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Supplementary Information 1

Population genetics analyses, using 12 autosomal microsatellites; bar
plots from the Bayesian program STRUCTURE (Pritchard et al. 2000)
under K = 2.
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Above: Secondary contact of Bufo viridis (green) and B. variabilis (blue) on
the Balkan Peninsula (our still unpublished data); arrows show the
populations from which genetic families from the hybrid zone were obtained.

Below: Secondary contact of Bufo viridis (red) and B. balearicus (green) on
the Po Plain; arrows shows the population from which the genetic family of B.
balearicus was obtained (most data from Dufresnes et al. 2014).
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