Supplementary Table 1. Odds ratios for AD by CYP19 SNPs, stratified by self-identified ethnicity

	 
	White
	Hispanic
	Black

	SNP #
	SNP
	Position
	Distance (bp)
	Minor Allele
	MAF
	O.R.
	95% C.I.
	p-value
	emp.
p-value
	MAF
	O.R.
	95% C.I.
	p-value
	emp.

p-value
	MAF
	O.R.
	95% C.I.
	p-value
	emp.

p-value

	1
	rs4646
	49290136
	 
	A
	0.3
	1.0
	0.6 - 1.8
	0.942
	0.960
	0.3
	0.9
	0.7 - 1.3
	0.706
	0.725
	0.3
	1.0
	0.7 - 1.4
	0.908
	0.905

	2
	rs10046
	49290278
	142
	G
	0.5
	0.7
	0.4 - 1.2
	0.193
	0.201
	0.4
	1.0
	0.7 - 1.4
	0.864
	0.288
	0.2
	0.9
	0.6 - 1.3
	0.562
	0.684

	3
	rs700519
	49295260
	4982
	A
	0.1
	1.1
	0.4 - 3.2
	0.839
	0.875
	0.1
	0.9
	0.6 - 1.5
	0.719
	0.726
	0.2
	1.0
	0.6 - 1.5
	0.854
	0.861

	4
	rs1143704
	49297994
	2734
	T
	0.5
	0.6
	0.3 - 1.1
	0.092
	0.094
	0.4
	1.0
	0.7 - 1.4
	0.936
	0.055
	0.2
	0.8
	0.5 - 1.2
	0.290
	0.974

	5
	rs6493488
	49301214
	3220
	C
	0.5
	0.5
	0.3 - 0.8
	0.009
	0.008
	0.4
	1.0
	0.7 - 1.4
	0.973
	0.323
	0.3
	0.8
	0.6 - 1.2
	0.308
	0.870

	6
	rs16964201
	49302643
	1429
	A
	0.1
	0.9
	0.3 - 2.7
	0.911
	0.864
	0.2
	1.0
	0.7 - 1.4
	0.865
	0.873
	0.3
	1.0
	0.7 - 1.5
	0.906
	0.897

	7
	rs2899472
	49303347
	704
	A
	0.3
	1.5
	0.9 - 2.8
	0.133
	0.135
	0.2
	0.9
	0.6 - 1.2
	0.442
	0.431
	0.1
	0.7
	0.4 - 1.3
	0.255
	0.275

	8
	rs8023263
	49304889
	1542
	C
	0.5
	0.6
	0.4 - 1.2
	0.139
	0.133
	0.4
	1.1
	0.7 - 1.5
	0.756
	0.123
	0.3
	0.7
	0.5 - 1.1
	0.131
	0.987

	9
	rs4775934
	49306061
	1172
	G
	0.1
	1.4
	0.6 - 3.5
	0.405
	0.401
	0.2
	0.8
	0.6 - 1.2
	0.303
	0.314
	0.4
	1.1
	0.7 - 1.6
	0.680
	0.700

	10
	rs4775935
	49306568
	507
	A
	0.3
	0.4
	0.2 - 0.8
	0.005
	0.006
	0.3
	0.7
	0.4 - 0.9
	0.028
	0.034
	0.3
	1.0
	0.7 - 1.4
	0.857
	0.858

	11
	rs1065778
	49307498
	930
	A
	0.5
	0.6
	0.3 - 1.0
	0.065
	0.298
	0.3
	1.0
	0.7 - 1.4
	0.991
	0.993
	0.2
	0.8
	0.6 - 1.2
	0.327
	0.322

	12
	rs12594287
	49311199
	3701
	A
	0.1
	1.4
	0.6 - 3.0
	0.412
	0.403
	0.2
	1.0
	0.7 - 1.4
	0.877
	0.886
	0.2
	1.0
	0.7 - 1.4
	0.890
	0.895

	13
	rs700518
	49316404
	5205
	A
	0.5
	0.6
	0.3 - 1.0
	0.080
	0.316
	0.3
	1.0
	0.7 - 1.4
	0.834
	0.822
	0.2
	0.8
	0.6 - 1.2
	0.379
	0.377

	14
	rs2414096
	49317071
	667
	G
	0.5
	0.6
	0.3 - 1.0
	0.063
	0.309
	0.3
	1.0
	0.7 - 1.4
	0.922
	0.916
	0.2
	0.8
	0.6 - 1.2
	0.334
	0.325

	15
	rs727479
	49321589
	4518
	C
	0.3
	0.4
	0.2 - 0.7
	0.004
	0.002
	0.3
	0.8
	0.5 - 1.0
	0.085
	0.099
	0.2
	1.1
	0.7 - 1.4
	0.742
	0.707

	16
	rs10459592
	49323433
	1844
	A
	0.5
	0.5
	0.3 - 0.9
	0.034
	0.030
	0.5
	1.5
	1.1 - 2.2
	0.028
	0.026
	0.4
	0.8
	0.5 - 1.2
	0.289
	0.746

	17
	rs767199
	49327679
	4246
	G
	0.5
	0.6
	0.3 - 1.2
	0.116
	0.335
	0.3
	1.1
	0.8 - 1.6
	0.505
	0.520
	0.1
	0.9
	0.6 - 1.3
	0.488
	0.496

	18
	rs12911554
	49330049
	2370
	G
	0.4
	0.5
	0.3 - 0.7
	0.037
	0.032
	0.5
	0.7
	0.5 - 1.0
	0.063
	0.061
	0.5
	1.0
	0.6 - 1.5
	0.857
	0.867

	19
	rs7172156
	49333590
	3541
	A
	0.4
	0.6
	0.3 - 0.9
	0.042
	0.048
	0.4
	0.9
	0.6 - 1.3
	0.569
	0.574
	0.3
	0.9
	0.6 - 1.3
	0.536
	0.532

	20
	rs2008691
	49335352
	1762
	G
	0.2
	1.0
	0.5 - 1.8
	0.908
	0.891
	0.3
	0.9
	0.7 - 1.3
	0.608
	0.611
	0.4
	1.0
	0.7 - 1.5
	0.982
	0.988

	21
	rs11856927
	49335997
	645
	C
	0.4
	1.4
	0.8 - 2.6
	0.269
	0.258
	0.4
	1.0
	0.7 - 1.4
	0.863
	0.856
	0.5
	0.7
	0.5 - 1.1
	0.126
	0.127

	22
	rs1008805
	49336891
	894
	G
	0.4
	0.6
	0.4 - 1.2
	0.142
	0.147
	0.3
	1.0
	0.7 - 1.4
	0.989
	0.984
	0.2
	1.0
	0.7 - 1.5
	0.954
	0.949

	23
	rs6493494
	49337127
	236
	A
	0.4
	1.6
	0.9 - 3.1
	0.140
	0.149
	0.3
	1.3
	1.0 - 1.9
	0.094
	0.088
	0.3
	0.9
	0.6 - 1.4
	0.767
	0.762

	24
	rs10519299
	49338638
	1511
	C
	0.5
	1.5
	0.8 - 2.9
	0.230
	0.226
	0.4
	1.3
	0.9 - 1.8
	0.153
	0.140
	0.3
	0.9
	0.6- 1.4
	0.736
	0.724

	25
	rs12050767
	49344549
	5911
	G
	0.5
	1.5
	0.8 - 2.8
	0.243
	0.236
	0.4
	1.2
	0.8 - 1.7
	0.347
	0.332
	0.4
	0.9
	0.6 - 1.4
	0.709
	0.702

	26
	rs749292
	49346023
	1474
	A
	0.5
	1.5
	0.8 - 2.9
	0.211
	0.201
	0.4
	1.2
	0.8 - 1.7
	0.325
	0.305
	0.5
	0.9
	0.6 - 1.4
	0.673
	0.669

	27
	rs17647719
	49355496
	9473
	G
	0.1
	1.3
	0.6 - 2.9
	0.577
	0.574
	0.2
	1.1
	0.8 - 1.6
	0.481
	0.475
	0.3
	1.0
	0.7 - 1.5
	0.824
	0.806

	28
	rs1902586
	49358145
	2649
	A
	0.1
	1.4
	0.6 - 3.1
	0.387
	0.377
	0.3
	1.1
	0.8 - 1.5
	0.668
	0.651
	0.5
	1.1
	0.7 - 1.7
	0.623
	0.609

	29
	rs16953058
	49359552
	1407
	A
	0.1
	0.0
	0 - inf
	0.998
	0.821
	0.1
	0.9
	0.6 - 1.3
	0.532
	0.537
	0.1
	1.1
	0.8 - 1.7
	0.538
	0.547

	30
	rs936306
	49366890
	7338
	A
	0.2
	1.1
	0.6 - 2.0
	0.817
	0.843
	0.4
	1.0
	0.7 - 1.3
	0.787
	0.797
	0.5
	0.8
	0.5 - 1.2
	0.358
	0.885

	31
	rs12594203
	49370853
	3963
	T
	0.1
	1.5
	0.6 - 3.5
	0.303
	0.323
	0.2
	1.1
	0.8 - 1.6
	0.539
	0.513
	0.4
	0.9
	0.6 - 1.3
	0.494
	0.491

	32
	rs2470176
	49371231
	378
	G
	0.2
	1.0
	0.5 - 2.0
	0.889
	0.898
	0.4
	1.0
	0.7 - 1.4
	0.960
	0.965
	0.4
	0.9
	0.6 - 1.4
	0.567
	0.942

	33
	rs2470152
	49382264
	11033
	A
	0.5
	0.4
	0.2 - 0.8
	0.007
	0.006
	0.5
	1.2
	0.8 - 1.8
	0.268
	0.198
	0.5
	0.9
	0.6 - 1.4
	0.645
	0.964

	34
	rs3751592
	49393870
	11606
	G
	0.3
	1.5
	0.9- 2.7
	0.144
	0.141
	0.4
	1.3
	0.9 - 1.8
	0.140
	0.135
	0.3
	1.3
	0.9 - 1.8
	0.248
	0.245

	35
	rs1004984
	49400821
	6951
	A
	0.4
	1.5
	0.8 - 2.7
	0.211
	0.203
	0.5
	1.0
	0.7 - 1.4
	0.870
	0.880
	0.5
	0.9
	0.6 - 1.3
	0.551
	0.518

	36
	rs1902585
	49401198
	377
	C
	0.5
	1.8
	0.9 - 3.4
	0.084
	0.286
	0.3
	1.1
	0.8 - 1.5
	0.551
	0.551
	0.1
	1.0
	0.6 - 1.5
	0.835
	0.842

	37
	rs10163138
	49401416
	218
	A
	0.1
	0.0
	0.1 - 2.5
	0.999
	0.521
	0.1
	1.3
	0.8 - 1.9
	0.297
	0.296
	0.3
	1.0
	0.7 - 1.5
	0.851
	0.829

	38
	rs6493495
	49405594
	4178
	G
	0.1
	1.3
	0.7 - 2.5
	0.372
	0.388
	0.2
	0.9
	0.6 - 1.2
	0.406
	0.392
	0.3
	0.8
	0.6 - 1.2
	0.378
	0.387

	39
	rs7168331
	49408275
	2681
	G
	0.5
	1.5
	0.8 - 2.9
	0.165
	0.154
	0.5
	1.1
	0.8 - 1.7
	0.511
	0.945
	0.4
	0.9
	0.6 - 1.4
	0.733
	0.796

	40
	rs1870049
	49412515
	4240
	G
	0.2
	1.4
	0.8 - 2.7
	0.275
	0.286
	0.4
	1.0
	0.7 - 1.4
	0.868
	0.865
	0.4
	1.0
	0.7 - 1.6
	0.926
	0.923

	41
	rs11070843
	49413843
	1328
	G
	0.1
	1.4
	0.8 - 2.7
	0.262
	0.264
	0.2
	0.9
	0.6 - 1.2
	0.470
	0.449
	0.2
	0.8
	0.6 - 1.2
	0.349
	0.353


Notes: 

· ORs were computed using a dominant model in which individuals with at least 1 copy of the minor allele were coded as having a risk allele

· Analyses are adjusted for age, BMI, and presence of at least one copy of an APOE Ɛ4 allele
· MAF:  Minor allele frequency
· Emp. p-value: To minimize the risk of false-positive findings from multiple testing, we computed empirical p-values by generating the null distribution on the basis of 1000 replicate datasets.

