Supplementary Figure 1. Significance of all pair-wise population comparisons vs

genomic position with the scaled down sample sizes.

Bulgaria vs Ireland
o
g
=2
o
E :
T
%
o 2 H
s <7 .o Y
2 LR
] .
T . ‘\-i .
SRR P b
L P *
1 2 3 + [ 8 Q 1 11 1z 13 1 1 LTS TN (= - e e
chromosome
Bulgaria vs Sweden
o |
g
=2
o
g !
T
=
& [}
=] .
‘ED .
L=}
3 ... .
$:9°%3 . c 8 . |
a it g
_____ .. —— - - - pr——

chromosome



-Log10ip-value)

-Log10ip-value)

40

30

20

10

40

30

20

10

Bulgaria vs Scotland

]
. 1 L) .
.
. .
. .' .
- L} . -
sl 45
1 2 3 4 5 3 1 8 o 1o mn 12 13 " 15 A=) w 1B 19 m oz

chromosome

Scotland vs Ireland

Tl B R ERERITN

1 2 3 + B g 1 8 B o n 12 BOOWo 5 | T B W o

chromosome



-Log10ip-value)

-Log10ip-value)

Scotland vs Sweden

40

30
!

20

g 1 8 B o n 12 BOOWo 5 | T B W o

chromosome

Ireland vs Sweden

40

30
!

20

. P g
B i iil' _____

o n 12 BOOWo 5 | T B W o

chromosome



-Log10ip-value)

-Log10ip-value)

40

30

20

40

30

20

Bulgaria vs Portugal

.
L4 -
- - ]
oo d . PR 2 T
ﬁ i i 1
el & NERUEE WL L S C I
5 L] 1 B8 9 o n 12 13 1w 15 15 m 1B 19X 2z
chromosome
Scotland vs Portugal
L]
H
t . ' !
-= . . . :-' ; :
M [} . ° .
o ; ey .J M J: * H i 2T -
________________ ii I‘
5 L] B8 9 o n 12 13 1w 15 15 m 1B 19X 2z

chromosome



Ireland vs Portugal

oy

0g

(anea-djg|Go7-

B W oam

i

"

chromosome

Sweden vs Portugal

0¥

o>

(anea-digLbo-

B o1 om omm

i

1

chromosome



Supplementary Figure 2. Principal component analysis performed on 101532 SNPs
with r* smaller or equal 0.5 merged with the map of Europe
(http://www.multimap.com).
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Supplementary Figure 3. Genetic region around 11 top-ranked loci. Vertical bars indicate the strength of the stratification for each SNP, on a
scale of 0 - 80 for the -og(p,10).
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