Table S1: Meta-analysis p values of FE, RE, RE2, and BE using the Dubois data 

	SNP
	Chr:Pos
	Minor Allele
	Major Allele
	I2
	pDubois
	pFE
	pRE
	pRE2
	pBE

	rs2816316
	1:190803436
	C
	A
	0
	2.20E-17
	3.18E-17
	3.18E-17
	7.79E-17
	3.88E-15

	rs3748816
	1:25116606
	C
	T
	4.3
	3.28E-09
	3.62E-09
	1.40E-08
	6.51E-09
	2.61E-08

	rs10903122*
	1:25176163
	A
	G
	70.3
	1.73E-10
	7.84E-04
	8.57E-02
	6.59E-06
	3.08E-05

	rs296547
	1:199158760
	A
	G
	2.3
	4.11E-09
	5.11E-09
	9.76E-09
	9.12E-09
	3.33E-08

	rs13003464
	2:61040333
	C
	T
	16.4
	3.71E-13
	4.24E-13
	6.02E-11
	9.08E-13
	1.14E-11

	rs917997**
	2:102437000
	A
	G
	64.2
	1.11E-15
	1.07E-15
	5.57E-05
	1.56E-16
	1.99E-17

	rs13010713*
	2:181704290
	C
	T
	64.0
	4.74E-11
	1.58E-05
	2.90E-02
	6.72E-07
	7.26E-07

	rs4675374
	2:204510823
	A
	G
	0
	5.79E-09
	6.41E-09
	6.41E-09
	1.14E-08
	1.09E-07

	rs17035378
	2:68452459
	G
	A
	0
	7.79E-09
	8.11E-09
	8.11E-09
	1.51E-08
	2.55E-07

	rs13098911
	3:46210205
	T
	C
	3.4
	3.26E-17
	4.07E-17
	3.61E-16
	9.44E-17
	6.37E-16

	rs17810546
	3:161147744
	G
	A
	17.4
	3.98E-28
	6.78E-28
	3.46E-22
	2.10E-27
	1.74E-25

	rs1464510
	3:189595248
	T
	G
	92.1
	2.98E-40
	6.26E-12
	1.76E-01
	4.38E-33
	1.74E-29

	rs13314993*
	3:32990473
	G
	T
	61.5
	3.27E-09
	2.94E-05
	6.45E-02
	1.70E-06
	1.06E-06

	rs11712165
	3:120601486
	G
	T
	35.1
	8.03E-09
	1.24E-08
	4.44E-06
	2.25E-08
	9.62E-08

	rs13151961
	4:123334952
	C
	T
	0
	2.18E-27
	3.08E-27
	3.08E-27
	9.44E-27
	2.26E-24

	rs2327832
	6:138014761
	C
	T
	0
	4.46E-19
	5.86E-19
	5.86E-19
	1.51E-18
	1.63E-16

	rs1738074
	6:159385965
	T
	C
	0
	2.94E-15
	3.63E-15
	3.63E-15
	8.35E-15
	8.56E-13

	rs10806425
	6:90983333
	A
	C
	27.2
	3.89E-10
	4.93E-10
	1.69E-07
	9.21E-10
	9.70E-09

	rs802734
	6:128320491
	G
	A
	5.8
	2.62E-14
	3.65E-14
	2.18E-13
	8.11E-14
	2.81E-12

	rs653178
	12:110492139
	C
	T
	87.1
	7.15E-21
	1.58E-03
	5.72E-01
	2.92E-14
	1.10E-10

	rs9792269**
	8:129333771
	G
	A
	0
	3.28E-09
	2.98E-09
	2.98E-09
	5.37E-09
	8.53E-08

	rs1250552*
	10:80728033
	C
	T
	21.0
	9.09E-10
	5.45E-08
	3.88E-06
	9.87E-08
	1.31E-07

	rs1893217
	18:12799340
	C
	T
	0
	2.52E-10
	2.68E-10
	2.68E-10
	5.11E-10
	2.49E-08

	rs11221332
	11:127886184
	A
	G
	0
	5.28E-16
	7.74E-16
	7.74E-16
	1.92E-15
	7.35E-14

	rs12928822**
	16:11311394
	A
	G
	14.5
	3.12E-08
	2.91E-08
	9.00E-07
	5.68E-08
	2.52E-07

	rs4819388
	21:44471849
	T
	C
	39.7
	2.46E-09
	2.92E-09
	2.39E-06
	3.40E-09
	5.20E-09


*Not genome-wide significant under FE, RE, RE2, or BE

**Lower p value under FE, RE, RE2, or BE
Table S2. Meta-analysis p values of FE, RE, RE2, and BE using the Trynka data
	SNP
	Chr:Pos
	Minor Allele
	Major Allele
	I2
	pTrynka
	pFE
	pRE
	pRE2
	pBE

	rs4445406
	1:2529260
	C
	T
	0
	5.40E-12
	1.98E-11
	1.98E-11
	4.40E-11
	1.57E-10

	rs12068671**
	1:170947654
	C
	T
	41.7
	1.40E-10
	4.85E-10
	7.28E-03
	4.55E-10
	9.45E-11

	rs1359062
	1:190808095
	C
	G
	0
	2.50E-25
	1.57E-23
	1.57E-23
	4.99E-23
	1.25E-22

	rs10800746
	1:199148015
	T
	C
	0
	2.60E-08
	4.00E-08
	4.00E-08
	7.15E-08
	2.59E-07

	rs13003464
	2:61040333
	G
	A
	0
	4.30E-16
	7.83E-16
	7.83E-16
	2.05E-15
	2.21E-14

	rs990171
	2:102453202
	A
	C
	0
	1.20E-16
	1.79E-15
	1.79E-15
	4.62E-15
	1.91E-14

	rs1018326**
	2:181716045
	C
	T
	60.4
	3.10E-16
	3.48E-15
	4.07E-02
	1.78E-15
	2.12E-16

	rs6715106
	2:191621279
	G
	A
	58.3
	8.40E-09
	4.44E-08
	1.32E-03
	7.86E-08
	2.00E-07

	rs1980422
	2:204318641
	C
	T
	34.2
	1.40E-15
	3.02E-15
	4.55E-07
	7.74E-15
	2.46E-14

	rs2097282
	3:4635029
	C
	T
	54
	1.10E-20
	2.46E-19
	1.45E-05
	7.10E-19
	4.23E-19

	rs61579022
	3:120605968
	A
	G
	49.1
	9.90E-09
	1.75E-08
	1.99E-02
	3.16E-08
	1.06E-08

	imm_3_161120372
	3:161120372
	A
	C
	0
	2.60E-27
	1.97E-26
	1.97E-26
	6.61E-26
	5.96E-25

	rs2030519
	3:189602595
	G
	A
	0
	3.00E-49
	2.36E-48
	2.36E-48
	1.06E-47
	1.03E-46

	rs13132308
	4:123770564
	G
	A
	0
	1.90E-38
	6.99E-36
	6.99E-36
	2.72E-35
	1.82E-34

	rs1050976*
	6:353079
	T
	C
	83.1
	1.80E-09
	3.47E-03
	3.77E-01
	8.08E-08
	2.42E-05

	rs55743914
	6:128335255
	T
	C
	29.6
	1.10E-18
	9.78E-17
	3.53E-06
	2.63E-16
	9.34E-17

	rs17264332
	6:138047208
	G
	A
	0
	5.00E-30
	9.83E-28
	9.83E-28
	3.38E-27
	3.17E-26

	rs182429
	6:159389562
	A
	G
	0
	8.50E-16
	1.16E-15
	1.16E-15
	3.01E-15
	3.06E-14

	1kg_7_37384979**
	7:37384979
	G
	A
	63.2
	2.10E-08
	8.87E-09
	9.67E-02
	9.87E-09
	1.94E-09

	rs2387397
	10:6430198
	G
	C
	0
	1.90E-08
	4.42E-08
	4.42E-08
	7.82E-08
	7.19E-07

	rs1250552
	10:80728033
	G
	A
	59
	8.00E-17
	1.56E-14
	8.57E-04
	3.91E-14
	1.82E-14

	rs7104791
	11:110702068
	T
	C
	0
	1.90E-11
	2.70E-10
	2.70E-10
	5.71E-10
	6.29E-10

	rs10892258
	11:118085075
	A
	G
	0
	1.70E-11
	5.86E-11
	5.86E-11
	1.28E-10
	3.17E-10

	rs61907765
	11:127897147
	T
	C
	0
	3.40E-13
	4.47E-13
	4.47E-13
	1.06E-12
	1.43E-11

	rs3184504
	12:110368991
	T
	C
	81.6
	5.40E-21
	2.20E-13
	4.25E-01
	1.98E-16
	3.80E-17

	rs11851414*
	14:68329255
	C
	T
	0
	4.70E-08
	7.97E-08
	7.97E-08
	1.44E-07
	3.46E-07

	rs1378938*
	15:72883496
	A
	G
	0
	7.80E-09
	3.26E-07
	3.26E-07
	5.68E-07
	2.06E-06

	rs6498114**
	16:10871619
	G
	T
	0
	5.80E-10
	3.17E-10
	3.17E-10
	6.69E-10
	1.76E-09

	rs11875687
	18:12833137
	C
	T
	8.17
	1.90E-10
	3.51E-10
	1.33E-07
	7.39E-10
	3.03E-09

	rs1893592
	21:42728136
	C
	A
	15.5
	3.00E-09
	7.07E-09
	4.30E-04
	1.26E-08
	4.99E-09

	rs4821124
	22:20309289
	C
	T
	0
	5.70E-11
	8.58E-11
	8.58E-11
	1.86E-10
	6.36E-10

	rs13397**
	X:152901442
	A
	G
	0
	2.70E-08
	7.33E-09
	7.33E-09
	1.44E-08
	1.58E-08


*Not genome-wide significant under FE, RE, RE2, or BE

**Lower p value under FE, RE, RE2, or BE

