Table S4: Genes upregulated in the chinchilla nasopharynx 7 days after RSV A2 challenge
	GeneSymbol
	GeneName
	GeneID#
	Fold Change

(RSV/Mock)
	False Discovery Rate

	
	
	
	
	 

	irf7
	interferon regulatory factor 7
	3665
	5.5
	21.4

	rsad2

(viperin)
	radical S-adenosyl methionine domain containing 2 
	91543
	4.2
	22.4

	stat1
	signal transducer and activator of transcription 1, 91kDa
	6772
	3.0
	24.2

	ifih1
	interferon induced with helicase C domain 1
	64135
	2.9
	22.4

	socs1
	suppressor of cytokine signaling 1
	8651
	2.8
	22.4

	ddx60
	DEAD (Asp-Glu-Ala-Asp) box polypeptide 60
	55601
	2.8
	24.2

	psmb9
	proteasome (prosome, macropain) subunit, beta type, 9 (large multifunctional peptidase 2)
	5698
	2.7
	22.4

	fam14b
	family with sequence similarity 14, member B
	122509
	2.7
	22.4

	cybb
	cytochrome b-245, beta polypeptide (chronic granulomatous disease)
	1536
	2.7
	23.4

	parp9
	poly (ADP-ribose) polymerase family, member 9
	83666
	2.6
	22.4

	b2m
	beta-2-microglobulin
	567
	2.4
	24.2

	nlrc5
	NLR family, CARD domain containing 5
	84166
	2.3
	22.4

	p2ry13
	purinergic receptor P2Y, G-protein coupled, 13
	53829
	2.1
	23.6

	cryab
	crystallin, alpha B
	1410
	2.1
	23.8

	tesc
	tescalcin
	54997
	2.1
	24.9

	cd44
	CD44 molecule (Indian blood group)
	960
	2.0
	24.0

	ptpn2
	protein tyrosine phosphatase, non-receptor type 2
	5771
	1.9
	22.4

	ifitm4p
	interferon induced transmembrane protein 4 pseudogene
	340198
	1.9
	22.4

	psme1
	proteasome (prosome, macropain) activator subunit 1 (PA28 alpha)
	5720
	1.9
	22.4

	tfec
	transcription factor EC
	22797
	1.9
	22.4

	tbx21
	T-box 21
	30009
	1.7
	25.1

	igll3
	immunoglobulin lambda-like polypeptide 3
	91353
	1.7
	24.2

	TRIM27
	tripartite motif-containing 27
	5987
	1.6
	23.4

	c7orf36
	chromosome 7 open reading frame 36
	57002
	1.6
	25.3

	psme1
	proteasome (prosome, macropain) activator subunit 1 (PA28 alpha)
	5720
	1.6
	23.8

	nampt
	nicotinamide phosphoribosyltransferase
	10135
	1.6
	25.3

	cd38
	CD38 molecule
	952
	1.5
	25.1

	nr4a3
	nuclear receptor subfamily 4, group A, member 3
	8013
	1.5
	25.1


# GeneID represents the National Center for Biotechnology  number for the respective gene

