Fig. S1.

The relationship between positive predicted rate and reproducibility rate in duplicate
samples
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Fig. S2.

The positive predicted rate is stable across many replications. We randomly selected
90% of replicate pairs, and randomly assigned status as discovery or replication, and
then we calculated the positive predicted rate for “any 1 of 3 programs” method. We
repeated the process 100 times. The positive predicted rate fluctuates in a narrow range
for duplications (A) and deletions (B).
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