274  [norvegicus] 18.8 10.8




AA963091 matrin cyclophilin (matrin-cyp) 2.6 1.3
AA963267 |RNA polymerase | (127 kDa subunit) 5 3.9
Transcribed sequence with strong similarity to protein ref:NP_113794.1 (R.norvegicus) phosphatase and
AA963447  [tensin homolog [Rattus norvegicus] 9 7.2
AA963449  |cytochrome P450, subfamily 51 5.6 5.2
AA963682  |ankyrin 3 (G) 8.9 71
AA963839 [diaphorase 1 5.2 1.9
AA963857  |Glypican 3 16.3 10.5
AA964055  |histone 2b 8.1 5.7
AA964530 |ADP-ribosylation factor 2 19.6 12.5
AA964615 LIM homeobox protein 5 235 18.6
AA964849  |ADP-ribosyltransferase 1 26.8 12.2
Transcribed sequence with strong similarity to protein ref:NP_113722.1 (R.norvegicus) wilms tumor 1 [Rattus
AA965119  [norvegicus] 10.3 10.4
AA965132 solute carrier family 12, member 3 8.3 2.8
AA965147  |heterogeneous nuclear ribonucleoprotein A1 241 6.6
AA965261 H2A histone family, member Y 22.3 15.6
AA996401 high mobility group box 2 21 13.6
AA996446  |achaete-scute complex homolog-like 1 (Drosophila) 4.4 1.5
AA996484 |aldehyde dehydrogenase family 3, subfamily A2 36.2 29.7
AA996484  |aldehyde dehydrogenase family 3, subfamily A2 10.6 9.4
AA996551 vesicular inhibitory amino acid transporter 13.7 8.3
AA997367  |p21 (CDKN1A)-activated kinase 3 7 3.7
AA997410 bone morphogenetic protein 2 6.1 7.3
AA997476  |antisense basic fibroblast growth factor 7.6 6.2
AA997526 [lectin, mannose-binding, 1 29.6 16.5
AA997614  |cytochrome P450, subfamily 51 18.1 255
AA997865  [thymosin beta-like protein 5.6 4.8
AA997886  |cytochrome P450 2d18 112.7 40.8
AA997968  |RNB6 14.5 12.3
AA998164  |Cyclin B1 18.3 16.3
AA998229 alpha-fetoprotein 7.3 6.7
AA998338  |phospholipase D gene 2 7.7 4.2
AA998446 phosphotidylinositol transfer protein, beta 42.2 13.6
AA998683  |heat shock 27kDa protein 1 2.9 1.5
AA998882 nucleolar phosphoprotein p130 14.5 8.8
AA998983 leptin receptor 4.7 7.8
Transcribed sequence with strong similarity to protein ref:NP_080337.1 (M.musculus) RIKEN cDNA
AA999168  [2900010105 [Mus musculus] 21.7 12.3
AB000098  |MIPP65 protein 63.2 58.4
AB000098 MIPP65 protein 11.6 9.5
AB000113  |solute carrier family 7, member 3 9.2 7.9
AB000199 [CCA2 protein 12.5 7.5
AB000216 Cca3 protein 3.9 1.6
AB000217  |GATA-binding protein 3 22.9 211
AB000362 [cold inducible RNA-binding protein 6.1 8.8
AB000507 |aquaporin 7 17.8 13.7
AB000517  |CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 1 444 18.5
ABO000776 semaphorin 6B 8.4 3
AB000778 phospholipase D gene 1 15.8 13.1
AB000928  |zona pellucida glycoprotein 1 39.4 171
AB000929 [zona pellucida 2 glycoprotein 61.9 27.3
AB001349  |Steroidogenic acute regulatory protein 9.3 6.4
AB001452  |Sck 5.4 2.1
AB001453  |N-Shc 46 241
AB001576 NTAK alpha2-1p 16.2 17.2
AB001982  |growth hormone secretagogue receptor 20.7 15.6
AB001982  [growth hormone secretagogue receptor 16.3 21.9
AB002111 peroxisomal biogenesis factor 12 3.5 1.5
AB002169 RT1.P1 pseudogene for TL antigen 36.5 26.2
AB002393  |histidine ammonia lyase 10.5 6.1
AB002393 [histidine ammonia lyase 3.4 1.5
AB002406  |ruvB-like protein 1 14.5 18.3
AB002558  [glycerol 3-phosphate dehydrogenase 4.6 2.4
AB002561 fibroblast growth factor 16 20.8 15.1
AB002584 |beta-alanine-pyruvate aminotransferase 6.7 7
AB002801 cyclic nucleotide gated channel alpha 3 8.4 6.3
AB003091 IRF-2 6.7 2.5
AB003104 beaded filament structural protein 1, filensin 12.4 9.3
AB003357  |Serine/threonine kinase 2 27.9 20
AB003400 D-amino acid oxidase 5.5 3.2
AB003478 |UDP-Gal:betaGIcNAc beta 1,3-galactosyltransferase, polypeptide 4 25.9 16
AB003478 UDP-Gal:betaGIcNAc beta 1,3-galactosyltransferase, polypeptide 4 10.4 14.4
AB003726  [homer, neuronal immediate early gene, 1 16.5 2.2
AB003753  |sulfur protein B2E 32.3 12
AB003753 sulfur protein B2E 14.2 13.1
AB003991 SNAP-25A 51 22
AB003991 synaptosomal-associated protein 15.4 12.3
AB003992 |synaptosomal-associated protein 7.9 6.8




AB004056 BarH-class homeodomain transcription factor 10.3 3.4
AB004096 |cytochrome P450, subfamily 51 5 4.7
AB004267  |pregnancy upregulated non-ubiquitously expressed CaM kinase 11.2 4.2
AB004267 |pregnancy upregulated non-ubiquitously expressed CaM kinase 6.9 1
AB004276  |protocadherin 4 10.3 8.9
AB004277 protocadherin 5 63.5 21.5
AB004278 protocadherin 2 9 7.2
AB004329 |acetyl-Coenzyme A carboxylase beta 4.6 3.5
AB004559  |solute carrier family 22 (organic anion transporter), member 6 9.5 5
AB004638 |fibroblast growth factor 18 6.4 5.3
AB004831 immunoglobulin-associated beta 14.5 13.1
AB005146  |PSD-95 binding protein 4.2 1.3
AB005540 |PCTAIRE2 15.9 11.9
AB005540 |PCTAIRE2 6.2 5.3
AB005541 PCTAIRE3 2 0.4
AB005547 aquaporin 8 6.3 3
AB005549  |three-PDZ containing protein similar to C. elegans PAR3 (partitioning defect) 1.7 0.9
AB005743  |cd36 antigen 7.6 7.7
AB005743  [cd36 antigen 3.2 1.9
AB005900 |oxidised low density lipoprotein (lectin-like) receptor 1 16.6 4.5
AB006007  |Steroidogenic acute regulatory protein 12.8 9.3
AB006013  |regulator of G-protein signaling 8 13.8 114
AB006137  |Alpha1,2-fucosyltransferase a 6 2.8
AB006138 |fucosyltransferase 2 4.8 2
AB006461 neurochondrin 29 13.5
AB006607 |choline/ethanolamine kinase 80.9 55.6
AB006607 choline/ethanolamine kinase 43 19.1
AB006710  [6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 11.6 6.4
AB006880 ischemia related factor vof-16 9.4 10.3
AB006881 ischemia related factor vof-16 271 15.6
AB006883  |PMF31 34 1.6
AB006914  [thyroid hormone receptor interactor 10 21.7 6.8
AB007601 Rattus norvegicus mRNA for sproutin, partial sequence 39 23.3
AB007688 [homer, neuronal immediate early gene, 1 7.7 4.7
AB007689 homer, neuronal immediate early gene, 2 10.6 3.6
AB007689 [homer, neuronal immediate early gene, 2 8 10.3
AB007690 homer, neuronal immediate early gene, 2 29.9 16.4
AB007768 [dihydroorotase 10.8 8.4
AB008110 RT1-DOb gene 7.2 8.6
AB008423  |Cytochrome P450, subfamily 11D2 46.9 294
AB008424  |Cytochrome P450, subfamily 1ID3 271 26.4
AB008521 LIC-2 dynein light intermediate chain 53/55 6.8 7
AB008522 LIC-2 dynein light intermediate chain 53/55 3 1.9
AB008538 [activated leukocyte cell adhesion molecule 28.6 9.8
AB008682 |fibroblast growth factor 17 10.7 9.9
AB008752 catenin (cadherin-associated protein), delta 2 (neural plakophilin-related arm-repeat protein) 7.6 6.7
AB008807  |glutathione-dependent dehydroascorbate reductase 67.6 58.7
AB008889 transient receptor protein 4 8.6 5.3
AB008908 |fibroblast growth factor 14 8.8 10.8
AB009246  |Stem cell growth factor 61.5 19.5
AB009372 |lysophospholipase 6.8 5
AB009463 low density lipoprotein receptor-related protein 3 24 .4 12.8
AB009463 |low density lipoprotein receptor-related protein 3 4.8 4.4
AB009636 phosphatidylinositol 3-kinase, C2 domain containing, gamma polypeptide 37.2 36.6
AB009662 |testis specific protein 1 3.2 0.6
AB009889 prolactin-like protein H 25.5 6.7
AB009890 |spongiotrophoblast specific protein 69.9 37
AB009890 spongiotrophoblast specific protein 12.1 8.8
AB009999 |CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 1 19.2 12.3
AB009999 |CDP-diacylglycerol synthase (phosphatidate cytidylyltransferase) 1 15.2 14.9
AB010119  |t-complex testis expressed 1 76.1 50.8
AB010154  |SH3-binding kinase 9.7 8.9
AB010275 |leukemia inhibitory factor 37.2 19.1
AB010428  |cytosolic acyl-CoA thioesterase 1 8 9.3
AB010429  |mitochondrial acyl-CoA thioesterase 1 5.2 6
AB010436  |cadherin 8 15.2 9.5
AB010437  |cadherin 8 6.8 5.7
AB010466 [liver multidrug resistance-associated protein 6 33.7 24.3
AB010467  |ATP-binding cassette, sub-family C (CFTR/MRP), member 3 23.1 13.4
AB010635 |carboxylesterase 2 (intestine, liver) 9.1 6.7
AB010920 |membrane cofactor protein 4.7 5
AB010960 Matrix metalloproteinase 23 8.9 7.7
AB010963 |potassium large conductance calcium-activated channel, subfamily M, beta member 1 8.5 6.9
AB010998 [peptidyl arginine deiminase, type 1 3.2 1.7
AB010999  |peptidyl arginine deiminase, type 4 7.7 3.1
AB011068 |solute carrier family 25 (mitochondrial carrier, brain), member 14 13.6 9.9
AB011068 |solute carrier family 25 (mitochondrial carrier, brain), member 14 8 6.2
AB011365 peroxisome proliferator activated receptor, gamma 32.9 38.4
AB011369  |protein kinase C-binding protein Beta15 51.7 39.1




AB011527  |MEGF1 10.4 7.7
AB011528 |cadherin EGF LAG seven-pass G-type receptor 3 25.1 13.6
AB011528  |cadherin EGF LAG seven-pass G-type receptor 3 9.6 8.6
AB011530 |slit homolog 1 (Drosophila) 10.8 9.5
AB011531 slit homolog 3 (Drosophila) 3.1 0.8
AB011532 |MEGF6 20.6 16.1
AB011544  |tubby homolog (mouse) 16.8 9.5
AB011666  |Utrophin 19.2 9.4
AB011679 tubulin, beta 5 32.7 14.9
AB012210  |putative G protein-coupled receptor (SENR) gene 8.4 2
AB012214 DNA (cytosine-5-)-methyltransferase 1 13.4 9.3
AB012230  |nuclear factor I/B 41.1 4.9
AB012230 |nuclear factor I/B 5.2 5
AB012231 nuclear factor 1/B 17.9 7.7
AB012233  |nuclear factor I/C 14.3 11.9
AB012234  |nuclear factor I/X 19 9.1
AB012235  |nuclear factor I/X 5.4 2.7
AB012600 [aryl hydrocarbon receptor nuclear translocator-like 5.5 1.4
AB012759  |prolyl endopeptidase 35.6 214
AB012933 |fatty acid Coenzyme A ligase, long chain 5 51.9 18.5
AB012944  |parathyroid hormone receptor 10.4 8
AB012960 |nuclear receptor subfamily 5, group A, member 2 9 4.8
AB013128  |protein C inhibitor 0.8 0.3
AB013130 synaptopodin 38 26.5
AB013359 |dolichol-phosphate mannosyltransferase 2 27.3 12.2
AB013359 dolichol-phosphate mannosyltransferase 2 1.5 1
AB013453 Rattus norvegicus mRNA for NaPi-2 alpha, complete cds 11.3 7.6
AB013455  |solute carrier family 34, member 1 13.8 19.9
AB013455 solute carrier family 34, member 1 6.2 1.7
AB013890 |potassium inwardly-rectifying