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CNV profiles:

affected twin

unaffected twin

PCR sequence:
l chr12:6,923,603-6,923,709
. chr12:6,923,590-6,923,656
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CNV profiles:

affected twin

unaffected twin

PCR sequence:
B chrx:47,395,469-47,395,546
B chrX:47,394,198-47,394,262
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o PCR sequence:
l chrX:153,246,201-153,246,291
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