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Supplementary Legends

Supplementary Figure S1. DNA copy number changes detected by array CGH in
each cell line.

Each spot represents an individual BAC. Spots above the upper threshold represent copy
number gain, while spots below the lower threshold represent copy number |oss.

Supplementary Figure S2. Relation between numbers of non-clonal and clonal
rearrangements in cervical SCC cells.

Differences between the cervical SCC cell lines in the number of non-clonal
rearrangements were generally maintained when numbers of clonal rearrangements were
included. The numbers of rearrangements shown here are controlled for modal
chromosome number. Further details are as for Figure 4D.
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