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99_97_s5—— XLEF-1 Xenopus laevis (gb: AAK58833)
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99_100_gg— 1 CF3 Homo sapiens (gb: EAW99542)
ot 58_64_82 L__ TCF3 Mus musculus (gb: AAI28306)
s7__[ (— XTCF-3A Xenopus laevis (gb: AAI69684)
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Supplementary Figure 1. Phylogenic tree of Tcf/Lef proteins.

The phylogenetic tree reconstruction was calculated with the FIGENIX automated
phylogenomic annotation pipeline. Bootstrap values obtained by neighbor-joining, maximum
parsimony, and maximum likelihood methods are provided for each node, or replaced by an
asterisk in absence of the node for a given phylogenetic method. For each sequence,

corresponding name, species and accession number are indicated.



