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Table S2. Genes down-regulated in cultures of lung explants treated with FGF-10 and heparin
	Gene Symbol
	Gene Title
	Fold Change
	Probe Set ID
	

	Ogn_predicted
	osteoglycin (predicted)
	0.16
	rc_AA997590_at
	

	Ptpns1
	protein tyrosine phosphatase, non-receptor type substrate 1
	0.22
	D85183_s_at
	

	Tex14_predicted
	testis expressed gene 14 (predicted)
	0.23
	rc_AI011557_at
	

	Igf1
	Insulin-like growth factor 1
	0.30
	rc_AI112964_at
	

	C7 /// Tubb2c
	complement component 7 /// tubulin, beta 2c
	0.31
	rc_AI232490_at
	Complement_Activation_Classical

	Vcam1
	vascular cell adhesion molecule 1
	0.34
	M84488_at
	

	Trio
	Triple functional domain (PTPRF interacting)
	0.35
	rc_AI231346_at
	

	Mafg
	v-maf musculoaponeurotic fibrosarcoma oncogene family, protein G (avian)
	0.39
	rc_AI043899_at
	

	Pap
	pancreatitis-associated protein
	0.40
	M98049_s_at
	

	Ldb2_predicted
	LIM domain binding 2 (predicted)
	0.41
	rc_AA946150_at
	

	Gyg1
	glycogenin 1
	0.42
	U96130_at
	Glycogen_Metabolism

	Rapgef6_predicted
	Rap guanine nucleotide exchange factor (GEF) 6 (predicted)
	0.42
	rc_AI229050_at
	

	Fgf13
	fibroblast growth factor 13
	0.43
	rc_AI112097_at
	

	Gyg1
	glycogenin 1
	0.44
	L01793_at
	Glycogen_Metabolism

	Ogn_predicted
	osteoglycin (predicted)
	0.44
	rc_AI171603_at
	

	Meox2
	mesenchyme homeobox 2
	0.44
	Z17223_at
	

	Akap12
	A kinase (PRKA) anchor protein (gravin) 12
	0.45
	U23146cds_s_at
	

	Txnip
	thioredoxin interacting protein
	0.45
	rc_AI237654_at
	

	Phactr2
	Phosphatase and actin regulator 2
	0.46
	rc_AA875316_at
	

	Lrat
	lecithin-retinol acyltransferase

(phosphatidylcholine-retinol-O-acyltransferase)
	0.47
	rc_AA899076_at
	

	Gja5
	gap junction membrane channel protein alpha 5
	0.47
	AF022136_at
	Calcium_regulation_in_cardiac_cells

	Itga3_predicted
	integrin alpha 3 (predicted)
	0.48
	rc_AI030704_at
	

	Anxa1
	annexin A1
	0.48
	rc_AI171962_s_at
	Prostaglandin_synthesis_regulation

	Ddef1_predicted
	development and differentiation enhancing (predicted)
	0.48
	rc_AA943066_at
	

	Gyg1
	glycogenin 1
	0.48
	L01793_g_at
	Glycogen_Metabolism

	Sparc
	secreted acidic cysteine rich glycoprotein
	0.49
	R47150_f_at
	

	Akap12
	A kinase (PRKA) anchor protein (gravin) 12
	0.49
	rc_AI233818_at
	

	Sparc
	secreted acidic cysteine rich glycoprotein
	0.50
	rc_AA891204_s_at
	

	Nfib
	nuclear factor I/B
	0.51
	rc_AA848904_at
	

	Mfap4
	microfibrillar-associated protein 4
	0.53
	rc_AI177059_at
	

	Svil_predicted
	Supervillin (predicted)
	0.53
	rc_AI070054_at
	

	RT1-Aw2
	RT1 class Ib, locus Aw2
	0.53
	rc_AI011241_at
	

	Igf1
	Insulin-like growth factor 1
	0.53
	M81183Exon_UTR_g_at
	

	Zfp622
	zinc finger protein 622
	0.53
	rc_AI009062_at
	

	Sparc
	secreted acidic cysteine rich glycoprotein
	0.54
	U75929UTR#1_f_at
	

	Csk
	c-src tyrosine kinase
	0.54
	X58631cds_at
	

	Slc34a2
	solute carrier family 34 (sodium phosphate), member 2
	0.54
	rc_AI234295_at
	

	Pdpn
	podoplanin
	0.55
	U92081mRNA_s_at
	

	Pcsk5
	proprotein convertase subtilisin/kexin type 5
	0.55
	rc_AA859578_at
	

	Pak2
	p21 (CDKN1A)-activated kinase 2
	0.55
	U35345_s_at
	Integrin-mediated_cell_adhesion_KEGG

	Sparc
	secreted acidic cysteine rich glycoprotein
	0.55
	R46953_f_at
	

	Igfbp7
	insulin-like growth factor binding protein 7
	0.55
	rc_AI233246_at
	

	Kctd12_predicted
	Potassium channel tetramerisation domain containing 12 (predicted)
	0.55
	rc_AI030942_at
	

	Igf1
	insulin-like growth factor 1
	0.55
	D00698_s_at
	

	Olfml1
	olfactomedin-like 1
	0.55
	rc_AI137303_at
	

	Pygb
	brain glycogen phosphorylase
	0.56
	rc_AI009178_at
	

	Phf12
	PHD finger protein 12
	0.56
	rc_AI639490_s_at
	

	Sparc
	secreted acidic cysteine rich glycoprotein
	0.56
	Y13714_at
	

	Gp2
	glycoprotein 2 (zymogen granule membrane)
	0.56
	M58716_at
	

	Col1a2
	procollagen, type I, alpha 2
	0.56
	rc_AI101443_i_at
	Inflammatory_Response_Pathway

	Lox
	lysyl oxidase
	0.56
	S66184_s_at
	

	Lox
	lysyl oxidase
	0.56
	S77494_s_at
	

	Vcam1
	vascular cell adhesion molecule 1
	0.57
	X63722cds_s_at
	

	Nr3c1
	nuclear receptor subfamily 3, group C, member 1
	0.57
	rc_AA848823_i_at
	Apoptosis_KEGG

Nuclear_Receptors

	Tns
	tensin
	0.57
	rc_AI060279_at
	Integrin-mediated_cell_adhesion_KEGG

	Tcf21
	transcription factor 21
	0.57
	rc_AA800748_at
	

	Reck_predicted
	reversion-inducing-cysteine-rich protein with kazal motifs (predicted)
	0.57
	rc_AI101393_at
	

	Maf
	v-maf musculoaponeurotic fibrosarcoma oncogene homolog (avian)
	0.58
	U56242_at
	

	Tnnt2
	troponin T2, cardiac
	0.58
	M80829_at
	Striated_muscle_contraction

	Scfd1
	sec1 family domain containing 1
	0.58
	D79221_at
	

	P7
	P7 protein
	0.58
	rc_AI179697_at
	

	Ephx1
	epoxide hydrolase 1, microsomal
	0.58
	M26125_at
	

	Mbd3_predicted
	methyl-CpG binding domain protein 3 (predicted)
	0.58
	rc_AI008699_at
	

	Cald1
	caldesmon 1
	0.58
	rc_AI180288_s_at
	Smooth_muscle_contraction

	Nexn
	nexilin
	0.58
	AF056034_s_at
	

	Atp2b1
	ATPase, Ca++ transporting, plasma membrane 1
	0.58
	L04739cds_s_at
	Calcium_regulation_in_cardiac_cells

	Plxdc2_predicted
	plexin domain containing 2 (predicted)
	0.58
	rc_AI029495_at
	

	Rtel1
	regulator of telomere elongation helicase 1
	0.58
	rc_AI231057_at
	

	Actc1
	actin alpha cardiac 1
	0.58
	rc_AI104567_g_at
	

	Adra1b
	adrenergic receptor, alpha 1b
	0.58
	M60655_at
	Calcium_regulation_in_cardiac_cells

GPCRDB_Class_A_Rhodopsin-like

Monoamine_GPCRs

	Akap12
	A kinase (PRKA) anchor protein (gravin) 12
	0.59
	U41453_at
	

	Emp1
	epithelial membrane protein 1
	0.59
	rc_AI070336_at
	

	Igf1
	Insulin-like growth factor 1
	0.59
	rc_AA945615_at
	

	Hsph1
	heat shock 105kDa/110kDa protein 1
	0.59
	AA108277_at
	

	Ogn_predicted
	osteoglycin (predicted)
	0.59
	rc_AI171281_at
	

	Fhl1
	four and a half LIM domains 1
	0.59
	rc_AI012308_at
	

	Crry
	complement receptor related protein
	0.59
	D42116_s_at
	

	C7 /// Tubb2c
	complement component 7 /// tubulin, beta 2c
	0.59
	rc_AI176951_s_at
	

	Mtac2d1
	membrane targeting (tandem) C2 domain containing 1
	0.59
	rc_AI639417_at
	

	Emilin2_predicted
	Elastin microfibril interfacer 2 (predicted)
	0.59
	rc_AI058942_at
	

	Ppap2a
	phosphatidic acid phosphatase 2a
	0.59
	rc_AA818593_g_at
	

	Apeg1
	aortic preferentially expressed gene 1
	0.60
	U57097_at
	

	Csrp1
	cysteine and glycine-rich protein 1
	0.60
	rc_AI234100_f_at
	

	Fgf10
	fibroblast growth factor 10
	0.60
	D79215_at
	

	Ate1_predicted
	arginine-tRNA-protein transferase 1 (predicted)
	0.61
	rc_AA894340_at
	

	Col3a1
	procollagen, type III, alpha 1
	0.61
	X70369_s_at
	Inflammatory_Response_Pathway

	Col1a2
	procollagen, type I, alpha 2
	0.61
	rc_AI101443_r_at
	Inflammatory_Response_Pathway

	Tgm2
	transglutaminase 2, C polypeptide
	0.61
	rc_AI009426_at
	Eicosanoid_Synthesis

	Sox4_predicted
	SRY-box containing gene 4 (predicted)
	0.61
	rc_AI030701_at
	

	Uchl1
	ubiquitin carboxy-terminal hydrolase L1
	0.61
	rc_AA924736_f_at
	

	Syvn1
	synovial apoptosis inhibitor 1, synoviolin
	0.61
	rc_AA858449_at
	

	Ppp4r1
	protein phosphatase 4, regulatory subunit 1
	0.61
	rc_AI071677_at
	

	Prkar2b
	protein kinase, cAMP dependent regulatory, type II beta
	0.61
	rc_AI235758_s_at
	Calcium_regulation_in_cardiac_cells

G_Protein_Signaling

Smooth_muscle_contraction

	Fbxw4_predicted
	F-box and WD-40 domain protein 4 (predicted)
	0.61
	rc_AI111963_at
	

	Heph
	hephaestin
	0.61
	rc_AI031036_at
	

	Gpnmb
	glycoprotein (transmembrane) nmb
	0.61
	rc_AI112012_at
	

	Nebl_predicted
	Nebulette (predicted)
	0.61
	rc_AA850742_at
	

	Col5a2
	procollagen, type V, alpha 2
	0.62
	rc_AI172281_at
	

	Wt1
	Wilms tumor 1
	0.62
	rc_AA899753_at
	

	Postn_predicted
	periostin, osteoblast specific factor (predicted)
	0.62
	rc_AA894092_at
	

	Col3a1
	procollagen, type III, alpha 1
	0.62
	M21354_s_at
	Inflammatory_Response_Pathway

	Rbx1
	ring-box 1
	0.62
	rc_AI072683_at
	

	Dpt_predicted
	dermatopontin (predicted)
	0.62
	rc_AI236402_at
	

	Igf1
	Insulin-like growth factor 1
	0.62
	rc_AA955871_at
	

	Mrps31_predicted
	mitochondrial ribosomal protein S31 (predicted)
	0.62
	rc_AA799656_at
	

	Ptn
	pleiotrophin
	0.62
	rc_AI102795_at
	

	Pmp22
	peripheral myelin protein 22
	0.63
	S55427_s_at
	

	Prkaca
	protein kinase, cAMP-dependent, catalytic, alpha
	0.63
	X57986mRNA_r_at
	Calcium_regulation_in_cardiac_cells

G_Protein_Signaling

Smooth_muscle_contraction

	Trio
	triple functional domain (PTPRF interacting)
	0.63
	rc_AI007974_at
	

	Srebf2_predicted
	sterol regulatory element binding factor 2 (predicted)
	0.63
	rc_AI170663_at
	

	Casp2
	caspase 2
	0.63
	U77933_at
	Apoptosis

Apoptosis_GenMAPP

Apoptosis_KEGG

HSP70_and_Apoptosis

	Sfrp2
	secreted frizzled-related protein 2
	0.63
	rc_AA944317_at
	

	Lyz
	lysozyme
	0.63
	rc_AA892775_at
	

	Asb3_predicted
	Ankyrin repeat and SOCS box-containing protein 3 (predicted)
	0.63
	rc_AA799423_at
	

	Fbln5
	fibulin 5
	0.63
	rc_AA875033_at
	

	Ppap2a
	phosphatidic acid phosphatase 2a
	0.63
	rc_AA818593_at
	

	Phlda3
	pleckstrin homology-like domain, family A, member 3
	0.63
	rc_AI104297_at
	

	Mbd3_predicted
	Methyl-CpG binding domain protein 3 (predicted)
	0.64
	rc_AA944197_s_at
	

	Atf2
	activating transcription factor 2
	0.64
	M65148_s_at
	Smooth_muscle_contraction

	Bbx_predicted
	bobby sox homolog (Drosophila) (predicted)
	0.64
	rc_AI030030_at
	

	Fgfr1
	Fibroblast growth factor receptor 1
	0.64
	S54008_i_at
	

	Znf511_predicted
	zinc finger protein 511 (predicted)
	0.64
	rc_AI045036_at
	

	Arl2bp
	ADP-ribosylation factor-like 2 binding protein
	0.64
	rc_AI228696_at
	

	Ak2
	adenylate kinase 2
	0.64
	rc_AI009194_at
	

	Gadd45b
	growth arrest and DNA-damage-inducible 45 beta
	0.64
	rc_AI070068_at
	

	Cdadc1
	cytidine and dCMP deaminase domain containing 1
	0.64
	rc_AI172266_at
	

	Sparc
	secreted acidic cysteine rich glycoprotein
	0.64
	R47128_f_at
	

	Cxcl12
	chemokine (C-X-C motif) ligand 12
	0.64
	rc_AA818747_at
	

	F2
	Coagulation factor II
	0.64
	rc_AA925007_at
	

	Apbb3
	Amyloid beta (A4) precursor protein-binding, family B, member 3
	0.64
	rc_AI170630_at
	

	Kctd12_predicted
	Potassium channel tetramerisation domain containing 12 (predicted)
	0.65
	rc_AI178635_at
	

	Prkar2b
	protein kinase, cAMP dependent regulatory, type II beta
	0.65
	M12492mRNA#1_g_at
	Calcium_regulation_in_cardiac_cells

G_Protein_Signaling

Smooth_muscle_contraction

	Anxa1
	annexin A1
	0.65
	S57478cds_s_at
	Prostaglandin_synthesis_regulation

	Actc1
	actin alpha cardiac 1
	0.65
	rc_AA866452_s_at
	

	Txnip
	thioredoxin interacting protein
	0.65
	rc_AI014169_at
	

	Lig3
	Ligase III, DNA, ATP-dependent
	0.65
	rc_AI178198_at
	

	Smad1
	MAD homolog 1 (Drosophila)
	0.65
	U66478_at
	TGF_Beta_Signaling_Pathway

	Me1
	malic enzyme 1
	0.65
	M26594_at
	

	Cacna1c
	calcium channel, voltage-dependent, L type, alpha 1C subunit
	0.65
	M59786_at
	Calcium_regulation_in_cardiac_cells

	Itgb8_predicted
	Integrin beta 8 (predicted)
	0.65
	rc_AI233269_at
	

	Dmpk_predicted
	dystrophia myotonica-protein kinase (predicted)
	0.65
	rc_AI044427_at
	

	Plxdc2_predicted
	plexin domain containing 2 (predicted)
	0.66
	rc_AI043985_at
	

	Pafah1b1
	platelet-activating factor acetylhydrolase, isoform Ib, alpha subunit 45kDa
	0.66
	rc_AI234730_at
	

	Mgat2
	mannoside acetylglucosaminyltransferase 2
	0.66
	rc_AI012882_f_at
	

	Mllt6_predicted
	myeloid/lymphoid or mixed lineage-leukemia translocation to 6 homolog (Drosophila) (predicted)
	0.66
	rc_AI010147_at
	

	Wnt2
	wingless-related MMTV integration site 2
	0.66
	rc_AA997477_at
	Wnt_Signaling

	Ywhaz
	tyrosine 3-monooxygenase/tryptophan 5-monooxygenase activation protein, zeta polypeptide
	0.66
	D30740_g_at
	

	Gng10
	guanine nucleotide binding protein (G protein), gamma 10
	0.66
	rc_AA799996_at
	

	Mte1
	Mitochondrial acyl-CoA thioesterase 1
	0.66
	rc_AI105094_at
	

	Serpine2
	serine (or cysteine) proteinase inhibitor, clade E, member 2
	0.66
	A03913cds_s_at
	

	Igf1
	Insulin-like growth factor 1
	0.66
	rc_AA955871_g_at
	

	Lox
	lysyl oxidase
	0.66
	rc_AI234060_s_at
	

	Sgce
	sarcoglycan, epsilon
	0.66
	rc_AA943395_s_at
	

	Slc35f5_predicted
	solute carrier family 35, member F5 (predicted)
	0.66
	rc_AI009820_at
	

	Cct3
	Chaperonin subunit 3 (gamma)
	0.66
	rc_AI233070_at
	

	Cav
	caveolin
	0.66
	Z46614cds_at
	

	Adfp
	adipose differentiation related protein
	0.66
	rc_AA893280_at
	

	Akap12
	A kinase (PRKA) anchor protein (gravin) 12
	0.66
	U75404UTR#1_s_at
	

	Mrip
	myosin phosphatase-Rho interacting protein
	0.66
	D26154cds_at
	

	Alcam
	activated leukocyte cell adhesion molecule
	0.66
	AB008538_at
	

	Hspb1
	heat shock 27kDa protein 1
	0.66
	rc_AA998683_g_at
	

	Ccng1
	cyclin G1
	0.66
	X70871_at
	

	Pls3
	plastin 3 (T-isoform)
	0.66
	rc_AI236227_at
	

	Armcx2
	armadillo repeat containing, X-linked 2
	0.66
	AA801085_at
	


This is a list of identified 164 genes down-regulated (fold change ≤0.66) in the cultures of lung explants treated with FGF-10 (250 ng/ml) and heparin (30 μg/ml).
