Table S2 - Homoplasmic variants found in the mitochondrial genomes of the brothers.
	Name
	Depth (B1)
	Depth (B2)
	MAF
	Gene or Region
	Function
	AA difference

	m.73A>G
	11
	36
	0.73
	Control Region
	n/a
	n/a

	m.263A>G
	14
	44
	0.93
	Control Region
	n/a
	n/a

	m.709G>A
	37
	125
	0.13
	MT-RNR1
	n/a
	n/a

	m.750A>G
	33
	129
	0.99
	MT-RNR1
	n/a
	n/a

	m.930G>A
	22
	63
	0.02
	MT-RNR1
	n/a
	n/a

	m.1438A>G
	21
	97
	0.94
	MT-RNR1
	n/a
	n/a

	m.1888G>A
	25
	72
	0.06
	MT-RNR2
	n/a
	n/a

	m.2706A>G
	25
	83
	0.76
	MT-RNR2
	n/a
	n/a

	m.4216T>C
	20
	61
	0.10
	MT-ND1
	NS
	Tyr->His

	m.4769A>G
	32
	81
	0.98
	MT-ND2
	S
	n/a

	m.4917A>G
	26
	61
	0.05
	MT-ND2
	NS
	Asn->Asp

	m.5147G>A
	7
	17
	0.00
	MT-ND2
	S
	n/a

	m.7028C>T
	22
	96
	0.78
	MT-COX1
	S
	n/a

	m.7521G>A
	n/a *
	6
	0.07
	MT-TRND
	n/a
	n/a

	m.8697G>A
	38
	145
	0.05
	MT-ATP6
	S
	n/a

	m.8860A>G
	35
	121
	0.99
	MT-ATP6
	NS
	Thr->Ala

	m.8934C>T
	18
	69
	0.00
	MT-ATP6
	S
	n/a

	m.10463T>C
	17
	50
	0.05
	MT-TRNR
	n/a
	n/a

	m.11251A>G
	34
	106
	0.10
	MT-ND4
	S
	n/a

	m.11719G>A
	31
	110
	0.74
	MT-ND4
	S
	n/a

	m.11812A>G
	39
	111
	0.04
	MT-ND4
	S
	n/a

	m.13368G>A
	20
	83
	0.05
	MT-ND5
	S
	n/a

	m.14233A>G
	22
	124
	0.04
	MT-ND6
	S
	n/a

	m.14766C>T
	33
	93
	0.74
	MT-CYTB
	NS
	Thr->Ile

	m.14905G>A
	48
	114
	0.05
	MT-CYTB
	S
	n/a

	m.15326A>G
	52
	129
	0.99
	MT-CYTB
	NS
	Thr->Ala

	m.15452C>A
	31
	109
	0.10
	MT-CYTB
	NS
	Leu->Ile

	m.15607A>G
	25
	88
	0.05
	MT-CYTB
	S
	n/a

	m.15928G>A
	6
	34
	0.05
	MT-TRNT
	n/a
	n/a

	m.16126T>C
	22
	85
	0.12
	Control Region
	n/a
	n/a

	m.16129G>A
	20
	87
	0.12
	Control Region
	n/a
	n/a

	m.16294C>T
	11
	56
	0.09
	Control Region
	n/a
	n/a

	m.16296C>T
	7
	25
	0.02
	Control Region
	n/a
	n/a

	m.16304T>C
	55
	177
	0.07
	Control Region
	n/a
	n/a

	m.16519T>C
	18
	60
	0.62
	Control Region
	n/a
	n/a



MAF = global minor allele frequency (as reported by MitoMap), AA = amino acid, n/a = not applicable, S = synonymous, NS = nonsynonymous.
* m.7521G>A was not reported in B1 because the data at that position did not meet the minimum depth requirement of 5 reads.
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