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DNA and ami no acid sequence of genes and proteins of petl and petll
operons of Leptospirillumrubarum

1. DNA sequence of putative Pet | operon of L. rubarum

gggt cccggaaggcagcegt gaat ct cct ccct ccaccat ccgggacaggagggct ct ccggt t cct ct gt gaaagcet gect gagt ccccgaga
act t ccggcacagaaaacaaagggaaaaacccgct t ccct caaacgt ccggaact gacgt ccgaggcaagt ct tt at cagaacaglggaggla
at gATGCATCTACTGGAAGGAAAAAGGT TTCT TGT GACGGEGAGT GGCAAACCGAT GGTCCAT CGCCT GGTCAGT GGCAACGGCCATTATTCG
CGAAGGAGGT CTGGT GACCTTTACT TACCAGGGCGAAACCCAGCT CGCCAACCT CGAGAAAAT GCT GGGECGAACT TCCGT CGAAGGAAACTC
CCCTTCTGGTI TCCTCTGGATGT TCAAAGT GACTCT TCTGT CGAAGAGGCGGT ACGECGEECEGAAT CGEGAGGAAGACGCTACGATGGACT G
GTGCACAGCATTGCTTTTGCAAAAAGCGAAGAGCT TGACGGAGCCT TTCTGGATACAAGCCGCGACGGATTTCT TCTGGCCCAGGAAGTGAG
TGCCTATTCACTTGTTCTGCTTTGCCGCGCCT TTTCCAGECT TCTGAACGATGGT TCGT CGATCGT GBCCATGACCTATCTGGGT TCCGAAA
GGGTTGTCCCCCACTATAATGT GATGCGGGECT GCAAAAGCGGECCCT GGAAGCT TCGGT GCGCTATCT TGCCT TCGACCT CGGCCAGCGT TCC
ATTCGT GTCAATGCAT TGT CCGCCGGECCCEGT CAAAACAGCAT CCGECAGGGCAAT CAAGCGEGT TTACCGATAT GCAGAAAGCGGT TTCCGG
GCAGGCGCCT CTCAAAAAAT CCCT GACAACAGAGCGAT GTGEGGEGATGT TACGGT TTGCCT GCTCTCAGACCT GT TTCGCGCAGT TACGGGAG
AGCTCGATCCATGT CGACAT GGEGTACCATGCAT TGEGEGATGGT CCTCCCCCTCGAGCAGGGT TAGggggaacgt ccgaagggaggaaagaga
gcggacaat t t agaaaalggggglat t c ATGCGECAGGAAGT CACCT TTCGT ATGGGCATTCCAGT CCAGAAT GCCTCGGGEECAAGT CATCGG
TACTCTGGAAAAGCTCGT TTTTCTGGAGACCGAAAAAAAAAT TACGGAGAT TGTCGT CCGECGATCTTTCCGGEECT CAAGCGCGT TCCTCTCA
GCTGGGT TCGGGAAATATCCGAACACGT TCTGGT GCTCAAT CACCCCGGT CATCT TGAGGACT TGCCCGT CTTCGATAT TTCCCAGT TCGAG
GAGGT CCCCACATGGT TCTAT CCGCCCCGATACCGGECTCGAACT GBGAT CGCTAT TGACCCT CAAACCGT GCGACGAACGATTTCTCGGCGA
GGAGGAAGCCCTGT CCCGGAGCCGAT TTTAT GGCAAGGAGCACCGT TCTCGT TGCCACT CTGATCGGGATCAGCCTGGT CGTCCCTATTGECG
GTTATGT GCT GGCGECGECGAAAACAAAGCT GTCCGATCAT TGGACCACGCT CACGGT TCGCAT TGAT CAGT TGCCGAT GGACGAACCCGT C
TCACACACGT TCAATGCGATGT CTGT GAGCGGAT GGAT GCGT GT GCCGGT GGT CCGGACGGT GT GBCT CATCCGCCAT TCCGEOGCGGECEEA
TCCCATGTCTCGT TCAGAAGATCTGGT TTTGGGCCT TGATTCTCCAT TGGAGAAAAAGGAT TCTTCACCTCTCCTGACGGT TCTCTCCCCCA
TCTGCCCTCATTTGGEGCTGCTCTCCTCAATGGT TTTCCGATAAAAAACT GTTTATCTGT CCCTGCCATCACT CGATTTATGAATTGAATGGC
AAACGT AT CGEEEECCCEECECCTCGT CCGAT GGACCAGT TGCCCGT CCGGAT TAAAAAAAGCGGAGAGATCTCCATCCTCTATGAAGAGT T
TCAGGT CGGAACCCCTCAAAAAATCOGT TTGTCCT GATCGCAAT CHGGAGGCCOGT CAT GAAAAAAT COCAT TCCGACAGT CGGATCATGC
AATATCTCGATGAGCGCATTCGT TTGCGGT CACTGCTCCGT TTTCT TCT CGAAGAGCCCAT GCCTGGAGGEGECCCGCTGEECTTATGIGTTC
GGGAGTATGGT TCTCTTTACGCTCATCCTGCAATTTGT CACCGGECGTCATGCTGECTTTTTATTATGGT GGCACT CCCGATCATGCCT GGGA
CAGCGTCAACTATATTGATCACCT TCACTACGGAACCCTGGAT GT GCGACGACT GATCCGGGEGGT TTCATTACTGGGGT GCTTCGATCATGG
TTGTGCTGGT GGGEGECECATCTTCTCCAGGT GT TTT TATGEGEGAGCCTACAAAAGGCCCAGCGAAAT CATGT GECTGGT TGGCGTCATCCTC
CTGGCCCTGACCATGACGGCCCCTTTTACCGGGTATCTTCT TCCCT GGGACGAGCGGECCTAT TGCGGAACGAT CGT CGGAACAAACAT GAT
TGGTCTCGTCCCGGT CGT GGGACCACT TCTGAAAAGT GCCAT CCGT GGAGGAAGT GGTCTGGGAGCCT TGACACTCTCCCATTTCTTTGCCA
TTCACACCATGATGCTTCCATCGITGTTTATCCTGT TCGTCGTGT TTCATCTGGT CATTTTTCGACGT GTCGGACCGBCGEEECCTTTCCGG
GGGTCCTCCTCCACT CTGGAAGCGCAAAAAGAGT AT TTTTACCCCAGACAGGT GCTGAT GGATGCT CTCGCCATGCTGECCGTATTTGTCTT
GATCGCCAGT CTGTCTGI TCTCT TCCCGCCCGGT CTGGAAGCGAT GGCCAAT CCGGCCAACT CTTCCTACAGT CCGACT CCGBCGT GGTATT
TTGACTGGATCTTCGAGCT TCTGAAAATGAT TCGTCCGGAGAT TCTGGGT GT TAT TGGACT GCCGGCAATCATCGCCCTGGT TCTCTTGATG
CTGCCTTTTGTI GGATCAACGACCGGAGCGCTCTCCT TTTCATCGT CCGGTCECCGTCTTGTCCATCCT TTTGGT TCTGGGGAGTATGCTGEG
ATTGTCGATCGCCGCGGAAGCAGGECT TCAAAAAGCT CGT GCCCCT TGAT CCGGCAGCAGT GAAGAGGGGAAAACT TGT GTTCGAGCATTCGG
GATGCATGGGGT GCCATACGGT GATGCGAAAGGEEEGACAT AT CGBCCCCGACCT TTCAGAAGAAGGGCT TGT TGGT CAT TCGGAGCACT GG
CTGATCGTTCAGTTTGT TAACTCTTCGGCCCACT TTCCGGGT TCTCCAATGCCGCCCT TTACCT TTCTGACACCT GAACAGAGACATGATCT
GGCCCAGTATGTCTCCTCT TTGGEECCGGACCGGAT GGCCGGATACGACGCGCTAGGTCTTTTCTGAAAAAGGGGACGGT CTTTTTIACTTAA
GCGT TTTCAGGAGGT GAATGGCCCGGGAT TTTTCAGGCTTGCCGACAAAATACACCCT TCCGT TGACAAGGEGT GGTCCGAACCGACTGAATG
GAGT GACGT TGAGCCAGT TCTTTTCCCCGT TCGGAATCGATGT TGAT T TCCTCATACT GAAAGGGAATATCG

1. sdrA product: Enoyl-(Acyl-carrier-protein) reductasa (EAY57193.1)

MHLLEGKRFLVTGVANRWS! AWBVATAI | REGGLVTFTYQGETQLANLEKM.GEL PSKETPL L VPL DVQSDSSVEEAVRRAESGGRRYDGLV
HS| AFAKREEL DGAFL DTSRDGFLLAQEVSAYSLVLLCRAFSRLLNDGSSI VAMIYL GSERVWPHYNVMGAAKAAL EASVRYLAFDL GQRSI
RVNAL SAGPVKTASGRAI KGFTDMKAVSGQAPLKKSL TTEDVGDVTVCLLSDLFRAVTGEL | HVDMGYHALGWLPLEQG

2. pet A product: Probable Rieske iron-sulfur famly protein (EAY57192.1)

MRQEVTFRMAE PVQNASGQVI GTLEKLVFLETEKKI TEI VWRDLSGLKRVPLSW/REI SEHVLVLNHPGHLEDLPVFDI SQFEEVPTWFYPP
GYRLELGSLLTLKPCDERFL GEEEAL SRRDFMARSTVLVATLI G SLVWPI GGYVLAAAKTKLSDHWI TLTVRI DQL PVDEPVSHTFNAMSY
SGWRVPVWRTWALI RHSGAADPNMSRSEDL VL GLDSPL EKKDSSPLLTVLSPI CPHL GCSPQAFSDKKL FI CPCHHSI YELNGKRI GGPAPR
PVDQLPVRI KKSCEI SI LYEEFQVGTPQKI RLS

3. petBC product: Putative cytochrone b/b6 (EAY57191. 1)

MKKSHSDSRI MQYLDERI RLRSLLRFLLEEPMPGGARWAYVFGSMWLFTLI LQFVTGYMLAFYYGGTPDHAWDSVNY| DHLHYGTLDVGRLI

RGFHYWGAS| MWLVGAHL LQVFLWGAYKRPREI MALVGVI LLALTMIAAFTGYLLPWDERAYWGTI VGTNM GLVPVVGPLLKSAI RGGSG
LGALTLSHFFAI HTMMLPSLFI LFWFHLVI FRRVGPAGPFRGSSSTLEAQKEYFYPRQVLMDALAMLAVFVLI ASLSVLFPPGLEAVANPA
NSSYSPTPAWYFDW FELLKM RPEI LGVI GLPAI | ALVLLM.PFVDQRPERSPFHRPVAVL SMLLVLGSM.GLSI AAEAGFKKLVPLDPAA
VKRGKL VFEHSGCMGCHTVMGKGGH! GPDL SEEGL VGHSEHW. | VQFVNSSAHFPGSPMPPFTFL TPEQRHDLAQYVSSLGRTGAPDTTR



2. DNA sequence of putative Pet Il operon of L. rubarum

[GGAGGGT AGCAGAAT GAAGGGGAAATATAAGCT TCACATACCAGAATAT CAATAT TACGCCGAT CAGGT TGCCT GCCGGAAAGGCTGTCCC
GTTGGAACAGAT GOGGGOGGATAT GT TCAGGCAAT CCGAAGCGGT CTCTACGAAAAGGCCTATGOCAT TGCCOGGGEECCAAATCOGTTTGC
TTCTGTTTGOGGATGGGT CTGTAAT GOGCCCTGT GAAGCAT CCTGT ACACGCGGCAATAT TGAT TCTCOCGT CACGAT TCGCGCTCTCAAAA
GATTCGT TACCGAAAAAT TTGGT GT TGAAGCCGT CATGGAT CCTGCATCAACCCT CAGGT ACT CGACT GOGCCAGGAGT TCCCTACGGGCGC
GCGACAGGGGAAAAGGT CGCGAT TATCGGT GBCGGT CCTGCAGGGT TAACGGCT GOCCATGAT CTTGCTCGT CTCGGGTATCGTATTACCAT
GTTCGAGGOCAACAAGCGT CTTGGAGGCCTGT TTTATCTTGT TCCGGAATACCGT TTGCCTCGCCOGCT GATCCAGGCTGAGGTAGATGCCA
TTGCAAGTATGGGATTTGATATTCGT CTGGGGACGAAAGT CGGGAAAGACGT TTCGT TCAAGGAAAT TCAGGAGGAGT TCAAGTCTGTTGTC
GTTGOCGT GBGCGCAT GBEGCAGT CGACCGGT TCCTTTCGAAGGAAAGGAGCT TGAGCATGT CTATTCOGCCCT TCOGT TCCTTCAGT CTGT
TTATCTTGATCATTCTCCTGT TCOGGT CGGT CGCCGT GTGGCT GT TGT CBGAGCCGGAAAT GT CGOGATGGATGT TTGOCGAACAGCCGT TC
GGCT TCCAGGGGT TGAAAAAGT GAGCGT TATTGOCCT GGAGGACT GGAAT GAAAT GCCGGCT GATGACAT GGAAAT CGAGGAT GOGGT CGCC
GAGGGGGTAGAGT TTCTGGT CAGAAAAGGGACCAGAAGGGT GGT TGEOGAAGGAAAGGT GCAGGGGT TGEAGGT CGTCAGGGT TCTTTCCGT
ATTCGATGATCAGGGACGGT TTTCTCCGACT TATGATGAAACGGAAAAGAGT GTCGT TCCT TTTGACTCOGT TGTGT TTGCTATCGGT CAAA
CGATCGACTCTTCCT TCATTCCTTCGGAGCAT GATTCGGT GATTGGCAGAAACGGGGT GATTCGBGECCAATAT CCACT CGATGGAAACAGEG
ATCCCCGGAGT GT TTGCCGCAGGT GATGT TGT GACGGGEGECCAAGAAT CT TTAT TGAT GOGAT CGCAGGAGGGECAGAAGGCAGCAGCATCTGT
GCATCGCTATCTGACAGGAAAAT CGGAAGAGGT AAAGGT CTACGCGGT GT CTACT CCT GTCGAT CAT CGEGGGAACCCGACT CCGATCTGEC
CGGT TGATTTTAACGT GGAT GGATATTATGGGAT TTCCAGGGCCAATCCAT CACT TTTGACACCGGAATTCCGAAAAACGAATTTTGAACT T
GCAGAGCTGT CTTTTAGCGAAGAAGAAGCAAGGGAGCAAGCGT CCCGT TGOCTGACCT GTCATGT CAACCCAAT CTTTGAGGGT GAAAAGT G
CATTATGT GOGGGGGATGCGT AGACGT TTGOCCGGAATAT GCCT TGAAGAT GATTCCCT TGT COGAT GTGGAT CTGGACCAGGAATCCACGG
CCAAGGTTGT GGAAAGCTTCCTTGGGGT AGAACT GTCGAAAAGGGAAGAAGT TGGT GT TGAT CAGAAT CTTGATCATTCGACGGCGATGATT
TGGGAAGGGT CGCGGT GTAT CCGGT GTGGGCT TTGT GCCAAGAGAT GCCCAACCGGT GCAATCTCGAT GGAGT TTTTGGAAATCAAGCAGY
[AGGT CGOCT TGCCATGAGT ACAGCT ATGAGCGGAACGGGAAAT CAGGAT TCCCTGAAAGAT GOGGCCAGCCCATCTGATTTGGGT CGAAGA
AAATTTATGCTGGCTGCCGGT TGEGGT GT TGTCEGCGT TACCCT GECAGGT TCGACCTATGCAGCATACAAAT TTATGT TTCCTCCGATCCT
GT ATGAGCOGCCAACCGTAT TCAAGAT TGGOCATGT TACAGAATATGGT CTGGGOGT TGATGAGAGAT GGAAAT TGAAAGGGCGT TTTTGEG
TOGT COGGAACAT GOGCGGAAT CTATAACAT GAT TTCGATCT GTCGCCAT TTGGGATGTACCCCCAACTGGT TTCCGGATCAAAAAAGATTT | petA
COGT TGCCCAT GTCACGGGT CGATTTACGACGT ACACGGGAAT GT TCGT GGCGGT COBGECT CCGAGAACACT CTGGAGAGGCCAGATCACAAA
GGATCCT GTGGACGGAGCT CTCGT TGTCAACACGGT TGT OCGGCT GGACCCGAAT COGGCGCAGACACCGCAGEGT TTGT GGGT CAAGGAAA
AAGT GAAGGAAGT GAAACCCTTCTGGAT TGAGCAT TCCCCCCCGOCAGGGECT TCCTGT TCGTCCAATCGACT GCTTTGCTAAATGCAAGCC
CGGAAGAT GGAGGGAAGAT CT TCCGGRCT TTTTTGACCGAAAGCGGAAGCT GOCGGAACCAGGAATCCTATAAAACTATACT TTTAGATCAA
TAGCCCT CAGGGCCGATGRGCT TGT TCTATAGCAAGCCGAAAGACAAT GATTCTCAAAAT TAAAAGGACCACGAATGCTTGAGAGCT TGAA
GGAGAAAT TGACCAAGT CGCAAGT CTTTCGAT CAATTTTTAGGCACGGT TTTCCGGATAATGACATGAACCGGECCTATGTAGT TTTCAGTA
ACGTATTTCTGCATGTCCATCCGGT CAAGGT GOGT CGGAGT GCGT TGCGGAT GOGT TACACGT TCTGCCT TGGT GGAATCACGCTCTTCCTG
TTTATCATGCTGGCAGT GACCGGGATCTGGCTCATGT TCTATTACACT CCCTATACAGGT CTGGCCTACAATAATAT CCAGGATCTGCAGTT
OGTGATCT TCGGT GGAAACCT CATGOGGGAT CT TCACCGAT TTGCCGCACATGGAATGGT TCT TTTTGTGT GGT TGCATATGACGAGAGT TT
TTCTTACCGGCGCT TACAAGGCT CCOCGCGAGT TCAACT GBGT GGT CGBGGT CCTGCTGCT GGT GATGACT CTCAT TCTAAGCT GGACGGGC
TATCTTCTTCCCT GGGACCAGCT GGCCTAT TGGGCT GT GACCGT CGGAACAAAAAT GBCCT CCTACACTCCCT TTATCGGACAGAATGGTCC
CTGGGGGGCACAAT TGGGCT TTCTTCCAACAAACGACATTATGT TTATGCT TATCGGT GGTACT GT CGTCGGT CAAAAT GCGCT CATCCGGT
TTTATGITCTTCATTGCGTCGT TCTCOCGCT TTTTGT GACGAT CBCAT TGGCCGT CCACT TCTGGOGCATTCGTAAGGAT GGATTCTCCGRC
CCATTGTAAGAGCAGT TTTCAGGGTCAATCTTTAACACT OGGGAT COGAGAGGGGATATCTAAT GGAGAACAAGGT GACAAGAGAAATTTTT
CCTCGT GATGCGAGGAAAAGT TACGGT TTGGT CGAAT TGAT GAAAGGAT CGACT CCTAT TGT TAAAAAGGAGCCGGAAGATACTGTCTATAC
ATGGCCCAACCT CATCAT GATCGAACT CATCTGCGCATTATTGATAACGGCCGGECT GATCATTCTGGT TCAGT TTGTCCATGOGCCGT TGA
GATCTCTGGOGGACCCT TCGACAACGCCAAACCCCAT GOBCGCTCCCTGGTACT TTCT GGGAT TGCAGGAGCT TCTGGT TTATTTTGATCCA
TGGTATGCAGGCGT GGT TCTTCCAGGAAT GATTAT TGT TGGAT TAATGACAT TOCCT TATGT CGATACAAACCCGAAAGGT GTOGGTTACTA | petD
CACTTTTTCCGAGAGGAAAT TTGCTATCTTCAATTACT CCT TCGGGT TTGCTCTCTGGT GEGT GACCATTGTGATCGGAACCTATCTGAGAG
GT CTGGACTGGCAAT GGTACT GBCCAT GGAGT GATCAT CTGGT GCACAT GAATCCGGECACT GGTGACGCT TGTTCCTCTGCATATTGT TTTT
GTCAATTTGI TGCATGTCTCGAAAGAT GT TGGAAAAGCAT TATGT GACGT TCTCT TTTTTGCCTACT TTGCT GTAGGAATGGCCATTCCTTA
TTTCTTTATGCOGGAAAT TCTACGAT TCGCT TGGT GGAGOCCGT TACT TTGT TTTTATGCTCTTTTTCCTCTCAATGATGGGTGTTGCATTAA
AGATTGTTCTGAGACTTCTCTTCAACATTAAATATATTGTCGT TACACCGTGGATTAATGT TTGAGGT TTATTGGOCCTGT TTTCTGAAATG
AAACAAAAAGAAAGACAGT TCTTTTCAGAAAGCGT TACTCACT TTCAAGGCT CTATTTGTAAGGAGAGT TTATGAGT TCATTTCACAATCTC
TTGAATGAACCCT GBGT CGAACAATATTTCGGAT TCCCT TACCGGAT CGGAATTTCCTTGACCCT CGT GGT TGGAACAGCGT TTTTTTATTA | petG
TCTCTTGATCTGGT TCCAGAAAT GBCAGGAACGCT CCT TTTACCCAGAAGGGCAT CCGCT TCGCAAGGAT CCCGACGCTAT GAATGAAAGH
[G3TCGGOGEGCAT GAAAACGAAAAT CTATGTCCTCTTTTTTCTCTCCACGCT TCTTGT TGCTGGATCAATCGCT TATGATATGTACAAAAA
TTCCCATACATCCTGGATGGT TTATCAAAGGGAATAT TATAAGT TGCT GECAAAGAAAACGAACAAGCCT GCACTGGCAAAT TCTCOGCTCC
AGATCGTCCAGACCT GGAATGT GAT TCTGAATCGT GOCGACCGGT GT CAGACAT GT CACAT GBGGAT CAATAT CCCGAT TTTCAAGGATGCC
CCCGAGCCAT TTACGGCACAT COGGACCT TTCGGGAT TCATGCACAAACAT CCTTTTGGAAAGT TTGGCTGCACT GTCTGT CATGATGGAAA
OGGACTTGOCACAACAGT CCAGT COGCT CACGGGT TCAAT GTAACGT TGGACT ATCAGCCGAAAT TOGGT COGT TTGCTGAAGOCAGCTGCA | 63
CGAAATGT CATACCGATCT T TATAACGCGGGECGT GAACCCACCGAT GACCCCTTATCT CAAT CTGGCAAAGAAGACAAT CAATCAGAAAGGT
TGCGGTTCTTGCCATTCTATGGT GCAGT TTAACCT GCACGGGGT TTTGBCACCGGATCTTTCCGGCT TCGGT TCOCGAACAGAACT GBGCTT
CTATAACGTTCACCTTTTTGAGTATGT CAATGGGAT TCAT TCGGAGCGT GAAT GGGAGT GGGAACACT TCAAAAACCCGAGACGAATTTCTC
CCGGTGT TCCCGCCT TTAAGGT GCCTCCGACAAT CAT GOCGAACT TTCAT CTGACCGACGAGCAGACGACGGCT TTAACAACT TGEGTGCTG
GGACTTGT CGATCCGGOGGT GATCACCAT TCCCCAGACT TATCTCCCGGT TGAGCGCT CACAGGGACGT CCTGT TCCTATTCOGGT CACAAA
AGGCAATATTGGGGCAAT TCCGGAT TCAGCATACAAGAAAGT TGCCT TCAAGCAGT AAAAT TTGATCT CTCTCCT TCAAAAGGAGCCT TCG

EeTeTTT T

1. pnrA product: Pyridine nucl eotide-disul phide oxi doreduct ase( EAY56756. 1)

MKGKYKLHI PEYQYYADQVACRKGCPVGT DAGGYVQAI RSGLYEKAYAI ARGPNPFASVCGAWCNAPCEASCTRGNI DSPVTI RALKRFVTE
KFGVEAVNMDPASTLRYSTAPGVPYGRATCGEKVAI | GGGPAGL TAAHDLARLGYRI TMFEANKRLGGLFYLVPEYRLPRPLI QAEVDAI ASMG
FDI RLGTKVGKDVSFKEI QEEFKSVVWVAVGAWGSRPVPFEGKEL EHVYSAL PFL QSVYL DHSPVPVGRRVAVVGAGNVAMDVCRTAVRL PGV



EKVSVI ALEDWNEMPADDVEI EDAVAEGVEFL VRKGTRRVWGEGKVQGE. EVVRVL SVFDDQGRFSPTYDETEKSVVPFDSVVFAI GQTI DSS
FI PSEHDSVI GRNGVI RANI HSMETG PGVFAAGDVVTGPRI FI DAl AGGQKAAASVHRYL TGKSEEVKVYAVSTPVDHRGNPTPI WPVDFN
VDGYYGA SRANPSLLTPEFRKTNFELAEL SFSEEEAREQASRCL TCHVNPI FEGEKCI MCGGCVDVCPEYALKM PLSDVDL DQESTAKVWE
SFL GVEL SKREEVGVDONL DHSTAM WEGSRCI RCGLCAKRCPTGAI SMEFLEI KQEVALP

2. petA product: Putative Rieske iron-sulfur famly protein (EAY56757.1)

MSTANMSGT GNQDSL KDAASPSDL GRRKFMLAAGNGVWGVTLAGSTYAAYKFMFPPI LYEPPTVFKI GHVTEYGL GVDERVKL KGRFW/VRNM
RG YNM SI CRHL GCTPNWFPDQKRFRCPCHGS| YDVHGNVRGGPAPRTLWRGQ TKDPVDGAL VWNTWRL DPNPAQT PQGLVWKEKVKEV
KPFW EHSPPPGASCSSNRLLC

3. petB product: Putative cytochrone b/bs (EAY56758. 1)

MLESLKEKLTKSQVFRS| FRHG-PDNDIMNRAYVVFSNVFLHVHPVKVRRSALRVRYTFCLGGE TLFLFI MLAVTG W.MFYYTPYTGLAYNN
| QDLQFVI FGGNL MRDL HRFAAHGWL FVWAL HMTRVFL TGAYKAPREFNW/VGVLLLVMI LI LSWEGYLL PWDQLAYWAVTVGTKMASYTPF
| GCONGPWGAQLGFLPTNDI MFMLI GGTVWGNAL I RFYVLHCWVLPLFVTI ALAVHFWRI RKDG-SGPL

4. petD product: Putative Subunit IV of bef conplex (EAY56759.1)

MENKVTREI FPRDARKSYGLVELMKGSTPI VKKEPEDTVYTWPNLI M ELI CALLI TAGLI | LVQFVHAPLRSLADPSTTPNPVRAPWYFLG
LQELLVYFDPWYAGYWLPGM | VGLMIFPYVDTNPKGVGYYTFSERKFAI FNYSFGFALWAWTI VI GTYL RGL DWWYWPWSDHL VHVNPAL
VTLVPLH VFVNLLHVSKDVGKAL CDVLFFAYFAVGVAI PYFFVRKFYDSL GGARYFVFMLFFLSMVGVALKI VLRLLFNI KYI WTPW NV
5. petG product: Putative Pet G (EAY56760. 1)

MSSFHNLLNEPW/EQYFGFPYRI G SLTLWGTAFFYYLLI WFQKWQERSFYPEGHPL RKDPDAMNERGRRA

6. cycC3 product: Probable cytochromecs (EAY56761. 1)

MKTKI YVLFFLSTLLVAGSI AYDMYKNSHTSWWYQREYYKL LAKKTNKPALANSPLQ VQTVWAVI LNRADRCQTCHMG NI PI FKDAPEPF
TAHPDL SG-FMHKHPFGKFGCTVCHDGNGLAT TVQSAHGFNVTL DY QPKFGPFAEASCTKCHT DL YNAGVNPPMI PYLNLAKKTI NQKGCGSC

HSMVQFNLHGVLAPDL SGFGSRTEL GFYNVHL FEYVNG HSEREWEWEHFKNPRRI SPGVPAFKVPPTI MPNFHLTDEQT TALTTW/LGLVD
PAVI TI PQTYLPVERSQGRPVPI PVTKGNI GAl PDSAYKKVAFKQPet |

Not es: Gene sequences are indicated in red. Start and stop codons are underlining. Gey box
i ndi cates sequence of Rho-independent term nator predicted by using the nfold RNA secondary
structure program (bioinfo-.math.rpi.edu/ _nfold/rnal.)



