Supplementary Table 2. RH Il maps for individual horse chromosomes in tabular
form along with comparative information from the human sequence map.

Horse Marker
Chr.

FGFR2
HTRA1
PRLHR
1CA30
EIF3S10
UMNe448
TKY1043
PNLIPRP2
TKY1016
NHLRC2
CASP7
ASB41
ZDHHC6
LEX039
LEX020
ADD3
XPNPEP1
UMNe467
VIASH034
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HP27
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TKY812

1 LEX030

1 1CA44

1 BAG3

TKY318
UMNe086
HIF1AN
NDUFB8
DNMBP
P14KII
ANKRD2
TKYS597
EXOSC1
SLIT1
UMNelll
SORBS1
PDLIM1
PPP1R3C
ANKRD1
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Map
Position
(cR)
0

9.38
40.79
40.79
49.14
67.38
108.88
117.23
117.23
158.41
166.71
173.54
197.77
214.06
247.3
259.77
280.12
293.79

Placement
LOD

0.56
151
151
151
2.28
0.71
0.18
1.89
1.89
1.13
1.39
1.13
0.11
3.09
0.96
351
351
3.13
[HTRAL -
PNLIPRP2]
[HTRAL -
PNLIPRP2]
[PRLHR -
NHLRC2]
[PRLHR -
NHLRC?]
[HTRAL -
PNLIPRP2]
[HTRAL -
PNLIPRP2]
1.46

2.06
1.46
1.46
1.46
5.07
5.07
5.07
5.07
2.02
3.2

2.4

3.2

0.11
241

Assignment

placed

frame

frame
frame_identical
placed

placed

placed

frame
frame_identical
frame

placed

frame

placed

frame

placed

frame

frame

placed

binned

binned
binned
binned
binned
binned

frame

placed

frame
frame_identical
frame_identical
frame
frame_identical
frame_identical
frame_identical
placed

frame

placed

frame

placed

frame

Human
Chr.

HSA10
HSA10
HSA10
HSA10
HSA10

HSA10
HSA10

HSA10
HSA10
HSA10
HSA10
HSA10
HSA10
HSA10
HSA10

HSA10
HSA10
HSA10
HSA10

HSA10

HSA10
HSA10
HSA10
HSA10
HSA10
HSA10
HSA10
HSA10

HSA10
HSA10
HSA10
HSA10

Human
Mb (Build
36.1)
123.23
124.21
120.34

120

120.78

118.8
118.37

115.60
115.43
115.2
114.18
113.9
1125
111.76
111.61

118.8
1185
1225
121.40

103.4

102.29
102.27
101.63
99.39
99.32
99.6
99.18
98.75

97.06
96.99
93.38
92.66
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TKY702
GOT1

IDE
TKY707

ACTAZ2
UMNe334/420
TMEM23
AHTO026
MINPP1

ACF

ZWINT
CH241-
102F21_SP6

ANK3
UMNe591
RHOBTB1
COR100
TKY659
CORO079
NRBF2

EGR2
NVHEQO31
1CA22

TKY791

CORO059
SRGN
UMNe120
SUPV3L1
COL13A1
HK1
SAR1A
PRF1
CDH23
TKY007
PSAP
AHT113
ANXA7
VCL
UMNe090
PLAU
UMO002

182.83

0.4

[P14KII -
TKY318]
[p-terminal -
PDLIM1]
[p-terminal -
PDLIM1]

0

1.26
0
0
1.56

[ACTA2 - g-
terminal]
2.53

3.56

3.84
2.29
0.59
0.59
0.19
0.24
0.59

0.59

0.59
[CH241-
102F21_SP6 -
g-terminal]
[NRBF2 -
ANK3]
0.67

3.08

3.08

0.77

1.68

1.68

2.18

3.08

2

2

2

3.85

0.31

3.85

3.85

3.85

3.85
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binned
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frame
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frame
frame_identical
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frame
frame
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frame_identical
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frame

frame_identical
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frame
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frame
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HSA10

HSA10

HSA10

HSA10
HSA10

HSA10
HSA10
HSA10
HSA10
HSA10
HSA10
HSA10

HSA10
HSA10
HSA10

HSA10

HSA10

HSA10
HSA10
HSA10
HSA10
HSA10
HSA10
HSA10

HSA10
HSA10

HSA10
HSA10

924
101.15

94.20

92.8

90.68

51.74

89.25

52.24

57.79
59.5

61.46
61.9
62.30
62.8
63.3
63.2
64.56

64.24
64
59.1

63.1

70.52

71.23
70.70
71.58
72.03
72.83
73.4

73.25

74.81
75.43

75.34
76.7
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VHL134
KCNMA1
TKY2220
TKY886
DLG5
TKY706
UCDEQ487
ANXA11l
TKY987

ADK
VDAC2

ZNF248
HNRPF
CXCL12
UMNe520
AHTO069
ASB12ms
AGT
TKYO015

TKYO013
RET

UMNel196
RYR2
ACTN2
1CA01
LYST
TBCE
IRF2BP2
ARID4B
SGCV02
EXOC8
1CA36
GNPAT
UMNEe099
ALOX5
1CA21
RBP3
GLUD1
SNCG
MMRN2
TKY670
RGR
TKY1005
SFTPA1
UMNe548
AHTO040

79.97
89.48
107.52
125.55
143.59
155.46
184.27
195.7

3.85

2.19

1.7

1.7

2.44

3.74

2.93

2.93
[p-terminal -
PRF1]
[AHT113 -
TKY2220]
[AHT113 -
TKY2220]
0.62

0.71
0.62
3.87
2.38
2.28
3.13

[p-terminal -
CXCL12]
[p-terminal -
CXCL12]
[p-terminal -
CXCL12]
2.19

3.29
3.29
1.99
2.37
3.7

0.38
0.39
3.7

0.48
0.37
2.84
2.84
1.99
3.91
5.38
2.05
4.32
0.23
4.32
5.64
1.34
4.36
4.36
1.08

frame_identical
placed

frame

frame

frame

frame

frame

frame

binned

binned
binned

frame
placed
frame
frame
placed
frame
placed
binned

binned
binned

placed
frame
frame
placed
placed
frame
placed
placed
frame
placed
placed
frame
frame
placed
placed
frame
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frame
placed
frame
frame
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frame
frame_identical
placed

HSA10
HSA10

HSA10

HSA10

HSA10

HSA10

HSA10
HSA10
HSA10

HSA1
HSA1
HSA10

HSA10

HSAl
HSA1
HSA1
HSA1
HSA1
HSAl
HSAl
HSAl
HSAl
HSA1
HSA1
HSA1

HSA10

HSA10
HSA10
HSA10
HSA10
HSA10
HSA10

HSA10

78.30
78.9

79.22

81.90

75.58

76.64

38.16
43.20
44.19

225.2
228.90
427

42.89

234.9
235.27
234.92
2321
233.89
233.60
232.81
233.40
231.3
229.54
227.8
229.44

45.19

48.00
88.80
88.71
88.69
87.5

85.99

81.36
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AHTO021
BTBD1
UMo041
ALPK3
CiB1

FES
FURIN
POLG
MRPS11
LEXOQ77
CORO046
UMNe318
SLCO3A1
TKY374
CHD2
ASB08
TKY492
1CA32
TKY941
1STS01
ARRDCA4
1CA20
UMNe498
IGF1R
ALDH1A3
CHSY1
TM2D3
1CAZ28
TKY1020
TJP1
TKY1077
1CA43
NDN
TKY002
TKY899

CH241-
102E24_SP6
UMNe247
TKY530
SGCV25
RPS17
LEXO058
TKY776

UMNe471

1.08
2.37
2.37
3.31
331
3.31
3.31
2.48
3.37
1.63
1.63
2.32

1.9

1.9

0.9

0.34
0.34

1.9

2.13
1.77
3.48
3.48
1.63
0.96
1.84
1.91
2.55
255
1.76
1.95
4.56
0.53
0.57
0.57
[TBCE -
GNPAT]
[TBCE -
GNPAT]
[UMNe099 -
SNCG]
[RGR -
ALPK3]
[RGR -
ALPK3]
[SFTPAL -
CIB1]
[1CA32 -
TM2D3]
[COR046 -
1CA32]
[COR046 -
1CA32]

placed

placed

placed

frame

frame
frame_identical
frame_identical
placed

frame

frame

frame

placed

frame
frame_identical
placed

placed

placed

frame

placed

placed

frame
frame_identical
placed

placed

placed

placed

frame
frame_identical
placed

placed

placed

placed

frame

frame

binned

binned
binned
binned
binned
binned
binned
binned

binned

HSA15

HSA15
HSA15
HSA15
HSA15
HSA15
HSA15

HSA15
HSA15
HSA15
HSA15
HSA15
HSA15
HSA15

HSA15
HSA15

HSA15
HSA15
HSA15
HSA15

HSA15

HSA15

HSA15

HSA1

HSA10

HSA15

HSA15

HSA15

HSA15

HSA15

81.48

83.16
88.57
89.23
89.21
87.66
86.81

90.20
90
91.24
92.3
924
93
94.1

96.30
95.2

97.01
99.24
99.53
100.00

99.7

27.78

21.48

234.1

49

78.4

80.61

95.2

89.7

90.1
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1CA41/1CA24
MCEE

HERC2
TKY933
TMED3
IREB2
NRG4
FAH
TSPANS3
1CA25
NEIL1
TKY106
CLK3
UCDEQ493
LOXL1
RPLP1
UMO043
NEO1
LARP6
PKM2
UACA
TKY980
UMNe381
TKY405
HTG12
TKY558
MAP2K1
SPG21
AHTO58
TRIP4
PPIB
TPM1
TLN2
UMO04
LIPC
RORA
ANXA2
UCDEQ440
VPS13C
MYO5A
HMS15
TKY410
LYSMD?
UMNe115
CYP19A1
SPPL2A
TKY577
CYP1A2

[LEX077 -
SLCO3A1]
[TM2D3 -
TKY002]
4.48

1.38
4.08
4.08
4.08
4.08
4.48
2.06
4.08
2.09
6.01
6.01
2.12
4.1

41

4.1

1.83
0.42
1.83
2.24
2.26
2.26
1.73
443
4.43
3.88
3.88
3.88
0.26
0.26
3.88
3.88
1.9

5.23
5.23
5.23
5.23
5.23
2.07
2.07
2.12
212
1.89
0.85
2.12

[TSPANS3 -
LARP6]

binned
binned

frame

placed

placed

placed

placed

placed

frame

placed

placed

placed

frame
frame_identical
placed

placed

placed

placed

frame

placed

frame

frame

frame

frame

frame

placed

placed

frame
frame_identical
frame_identical
placed

placed

frame
frame_identical
placed

frame
frame_identical
frame_identical
frame_identical
frame

placed

placed

frame
frame_identical
placed

placed

frame

binned

HSA15

HSA2

HSA15

HSA15
HSA15
HSA15
HSA15
HSA15

HSA15

HSA15

HSA15
HSA15

HSA15
HSA15
HSA15
HSA15
HSA15

HSA15

HSA15
HSA15
HSA15
HSA15
HSA15
HSA15
HSA15
HSA15

HSA15
HSA15
HSA15

HSA15
HSA15

HSA15
HSA15
HSA15
HSA15
HSA15

HSA15

89.4

71.19

26.03

77.39
76.52
74.02
78.23
75.13

73.43

72.69

72.01
67.53

71.13
68.91
70.28
68.73
69.2

65.2

64
64.47
63.04
62.6
62.47
62.24
61.12
60.73

56.51
58.58
58.43

59.93
50.39

50.8
49.80
49.6
49.29
48.79

72.83
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GTF2A2

MAPKG6

CGNL1

HEST16

TKY534

B2M
TKY342
MFAP1
UMNe486
CEP27

RPAP1
UMO026
AHT121
GCHFR

TKY370

ACTC1
RYR3
TKY?295

TKY803

1CAl6
NP
CORO006
MYH6
CMA1l
HMSO07
TKY2278

MBIP
CFL2
PNN
CLEC14A
TKY281
FKBP3
1CA40
CORO063
TKY1689
CORO053
KLHDC2
TKY728
TKY704
TKY1785
TKY962

[TLN2 -
MYO5A]
[MYO5A -
TKY577]
[TLN2 -
LYSMD2]
[MYO5A -
TKY577]
[TSPANS -
LARPS6]

0

2.05

0

0

[B2M - g-
terminal]

0

0

0
[p-terminal -
g-terminal]
[p-terminal -
g-terminal]
0

0
[p-terminal -
g-terminal]
[p-terminal -
g-terminal]
0.57

0

0.69

0.7

0

0
[p-terminal -
CMA1]
0.66

0.69

0.69

0.69

1.07

1.07

2.34

2.3

2.2

4.23

5.2

5.46

4.12

1.52

1.67

binned
binned
binned
binned
binned

frame

placed

frame
frame_identical
binned

frame
frame_identical
frame_identical
binned

binned

frame
frame_identical
binned

binned

placed

frame

placed

placed

frame
frame_identical
binned

placed
frame
frame
frame_identical
frame
frame
placed
placed
frame
frame
frame
frame
placed
frame
placed

HSA15

HSA15

HSA15

HSA15

HSA15
HSA15
HSA15

HSA15

HSA15

HSA15
HSA15

HSA14
HSAl4
HSAl4
HSA14

HSA14

HSA14
HSA14
HSA14
HSA14

HSA14
HSAl4
HSAl4
HSA14

HSA14

HSA14
HSA14

57.72

50.10

55.46

42.79

41.88
41.5
40.63

39.60

38.84

32.87
31.39

20.01
22.9

22.92
24.04

21.1

35.84
34.25
38.71
37.79

44.65
46.4
46.4
36.6

49.30

49.6
50.9
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NN DNDNDPNPNDDNDNPNPDNPDPNODNNDDNDDNDNDPNDDNDNDDNDDNDDNDDNDDND

NID2
AHTO085

TKY466

Marker

2STS02
CYP2J2
TKY718
COR041/065
PRKAA2
PPAP2B
YIPF1
DHCR24
COR109
TTC4
TMEM59
ASB18
UMNEe563
OSBPLY
NRD1
PRPF38A
FAF1
TKY384
Clorfl65
HTG19
CH241-

101D21_T7
PLK3

TKY615
NASP
LRRC41
FAAH
LEPRE1
NFYC
UMNe433
ZMPSTE24
CAP1
PABPC4
MRPS15
EIF2C1
CORO037
CORO078
TKY483
TKY003
CORO090
CH241-

Map
Position
(cR)

0
21.82
30.05
47.68
76.37
85.78
110.68
128.27
131.58
131.58
134.8
134.8
134.8
14418
14418
144.18
156.72
163.13
166.42
166.42
169.7

214.72
223.24
231.32
239.09
242.97
272.34
287.79
287.79
313.64
318.04
327.28
341.16
349.98
349.98
359.22
359.22
359.22
359.22
364.39

1.52

[TKY1689 -
TKY281]
[PNN - g-
terminal]

Placement
LOD

5.75
5.75
1.74
7.14
24

24

0.35
0.26
0.13
0.13
2.07
2.07
2.07
2.07
2.07
2.07
4.72
2.32
5.73
5.73
0.51

217
1.5

217
2.39
221
5.35
5.35
5.35
2.27
0.28
2.27
2.07
4.46
4.46
2.56
2.56
2.56
3.78

frame HSA14 51.54
binned HSA14 44.1
binned HSA14 32.6
Assignment Human Human
Chr. Mb
(Build
36.1)
frame
frame HSA1 60.13
placed
frame HSA1 58.4
frame HSA1 56.88
frame HSA1 56.73
placed HSAl 54.09
placed HSAl 55.09
placed
placed HSA1 54.95
frame HSA1 54.27
frame_identical HSA1 54.4
frame_identical HSA1 53.3
frame HSA1 51.86
frame_identical HSA1 52.03
frame_identical HSA1 52.64
frame HSAl 50.68
placed
frame HSA1 48.97
frame_identical
placed HSAl 48.7
frame HSA1 45.04
placed
frame HSA1 45.82
placed HSAl 46.52
frame HSA1 46.63
frame HSA1 42.98
frame HSAl 40.93
frame_identical HSAL 41.1
frame HSA1 40.50
placed HSA1 40.28
frame HSA1 39.80
placed HSAl 36.69
frame HSA1 36.12
frame_identical HSAL1 35.8
placed HSAl 34.8
placed HSA1 34.7
placed
placed
frame HSA1 333
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TKY024
UMNe554
TKY777
HDAC1
BAI2
UMNe513
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LAPTMS5
MATN1
CH241-
100C12_SP6
CH241-
100C12_T7
MECR
TKY974
WASF2
GPR3
CNR2
TCEB3
FUCA1

AHTO67
CLIC4
ASB17
AHTO73
UMO007
ALPL
CAPZB
NBL1
HTR6
ZUBR1
CH241-
102M22_SP6
UMNEe080
ATP13A2
UCDEQ380
FBLIM1
TKY474
TKY784
DHRS3
NPPA
CLCNG6
PLOD1
MAD2L2
ENO1
CORO051
KIF1B
VAMP3
ACOT7
DFFB

364.39
375.28
398.89
398.89
398.89
398.89
398.89
409.83
409.83
409.83

409.83

419.56
434.18
438.79
438.79
459.38
468.6

468.6

472.64
476.52
476.52
505.03
505.03
508.54
548.69
569.83
573.32
580.11
583.39

586.68
593.27
603.46
614.32
633.83
650.72
664.75
673.27
673.27
673.27
681.35
702.49
710.02
730.55
760.27
775.85
804.36

0.85
2.02
2.02
2.02
2.02
2.02

2.26
2.13
5.36
5.36
1.95
0.34
0.34

0.16
5.36
5.36
1.78
1.74
21

0.79
242
0.79
2.66
4.3

0.13
2.64
4.39
4.39
2.02
2.02
3.74
5.63
5.63
5.63
1.95
6.18
2.03
0.91
3.87
3.87
1.84
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placed
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frame
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placed
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HSA1
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HSAl
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HSAl
HSA1
HSA1
HSA1

HSA1

HSA1
HSAl

HSAl
HSAl
HSA1
HSA1
HSA1
HSA1

HSAl
HSAl
HSAl
HSA1

32.53
31.97
32.3

30.98
30.96
30.5

29.39
27.6

27.60
27.59
24.07
23.94
24.04

241
24.94

21.71
19.54
19.84
19.86
19.27
18.2

17.19

15.96
14.1

12.55
11.83
11.79
11.92
11.66
8.84

10.19
7.75
6.25
3.76
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AJAP1
MXRAS8
GNB1
TNFRSF18
ISG15
UMNe411

TKY965

CPT2

UMNe449
HCRTR1

TKY340
AGTRAP
PGD
NMNAT1
EXOSC10
HSPG2
ECE1l
HP1BP3
EIF4AG3
FAM54B
MAN1C1
UMNe323

GNL2

CSF3R

STK40

AHTO035

LPL
SFTPC
PDLIM2
TKY?2565
NKX3-1
KCTD9
CORO049
STMN4
PNOC
MSRA
TKY381
AHTO012
TKY1171
CTSB

1.84
4.46

5.1

2.29

2.29

[2STS02 -
CORO041/065]
[PPAP2B -
OSBPL9]
[PPAP2B -
OSBPL9]
[ACOT7 - AJAP1]
[CH241-
100K16_T7 -
WASF2]
[TKY784 - ENO1]
[TKY784 - ENO1]
[NPPA - VAMP3]
[NPPA - VAMP3]
[NPPA - VAMP3]
[CLIC4 - CAPZB]
[CLIC4 - CAPZB]
[CLIC4 - CAPZB]
[CLIC4 - CAPZB]
[WASF2 - ALPL]
[WASF2 - ALPL]
[ZMPSTE24 -
EIF2C1]
[ZMPSTE24 -
EIF2C1]
[PABPC4 -
CH241-
100K16_T7]
[PABPC4 -
CH241-
100K16_T7]
[EIF2C1 -
LAPTMS5]

2.97

1.94
1.03
2.05
2.05
6.76
3.6

4.45
2.54
2.54
1.82
0.48
3.79
242

frame
frame
frame
frame
frame
binned

binned
binned

binned
binned
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HSAS8
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11.72
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AHT065
VHL123
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CORO043
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CORO035
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2.92
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[FABP2 - CFI]
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1.96
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1.8
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4.62
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124.06

124.7
122.27
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121.8
120.46

115.76
115.9
1111
110.88

107.9
109.5
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118.22
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Mb (Build
36.1)

46.05

45.25

47.7

48.91

52.08

54.07
58.7
57.8
57.30

57.11
56.02
60.3
63.7
64.1
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585.75
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744.95
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2.18
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9.57
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5.85
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6.98
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2.03
2.18
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2.86
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3.34
3.44
2.57
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3.05
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73.04
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RHOH
UCHL1
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0

3.64
15.91
44.45
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70.07
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278.83
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389.36
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461.47
478.26
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561.3
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590.93
590.93
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601
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0.81
0.81
2.81
0.9

2.81
2.27
0.61
2.27
1.87
0.82
1.52
4.58
4.58
1.54
3.68
1.16
1.16
3.09
1.16
2.53
2.53
3.72
3.51
1.8
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2.05
2.05
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7.78
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5.77
2.22
1.76
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2.63
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2.45
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HSA4
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71.14
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64.9
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TKY910
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TKY1174
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FGFR3
TKY434
RNF4

UMNe529
WDR1
UMNel13
UMNe439
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CORO005
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LEX007
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AHTO043
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MAGI2
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699.35
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821.77
824.91
835.2

861.16
873.42
876.84
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889.97
893.12
905.77
929.39
932.61
942.6

952.07

Map
Position
(cR)

0

3.03

3.03

6.19

6.19

6.19

9.37

0.11
5.1
1.76
1.76
3.98
3.98
4.08
6.34
0.97
0.46
4.94
4.94
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1
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8.14
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4.65
7.09
2.27
3.5
2.84
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TKY434]
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MRFAP1]
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[TKY1037 -
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[LIAS -
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4.32
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3.43
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396.81
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421.77
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484.03
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157.76
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0.37
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3.66
3.66
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53.7
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ASB29
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TKY586
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UMNel199
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LEXO033
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PLEKHAS8
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332.22
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342.53
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370.02
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434.96
438.75
438.75
453.58
460.5

467.34
485.14
495.48
514.49
540.43
551.86
555.17
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619.4
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629.26
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636.19
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636.19
639.71
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3.98
3.98
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2.36
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1.45
1.45
8.24
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1.39
1.39
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1.39
413
1.89
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6.81
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2.39
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92.70
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UMNel04
HTGO7
TKY1717
TBX20
TKYS552
TKY300
KIAA0895
ANLN
DNAJB9
UMNel01
TKY354
HTGO09
PPP1R3A
TFEC
HMS19
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TKY375
MDFIC
FOXP2
CAPZA2
CFTR
ANKRD7
LSM8
ING3
TKY1044
KCND2
TKY661
CADPS2
TKY833
WASL
TKY977
GPR37
TKY3083
ARF5
LEP
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711.34
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909.04
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3.34
1.26
1.02
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frame
placed
frame
placed
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frame
frame
placed
frame
binned
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frame
frame
placed
frame
placed
frame
placed
frame
placed
frame
placed
placed
placed
frame
frame
frame
placed
frame
frame
frame
frame
frame
placed
placed
frame
frame
frame
frame
frame
frame

HSA8
HSAS8

HSAS8
HSAS8
HSAS8
HSAS8

HSAS8
HSAS8
HSAS8
HSAS8
HSAS8

HSAS8

HSAS8

HSAS8
HSAS8
HSAS8
HSAS8

HSAS8

HSAS8
HSA8

HSAS8
HSAS8
HSAS8
HSAS8

HSAS8
HSAS8
HSAS8

HSAS8
HSAS8

HSAS8
HSAS8
HSAS8
HSAS8
HSAS8

62.5
59.66

57.29
57.52
57.15
54.3

54.3
53.4
49.99
48.85
49.04

65.6

75.5

91.01
91.8
92.2
92.3

95.00

97.31
97.1

99.1
98.73
99
101.34

101.60
101
102.28

103.73
104.3

104.10
103.91
106.8
107.84
108.2



9 UMNe577  545.75 1.02 frame HSA8 108.2
9 EIF3S6 556.42 3.44 placed HSA8 109.28
9 TRHR 559.98 7.84 frame HSA8 110.17
9 RAD21 583.76 4.05 frame HSAS8 117.93
9 NOV 587.39 2.41 placed HSAS8 120.50
9 EXT1 594.66 2.35 frame HSA8 118.88
9 TKY2751  605.33 2.35 frame HSAS8 121.7
9 TKY293 616.36 0.22 placed HSA8 114.4
9 MYC 632.09 3.73 frame HSA8 128.82
9 KIAA0196  639.62 2.05 placed HSA8 126.11
9 UMNe507  647.15 4.28 placed HSA8 128.6
9 TKY505 658.56 1.07 placed HSAS8 131.8
9 ASBO05 665.84 6.31 frame HSA8 1315
9 UMNe212  676.44 2.49 placed HSA8 1335
9 TG 679.85 454 frame HSAS8 133.95
9 VHL219 690.19 4.54 frame
9 LEX019 707.54 2.09 placed
9 TKY540 724.88 4.24 frame
9 CHRACL1  738.64 4.24 frame HSA8 141.59
9 LY6H 752.09 6.49 frame HSA8 144.31
9 SCRIB 765.93 3.29 frame HSA8 144.95
9 LRRC14 776.6 1.52 placed HSA8 145.71
9 RPLS 783.7 3.29 frame HSA8 145.99
9 TKY916 805.73 5.04 placed HSA8 114.9
9 AHTO53 [ABRA - binned
TRHR]
9 TKY1884  --- [AZIN1 - binned HSA8 106.8
ABRA]
9 NUDCD1  --- [UMNe577 - binned HSAS8 110.32
RAD21]
9 ASB21 [VHL219-  binned HSA8 139.4
CHRACI]
9 UMNe189  --- [TKY2751-  binned
ASBO05]
9 UMNe493 - [TRHR - binned HSAS8 123.4
EXT1]
9 TKY452 [TRHR - binned
MYC]
Horse  Marker Map Placement Assignment Human Human
Chr. Position LOD Chr. Mb
(cR) (Build
36.1)
10 AHT049 0 2.48 frame HSA19 333
10 POP4 6.82 3.41 placed HSA19  34.79
10 TKY1765 17.12 0.11 placed HSA19 354
10 C190rf2 20.54 2.48 frame HSA19  35.13
10 ZNF536 28.08 2.68 placed HSA19 3556
10 HMS23 31.84 4.69 frame HSA19  36.3
10 TKY580 39.37 2.59 placed
10 PDCD5 43.28 3.46 frame HSA19  37.76
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0.25
2.6

2.59
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34
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3.29
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2.09
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2.43
6.06
0.11
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24

24

4.08
3.68
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0.36
4.45
0.31
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2.82
1.8

2.82
3.79
2.38
1.25
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191.96
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0.13
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[CKM - C5AR1]
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[TKY1034 -
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1.45
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0.15
11
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2.95
2.95
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4.03
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4.59
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HDAC2
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CH241-
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NVHEQO067
HEY2
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233.14
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308.26
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380.59
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384.64
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388.71
392.63
400.13
432.86
453.2

465.96
470.03
482.27
504.72
513.61

526.37
549.74
566.77
577.36
613.1

631.94
635.45

642.69
642.69
646.44

657.78
681.29
692.56
696.06

702.85

1.59
1.9

24
2.9
6.12

6.12
6.26
4.43
271
2.71
4.43
2.73
242
45

0.55
2.03
0.24
0.24
2.03
1.05
2.43
2.37
3.64
44

24

0.22

1.02
5.52

2.87
1.63
0.31
1.63
3.66
24

2.52

24
24
1.26

2.48
2.52
241
5.93

2.6
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HSAG6
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108.59
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108.2
108.2
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1131
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122.76
122.7

122.83
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10 TKYS503 702.85 2.6 placed HSAG6 126.6

10 RNF146 706.15 5.93 frame HSA6 127.63
10 LAMA2 723.78 4.08 frame HSA6 129.25
10 ARG1 733.42 4.08 frame HSA6 131.94
10 PEX7 757.48 1.33 placed HSA6 137.19
10 HBS1L 764.08 3.99 placed HSA6 135.32
10 SGK 771.72 3.03 frame HSA6 134.53
10 TKY632 794.82 0.61 placed
10 REPS1 801.42 3.03 frame HSA6 139.27
10 TKY2470 801.42 3.03 frame_identical HSA6 139.1
10 AHTO086 848.74 1.99 placed HSAG 130.6
10 TKY689 [HTR1B - ME1]  binned HSA6 79.4
10 PGM3 [ELOVLA4 - binned HSA6 83.94
CNR1]
10 CH241- [EPHAT - binned HSA6 96.1
100N24_SP6 CH241-
101M4_T7]
10 TKY614 [FBXL4 - binned
10STS02]
10 CH241- [POPDC3 - binned HSA6 105.2
101L6_SP6 NR2E1]
10 TKY1101 [PREP - ASB09]  binned HSA6 106.6
10 TKY722 [CH241- binned
100D21_SP6 -
LAMAZ?]
10 TKY999 [NR2E1 - CD164] binned HSA6 109.9
10 CH241- [NR2E1 - CD164] binned HSA6 110.1
102D24_SP6
10 REV3L [NR2E1 - CD164] binned HSA6 111.73
Horse  Marker Map Placement Assignment Human Human
Chr. Position LOD Chr. Mb (Build
(cR) 36.1)
11 SGCV22 0 6.89 frame
11 FASN 27.57 2.71 frame HSA17 77.63
11 UMNe365 37.88 2.71 frame
11 TKY551 37.88 2.71 frame_identical
11 PDE6G 40.4 0.15 placed HSA17 77.23
11 PAHB 45.54 3.03 frame HSA17 77.39
11 TKY646 78.8 9.47 frame HSA17 75
11 AHT044 140.43 2.72 frame
11 UMNe096 149.55 1.53 placed
11 AHTO16 158.66 2.95 placed
11 UMNe128 171.87 0.12 placed
11 UMNe085 175.84 2.12 frame
11 AHT128 179.82 2.83 placed
11 VHLO060 187.84 2.12 frame
11 VHL78 234.64 0.15 placed
11 CH241- 2375 1.99 frame
103P20_T7
11 UMNe398 298.17 6.1 frame
11 UMNe514 330.96 6.1 frame
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0.18
8.03
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TKY683 49.93
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frame
binned

HSA17

HSA17

HSA17
HSA17

HSAL7
HSAL7
HSAL7
HSAL7
HSA17

HSAL7

HSAL7
HSAL7
HSAL7

HSA17
HSAL7

Placement Assignment Human
Position  LOD

5.43
5.43
2.2

1.08
3.38
3.38
3.38
3.38
3.38
241
2.01
0.39
2.01
0.34
0.14
9.08
5.48

1.67
1.67

41

frame
frame
placed
placed
frame

Chr.

HSA11
HSA11
HSA11
HSA11
HSAll

frame_identical HSA1l
frame_identical HSA1l
frame_identical HSA1l

frame
placed
frame
placed
frame
placed
placed
frame
frame

frame
frame

HSAll
HSAll
HSA11

HSAll
HSAll

22.98

0.59

0.85
1.34

3.4

4.74
7.85
4.58
4.80

6.60

10.29
10.47
9.74

12.84
11.28

Human
Mb
(Build
36.1)
33.72
35.12
37.1
36.47
36.57
37.1
36.55
37

45.2
44.6
45.8

46.2
47.25



12
12

12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12
12

12

Horse
Chr.

13
13
13
13
13
13
13
13

TKY769
RKJ12

CNTF
UMNe331
TKY1143
TKY404
MS4AL
SGCV08
TKY1075
UMNe391
TKY482
SCGB1AL
EEF1G
ROML1
B3GAT3
HRASLS3
COR030
PYGM
LRFN4
ACTN3
FBXLL11
ADRBK1
TKY499
COR058
NADSYN1
IGF2
LSP1

TH
AHT122
UMNe168
DRD4
RPLP2
UCDEQ497
IFITM3
CORO009

UCDEQ411

Marker

MGC11257
GPR30
WIPI2
ACTB
SMURF1
ARPC1B
TRRAP
UMNe462

Map
Position

(CR)
0

0

26.98
37.07
4451
46.85
54.36
59.33

5.84 frame
[AHTO056 - binned
AHTO027]
5.55 frame HSA11
1.67 frame
1.67 frame HSA11l
5 frame
0.23 placed HSAll
0.14 placed
0.13 placed HSA11
3.04 frame HSA11
2.7 frame
2.7 frame HSA11
3.05 frame HSA11l
3.05 frame_identical HSA11l
0.29 placed HSAl1l
9.54 frame HSA11l
2.09 placed
6.74 frame HSA11
2.13 frame HSA11
2.13 frame HSA11
1.95 placed HSA1l1
10.38 frame HSA11l
11.06 frame
4.14 placed
7.61 frame HSA11
1.88 placed HSA11
3.03 frame HSA11
3.03 frame HSA11
1.84 frame
1.84 frame HSA11l
1.53 placed HSA1l1l
6.93 frame HSA11l
1.86 frame
1.86 frame HSA11
[EEF1G - binned
PYGM]
[HRASLS3 - binned
LRFN4]

Placement  Assignment  Human

LOD Chr.

6.41 frame HSA7

6.41 frame_identical HSA7

5.73 frame HSA7

3.58 frame HSA7

1.39 frame HSA7

0.1 placed HSA7

1.39 placed HSA7

14 placed

42

58.15
58.9
59.98

61.1
61.1

61.94
62.08
62.14
62.14
63.10

64.27
66.38
66.07
66.64
66.79

70.84
211
1.83
214

2.8
0.63
0.80

0.31

Human
Mb (Build
36.1)

1.00

1.09

5.20

5.53

98.46

98.81

98.31



13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13

13

13

13

13

13

13
13
13
13

13
13
13
13
13
13
13
13
13
13
13
13
13
13
13

VHL161
TKY585
AZGP1
TKY031
TKY3276
TKY1025
TKY979
UMNe451
UMNe305
GNB2
SERPINE1
UMNe217
TKY835
TKY1398
POR
UMO030
HIP1
UMNe133
ELN
13STS01
CORO069

PRKRIP1
KDELR?2

DKFZp434]
1015
LRCH4

TKY1092

UMNel45
AUTS2
UMNe552
CH241-
102019 _T7
LEX041

VHL47
CCT6A
ERAF
SGCV03
VKORC1
C16o0rf53
ALDOA
CORO1A
ATP2A1
EIF3S8
UMNe601
IL4R
TKY416
UMNe344

1.39

0.11

4.47

4.47

1.41

2.42

1.04

1.04

2.78

2.64

4.78

4.78

2.64

2.64

5.45

3.49

1.72

2.03

3.08

3.08
[p-terminal -
WIPI2]
[TKY1398 -
ELN]
[ACTB -
VHL161]
[ACTB -
VHL161]
[TKYO031 -
TKY1025]
[POR -
13STS01]
3.98

3.98
24
2.38

2.77
2.77
4.76
4.6

2.3

5.8

2.54
0.21
0.22
7.34
7.34
4.16
5.69
5.69
5.69

43

frame
placed
frame
frame
frame
frame
placed
placed
placed
placed
frame
frame_identical
frame
frame
frame
placed
placed
placed
frame
frame
binned

binned
binned
binned
binned
binned

frame
frame
placed
placed

placed
placed
frame
placed
placed
frame
placed
placed
placed
frame
frame_identical
placed
frame
frame_identical
frame

HSA7

HSA7
HSA7

HSA7
HSA7
HSA7
HSA7

HSA7

HSA7

HSA7

HSA7

HSA7

HSA7
HSA7

HSA7

HSA7
HSA16

HSA16
HSA16
HSA16
HSA16
HSA16
HSA16

HSA16

99.40

100.11
100.56

101.2
75.42
75

75.00

73.08

101.82

6.47

6.63

100.01

68.70
70.1

71.6

56.09
31.45

31.01
29.74
29.97
30.10
28.80
28.63

27.23



13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13
13

13
13
13
13
13
13

13

13

13

13

13

13

13

13
13

13
13

TKY1176
RBBP6
UMNe276
TKY581
PRKCB1
METTL9
TKY371
AHTO095
TKY852
CcoQ7
SMG1
TKY421
C16orf63
TKY500
NVHEQO098
UMNel126
BFAR
ASB01
TKY594
PRM1
TKY561
TKY1047
CARHSP1
Ci160rf72
UMNe364

TKY981
TKY693
VASN
CREBBP
THOCG6
ASB37

UMNe278
UMNe431
UBPH
AHTO030
GUSB
PHKG1

CH241-
106P18_T7

HNI1L
TSC2

STUB1
HBA1

126.87
151.91
151.91
151.91
151.91
156.42
165.44
174.47
195.88
217.29
225.97
244.98
260.03
292
313.28
313.28
318.6
329.24
333.99
348.99
362.53
370.16
386.04
390.17
435.76

472.18
498.42
507.46
523.42
523.42

16.48
23.99

56.34
63.21

2.33
5.82
5.82
5.82
5.82
2.51
4.03
0.38
2.05
2.09
2.05
4.2

5.49
4.26
1.04
1.04
4.26
111
3.32
5.62
2.37
1.65
1.65
0.47
1.81

1.81
2.26
3.5
3.5
3.5

[UMNe145 -

CCT6A]
[SMGL1 -
C160rf63]

[UMNe344 -

TKY371]

[UMNe344 -

TKY371]
[IL4R -
RBBP6]
[AUTS2 -
VKORC1]
[AUTS2 -
VKORC1]
1.29

0.29
1.29

1.43
1.29

44

placed

frame
frame_identical
frame_identical
frame_identical
placed

frame

placed

frame

placed

frame

frame

frame

frame

placed

placed

frame

placed

placed

frame

placed

frame

frame

placed

frame

frame

placed

frame

frame
frame_identical
binned

binned
binned
binned
binned
binned
binned

frame

placed
frame

placed
frame

HSA16

HSA16
HSA16
HSA16
HSA16

HSA16
HSA16
HSA16
HSA16

HSA16

HSA16
HSA16
HSA16
HSA16
HSA16
HSA16
HSA16

HSA16
HSA16
HSA16

HSA16

HSA16

HSA16

HSA7

HSA7

HSA16
HSA16

HSA16
HSA16

24.46

23.2
23.75
21.52
221

18.99
18.72
17.6

15.87

14.63

12.3
11.28
10.6
10.5
8.86
9.09
10.6

4.36
3.72
3.01

20.8

23.48

25.6

65.06

56.12

1.67
2.04

0.67
0.17



Horse
Chr.

14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14

Marker

COR103/104
TKY948
RPL7ps
CANX
SQSTM1
HK3
LMAN2
AHT029
TKY1053
BNIP1
TKY584
HTG11
UMNe315
STK10
FGF18
DUSP1
LCP2
RARS
TKY267
UMNe581
LEX043
GABRG2
UMNe406
C1QTNF2
UMNel54
MAT2B
HMMR
TKY1145
EBF1
HTG29
CLINT1
MFAP3
CYFIP2
UMNe227
TKY440
CRSP9
SOX30
GRIAL
VHL204
TKY390
TKY376
UMO010
ANXAG
RPS14
CD74
14STS01

Map
Position
(cR)
0
19.37
54.3
54.3
57.76
97.11
116.26
125.92
149.03
154.81
165.57
170.63
175.73
181.11
181.11
191.94
217.44
221.6
229.64
233.36
274.58
291.24
295.08
295.08
295.08
295.08
295.08
302.76
310.44
314.43
322.75
342.06
346.89
346.89
346.89
346.89
346.89
363.03
384.55
393.25
393.25
393.25
401.28
418.13
422.14
425.99

Placement

LOD

0.57
4.45
4.45
4.45
1.64
0.6

0.6

2.98
191
3.1

2.57
0.28
2.03
3.1

3.1

0.67
1.32
1.53
0.38
1.32
2.49
2.49
0.16
0.16
0.16
0.16
0.16
1.2

2.82
0.17
2.52
0.11
4.24
4.24
4.24
4.24
4.24
1.53
4.24
2.65
2.65
2.65
45

4.25
0.16
2.57

45

Assignment

placed
frame
frame
frame_identical
placed
frame
frame
placed
placed
frame
placed
placed
placed
frame
frame_identical
placed
frame
placed
placed
frame
frame
frame
placed
placed
placed
placed
placed
placed
frame
placed
placed
placed
frame
frame_identical
frame_identical
frame_identical
frame_identical
placed
frame
placed
placed
placed
frame
frame
placed
placed

Human Human

Chr.

HSA5

HSA5
HSAS
HSAS
HSAS
HSAS
HSA5
HSAS5

HSA5

HSAS
HSAS
HSAS
HSA5
HSA5
HSA5
HSA5
HSAS
HSAS

HSAS
HSA5
HSA5
HSA5

HSAS

HSAS
HSAS
HSA5
HSA5
HSA5
HSA5
HSAS
HSAS

HSA5
HSA5

HSA5
HSAS

Mb (Build
36.1)

179.9

179.06
179.18
176.24
176.69
176
173.8
172.50

171.7

171.40
170.78
172.13
169.61
167.85
168.2
168.6
163.5
161.43

159.71
162.6

162.86
162.82

158.06

157.15
153.40
156.63
1554

155.4

156.50
156.99
152.85

1515
150.46

149.80
149.76



14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14

SLC26A2
CSF1R
PDEGA
TKY329
ADRB2
DPYSL3
UMO032
HTR4
UMNe474
TKY930
SH3RF2
TKY1990
VHL209
NR3C1
LEX047
UMNe460
TAF7
CD14
HARS
HBEGF
UBE2D2
JMID1B
SMADS
UMNe234
MYOT
TKY844
PPP2CA
DDX46
VDAC1
HSPA4
KIF3A
IRF1
TKY647
CSS3
ALDH7A1
MEGF10
FBN2
TKY1156
TKY1036
ZNF608
CSNK1G3
PPIC
TKY3053
SNCAIP
HSD17B4
DMXL1
YTHDC2
SEMAGA
TRIM36
FEM1C

429.83
429.83
429.83
438.15
446.84
451.21
464.32
479.24
507.62
533.21
553.43
565.42
569.14
572.84
583.96
591.64
604.68
614.31
619.7
630.42
649.73
668.16
677

677
681.55
691.16
707.3
718.72
724.08
762.02
779.41
801.18
838.89
848.49
871.31
884.97
895.75
914.05
944.66
960.65
991.17
995.18
1003.21
1015.77
1048.18
1058.97
1075.11
1124.66
1140.8
1150.94

4.25
4.25
4.25
4.74
1.59
0.12
2.01
1.59
1.07
2.44
1.98
1.98
2.36
4.58
4.63
1.04
1.04
3.7

2.04
7.38
6.21
4.38
2.59
2.57
4.38
231
2.01
2.02
2.01
2.66
2.56
2.56
1.99
511
3.04
3.04

4.27
3.33
3.33
4.79
0.95
4.2

6.72
2.26
1.72
1.72
1.73
0.23
1.49

46

frame
frame_identical
frame_identical
placed
frame
placed
placed
frame
placed
frame
frame
frame
placed
placed
placed
frame
frame
placed
placed
frame
frame
frame
placed
placed
frame
placed
frame
placed
frame
frame
frame
frame
placed
frame
frame
frame
placed
frame
frame
frame
frame
placed
placed
frame
placed
frame
frame
placed
placed
frame

HSA5
HSA5
HSA5
HSAS
HSAS
HSAS

HSA5
HSA5

HSA5
HSAS

HSAS
HSAS

HSA5
HSA5
HSA5
HSAS
HSAS
HSAS
HSAS
HSA5
HSA5
HSA5
HSA5
HSAS
HSAS
HSAS
HSAS
HSA5

HSA5
HSA5
HSAS
HSAS

HSA5
HSA5
HSA5
HSA5
HSAS
HSAS
HSAS
HSAS
HSAS5
HSAS5
HSA5

149.32
149.41
149.22
148.9

148.19
146.75

147.81
145.7

145.30
144.9

142.64
141.9

140.68
139.99
140.03
139.69
138.92
137.72
135.50
135
137.23
135.7
133.56
134.12
133.34
132.42
132.06
131.85

129.27
125.91
126.65
127.62

124.00
122.88
122.39
121.9

121.68
118.82
118.44
112.88
115.81
114.49
114.88



14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14
14

14

CAMK4
PJA2
SLC25A46
FBXL17
UMNe489
SOD2ps
14STS02
EFNA5
TKY435
TKY395
PAM
ST8SIA4
CHD1
PCSK1
ZuBeEq13
KIAA0372
NR2F1
GPR98
TKY317
MEF2C
UMO016
TMEM161B
AHTO083
AHTO088
RASA1L
HAPLN1
CSPG2
ZFYVE16
UMNe550
SCAMP1
DMGDH
ARSB
TKY1151
UMNe125
LEXOQ78
UMNe194
VHL162
SvaC
HMGCR
HEXB
CORO002
TKY2524
TKY438
RGNEF
UMNe239
TKY636
MCCC2
14STS03
TKY1114

TKY3521

1181.38
1208.28
1224.43
1238.82
1243.18
1243.18
1284.65
1338.08
1357.54
1370.54
1374
1389.38
1393.22
1401.55
1415.95
1436.29
1440.49
1461.31
1468.24
1471.7
1471.7
1486.54
1517.46
1524.18
1533.98
1550.37
1556.9
1575.46
1575.46
1592.12
1601.25
1606.05
1616.19
1636.47
1636.47
1646.02
1662.68
1675.16
1679.32
1691.81
1691.81
1699.8
1703.5
1725.26
1744.42
1744.42
1748.41
1764.4

1.49
2.26
0.14
2.26
0.31
0.12
3.32
3.65
6.65
1.92
437
437
2.58
1.07
1.07
2.14
3.72
6.22
2.68
4.63
463
4.63
0.59
2.2
2.2
8.6
2.2
8.07
8.07
0.52
0.61
0.52
2.32
0.54
1.84
1.03
2.73
0.61
2.73
051
051
0.49
0.51
1.61
2.13
2.1
1.07
1.07
[SLC26A2 -
HTRA4]
[VHL204 -

47

frame
frame
placed
frame
placed
placed
placed
placed
placed
placed
frame
frame
placed
frame
frame
placed
frame
frame
placed
frame
frame_identical
frame
placed
frame
frame
frame
placed
frame
frame_identical
frame
placed
frame
placed
placed
placed
placed
frame
placed
frame
frame
frame_identical
placed
frame
placed
placed
placed
frame
frame
binned

binned

HSA5
HSA5
HSA5
HSAS

HSAS5
HSA5
HSA5
HSA5
HSAS
HSAS
HSAS
HSAS
HSA5
HSAS5
HSA5

HSAS

HSAS

HSA5
HSA5
HSA5
HSAS

HSAS
HSAS
HSAS5

HSA5

HSAS

HSAS
HSAS
HSAS5
HSA5
HSA5
HSA5
HSAS

HSAS

HSA5

HSAS

110.59
108.70
110.10
107.22

106.74
103
102.7
102.23
100.17
98.22
95.75
96.3
94.83
92.94
89.89

88.05

87.53

86.60
82.97
82.80
79.74

77.69
78.33
78.11

77.3

75.5

75.42
74.67
74.02
73.7
73.8
73.6
72.96

70.92

146.5

150.5



14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

14

SPARC ---

YIPF5 -

LARP1 ---

IL12B -—-

TUDPEc277  ---

TKY787 ---

TKY656 ---

TKY841 ---

UMNe321 ---

UMNe458 ---

HMB1 -

CSF2 -

UMNe187 ---

CCDC100 ---

TKY1677 ---

UMNe584 ---

TKY491 ---

TKY971 ---

THBS4 -

TKY527 ---

RPS23 ---

TNPO1 -

TKY749 ---

TKY473 ---

CAST ---

UMNe244 ---

RPS14]
[VHL204 -
RPS14]
[HTR4 -
UMNe460]
[EBF1 -
VHL204]
[GABRG2 -
CYFIP2]
[GABRG2 -
CYFIP2]
[UMNe581 -
EBF1]
[LEX043 -
EBF1]
[UMNe581 -
EBF1]
[IMJD1B -
PPP2CA]
[HBEGF -
JMJID1B]
[JMJID1B -
PPP2CA]
[KIF3A -
CSS3]
[BNIP1 -
LCP2]
[ZNF608 -
SNCAIP]
[CSS3 -
MEGF10]
[AHTO8S -
HAPLN1]
[AHTO8S -
HAPLN1]
[HAPLNL1 -
SCAMP1]
[HAPLNL1 -
SCAMP1]
[HAPLNL1 -
SCAMP1]
[HAPLNL1 -
SCAMP1]
[HMGCR -
MCCC2]
[ZFYVEL16 -
ARSB]
[ST8SIA4 -
ZuBeEq13]
[ST8SIAS -
ZuBeEq13]
[ST8SIA4 -
ZuBeEq13]

48

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

HSA5

HSAS5

HSAS

HSAS

HSAS

HSA5

HSAS

HSAS

HSA5

HSAS

HSAS

HSA5

HSAS

151.02

143.52

154.07

158.67

158.0

131.44

122.71

126.4

79.37

81.60

72.15

96.06

95.6



Horse Marker

Chr.

15
15
15
15
15
15
15
15

15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15
15

TKY1095
SEPT10
RANBP2
SULTI1C1
TKY383
UMNe275
UMNEe605
CH241-

102M19_T7
TKY541

TKY392
IL18RAP
TBC1D8
REV1L
ACTR1B
SEMAA4C
PROM2
15STS02
MERTK
SLC20A1
IL1IA
IL1B
RPIA
UMNe198
REEP1
SFTPB
MAT2A
CORO76
TKY861
TMSB10
CAPG
TKY814
S22

B-8
CTNNA2
TKY976
TKY?2955
UMNe250
NVHEQO083
TKY3526
TKY?2469
HK2
MOBK1B
TKY369
TKY518
ADD2
TIAL

Map Position Placement Assignment

(cR)

0
33.63
43.24
56.56
77.21
83.6
90.17
107.4

120.75
138.87
153.84
168.81
184.34
206.34
210.53
223.86
228.1

263.55
281.2

284.33
287.51
293.9

311.45
318.91
322.63
322.63
335.94
340.15
348.53
357.27
366.19
388.48
392.34
403.97
403.97
403.97
403.97
414.79
414.79
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binned

placed
frame

frame_identical

frame
placed
placed
placed
frame
frame_identical
placed

placed
placed
frame
frame
binned

binned
binned
binned
binned

frame

frame

placed
placed
placed
placed
placed
frame

placed
placed
frame

placed
placed
binned

HSA13

HSA13
HSA13

HSA13

HSA13
HSA13

HSA13

HSA13
HSA13
HSA13
HSA13
HSA13
HSA13
HSA13

HSA13
HSA13
HSA13

HSA13

HSA13

HSA13

HSA13

HSA13

HSA13
HSA13
HSA13
HSA13
HSA13
HSA13

HSA13
HSA13
HSA13

HSA13

57.10

60.2
52.6

40.9

66.3
65.77

66.5

69.17
70.91
72.53
76.52
76.46
77.37
74.76

78.3
79.7
67.9

76.35

72.25

73.16

75.4

75.02

78.95
97.40
96.7
96.6
90.8
93.89

85.26
90.85
92.68

94.2



17

17

17

17
17
17
17

17
17
17
17
17
17
17
17
17

17

17

17
17
17
17

Horse Marker

Chr.

18
18
18
18
18
18

18

18
18
18
18
18
18
18
18
18
18

RP11-477B16  ---

CLDN10
DZIP1
PHGDHL1 0
TKY546 0
TM9SF2 0
TKY1301
BIVM 0
ITGBL1 20.8
C13orf27 26.38
FGF14 26.38
EFNB2 58.01
TKY792 69.91
TKY356 93.5
LIG4 117.09
TKY1071
TKY2597
FLJ10154
CDC16 0
CUL4A 4.66
LAMP1 9.09
F10 22.38
Map
Position
(cR)
BIN1 0
UCDEQ136 6.61
PROC 26.37
AHT115 46.14
CLASP1 0
CH241- 12.76
111C11_SP6
CH241- 12.76
111C11_T7
TKY589 21.65
EPB41L5 34.42
NVHEQ133 51.47

UMNe308 55.4
TKY1055 62.99
TUDPEC010 77.2

DDX18 91.93

LEXO016 107.23
ACTR3 137.72
TKY449 148.04

[LEX067 -
GPC5]
[LEX067 -
GPC5]
[LEX067 -
GPC5]

0

0
0

[p-terminal -
g-terminal]
3.12

2.06

3.3

33

1.84

2.04

0.78

0.78
[C130rf27 -
TKY356]
[C130rf27 -
TKY356]
[C130rf27 -
TKY356]

0

1.47
3.07
0

Placement
LOD

1.41
1.58
1.41
141
2.56
2.52

2.52

2.19
2.19
1.99
0.18
1.99
4.47
4.47
4.74
3.92
241

58

binned

binned

binned

frame

frame_identical
frame_identical

binned

frame
placed
frame

frame_identical

frame
placed
frame
frame
binned

binned
binned

frame
placed
placed
frame

Assignment

frame
placed
frame
frame
frame
placed

placed

frame
frame
frame
placed
frame
frame
frame
frame
frame
placed

HSA13
HSA13

HSA13

HSA13
HSA13

HSA13
HSA13
HSA13
HSA13
HSA13
HSA13

HSA13
HSA13

HSA13
HSA13

HSA13
HSA13
HSA13
HSA13

Human
Chr.

HSA2
HSA2

HSA2
HSA2

HSA2

HSA2

HSA2

HSA2
HSA2
HSA2
HSA2

94.88
95.03

98.65

98.95
99.2

102.25
100.90
102.22
101.17
105.94
107.2

107.66
105

106.3
105.99

114.02
112.91
113.00
112.83

Human
Mb (Build
36.1)
127.52

127.89

121.81
122

122

120.49

120.1

118.29
116.1
114.36
133.3



18
18
18
18
18
18
18
18
18
18
18
18
18
18

18

18

18

18

18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18

LEX054
UMNe442
MGAT5
MCM6
CXCR4
NVHEQO77
UMNe097
KYNU
LRP1B
SGCVO07
UMNEe50
AHTO080
ZEB2
TKY407

UMNe263
HMS46
TKY909
UMNEe095

ORCA4L
UMNel14
TKY426
NEB
TNFAIP6
PRPF40A
CORO096
KIF5C
PSCDBP
ACVR1
HTG28
TKY608
BAZ2B
DPP4
PSMD14
GCG
TANK
GCA
UMNEe505
TKY545
GRB14
LRP2
SSB
GAD1
TKY1913
DYNC1I2
PDK1
TKY741

151.57
155.11
169.8

207.49
230.93
252.25
256.02
263.56
263.56
271.72
289.55
298.06
327.75

9.87
19.82
35.62
40.56
57.14
79.23
92.62
110.45
110.45
110.45
114.72
133.51
158.45
173.69
183.26
192.19
206.25
227.17
232.13
248.78
293.48
302.86
311.94
316.3
347.78
357.68
362.16

3.92
2.38

4.04

0.76

121

2.96

2.55

131

131

1.29

2.66

131

2.28
[TUDPEC010
- LEX016]
[ACTRS3 -
MGATS]
[NVHEQO77
- AHT080]
[NVHEQO077
- AHT080]
[NVHEQO77
- AHT080]
0.87

0.97

0.87

1.19

4.23

1.13

2.37

2.37

1.84

1.84

1.84

1.1

1.22

0.74

0.29

1.22

0.57

2.25

0.14

3.57

0.22

1.83

1.93

0.15

1.93

0.22

211

0.16

59

frame
placed
frame
placed
frame
frame
placed
frame
frame_identical
placed
placed
frame
frame
binned

binned
binned
binned
binned

frame
placed
frame
placed
frame
placed
frame
frame
frame
frame_identical
frame_identical
placed
frame
placed
placed
frame
placed
placed
placed
frame
placed
placed
frame
placed
frame
placed
frame
placed

HSA2
HSA2
HSA2
HSA2
HSA2

HSA2
HSA2

HSA2

HSA2
HSA2

HSA2

HSA2

HSA2

HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2

HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2

HSA2
HSA2
HSA2
HSA2

HSA2
HSA2

134
134.73
136.31
136.59
138.8

143.35
140.71

140.2

144.86
117.5

144

144.4

148.41

149.7

152.05
151.92
153.22
156.7

149.51
157.98
158.30

159.88
162.56
161.87
162.71
161.70
162.91
164.3

165.06
169.69
170.36
171.38

172.25
173.13



18
18
18
18
18
18
18

18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18
18

18

18

18

18

18

18

18

18

CHRNA1
TKY322
18STS01
NFE2L2
UMNel180
HOXD10
CH241-
101P3
TKY943
SF3B1
HSPD1
HLM3
UCDEQ387
HMS75
AOX1
BZw1
TKY1008
WDR12
CD28
UMNe243
TKY1260
FASTKD?2
IDH1
GDF8
TKYO017
MYO1B
COL3A1
TFPI
ITGAV
UMNe501
TKY101
FRZB
ITGA4
SSFA2
NMI

UMNe307
TKY303
NR4A2
UMNEe089
TKY692
ATF2
TKYO016

EEF1B2

371.09
371.09
397.2

429.3

441.26
447.18
488.62

499.78
511.81
534.19
549.03
553.73
567.18
575.4

583.91
616.76
630.23
644.31
660.63
669.18
703.77
725.05
796.09
801.65
811.61
826.48
831.2

835.93
835.93
835.93
850.71
861.22
871.67

2.11
2.11
4.02
3.25
2.3

3.15
5.25

241
5.25
2.94
2.14
0.23
1.15
2.94
141
4.28
0.87
3.68
3.68
2.3

1.58
1.58
2.68
1.53
2.38
1.23
2.22
2.6

1.2

1.2

2.22
3.23
3.29

[TKY426
COR096]

[ORCAL -
TNFAIP6]
[ORCAL -
TNFAIP6]

[COR096

PSCDBP]

[TNFAIP
KIF5C]
[TNFAIP
KIF5C]
[PDK1 -

6 -

6 -

18STS01]

[GDFS -
TFPI]

[UMNe243 -

IDH1]

60

frame
frame_identical
frame

frame

placed

frame

frame

placed
frame
frame
placed
placed
placed
frame
placed
frame
placed
frame
frame
placed
frame
frame
frame
placed
frame
placed
frame
placed
placed
placed
frame
placed
frame
binned

binned
binned
binned
binned
binned
binned
binned

binned

HSA2
HSA2

HSA2
HSA2
HSA2
HSA2

HSA2
HSA2
HSA2

HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2
HSA2

HSA2
HSA2
HSA2
HSA2

HSA2

HSA2

HSA2

HSA2

HSA2

HSA2

175.32
176.3

177.80
177.8
176.69
195.3

196.2
197.96
198.06

201.16
201.38
202.7
203.45
204.28
205
205.2
207.34
208.81
190.63
1911
191.82
189.55
188.04
187.16
187.3

183.41
182.03
182.46
151.84

149.1

156.89

156.3

175.65

1911

206.73



18

Horse
Chr.

19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19

19
19
19
19
19
19
19
19
19
19
19
19
19
19
19

NDUFS1 ---

Marker

AHT094
AHTO041
UMNe440
TKY510
B3GALNT1
UMNe325
VHLO11
BCHE
UMNe106
UMNe351
AHT106
MPZ003
UMNe599
UMNe221
HTG23
TKY448
MYNN
TLOC1
19STS01
TKY419
AHTO52
TKY738
TKY713
TBL1XR1
HTG24
LEX040
FXR1
CH241-
100C11_T7
ABCF3
BCL6
LEX035
AHSG
HRG
KNG1
HRASLS
UMNe098
TKY372
HES1
ILIRAP
TKY679
PARP15
CASR
TKY686

Map
Position
(cR)
0
19.28
32.77
48.78
62.32
101.71
123.67
195.3
208.96
243.48
268.82
277.91
277.91
277.91
286.99
299.44
305.79
312.52
326.03
346.39
381.48
415.35
436.32
455.6
468.62
477.28
481.28
493.82

502.12
522.98
534.09
554.11
566.08
574.04
639.37
666.86
677.6

681.06
716.18
750.75
781.61
791.69
791.69

[UMNe243 -  binned
IDH1]

Placement Assignment
LOD

6.49 frame
6.07 frame
0.77 frame
0.77 frame
1.02 placed
0.54 placed
1.84 placed
1.82 frame
1.82 frame
0.8 placed
0.56 frame
0.56 frame
0.56 frame_identical
0.56 frame_identical
2.93 frame
2.36 placed
2.41 frame
0.67 placed
2.41 frame
1.12 placed
0.41 placed
6.76 frame
5.96 frame
5.96 frame
2.49 placed
0.12 placed
2.19 frame
2.02 placed
2.19 frame
1.78 frame
1.28 frame
2.36 frame
2.53 placed
2.72 frame
4,74 frame
1.48 frame
0.38 placed
1.48 frame
4,56 frame
2.03 frame
1.92 frame
0.35 placed
0.35 placed

61

HSA2

Human
Chr.

HSA3
HSA3

HSA3

HSA3

HSA3
HSA3
HSA3

HSA3
HSA3

HSA3
HSA3

HSA3
HSA3
HSA3

HSA3
HSA3

HSA3
HSA3
HSA3
HSA3

HSA3
HSA3
HSA3

HSA3
HSA3
HSA3

206.70

Human
Mb (Build
36.1)

157.3

157.3

162.2

166.97

170.8
170.97
171.17

171.6
170.8

174.3
178.22

181.5
182.11
185.1

185.39
188.92

187.81
187.87
187.92
194.44

195.3
195.34
191.71

123.82
123.39
124.5



19
19
19
19
19
19
19
19
19
19
19
19
19
19

19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19
19

19

19

19

19

19

19

19

19

19

19

SNX4
UMPS
CORO044
TKY730
TKY1132
HMS08
UMNe083
ASB25
ATP6V1A
COR092
CCDC80
ZuBeEQ9
TKY817
CH241-

100N17_T7
UMNe500

TKY009
ASB11
UMNe592
ABHD10
DCBLD2
TBC1D23
FILIP1L
TKY1038
CPOX
ZBTB11
AHTO055
UMNEe590
PROS1
UMNe324
TKY783
SCHIP1

LEXO073
LEX036
ZMAT3
UMNe319
TKY606
NAALADL?2
ASBO7
NVHEQO11
TKY992

TKY444

801.24
801.24
801.24
809.9

829.19
865.11
873.41
877.74
890.76
898.47
906.18
929.37
947.97
955.68

963.12
970.04
973.39
991.99
1018.17
1039.14
1045.89
1056.36
1067.47
1071.3
1074.99
1086.1
1101.58
1188.09
1194.85
1202.04

1.92
1.92
1.92
0.13
2.06
0.21
5.97
2.24
5.97
151
4.27
0.12
451
1.06

3.91

2.52

2.82

1.68

3.91

2.2

0.19

2.2

2.44

2.87

2.47

1.35

1.35

0.75

2.5

0.75
[p-terminal -
AHTO041]
[LEXO035 -
KNG1]
[TBL1XR1 -
ABCF3]
[TBL1XR1 -
ABCF3]
[TBL1XR1 -
ABCF3]
[TBL1XR1 -
ABCF3]
[TKY713 -
FXR1]
[MYNN -
TKY738]
[UMNe083 -
CCDC80]
[CCDCA80 -
ABHD10]
[CCDC80 -
ABHD10]

62

frame
frame_identical
frame_identical
placed

placed

placed

frame

placed

frame

placed

frame

placed

placed

placed

frame
placed
placed
placed
frame
frame
placed
frame
placed
frame
placed
frame
frame
frame
placed
frame
binned

binned
binned
binned
binned
binned
binned
binned
binned
binned

binned

HSA3
HSA3

HSA3
HSA3
HSA3
HSA3
HSA3
HSA3
HSA3
HSA3
HSA3

HSA3

HSA3

HSA3
HSA3
HSA3
HSA3
HSA3
HSA3
HSA3
HSA3
HSA3

HSA3

HSA3

HSA3

HSA3

HSA3

HSA3

HSA3

HSA3

HSA3

126.65
125.93

125.4
125.2
118.7
1194
116.9
114.95
112.9
113.81
1125

108.6

110.9

113.7
113.9
113.18
100.00
101.46
101.03
101.8
99.78
102.85

95.07

160.47

187.4

179.7

180.22

183.4

176.06

171.6

107.1



19
19
19
19
19
19
19

19

Horse
Chr.

20
20
20

20
20
20

20

20
20
20
20
20
20
20
20
20
20
20
20
20
20
20
20
20
20
20
20
20
20
20

UMNe071
TKY422
1QCG
TKY004
ZNF148
LAMP3
ABCC5

TKY538

Marker

EXOC2
UMNe274
WRNIP1

SERPINB1
SERPINB9
CH241-
101E21_T7
CH241-
102A12_T7
NRN1

UMNe418
SSR1
BMP6
NVHEQO005
AHTO018
EDN1
TKY1517
UMNe064
TKY1798
NOL7
CORO029
TKY912
UMNe067
LEX052
UMNel19
GMPR
LEX064
KIF13A
NUP153
UMNe304
PRL
TKY3403

Map
Position
(cR)

0

14

47.76

51,51
51,51
63.16

89.74

98.22

111.44
131.93
141.22
168.96
168.96
173.17
173.17
173.17
177.23
193.39
224.25
249.99
281.05
285.11
289.34
307.78
307.78
325.4

343.9

384.86
401.3

401.3

[HRASLS -
HES1]
[UMNe098 -
ILLRAP]
[PARP15 -
UMNe083]
[PARP15 -
UMNe083]
[PARP15 -
UMNe083]
[FXR1 -
BCL6]
[FXR1 -
BCL6]
[TKY679 -
SNX4]

Placement

LOD

7.17
0.39
2.13

4.44
4.44
4.44

4.26

1.71
1.71
2.09
3.36
4.08
2.98
1.68
1.68
1.68
0.87
1.68
3.46
3.22
0.13
2.2

1.88
4.99
4.99
4.02
4.02
3.87
3.87
3.87

63

binned
binned
binned
binned
binned
binned
binned

binned

Assignment

frame
placed
placed

frame
frame_identical
frame

placed

frame
frame
placed
frame
placed
placed
frame
frame_identical
frame_identical
placed
frame
frame
frame
placed
frame
placed
frame
frame_identical
frame
frame
frame
frame
frame_identical

HSA3
HSA3

HSA3

HSA3
HSA3
HSA3

HSA3

Human
Chr.

HSAG

HSAG

HSAG
HSAG6
HSAG

HSAG

HSAG
HSAG
HSAG6
HSAG

HSAG
HSAG

HSAG
HSAG6
HSAG

HSAG
HSAG
HSAG
HSAG

HSAG
HSAG6

HSAG
HSAG

194
195.1

199.1

126.43
184.32
185.12

1241

Human
Mb (Build

36.1)
0.43

2.71

2.78
2.83
3.6

5.4

5.94
6.5

7.23
7.67

12.40
10.5

114
13.72
13.6

14.3
14.2
14.3
16.35

17.87
17.72

22.40
221



20
20
20
20
20
20
20
20
20

20
20
20

20
20
20
20
20
20
20
20
20
20
20
20
20

20
20

20
20
20
20
20
20
20
20

20
20
20
20
20
20
20
20

20
20
20

AHT109
UMNe272
CMAH
SLC17A2
ABT1
TRIM27
UMNe056
UMNe094
CH241-
102G5_SP6
ELA-A
TKY694
CH241-
100F12_SP6
TNF

MSH5
UMNe214
UMO11
ELA-DOB
ELA-DQA
TKY008
ELA-DMA
PHF1
UMNe480
TKY2503
PACSIN1
CH241-
100D3_SP6
TKY821
CH241-
100D3_T7
PIM1
FKBP5
SRPK1
UMO013
TKY273
RUNX2
TKY507
CH241-
103M18_T7
TNFRSF21
TKY1116
CRISP2
MUT
HSP90AB1
UMNe456
TKY539
CH241-
101H13_SP6
TKY547

TKY1405
CCND3

411.05
440.26
457.11
473.96
501.7

532.59
563.47
577.35
581.99

591.25
600.51
600.51

605.17
605.17
605.17
609.8

624.51
648.2

679.89
707.41
738.23
747.06
756.32
765.58
809.62

814.24
829.61

839.31
853.19
857.82
873.29
927.91
938.19
947.45
952.11

961.35
978.96
991.59
1003.7
1040.91
1065.26
1069.67
1073.89

1082.71
1087.15
1095.96

0.13
2.15
2.15
3.52
5.44
5.44
0.22
0.14
3.98

2.08
2.46
2.45

2.1

21

21

1.25
0.57
1.62
1.94
1.62
3.31
2.11
2.85
5.05
4.67

0.37
3.93

1.78
1.78
2.44
2.85
0.18
1.23
2.62
2.33

1.23
4.44
1.18
1.18
3.83
2.17
2.26
1.98

0.34
3.19
1.98

64

placed
frame
frame
frame
frame
frame
placed
placed
frame

placed
placed
placed

frame
frame_identical
frame_identical
placed

placed

frame

placed

frame

frame

placed

placed

frame

frame

placed
placed

frame
frame
placed
frame
placed
frame
placed
placed

frame
frame
frame
frame
frame
placed
placed
frame

placed
placed
frame

HSAG

HSAG
HSAG6
HSAG
HSAG

HSAG

HSAG
HSAG
HSAG

HSAG
HSAG

HSAG
HSAG
HSAG

HSAG
HSAG
HSAG
HSAG
HSAG
HSAG6

HSAG
HSAG

HSAG
HSAG
HSAG

HSAG
HSAG
HSAG
HSAG

HSAG

HSAG
HSAG
HSAG6

HSAG

HSAG
HSAG
HSAG

19.4

25.19
26.02
26.71
28.98

30.1

29.9
31.6
31.6

31.65
31.82

33
32.8
32.7

33
33.49
34
345
34.54
38.5

40.3
38.3

37.25
35.65
35.91

46.2
45.40
46.2
46.3

47.31

49.77
49.51
44.32

41.1

41.5
41.8
42.01



20
20
20
20
20
20
20
20
20
20
20

20

20

20

20

20

20

20

20

20

20

20

20

20

20

20

20

20

20

UBR2
VEGF
TKY925
PRPH2
TKY995
GSTAl
ICK
GCLC
UMNe428
HMS04
TKY848

AHT111
ITPR3

TKY1115

20STS01

UMNe225

UMNEe065

BAT3

HSPAL1A

UMNel70

TKY2230

BPHL

LEX011
C6orf62
GPLD1
CH241-
101K12 T7
UMNe341
TKY1040

HTGO05

1109.84
1119.59
1119.59
1129.91
1159.17
1178.65
1178.65
1182.87
1192.13
1212.74

2.42
1.88

1.88

3.78

43

2.2

2.2

2.48

2.2

2.2

[COR029 -
LEX052]
[TNF - ELA-
DMA]
[ELA-DMA -
PACSIN1]
[PHF1 -
CH241-
100D3_SP6]
[TRIM27 -
TNF]
[CH241-
102G5_SP6 —
ELA-DQA]
[CH241-
102G5_SP6 —
ELA-DQA]
[CH241-
102G5_SP6 —
ELA-DQA]
[CH241-
102G5_SP6 —
ELA-DQA]
[CH241-
102G5_SP6 —
ELA-DQA]
[SERPINB1 -
NRN1]
[EXOC2 -
CH241-
101E21_T7]
[CMAH -
ABT1]
[UMNe272 -
SLC17A2]
[UMNe272 -
SLC17A2]
[PRL -
CMAH]
[GMPR -
NUP153]
[UMNe304 -
UMNe272]
[BMP6 -
NOL7]
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placed
placed
placed
frame
frame
frame
frame_identical
placed
frame
frame
binned

binned
binned

binned

binned

binned

binned

binned

binned

binned

binned

binned

binned
binned
binned
binned
binned
binned

binned

HSAG
HSAG

HSAG6
HSAG6
HSAG
HSAG
HSAG
HSAG
HSAG

HSAG

HSAG

HSAG

HSAG

HSAG

HSAG

HSAG

HSAG

HSAG

HSAG

HSAG

HSAG

HSAG

42.64
43.85

42.77
53.2
52.76
52.97
53.47
55.6
56.3

33.70

34.7

31.7

31.71

31.89

33

3.4

3.06

26

24.81

24.54

23.7

17.4



20 UMNEe380 --- [BMP6 - binned HSAG 11.7

NOL7]
20 TFAP2A [BMP6 - binned HSA6 10.50
NOL7]
20 UMNe301 [BMP6 - binned HSA6 10.3
NOL7]
20 TKY1024 [UMNe428 - binned
g-terminal]
20 CRISP3 [TKY1116-  binned HSA6 49.80
MUT]
20 CH241- [TKY1116-  binned HSA6 49.1
100H23_T7 MUT]
20 CRISP1 [TKY1116-  binned HSA6 49.91
MUT]
20 UMNe151 [TKY1116-  binned HSA6 51.3
MUT]
20 TKY2258 [TKY1116-  binned HSA6 50.7
MUT]
20 TKY1070 [TKY995 - binned
UMNe428]
20 CLPS [PIM1 - binned HSA6 35.87
UMO13]
20 TREM1 [HSP9OABL -  binned HSA6 41.35
CCND3]
20 UMNe494 [MUT - binned HSA6 44.1
CH241-
101H13_SP6]
20 TKY477 [CH241- binned HSA6 42.1
101H13_SP6
- PRPH2]
20 KCNK16 [PACSIN1-  binned HSA6 39.39
PIM1]
20 TKY666 [SLC17A2 -  binned HSAG 26.4
TRIM27]
20 TKY940 [SLC17A2-  binned HSA6 25.9
TRIM27]
20 CH241- 0 3.01 frame HSA6 58.6
102E20_T7
20 UMNe484 8.33 2.14 placed
20 COR050 8.33 2.14 placed
20 CH241- 42.08 5.95 frame HSA6 65.7
10214_SP6
20 LEX071/072  56.47 2.39 placed
20 TKY649 56.47 2.38 placed
20 COL19A1 59.94 5.95 frame HSAG 70.63
20 TKY321 63.32 2.39 placed
20 COL9A1 70.54 0.29 placed HSAG 70.98
20 NVHEQO021  80.99 6.57 frame
20 HMS42 108.26 7.28 frame
20 CH241- --- [p-terminal - binned HSA6 62.7
101N2_SP6 CH241-
10214_SP6]
Horse  Marker Map Placement  Assignment  Human Human
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Chr.

21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21

21

21

21

21

21

21

21

21

21

21
21
21
21
21
21
21
21
21
21

TKY021
AKAPS8
KLF2
SGCV14
SGCV16
TKY721
SLC27A1
JAKS
INSL3
JUND
PIK3R2
LSM4
FKBP8
TKY678
CCNB1
UMNe564
ERBB2IP
LOC375449
FLJ13611
ADAMTS6
RFXANK

GMIP

GDF1

EDG4

COMP

TSSK6

CRTC1

SFRS14

21STS02

TKY806

HTR1A
DIMT1L
ERCCS8
UMNe229
TKYG677
DEPDC1B
PLK2
MIER3
UMNe539
HTG10

Position
(cR)
0
13.94
29.14
29.14
39.29
39.29
62.18
67.59
72.69
775
775
775
91.88
106.34
111.14
111.14
127.27
133.04
146.42
161.01

17.57
22.71
22,71
32.75
42.72
62.2
84.23
88.14
116.02

LOD

2.29
2.08
2.08
2.08
4.35
4.35
2.38
0.42
0.98
2.38
2.38
2.38
4.52
1.16
4.52
4.52
4.35
2.49
361
2.15
[JUND -
CCNB1]
[JUND -
CCNB1]
[JUND -
CCNB1]
[JUND -
CCNB1]
[JUND -
CCNB1]
[JUND -
CCNB1]
[FKBPS -
ERBB2IP]
[FKBPS -
ERBB2IP]
[FKBPS -
ERBB2IP]

[ERBB2IP - g-

terminal]
3.44

3.44
1.14
1.14
4.02
4.33
1.63
1.63
0.91
1.8

67

placed

frame

frame
frame_identical
placed

placed

frame

placed

placed

frame
frame_identical
frame_identical
frame

placed

frame
frame_identical
frame

placed

frame

placed

binned

binned
binned
binned
binned
binned
binned
binned
binned
binned

frame
frame
placed
placed
placed
placed
frame
frame
placed
frame

Chr.

HSA19
HSA19

HSA19
HSA19
HSA19
HSA19
HSA19
HSA19
HSA19

HSAS5

HSA5
HSA5
HSA5
HSA5
HSA19

HSA19
HSA19
HSA19
HSA19
HSA19
HSA19

HSA19

HSA5

HSAS
HSAS
HSA5
HSAS5
HSA5
HSA5
HSAS
HSAS5

Mb (Build
36.1)

15.33
16.30

17.44
17.80
17.79
18.25
18.13
18.28
18.50

68.50

65.26
65.93
64.96
64.48
19.16

19.60
18.84
19.60
18.75
19.49
18.66

18.96
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63.29
61.72
60.21
60.9

59.9

59.93
57.79
56.25



21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21

21

21

21

21

21

21

21

UMNel147
HSPB3
DDX4
GZMA
FST
PELO
LEX060
TKY868
21CA001
HCN1
CORO068
HMGCS1
NNT
FBXO4
GHR
PRKAA1
C6

TTC33

C9

DAB?2
TKY671
GDNF
UMNel39
EGFLAM
UMNe206
IL7R
PRLR
BXDC2
CI1QTNF3
TARS
Cborf22
UMNEe509
HTG32
NPR3
SKP2
TKY824
TKY418

KIF2A
PDE4D
UMNe464
CORO073
PARPS
UMNe327

Chorf23

129.9

129.9

138.37
142.27
155.47
174.04
183.33
201.79
223.82
24241
256.37
265.19
265.19
269.41
269.41
282.61
291.09
299.91
313.79
313.79
313.79
323.54
333.86
333.86
333.86
370.1

388.67
404.17
413.48
422.31
426.52
426.52
426.52
430.74
467.75
471.36

2.87

2.38

0.2

3.42

4.1

2.5

0.24

1.66

1.66

1.88

4.96

2.66

2.66

3.35

3.35

3.35

1.28

2.14

2.14

2.14

2.14

2.36

4.63

4.63

4.63

0.6

3.77

2.35

0.87

1.05

0.87

0.87

0.87

1.6

0.64

1.22
[p-terminal -
DIMT1L]
[p-terminal -
DIMT1L]
[DIMTLL -
MIER3]
[PRLR -
C5o0rf22]
[FST -
TKY868]
[TKY868 -
CORO068]
[TTC33 -
PRLR]
[C1QTNF3 -
g-terminal]
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placed

placed

placed

frame

frame

frame

placed

frame

frame

placed

frame

placed

placed

frame
frame_identical
frame

placed

frame

frame
frame_identical
frame_identical
placed

placed

placed

placed

placed

frame

placed

frame

placed

frame
frame_identical
frame_identical
placed

placed

placed

binned

binned
binned
binned
binned
binned
binned

binned

HSA5
HSA5
HSA5
HSAS
HSAS
HSAS
HSA5
HSA5

HSA5
HSA5
HSA5
HSA5
HSAS5
HSA5
HSA5
HSA5
HSA5
HSA5
HSA5

HSA5
HSA5
HSA5
HSA5
HSA5
HSA5
HSA5
HSAS5
HSA5
HSAS5
HSAS5

HSA5
HSA5

HSA5

HSA5

HSA5

HSAS5

HSA5

54.6
53.79
55.07
54.43
52.81
52.12
50.7
50.7

45.30
45

43.33
43.64
41.96
42.46
40.80
41.18
40.75
39.32
39.41

37.85
38.1

38.29
38.1

35.89
35.10
34.95
34.05
33.48
31.57
31.7

32.7
36.1

61.68

58.3

34.8

50

32.82



21

21

21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21
21

21

21

21

TKY280

TKY2049

CDH9
LEXO031
TKY907
CDH10
CDH12
UMNe603
MYO10
BASP1
AHTO77
FBXLY7
TKY296
TRIO
DNAH5
TKY355
LEX037
AHTO010
21STS01
TKY709
SEMASA
POLS
TKY623
TKY306
C5orf38
UMNe432
SDHA
AHTO078
TKY520

UMNel79

TKY1018

ADCY2

Horse Marker

Chr.

22
22

22
22
22
22
22
22
22

TKY1106
XRN2

NAPB
C200rf39
CORO001
TKY1009
HARS2
SEC23B
DSTN

4.72
9.72
39.48
49.42
65.19
89.13
94.41
99.39
99.39
104.11
118.99
123.97
123.97
140.85
140.85
152.07
157.34
167.87
188.87
215.66
219.31
223.1
227.03
230.97
243.25

Map
Position

(CR)
0

12.49

18.42
30.84
37.18
52.21
56.01
59.42
62.36

[C1QTNF3 -
g-terminal]
[C1QTNF3 -
g-terminal]

2.71
0.63
0.3

271
2.29
6.74
4.01
2.44
0.14
0.14
4.01
2.2

571
571
2.24
2.24
2.06
2.34
2.06
2.67
0.23
1.41
0.29
1.06
1.41
1.68

[DNAHS -
SEMAGA]
[MYO10 -
DNAH5]

[UMNe603 -

TKY296]

[SEMAGA -

TKY306]

Placeme
LOD

4.93
2.22

4.43
4.43
1.96
3.85
4.89
3.95
1.99

nt
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binned
binned

frame
placed
placed
frame
placed
frame
frame
placed
placed
placed
frame
placed
frame
frame_identical
placed
placed
frame
placed
frame
frame
placed
frame
placed
placed
frame
placed
binned

binned
binned

binned

Assignment

frame

placed
frame
frame
placed
placed
placed
placed
placed

HSA 5

HSAS5

HSA5
HSA5

HSAS5
HSA5
HSAS
HSA5

HSA5
HSA5

HSAS

HSAS5
HSAS5

HSA 5

HSAS5
HSA5
HSA5

HSA5

HSA5

Human
Chr.

HSA20

HSA20
HSA20

HSA20
HSA20
HSA20

31.7

26.9

24.5
21.7

16.7
17.2
18

15.6

14.2
13.7

12

2.81

0.27
0.9
9.9

16

7.4

Human Mb
(Build 36.1)

21.23

23.30
24.40

18.52
18.44
17.50



22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22

SNRPB2
C20orf7
TKY308
BTBD3
TKY1158
TCF15
UMNe355
JAG1
PLCB4
PAK7
HTG14
PLCB1
TKY345
HAO1
AHT110
BMP2
TKY593
C200rf30
LEX002
PRNP
ATRN
UMNe215
CENPB
CPXM1
ITPA
SNRPB
TGM3
SIRPB1
PDYN
FKBP1A
PSMF1
BCL2L1
CORO022
TKY2468
TKY785
TM9ISF4
KIF3B
UMNe105
UMNeQ77
RALY
HMS053
AHCY
ASIP
PROCR
TGIF2
ITCH
SRC
C200rf24
TKY1315
MYL9

65.23

84.98

84.98

102.36
102.36
109.05
112.39
115.64
125.43
125.43
139.31
165.79
175.98
182.53
182.53
192.61
192.61
207.41
219.82
236.51
248.5

248.5

256.43
260.11
264.4

264.4

268.72
272.86
280.23
290.61
301.82
319.67
358.45
362.02
382.1

389.51
392.96
392.96
403.02
413.74
425.29
428.97
428.97
436.34
447.81
459.36
462.92
462.92
469.86
501.75

3.03
3.03
3.03
6.3

6.3

4.67
2.36
5.02
0.58
0.58
0.58
2.28
1.97
3.93
3.93
3.63
3.63
2.17
241
4.23
0.11
0.11
2.35
5.92
2.26
2.19
0.99
11

4.74
6.74
2.06
2.93
451
0.3

2.23
3.58
451
451
5.83
5.83
2.55
4.48
4.48
2.23
4.09
0.95
4.09
4.09
0.48
2.57
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frame
frame
frame_identical
placed
placed
placed
placed
frame
frame
frame_identical
frame
placed
placed
frame
frame_identical
frame
frame_identical
frame
placed
frame
placed
placed
placed
frame
placed
placed
placed
placed
placed
frame
placed
placed
frame
placed
placed
placed
frame
frame_identical
frame
frame
placed
frame
frame_identical
placed
frame
placed
frame
frame_identical
placed
placed

HSA20
HSA20
HSA20
HSA20

HSA20

HSA20
HSA20
HSA20

HSA20
HSA20
HSA20

HSA20
HSA20
HSA20
HSA20
HSA20
HSA20

HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20

HSA20
HSA20

HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20

16.66
13.71
13.3

11.82

0.53

10.57
9.02
9.47

8.06
8.2
7.81

6.70
5.8
5.03
3.4
4.62
3.40

3.71
2.72
3.14
2.39
2.22
1.49
191
1.30
1.04
29.72
29.9
29.9

30.18
30.33

30.5
32.05
32.3
32.33
32.31
33.22
34.64
3241
35.41
34.67
33
34.60



22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22

UMNe499
TKY554
SLC32A1
TKY2105
TKY1160
TGM2
ZHX3
TOP1
TKY582
SGCV01
PTPRT
SFRS6
UMNe490
UMNe208
ADA
SERINC3
CTSA
TKY567
MMP9
MATN4
UMNel83
TKY572
EYA2
DDX27
COR107
ATPYA
SNAI1
UMNe537
DOK5
UMNel37
TKY498
CSTF1
UMNe358
UMNe607
GNAS
ATP5E
THI1L
CDH4
SGCV19
TAF4
EDN3
AHTO031
UMNe441
RPS21
TCFL5
SOX18
TKY548
TKY695
TKY?2844
PLCG1

522.15
522.15
522.15
522.15
522.15
522.15
535.89
539.05
539.05
539.05
545.6

555.73
555.73
562.63
569.57
572.94
579.84
590.55
597.68
624.92
661.96
661.96
661.96
676.22
685.64
693.01
696.57
696.57
703.69
710.81
710.81
718.18
734.11
759.26
771.25
792.15
804.07
815.55
815.55
822.45
843.23
855.79
867.71
871.67
884.64
898.21
911.25

3.62
3.62
3.62
3.62
4.79
3.62
4.34
1.38
1.62
251
3.48
4.34
4.34
4.88
4.6

1.47
2.25
1.79
0.76
0.76
294
2.92
2.94
3.7

1.86
0.5

1.75
1.75
0.11
1.36
1.36
1.75
0.84
7.26
4.7

0.56
1.73
1.73
1.73
0.21
1.26
2.39
2.52
431
1.88
0.44
1.88

[SRC - SFRS6]
[SRC - SFRS6]
[SRC - SFRS6]
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placed
placed
placed
placed
placed
placed
frame
placed
placed
placed
placed
frame
frame_identical
placed
frame
placed
frame
placed
frame
frame
placed
placed
placed
placed
placed
placed
frame
frame_identical
placed
placed
placed
frame
placed
frame
placed
placed
frame
frame
frame_identical
placed
placed
placed
placed
frame
frame
placed
frame
binned
binned
binned

HSA20

HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20

HSA20
HSA20

HSA20

HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20

HSA20
HSA20

HSA20
HSA20
HSA20

HSA20
HSA20

36.9

36.79
36.1
37.9
36.19
39.24
39.09
39.4
38.8
40.13
41.52
41.2
41.9
42.68
42.56
43.95
44
44.07
43.36
45.2
45.7
44.96
47.27

49.65
48.03

52.53

51.2
54.40
53
56.5
56.85
57.04
56.99
59.26

59.98
57.31

60.40
60.94
62.15

38.8
39.20



22
22
22
22
22
22
22
22
22
22
22
22
22
22
22
22

22
22
22

22
22
22
22

22

Horse
Chr.

23
23
23
23
23
23
23
23
23
23
23
23
23
23
23
23
23
23

MAFB ---
SGK2 ---
ITGB4BP ---
TKY560 ---
UMNe466 ---
YWHAB ---
EPB41L1 ---
HTG21 ---
SNTAl ---
CORO016 -
PIGT ---
PTPN1 -
ZNFX1 -
HMS47 ---
ACSS1 ---
RRBP1 ---

TKY1093 ---
TKY285 --
HM13 --

TKY596 --
PSMA7 --
ADRM1 --
22STS01 --

ZGPAT --

Marker

CH241-115F18_T7
CTSL1

DAPK1

FBP1
CORO060/055
UMO019

GAS1

AHTO039
TKY1122
TKY?2433
AGTPBP1

TLE4

AHTO072
TKY?2485
TKY568

VHL121
CH241-21.11_SP6
CH241-4212_SP6

[SRC - SFRS6]
[ZHX3 - ADA]
[RALY - TGIF2]
[TGIF2 - ZHX3]
[ADA - MMP9]
[ADA - MMP9]
[AHCY - SRC]
[AHCY - SRC]
[RALY - TGIF2]
[SRC - SFRS6]
[ADA - MMP9]
[MATN4 - CSTF1]
[MATN4 - CSTF1]
[MATN4 - CSTF1]
[NAPB - SNRPB2]
[C200rf39 -
C200rf7]

[NAPB - SNRPB2]
[SNRPB2 - JAG1]
[FKBP1A -
KIF3B]

[CDH4 - TCFL5]
[TH1L - RPS21]
[CDH4 - TCFL5]

[TCFL5 - g-
terminal]
[TCFL5 - g-
terminal]
Map Placement
Position LOD
(cR)
0 8.16
23.75 7.73
38.43 2.27
38.43 2.27
38.43 2.27
44.48 2.84
50.68 2.27
70.66 1.84
80.05 1.84
95.59 0.26
118.25 2.62
164 5.2
185.19 2.14
192.73 0.26
196.37 2.14
215.2 2.16
234.04 2.16
253.58 4.02
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binned
binned
binned
binned
binned
binned
binned
binned
binned
binned
binned
binned
binned
binned
binned
binned

binned
binned
binned

binned
binned
binned
binned

binned

Assignment

frame

frame

frame
frame_identical
frame_identical
placed

frame

frame

frame

placed

frame

frame

frame

placed

frame

frame

frame

frame

HSA20
HSA20
HSA20

HSA20
HSA20

HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20
HSA20

HSA20

HSA20
HSA20

HSA20

Human
Chr.

HSA9
HSA9
HSA9
HSA9

HSA9
HSA9

HSA9
HSA9
HSA9
HSA9
HSA9

38.75
41.62
33.33

42.95
34.16
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binned

binned

binned
binned

binned

Assignment

frame
frame
frame
placed
placed
frame
placed
frame
placed
placed
frame
placed

HSA8
HSA8
HSAS8

HSAS8

HSA4

HSA4

HSA4

HSAS8

HSAS8

Human

Chr.

HSA12
HSA12
HSA12
HSA12

HSA12
HSA12

HSA12
HSA12
HSA12

1.98
1.70
29.6

17.5

189.7

185.79

185.7

17.82

32.53

Human Mb
(Build 36.1)

70.62
72.8

74.16
75.78

79.63
80.00

82.7
87.41
90.02



28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28
28

28

28

28

28

28

28

28

28

28

DCN
BTG1
SOCS2
METAP2
IKIP
TKY1153
TKY768
APAF1
TKY873
PMCH
IGF1
TKY877
UMNe354
TKY872
GLT8D2
NFYB
PWP1
TIMP3
MCM5
TST
TKY493
TKY1168
LGALS1
DDX17
ACO2
CYP2D@
TKY364
TKY467
PPARA
UMNe345
UCDEQ425
ARSA
KRR1

TKY1023
UMNel66
TKY485
TKY425
TKY515
TKY1060
UMNe465
TKY3400

ATF4

206.8

210.02
230.8

234.04
246.4

246.4

246.4

249.96
268.52
275.12
275.12
278.3

281.56
288.41
303.08
303.08
314.06
317.59
335.39
338.61
338.61
338.61
345.26
359.02
373.22
376.75
380.39
392.2

420.03
420.03
430.33
456.24

3.9

2.03

2.04

1.13

2.15

2.29

2.29

2.04

1.33

0.2

0.19

1.7

0.41

1.7

2.03

2.03

2.37

3.93

4.23

2.55

2.54

2.55

2.52

2.08

2.08

2.34

0.65

1.56

3.51

3,51

3,51

2.47
[TKY333 -
MYF5]
[SOCS2 -
TKY877]
[GLT8D2 -
MCM5]
[SOCS2 -
TKY877]
[APAF1 -
TKY872]
[GLT8D2 -
MCMS5]
[MCMS5 -
DDX17]
[LGALSL1 -
ACO2]
[LGALS1 -
ACO2]
[LGALS1 -
ACO?]

81

frame
placed
frame
placed
placed
placed
placed
frame
placed
placed
placed
frame
placed
frame
frame
frame_identical
placed
frame
frame
placed
placed
placed
frame
frame
frame
placed
placed
frame
frame
frame_identical
frame
frame
binned

binned
binned
binned
binned
binned
binned
binned
binned

binned

HSA12
HSA12
HSA12
HSA12
HSA12
HSA12
HSA12
HSA12

HSA12
HSA12

HSA12
HSA12
HSA12
HSA12
HSA22
HSA22
HSA22

HSA22
HSA22
HSA22
HSA22
HSA22
HSA22
HSA22
HSA22

HSA22
HSA12

HSA12

HSA12

HSA22

HSA22

90.06
91.06
92.49
94.39
97.53
95.8
96
97.56

101.11
101.31

104.13
102.91
103.03
106.60
31.53
34.13
35.74

36.4
36.40
37.21
40.20
40.85
425
43.8
44.93

49.41
74.18

97.6

104.9

36.4

38.25



28
28

28

Horse
Chr.

29
29
29

29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29
29

TOMM22
TKY299

TKY1080

Marker

LEXO018
CREM
CH241-
101F21_SP6
UMNe218

CORO082
CORO021
KIF5B
ZEB1
UMNe602
ARHGAP12
SVIL
BAMBI
TKY900
MPP7
MASTL
TKY913
ACBD5
GAD2
C100rf97
MLLT10
TKY1866
BMI1
COMMD3
UMNe253
TKY859
ARL5B
VIM
TKY628
CUBN
OPTN
FRMD4A
29STS01
CORO027
TKY478
SEC61A2
TKY112
TKY819
TKY989
GATA3
VIASH39

Map
Position

(CR)
0

35.58
60.09

74.88

87.12

105.62
114.48
135.61
145.92
148.97
162.21
178.79
196.39
206.94
220.62
231.82
246.8

259.74
275.92
282.39
293.06
296.56
296.56
300.03
331.07
370.09
380.09
380.09
390.57
422.03
432.21
435.4

441.79
451.67
468.82
482.92
507.26
530.68
541.5

552.69

[LGALSL -
ACO02]
[MCM5 -
DDX17]
[ACO2 -
PPARA]

binned

binned

binned

Placement Assignment

LOD

3.61
3.61
241

241
4.27
8.49
4.9

0.19
3.56
8.93
8.93
7.33
0.7

6.73
5.33
0.23
1.19
6.28
4.19
1.58
111
4.19
4.19
0.11
1.63
4.17
4.17
4.17
0.55
0.41
13

1.87
0.28
1.87
1.98
1.98
4.02
1.94
1.94
0.35

82

frame
frame
frame

frame
frame
frame
placed
placed
placed
frame
frame
frame
placed
frame
frame
placed
placed
frame
frame
placed
placed
frame
frame_identical
placed
placed
frame
frame
frame_identical
placed
placed
placed
frame
placed
frame
frame
frame
placed
frame
frame
placed

HSA22

37.41

Human Human Mb

Chr.

HSA10

HSA10
HSA10
HSA10
HSA10
HSA10

HSA10
HSA10
HSA10

HSA10
HSA10

HSA10
HSA10
HSA10
HSA10
HSA10
HSA10
HSA10

HSA10
HSA10
HSA10
HSA10
HSA10
HSA10
HSA10

HSA10

HSA10

(Build 36.1)

35.46

35.1
34.1
32.34
32.34
31.65

32.14
29.79
29.01

28.38
27.48

27.53
26.55
15.86
21.86
22.8

22.65
22.65

18.99
17.31
16.91
13.18
13.73
12.5

12.21

10.9

8.14



29
29
29
29
29
29
29
29

29
29
29
29

29

Horse
Chr.

30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30

TKY325
GDI2
NET1
AKRI1C3
HP12
ASB43
WDR37
PLXDC2

TKY332
TKY715
TKY3085
ITIH2

PFKFB3

Marker

ADSS
HNRPU
LEX025
TKY897
FH
CDC42BPA
PSEN2
HTG27
EPHX1
SRP9
LBR
WDR26
DEGS1
UMNe463
HLX1
HMS18
DUSP10
TKY762
UMNe530
IARS?2
TAF1A
ESRRG
UMNe078
GPATCH2
ZC3H11A
VHL20
RGSL

Map
Position
(cR)

0
15.51
43.47
66.44
73.76
92.77
92.77
96.4
107.72
122.97
152.14
176.06
182.94
225.24
256.27
277.84
281.34
281.34
284.74
294.79
307.57
352.55
355.63
387.44
422.65
456.29
471.55

4.58

4.58

3.39

3.39

2.19

2.26

5.82
[GAD2 -
BMI1]
[C100rf97 -
ARL5B]
[C100rf97 -
ARL5B]
[C100rf97 -
ARL5B]
[TKY989 -
NET1]
[GATAS -
AKR1C3]

Placement
LOD

45

0.26
4.5

3.07
6.9

5.36
5.36
2.13
291
5.36
0.83
0.83
1.94

0.21
0.29
3.38
3.38
2.23
3.38
3.89
1.01
0.81
1.01
1.42
5.78
2.19

83

placed
placed
frame
frame
placed
placed
frame
binned

binned
binned
binned
binned

binned

Assignment

frame
placed
frame
placed
frame
frame
frame_identical
placed
placed
frame
frame
frame
placed
frame
placed
placed
frame
frame_identical
placed
frame
frame
frame
placed
frame
frame
frame
frame

HSA10
HSA10
HSA10

HSA10
HSA10

HSA10
HSA10

HSA10

Human
Chr.

HSA1
HSAl
HSAl

HSAl
HSA1
HSA1

HSA1
HSAl
HSAl
HSAl
HSAl

HSA1
HSA1
HSA1
HSAl
HSAl
HSAl
HSAl
HSA1

HSA1
HSA1

HSAl

5.85
5.48
5.13

1.09
20.15

241
7.79

6.28

Human
Mb
(Build
36.1)
242.64
243.08
239.3

239.73
225.25
225.13

224.08
224.03
223.66
222.64
222.44

219.12
217.8
219.94
218.2
218.2
218.33
220.80
214.74

215.67
202.04

190.81



30
30
30
30
30
30
30
30
30
30
30
30
30
30
30
30

30

Horse
Chr.

31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31
31

TKY658
RGS2
CDC73
AHTO023
LEXO075
UMNe088
UCDEQ455
ZNF281
UMNe340
TKY1178
CACNA1S
TNNI1
NAV1

474.41
474.41
483.23
494.8
538.25
538.25
538.25
541.01
552.22
552.22
554.92
560.46
571.47
CYB5R1 579.55
TKY1022 594.07
AHTO062 ---

RGS18

Marker

THBS2
SMOC2
BRP44L
RNASET?2
TKY668
TKY368
MAP3K4
CH241-100120_SP6
PLG
UMNe424
VIL2
SNX9
AHTO033
TKY274
CORO038
TKY755
WTAP
TKY919
VIP
UMNEe368
VIASH21
ESR1
UMNe546
KATNA1
PCMT1
CH241-102M06_T7
TKY105

placed
placed
frame
frame
placed
placed
placed
frame
frame
frame_identical
placed
frame
frame
frame
frame
binned

binned

HSA1
HSA1
HSA1

HSAl

HSA1
HSA1
HSA1
HSA1
HSAl
HSAl
HSAl

HSAl

Placement Assignment

0.12

0.12

1.2

1.2

1.99

1.97

1.97

7.48

2.1

2.1

0.38

2.1

2.41

241

4.92

[LEX025 -

CDC42BPA]

[VHL20 -

CDC73]
Map
Position LOD
(cR)
0 412
18.67 4.29
28.16 0.17
32.64 0.96
46.71 0.26
46.71 0.26
46.71 0.25
51.42 0.96
51.42 0.96
82.67 3.16
106.07 5.51
123.11 1.66
135.89 457
145.33 551
145.33 551
150.03 0.12
178 1.74
216.97 0.13
222.26 3.53
222.26 3.53
222.26 3.53
243.19 353
258.9 2.26
264.5 2.77
264.5 2.77
270.53 1.12
288.65 2.77

84

frame
placed
placed
frame
placed
placed
placed
frame

frame_identical

frame
frame
placed
placed
frame

frame_identical

placed
placed
placed
frame

frame_identical
frame_identical

frame
placed
frame

frame_identical

placed
frame

189.4
191.04
191.36
196.1
198.64
197.6
197.6
199.28
199.64
199.88
201.20
190.39
Human Human Mb
Chr. (Build 36.1)
HSA6 169.36
HSA6 168.58
HSA6 166.70
HSA6 167.26
HSA6 161.50
HSA6 163.00
HSA6 161.33
HSA6 161.04
HSA6 159.11
HSA6 158.16
HSA6 158.3
HSA6 157.1
HSA6 160.07
HSA6 153.11
HSA6 154.1
HSA6 152.17
HSA6 149.96
HSA6 150.11
HSA6 147.30



31 TKY278 293.64 1 placed

31 AHTO034 321.45 3.98 frame HSAG6 144.6

31 PLAGL1 331.36 2.6 placed HSAG6 144.30

31 FUCA2 335.83 2.45 frame HSA6 143.86

31 UMNel181 335.83 2.45 frame_identical

31 Cé6orfs5 340.1 2.63 placed HSA6 142.51

31 TKY?2302 340.1 2.63 placed HSA6 143.1

31 CH241-102M02_SP6  349.47 2.99 placed HSAG 143.80

31 UMNe382 354.2 2.45 frame

31 UMNel57 368.27 3.02 frame

31 CH241-100J19_SP6  381.66 3.02 frame HSAG6 139.90

31 PSMB1 [p-terminal -  binned HSA6 170.69
RNASET?]

31 CH241-100B15_SP6  --- [ESR1 - binned
TKY105]

31 CH241-101A08 SP6  --- [TKY274 - binned
ESR1]

31 HIVEP2 [FUCA2 - binned HSA6 143.11
UMNe157]

31 TKY1011 [FUCA2 - binned HSA6 143.2
UMNel157]

Horse Marker Map Placement  Assignment Human Human Mb

Chr. Position LOD Chr. (Build 36.1)

(cR)

X CXYorf3 0 0.85 frame HSAX 1.67

X PLCXD1 16.06 1.14 placed HSAX 0.13

X SLC25A6 21.8 0.85 frame HSAX 1.47

X CD99 33.39 1.37 placed HSAX 2.62

X XG 36.13 0.12 placed HSAX 2.68

X ARSE 38.82 2.21 frame HSAX 2.86

X GYG2 41.56 2.74 placed HSAX 2.76

X MXRAS 47.06 0.79 frame HSAX 3.24

X PRKX 57.99 1.06 placed HSAX 3.53

X CH241- 60.55 0.79 frame

144B9_SP6
X TKY915 71.3 0.38 placed
X ZBED1 - [CXYorf3 - binned HSAX 241
ARSE]
X ASMT [p-terminal - binned HSAX 1.67
SLC25A6]
X CH241- 0 1.44 frame
17817_T7

X NLGN4X 34.87 0.71 frame HSAX 5.82

X UMNe360 71.15 0.66 placed

X HDHD1A 88.02 0.71 frame HSAX 6.98

X TKY1103 102.37 1.27 placed HSAX 7.1

X STS 113.11 3.69 frame HSAX 7.15

X UMNe597 155.94 0.28 placed

X AHT099 197.9 1.58 frame

X TKY?2732 229.9 0.39 placed

X KAL1 237.94 0.43 placed HSAX 8.46

85



X X X X X X X X X XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX

TBL1X
MID1
SHROOM2
MSL3L1
AMELX
TLR7
TMSB4X
GPM6B
GLRA2
UMNe202
TKY836
PIGA
TKY1084
CTPS2
CORO074
SCML2
TKY3315
SMS
ACOT9
PDHAL
RPS6KA3
CNKSR2
EIF2S3
ARX
SAT1
LEX028
UCDEQ502
LEX026
TKY753
UMNe058
NROB1
TKY959
DMD
CLCN4

EGFL6
TLR8
UMNe511
UMNe437
UMNe091
XCAQ01
PRDX4
NVHEQO75

RBBP7

242.13
246.29
246.29
250.45
250.45
254.47
254.47
254.47
258.31
258.31
275.73
304.72
313.91
318.71
328.86
328.86
333.67
338.48
343.54
343.54
343.54
343.54
372.33
395.13
395.13
395.13
404.73
419.14
428.25
448.49
468.79
478.94
490.43

0.25

177

177

1.94

1.94

1.43

2.47

2.47

177

1.77

05

2.36

2.32

2.25

2.57

2.57

2.25

257

1.63

2.58

2.58

2.58

0.13

2.08

2.08

2.08

1.06

2.61

2.08

2.08

132

2.49

1.32
[AHTO099 -
GLRAZ]
[MID1 -
CTPS?]
[MID1 -
CTPS?]
[MID1 -
CTPS?]
[HDHD1A -
AHT099]
[HDHD1A -
AHT099]
[CTPS2 -
ARX]
[CTPS2 -
ARX]
[CTPS2 -
ARX]
[CTPS2 -

86

placed

frame
frame_identical
placed

placed

placed

placed

placed

frame
frame_identical
placed

placed

placed

frame

placed

placed

frame

placed

placed

placed

placed

placed

placed

frame
frame_identical
frame_identical
placed

placed

frame

frame

frame

placed

frame

binned

binned
binned
binned
binned
binned
binned
binned
binned

binned

HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX

HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX

HSAX

HSAX
HSAX

HSAX
HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

9.39
10.38
9.71
11.69
11.22
12.80
12.90
13.70
14.46
14.2
13.5
15.25
15.8
16.52
17.4
18.17

21.87
23.64
19.27
20.08
21.30
23.98
24.93
23.71
24.2

25

21.7
30.23

31.05
10.09

13.50

12.83

23.60

23.0

16.77



XXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXXX X X X X X X

GPR64
PPEF1
UMNe522
GK
LEX027
UCDEQA428

TKY270
UMNe386
oTC
TKY514
TMEM47
CRSP2
SRPX
DDX3X
USPIX
MAOB
MAOA
EFHC2
LEX010
USP11
TKY1996
AKAP4
ALDH2ps
RBMS3
TIMP1
WDRA45
TKY1073
MAGED1
TKY1105
MAGED4
COR091
NUDT11
BMP15
MAGEH1
UMNe415
TKY1130
TKY040
JARID1C
UMNe446
ASB12
KIAA1166
AR
AHT124
PJAL
TAF1

10.34

51.25

91.81

121.2

134.83
147.48
159.97
159.97
178.77
178.77
203.74
222.53
245.75
250.65
250.65
250.65
250.65
250.65
261.59
292.7

326.59
338.36
348.15
361.37
365.41
369.62
373.83
373.83
373.83
373.83
378.04
386.83
481.33
481.33
521.87
534.52
556.81
570.44

ARX]
[CTPS2 -
ARX]
[CTPS2 -
ARX]

[UMNE058 -

DMD]

[UMNe058 -

DMD]

[UMNe058 -

DMD]

[AHTO099 -

GLRAZ]
0.56

2.19
0.65
1.72
3.49
244
1.01
3.49
3.49
41

41

3.98
3.98
2.77
1.9

191
191
1.91
191
1.56
1.6

211
2.01
0.14
2.01
0.19
0.46
2.27
2.27
2.27
2.27
2.71
431
1.06
1.06
1.64
1.18
1.64
0.27

87

binned
binned
binned
binned
binned
binned

placed
placed
placed
placed
frame
placed
placed
frame
frame_identical
frame
frame_identical
frame
frame
frame
placed
placed
placed
placed
placed
frame
placed
placed
frame
placed
frame
placed
placed
frame
frame_identical
frame_identical
frame_identical
placed
frame
placed
placed
frame
placed
frame
placed

HSAX

HSAX

HSAX

HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX

HSAX

HSAX
HSAX
HSAX

HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX

HSAX
HSAX
HSAX
HSAX
HSAX

HSAX
HSAX

18.92

18.62

30.58

38.10
41.7

34.56
40.39
37.89
41.08
40.87
43.51
43.40
43.89
44.5

46.98

49.84

48.32
47.33
48.82

51.56
54.8

51.82
50.9

51.25
50.67
55.50

53.24
52.9

63.36
64.05
66.68

68.30
70.50



XXXXXXXXXXXX X X X X X X X X X X X X X X XXXXXXXXXXXX

GJB1
PHKAL
AHTO028
XIST
UMNe402
ATP7A
ITM2A
P2RY10
TKY991
SH3BGRL
UMNEe060
HUWE1

FGD1

ALAS2

UMNe350

UMNe596

TKY968

EFNB1

EDAZR

HEPH

MSN

UMNe390

UMNel148

AHTO79

UMNel07

SGCV3l

POU3F4
KLHL4
UMNEe266
NAP1L3
TNMD
SRPX2
RPL36A
GLA
MCART6
TMSLS8
LEXO013
SERPINAY

570.44
576.31
576.31
588

588

608.37
623.29
623.29
623.29
630.13
630.13

31.41
31.41
59.93
81.46
103
117.45
117.45
124.73
124.73
124.73
144.48

0.27
1.93

1.93

2.14

2.14

0.53

0.87

0.87

0.87

0.53

0.53
[COR091 -
UMNe446]
[TKY1105 -
MAGEH1]
[TKY1105 -
MAGEH1]
[TKY1105 -
MAGEH1]
[TKY1105 -
MAGEH1]
[PIAL -
ATP7A]
[AR -
PHKA1]
[UMNe446 -
PJA1]
[UMNe446 -
PJA1]
[UMNe446 -
PJA1]
[TMEMA47 -
MAOB]
[TMEMA47 -
MAOB]
[TMEMA47 -
MAOB]
[PHKAL -
SH3BGRL]
[PHKAL -
SH3BGRL]
0.87

0.87

0.87

2.13

2.13

2.26

2.43

2.43

2.28

2.28

2.28

3.89

88

placed

frame
frame_identical
placed

placed

frame

placed

placed

placed

frame
frame_identical
binned

binned
binned
binned
binned
binned
binned
binned
binned
binned
binned
binned
binned
binned
binned

frame

frame
frame_identical
frame

frame

frame

placed

placed

frame
frame_identical
frame_identical
frame

HSAX
HSAX

HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX
HSAX

HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
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HSAX

70.36
71.72

72.96
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77.05
78.50
78.09
78.6

80.34

53.58

54.49

55.05

50.3

71.3

67.97

65.73

65.30

64.80
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92.81
99.73
99.79
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100.54
103.23
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103.5
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CLDN2
TKY038
LEX024
ATG4A
MID2
COL4A5
UMNe376
IRS4
ACSL4
UMNe375
PAK3
AMOT
DCX
UMO035
PLS3
HTR2C
AGTR2
SLC6A14
CuUL4B
LAMP2
PGRMC1
UMNe397
KLHL13
LONRF3
TKY519
VHL81
TKY039

DIAPH2

CHM

ZNF711

PABPC5

GPRASP1
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WDR40B
UMNEe363
GRIA3
BIRC4
0oDz1
UMNe594
ARHGEF6
UMNEe394
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150.23
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196.68
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1.7
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2.34
2.45
2.45
245
2.45
2.45
2.73
2.73
2.73
2.07
1.54
1.54
2.73
2.73
2.73
2.73
2.73
2.73

[KLHL4 -

TNMD]

[NAP1L3
SRPX2]

[POU3F4
NAP1L3]
[POU3F4
NAP1L3]

[KLHL4 -

TNMD]
[SRPX2 -

SERPINATY]

[SRPX2 -

SERPINA7Y]

2.23
2.23
2.23
2.23
2.23
2.23
2.17
217
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2.17
2.17
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frame
frame_identical
frame_identical
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frame
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frame
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frame_identical
frame_identical
frame_identical
frame_identical
binned

binned
binned
binned
binned
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binned
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frame_identical
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placed
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HSAX
HSAX
HSAX
HSAX
HSAX
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HSAX
HSAX
HSAX
HSAX
HSAX
HSAX

HSAX
HSAX
HSAX
HSAX
HSAX
HSAX
HSAX

HSAX
HSAX
HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX
HSAX
HSAX

HSAX

HSAX
HSAX
HSAX
HSAX

106.05
107.1
107.2
107.22
106.96
107.57

107.86
108.77
111.8

110.23
111.90
110.42

114.70
113.72
115.22
115.48
119.54
119.45
118.25

116.92
117.99
118.1

95.83

85.01

84.39

90.58

101.80

101.9

12551

122.15
122.82
123.34

135.58

135.56
135.78
136.48
137.54



X X X X X X X X XXXXXXXXXXXXXXX XXXXX

LEX003
HPRT1
UMNel134
UMNe492
FMR1

UMNe387
TMEM185A
AFF2
MTM1
GABRE
CXorf6
TKY020
CETNZ2
RPL10
OPN1MW
GDI1
SYBL1
CLIC2
SPRY3
BGN

G6PD

UMNe483

CD99L2

LDOC1

IGSF1

LEX022

ZDHHC9

GPC3

217
2.23
2.23
2.35
2.35

2.35
2.26
2.26
4.19
4.19
4.19
4.19
2.36
271
271
271
271
271
271
[MTML -
SYBL1]
[MTM1 -
SYBL1]
[HPRT1 -
RPL10]
[HPRT1 -
RPL10]

[WDR40B -

MTM1]

[WDR40B -

MTM1]

[WDR40B -

MTM1]

[p-terminal -

HPRT1]

[WDR40B -

MTM1]
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frame_identical
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frame_identical
frame_identical
placed
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frame_identical
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frame_identical
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binned

binned
binned
binned
binned
binned
binned
binned
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HSAX

HSAX
HSAX

HSAX
HSAX
HSAX
HSAX
HSAX

HSAX
HSAX
HSAX
HSAX
HSAX
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HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX

HSAX
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147.1
146.80

148.49
147.39
149.49
150.87
149.36

151.75
153.28
153.10
153.32
154.76
154.16
154.65
152.41

153.41

149.6

149.69

140.10

130.24

128.77

132.50



