Supplementary figure 1
ConSurf conservation analysis of CDH3.

ConSurf conservation analysis of CDH3 was performed using 21 mammalian, avian and amphibian homologues. Conservation analysis was performed on residues 258 to 577, where all substitution mutations reside. Substitution mutations are shown by an asterisk below the residue. The conservation scale is shown in the lower left region of the figure; turquoise residues are highly variable and magenta residues are highly conserved.
