Table S1: Genes downregulated in the chinchilla nasopharynx  4 days after RSV A2 challenge
	GeneSymbol
	GeneName
	GeneID#
	Fold Change

(RSV/Mock)
	False Discovery Rate

	
	
	
	
	 

	cobra1
	cofactor of BRCA1
	25920
	-2.8
	20.9

	c1qtnf5
	C1q and tumor necrosis factor related protein 5
	114902
	-2.4
	10.4

	nucks1
	nuclear casein kinase and cyclin-dependent kinase substrate 1
	64710
	-2.2
	22.7

	nkx6-2
	NK6 homeobox 2
	84504
	-2.1
	22.7

	loc392787
	hypothetical LOC392787
	392787
	-2.0
	22.7

	znf784
	zinc finger protein 784
	147808
	-2.0
	22.7

	adamts13
	ADAM metallopeptidase with thrombospondin type 1 motif, 13
	11093
	-2.0
	23.2

	apbb1
	amyloid beta (A4) precursor protein-binding, family B, member 1 (Fe65)
	322
	-1.9
	22.7

	pin1l
	peptidylprolyl cis/trans isomerase, NIMA-interacting 1-like (pseudogene)
	5301
	-1.9
	19.1

	dlg4
	discs, large homolog 4 (Drosophila)
	1742
	-1.7
	23.8

	sympk
	symplekin
	8189
	-1.7
	24.8

	arhgap27
	Rho GTPase activating protein 27
	201176
	-1.7
	24.8

	loc644937
	similar to ribosomal protein L10
	644937
	-1.7
	22.7

	prkcdbp
	protein kinase C, delta binding protein
	112464
	-1.7
	23.9

	gigyf2
	GRB10 interacting GYF protein 2
	26058
	-1.7
	22.7

	cabin1
	calcineurin binding protein 1
	23523
	-1.7
	22.7

	wnt10a
	wingless-type MMTV integration site family, member 10A
	80326
	-1.7
	22.7

	actl8
	actin-like 8
	81569
	-1.6
	22.7

	atp6v0b
	ATPase, H+ transporting, lysosomal 21kDa, V0 subunit b
	533
	-1.6
	24.8

	hla-e
	major histocompatibility complex, class I, E
	3133
	-1.6
	24.8

	centg3
	centaurin, gamma 3
	116988
	-1.6
	23.4

	pin1l
	peptidylprolyl cis/trans isomerase, NIMA-interacting 1-like (pseudogene)
	5301
	-1.6
	23.8

	mllt10
	myeloid/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated to, 10
	8028
	-1.6
	22.7

	snrpb
	small nuclear ribonucleoprotein polypeptides B and B1
	6628
	-1.6
	22.7

	loc100128485
	similar to conserved hypothetical protein
	100128485
	-1.6
	23.4

	ap2a1
	adaptor-related protein complex 2, alpha 1 subunit
	160
	-1.6
	14.6

	tomm40
	translocase of outer mitochondrial membrane 40 homolog (yeast)
	10452
	-1.6
	23.2

	ypel3
	yippee-like 3 (Drosophila)
	83719
	-1.6
	24.7

	cxxc5
	CXXC finger 5
	51523
	-1.6
	23.2

	znf697
	zinc finger protein 697
	90874
	-1.6
	24.8

	flot1
	flotillin 1
	10211
	-1.6
	22.7

	rp1-21o18.1
	kazrin
	23254
	-1.6
	22.7

	spop
	speckle-type POZ protein
	8405
	-1.6
	23.2

	fuz
	fuzzy homolog (Drosophila)
	80199
	-1.6
	24.8

	cyb5r3
	cytochrome b5 reductase 3
	1727
	-1.6
	24.4

	rgl2
	ral guanine nucleotide dissociation stimulator-like 2
	5863
	-1.6
	22.7

	flot1
	flotillin 1
	10211
	-1.5
	22.7

	exosc7
	exosome component 7
	23016
	-1.5
	24.8

	tmed1
	transmembrane emp24 protein transport domain containing 1
	11018
	-1.5
	22.7

	plaa
	phospholipase A2-activating protein
	9373
	-1.5
	22.7

	robo4
	roundabout homolog 4, magic roundabout (Drosophila)
	54538
	-1.5
	22.7

	rp1-21o18.1
	kazrin
	23254
	-1.5
	23.2

	zfand2b
	zinc finger, AN1-type domain 2B
	130617
	-1.5
	22.7

	armc5
	armadillo repeat containing 5
	79798
	-1.5
	24.8


# GeneID represents the National Center for Biotechnology  identification  number for the respective gene.

