Supplemental Material 

Table S1.  PMN genes differentially regulated following phagocytosis of CA-MRSA strains.
	a. 2 hours
	
	
	
	
	
	
	

	Probe set 
	Gene Symbol
	MnCop
	LAC
	MW2
	MRSA252
	COL
	LB

	1566003_x_at
	---
	5.3
	4.7
	6.2
	C
	0.8
	0.7

	223781_x_at
	ADH4
	4.1
	4.0
	4.6
	1.2
	1.1
	1.2

	1567285_at
	OR5L2
	4.1
	2.2
	3.1
	1.7
	1.3
	1.1

	233164_x_at
	RHBDD1
	4.1
	4.3
	3.8
	1.5
	1.6
	2.0

	242376_at
	---
	4.1
	3.1
	4.0
	1.7
	1.9
	1.6

	241520_x_at
	KLHL15
	4.0
	3.2
	4.4
	1.1
	1.3
	1.1

	213303_x_at
	ZBTB7A
	3.9
	3.2
	3.9
	1.2
	C
	1.2

	211693_at
	IGHG1
	3.9
	3.8
	4.9
	0.9
	C
	C

	242398_x_at
	ATP5F1
	3.7
	3.3
	3.2
	0.9
	1.3
	1.1

	211159_s_at
	PPP2R5D
	3.6
	3.1
	3.5
	1.5
	1.6
	1.6

	214403_x_at
	SPDEF
	3.4
	3.0
	3.7
	1.2
	1.6
	1.8

	1567443_x_at
	PSEN1
	3.2
	2.0
	2.3
	1.3
	1.5
	0.6

	217322_x_at
	---
	3.2
	3.5
	2.8
	1.6
	1.1
	1.0

	217016_x_at
	FLJ23172
	3.2
	3.2
	2.4
	0.8
	1.0
	0.7

	221681_s_at
	DSPP
	3.2
	3.1
	3.7
	C
	0.6
	1.0

	1554476_x_at
	ZNF808
	3.1
	3.9
	3.2
	1.1
	1.7
	1.0

	1554290_at
	HERC3
	3.0
	2.1
	2.9
	1.9
	1.7
	1.2

	228577_x_at
	ODF2L
	2.9
	2.3
	2.5
	1.3
	1.4
	1.0

	239735_at
	---
	2.9
	3.5
	3.0
	1.1
	0.9
	0.9

	215178_x_at
	NAAA
	2.9
	2.3
	2.3
	1.5
	1.3
	1.0

	240008_at
	ARID1B
	2.8
	2.4
	2.8
	1.6
	1.4
	C

	211277_x_at
	APP
	2.8
	2.5
	2.4
	1.3
	1.0
	1.4

	214316_x_at
	CALR
	2.8
	2.9
	2.5
	1.0
	C
	0.8

	240757_at
	CLASP1
	2.7
	2.3
	2.2
	1.1
	1.4
	1.1

	233734_s_at
	OSBPL5
	2.7
	2.7
	2.5
	C
	1.4
	1.0

	215778_x_at
	HAB1 
	2.7
	2.8
	3.6
	0.5
	0.6
	D

	241193_at
	ETS2
	2.6
	2.5
	3.5
	1.6
	1.5
	0.9

	243352_at
	ALPK1
	2.6
	2.1
	2.5
	1.6
	1.4
	1.5

	241938_at
	QKI
	2.2
	2.2
	2.5
	1.8
	1.7
	1.2

	1555967_at
	---
	2.2
	2.3
	2.6
	D
	D
	D

	212107_s_at
	DHX9
	2.2
	2.5
	2.2
	1.4
	1.1
	1.0

	1555042_at
	TRPV5
	2.6
	2.4
	2.6
	1.4
	1.2
	1.2

	232975_at
	HCG18
	2.6
	2.2
	2.3
	0.9
	0.7
	1.0

	240939_x_at
	CLASP1
	2.5
	2.5
	2.6
	1.5
	1.9
	1.3

	240765_at
	CYTSB
	2.5
	2.1
	2.1
	1.6
	1.6
	1.5

	218586_at
	C20orf20
	2.4
	2.1
	2.2
	1.3
	1.3
	1.6

	219774_at
	CCDC93
	2.4
	2.6
	2.8
	1.5
	1.8
	1.5

	201437_s_at
	EIF4E
	2.4
	2.4
	2.9
	1.5
	1.6
	1.8

	208936_x_at
	LGALS8
	2.4
	2.3
	2.1
	1.7
	1.5
	1.7

	1566577_at
	DPYSL5
	2.3
	2.2
	3.1
	D
	D
	0.5

	228325_at
	KIAA0146
	2.3
	2.4
	2.7
	1.8
	1.7
	1.3

	240307_at
	FUBP1
	2.3
	2.6
	2.7
	1.6
	1.4
	1.3

	208730_x_at
	RAB2A
	2.2
	2.0
	2.6
	0.9
	1.0
	1.0

	218157_x_at
	CDC42SE1
	2.1
	2.0
	2.3
	1.2
	1.1
	1.2

	1564063_a_at
	ATP11B
	2.1
	2.3
	2.8
	1.3
	1.7
	1.2

	214933_at
	CACNA1A
	2.1
	2.4
	2.3
	1.2
	0.8
	1.4

	228866_at
	ANKRD11
	2.1
	2.0
	2.0
	1.1
	0.8
	0.8

	1570061_at
	---
	2.0
	2.9
	2.8
	1.6
	1.7
	1.5

	202735_at
	EBP
	2.0
	2.0
	2.3
	1.1
	1.1
	1.2

	233420_at
	NUP133
	1.9
	3.4
	2.1
	D
	D
	D

	216813_at
	---
	1.9
	2.7
	2.3
	1.2
	C
	1.5

	213619_at
	HNRPH1
	1.8
	2.0
	2.1
	1.7
	1.7
	1.3

	205731_s_at
	NCOA2
	1.8
	2.0
	2.1
	1.5
	1.3
	1.1

	243983_at
	MCF2L
	2.8
	1.8
	2.0
	1.0
	1.2
	1.0

	237982_at
	LOC151363
	2.6
	1.8
	3.2
	1.2
	D
	1.7

	228852_at
	ENSA
	2.4
	1.9
	2.4
	1.6
	1.9
	1.6

	234466_at
	EIF3A
	2.4
	1.8
	2.5
	D
	D
	D

	1553542_at
	CCDC125
	2.2
	2.0
	2.4
	1.6
	1.9
	1.4

	206907_at
	TNFSF9
	2.2
	1.4
	2.9
	1.6
	1.3
	1.2

	215995_x_at
	---
	2.2
	2.0
	2.1
	1.0
	1.0
	0.9

	221169_s_at
	HRH4
	2.1
	2.0
	2.5
	1.4
	1.9
	1.4

	231953_at
	BPTF 
	2.1
	1.8
	2.3
	1.7
	1.6
	1.2

	1570183_at
	FBXO34
	2.0
	1.7
	2.7
	1.5
	1.2
	0.8

	1566267_at
	LTBP1
	2.2
	2.4
	1.8
	1.2
	1.3
	1.1

	232168_x_at
	MACF1
	2.1
	2.0
	1.9
	1.4
	1.4
	1.2

	243750_x_at
	C21orf70
	2.1
	2.6
	1.7
	D
	D
	0.9

	207300_s_at
	F7
	2.1
	2.6
	1.9
	0.7
	1.7
	1.1

	1564207_at
	FLJ35390
	0.3
	0.4
	0.4
	0.7
	0.6
	0.7

	223984_s_at
	NUPL1
	0.4
	0.4
	0.5
	0.7
	0.8
	1.1

	200998_s_at
	CKAP4
	0.4
	0.4
	0.5
	0.5
	0.5
	0.6

	201934_at
	WDR82
	0.4
	0.4
	0.4
	0.7
	0.6
	0.7

	224927_at
	KIAA1949
	0.4
	0.4
	0.4
	0.6
	0.6
	0.6

	203420_at
	FAM8A1
	0.4
	0.4
	0.4
	0.6
	0.6
	0.6

	206649_s_at
	TFE3
	0.4
	0.4
	0.4
	0.5
	0.5
	0.7

	221597_s_at
	TMEM208 
	0.4
	0.4
	0.4
	0.6
	0.6
	0.7

	204674_at
	LRMP
	0.5
	0.5
	0.5
	0.5
	0.5
	0.5

	209006_s_at
	C1orf63
	0.5
	0.5
	0.5
	0.6
	0.6
	0.5

	240064_at
	SELPLG
	0.5
	0.5
	0.5
	0.6
	0.6
	1.0

	203274_at
	F8A1
	0.5
	0.5
	0.5
	0.5
	0.6
	0.7

	243099_at
	NFAM1
	0.5
	0.5
	0.5
	0.6
	0.6
	0.7

	221856_s_at
	FAM63A
	0.5
	0.4
	0.4
	0.8
	0.7
	0.5

	201964_at
	SETX
	0.5
	0.4
	0.5
	0.6
	0.6
	0.7

	225593_at
	LSM10
	0.5
	0.5
	0.4
	0.6
	0.6
	0.8

	226201_at
	DOT1L
	0.5
	0.5
	0.4
	0.6
	0.7
	0.8

	214527_s_at
	PQBP1
	0.5
	0.5
	0.4
	0.5
	0.6
	0.7

	226652_at
	USP3
	0.5
	0.5
	0.4
	0.6
	0.6
	0.6

	216484_x_at
	HDGF
	0.5
	0.5
	0.4
	0.5
	0.5
	0.5

	201773_at
	ADNP
	0.5
	0.5
	0.5
	0.7
	0.6
	0.7

	212360_at
	AMPD2
	0.5
	0.4
	0.5
	0.6
	0.6
	0.7

	209370_s_at
	SH3BP2
	0.5
	0.5
	0.5
	0.6
	0.7
	0.9

	211250_s_at
	SH3BP2
	0.5
	0.5
	0.5
	0.5
	0.5
	0.7

	217844_at
	CTDSP1
	0.5
	0.5
	0.5
	0.7
	0.6
	0.8

	231830_x_at
	RAB11FIP1
	0.5
	0.5
	0.5
	0.6
	0.6
	0.7

	200919_at
	PHC2
	0.5
	0.5
	0.4
	0.6
	0.5
	0.8

	228328_at
	KLHL28
	0.5
	0.4
	0.5
	0.6
	0.5
	0.7

	216338_s_at
	YIPF3
	0.5
	0.5
	0.5
	0.6
	0.5
	0.6

	215693_x_at
	DDX27
	0.5
	0.5
	0.4
	0.6
	0.6
	0.8

	204236_at
	FLI1
	0.5
	0.4
	0.4
	0.7
	0.5
	0.6

	200868_s_at
	ZNF313
	0.5
	0.5
	0.4
	0.6
	0.7
	0.7

	221904_at
	FAM131A
	0.4
	0.6
	0.5
	0.6
	0.6
	0.9

	218020_s_at
	ZFAND3
	0.4
	0.5
	0.5
	0.6
	0.7
	0.9

	222420_s_at
	UBE2H
	0.4
	0.5
	0.5
	0.6
	0.5
	0.8

	47608_at
	TJAP1
	0.4
	0.5
	0.5
	0.6
	0.8
	0.8

	48612_at
	N4BP1
	0.5
	0.5
	0.4
	0.5
	0.7
	0.7

	203066_at
	GALNAC4S-6ST
	0.5
	0.5
	0.5
	0.6
	0.5
	0.7

	213574_s_at
	KPNB1
	0.5
	0.4
	0.5
	0.6
	0.5
	0.6

	213027_at
	TROVE2 
	0.4
	0.4
	0.5
	0.5
	0.6
	0.7

	208615_s_at
	PTP4A2
	0.5
	0.5
	0.5
	0.6
	0.5
	0.6

	211987_at
	TOP2B
	0.5
	0.4
	0.5
	0.6
	0.5
	0.7

	203364_s_at
	KIAA0652
	0.5
	0.5
	0.5
	0.7
	0.6
	0.8

	
	
	
	
	
	
	
	

	

	
	
	
	
	
	
	

	b. 3 hours

	Probe set
	Gene Symbol
	MnCop
	LAC
	MW2
	MRSA252
	COL
	LB

	222186_at
	ZA20D3
	2.1
	2.3
	2.2
	2.0
	1.4
	1.2

	61874_at
	C9orf7
	2.2
	2.0
	2.3
	1.7
	1.7
	1.1

	215567_at
	C14orf111
	2.8
	2.5
	2.2
	2.0
	2.0
	1.1

	215178_x_at
	ASAHL
	2.3
	2.2
	2.3
	1.0
	1.9
	1.0

	236571_at
	SLC2A3
	2.4
	2.1
	2.5
	1.3
	1.6
	0.5

	222872_x_at
	FLJ22833
	2.3
	2.0
	2.0
	2.0
	1.7
	1.1

	210200_at
	WWP2
	1.8
	2.0
	2.1
	1.5
	1.8
	1.4

	240363_at
	ANK1
	2.5
	2.3
	2.4
	1.6
	1.8
	1.2

	223443_s_at
	FLJ32065
	2.1
	2.2
	1.9
	1.6
	2.0
	1.7

	235389_at
	PHF20
	2.4
	2.1
	2.3
	1.9
	1.8
	1.6

	201041_s_at
	DUSP1
	2.4
	2.5
	2.1
	1.6
	2.0
	1.0

	223577_x_at
	PRO1073
	2.1
	2.0
	2.2
	1.5
	1.6
	1.1

	225239_at
	---
	2.1
	2.0
	1.9
	1.5
	1.7
	0.8

	228628_at
	---
	2.2
	2.5
	2.5
	1.6
	1.8
	1.1

	214715_x_at
	ZNF160
	2.0
	2.2
	2.0
	1.4
	1.7
	0.8

	234762_x_at
	NLN
	2.1
	2.2
	2.3
	1.5
	1.8
	0.8

	215067_x_at
	PRDX2
	2.0
	2.0
	2.4
	1.5
	1.9
	0.8

	200650_s_at
	LDHA
	3.0
	2.7
	3.9
	2.0
	1.4
	1.0

	209069_s_at
	H3F3B
	2.2
	2.2
	1.8
	1.5
	1.6
	1.1

	238789_at
	ANKRD15
	2.1
	2.2
	2.2
	1.7
	1.7
	1.4

	233775_x_at
	---
	2.0
	2.3
	2.5
	1.6
	1.9
	0.8

	201925_s_at
	DAF
	2.2
	2.1
	2.0
	1.6
	1.8
	1.0

	206792_x_at
	PDE4C
	1.8
	2.0
	2.2
	1.6
	2.0
	0.9

	207730_x_at
	HDGF2
	2.1
	2.4
	2.1
	1.7
	1.9
	0.9

	231821_x_at
	LOC441124
	2.2
	2.2
	2.2
	1.4
	1.9
	1.0

	208152_s_at
	DDX21
	2.1
	1.8
	2.1
	1.7
	1.9
	1.4



Transcripts increased or decreased significantly 2 h (a) or 3 h (b) after phagocytosis of CA-MRSA (grey shading) by human neutrophils compared with unstimulated cells.   None of the fold-changes listed for MRSA252- or COL-stimulated PMNs (light orange) were significantly different from unstimulated PMNs as assessed by ANOVA (see Methods).  PMNs activated by C3bi/IgG-LB (LB) were included as a control for activated PMNs.  C, transcripts called “Present” only in the control unactivated PMN samples; D, transcripts called “Absent” in all PMN samples.    
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