Supplementary Figure 1. Performance of Active Motif, Epitect +, Zymo Methylation, Zymo Gold and Zymo Lightning kits according to the respective manufacturer’s protocols (individual B). ALUSX, IGF2, IL6ST and ST3GAL2 methylation (%) estimates assessed on human whole blood DNA from individual B using the Epitect+, MethylDetector, Zymo Gold, Zymo Lightning and Zymo Methylation kits according to the manufacturer’s protocols. Data are reported as mean of 2 different bisulfite treatment after which 2 technical replicates have been performed (SD across bisulfite and technical replicates was <5% for each of the CpG sites analyzed).

Supplementary Figure 2. Effect on fixed/short incubation protocol on conversion efficiency (individual B). ALUSX, IGF2, IL6ST and ST3GAL2 methylation (%) estimates assessed on human whole blood DNA from individual B using the Epitect+, MethylDetector and Zymo Gold kits according to the manufacturer’s protocols (“Epitect+”, “MethylDetector” and “Zymo Gold”, respectively) or by applying the “Fixed 3h” incubation protocol (see Table 1). Data are reported as mean of 2 different bisulfite treatment after which 2 technical replicates have been performed (SD across bisulfite and technical replicates was <5% for each of the CpG sites analyzed).
Supplementary Figure 3. Effect of cycling incubation protocols on conversion efficiency for IL6ST methylation (individual B). Comparison of different DNA incubation protocols (“cycling 16h”, “cycling 8h” and “manufacturer’s”, table 1) in determining IL6ST methylation (%) estimates assessed on human whole blood DNA from individual B by using the Epitect+, MethylDetector, Zymo Gold and Zymo Methylation kits. Data are reported as mean of 2 different bisulfite treatment after which 2 technical replicates have been performed (SD across bisulfite and technical replicates was <5% for each of the CpG sites analyzed).
