Table S1. The 135 conserved genes of JS09 with predicted function. 
	Coding ORFs
	Strand
	Position

(bp)
	Length (aa)
	Predicted function (Best matches)
	Animo acid identities

	1
	+
	1-2211
	737
	rIIA protector from prophage-induced early lysis of Enterobacteria phage RB69
	98%

	2
	+
	2224-3168
	315
	rIIB protector from prophage-induced early lysis of Enterobacteria phage RB69
	94%

	8
	+
	4854-5297
	148
	Ndd nucleotide disruption protein protector from prophage-induced early lysis of Enterobacteria phage RB69
	98%

	10
	+
	5644-6966
	441
	gp52, DNA topisomerase II medium subunit of Enterobacteria phage RB69
	99%

	12
	+
	7476-8105
	210
	MotA activator of middle period transcription of Enterobacteria phage RB69
	99%

	20
	+
	9985-10254
	90
	AsiA anti-sigma 70 protein of Enterobacteria phage RB69
	98%

	21
	(
	10261-10917
	219
	phage holin of Yersinia phage phiD1
	98%

	22
	(
	10930-11478
	183
	gp38, phage tail fibers of Yersinia phage phiD1
	99%

	23
	(
	11512-14751
	1080
	gp37, long tail fiber subunit of Shigella phage SP18
	62%

	24
	(
	14763-15425
	221
	tail fiber protein gp36 of Enterobacteria phage ime09
	90%

	27
	+
	20603-21517
	305
	RNaseH of Enterobacteria phage RB69
	98%

	28
	+
	21528-21794
	89
	DsbA, double-stranded DNA binding protein of Enterobacteria phage RB69
	100%

	30
	+
	22125-22760
	212
	gp59 of Enterobacteria phage RB69
	99%

	31
	+
	22886-23782
	299
	gp32 single-stranded DNA binding protein of Enterobacteria phage RB69
	92%

	32
	+
	23899-24300
	134
	Frd.2 conserved hypothetical protein of Enterobacteria phage RB69
	94%

	35
	+
	24860-25444
	195
	Frd dihydrofolate reductase of Enterobacteria phage RB69
	97%

	36
	+
	25444-26301
	286
	dTMP thymidylate synthase of phage T2
	89%

	38
	+
	26648-28900
	751
	NrdA, ribonucleoside-diphosphate reductase subunit alpha of Enterobacteria phage RB69
	99%

	39
	+
	28956-30131
	392
	NrdB of phage Tula
	92%

	40
	+
	30161-30568
	136
	DenA, endonuclease II of Enterobacteria phage RB69
	98%

	41
	+
	30626-31747
	374
	RNA ligase A of Enterobacteria phage RB69
	95%

	43
	+
	32301-32654
	354
	pseT.3 of Enterobacteria phage RB69
	98%

	44
	
	32654-32941
	288
	pseT.2 of Enterobacteria phage RB69
	99%

	48
	+
	33704-34600
	299
	pseT, polynucleotide kinase of Enterobacteria phage RB69
	96%

	54
	+
	35700-36689
	330
	phospho-2-dehydro-3-deoxyheptonate aldolase of

Enterobacter lignolyticus SCF1
	52%

	55
	+
	36692-37270
	193
	Cd, deoxycytidylate deaminase of Enterobacteria phage RB69
	98%

	56
	+
	37275-37568
	98
	gp31.1 conserved hypothetical protein of Enterobacteria phage RB69
	97%

	57
	+
	37629-37958
	110
	gp31 head assembly cochaperone with GroEL of Enterobacteria phage RB69
	100%

	60
	+
	38907-39272
	122
	gp30.8 of phage IME08
	90%

	61
	+
	39350-39712
	121
	gp30.7 conserved hypothetical protein of Enterobacteria phage RB69
	94%

	65
	+
	40812-41267
	152
	gp30.3 conserved hypothetical protein of Enterobacteria phage AR1
	97%

	66
	+
	41267-42079
	271
	gp30.2 hypothetical protein RB69 p214
	99%

	67
	+
	42092-42358
	89
	gp30.1 conserved hypothetical protein of Enterobacteria phage RB69
	98%

	68
	+
	42358-43848
	497
	gp30, DNA ligase of Enterobacteria phage RB69
	99%

	70
	+
	44095-46179
	695
	ADP-ribosyltransferase of Enterobacteria phage RB69
	92%

	72
	(
	46570-47529
	320
	gp54 of Enterobacteria phage RB69
	99%

	73
	(
	47532-48638
	369
	gp48 of Enterobacteria phage RB69
	99%

	74
	(
	48650-50419
	590
	gp29 baseplate hub subunit, tail length determinator of Enterobacteria phage RB69
	99%

	75
	(
	50419-50820
	134
	gp28 baseplate hub distal subunit of Enterobacteria phage RB69
	100%

	76
	(
	50900-52069
	390
	gp27, baseplate hub subunit of Enterobacteria phage RB69
	99%

	77
	(
	52069-52818
	250
	gp51, baseplate hub assembly protein of Enterobacteria phage RB69
	99%

	78
	+
	52866-53489
	208
	gp26 baseplate hub subunit of Enterobacteria phage RB69
	99%

	79
	+
	53492-53887
	132
	gp25 baseplate wedge subunit of Enterobacteria phage RB69
	100%

	80
	+
	53914-54381
	156
	UvsY recombination, repair and ssDNA binding protein of Enterobacteria phage RB69
	99%

	82
	+
	54641-54805
	55
	UvsY-2 conserved hypothetical protein of phage T4
	91%

	83
	(
	54868-55098
	77
	UvsW.1 hypothetical protein of Enterobacteria phage RB69
	100%

	84
	(
	55127-56638
	504
	UvsW helicase of Enterobacteria phage RB69
	99%

	86
	+
	57367-58494
	376
	large head outer capsid protein of Enterobacteria phage RB32
	91%

	87
	+
	58599-58790
	64
	gp24.3 conserved hypothetical protein of Enterobacteria phage RB69
	98%

	89
	+
	59161-59877
	239
	RnIB RNA ligase 2 of Enterobacteria phage RB69
	100%

	90
	+
	60011-60157
	49
	RnIB RNA ligase 2 of Enterobacteria phage RB69
	100%

	91
	(
	60194-61474
	427
	gp24, capsid vertex protein of Enterobacteria phage RB69
	98%

	93
	(
	61901-63466
	522
	gp23 of Enterobacteria phage RB69
	100%

	94
	(
	63487-64296
	270
	gp22, prohead core protein hypothetical protein of Enterobacteria phage RB69
	99%

	95
	(
	64333-64971
	213
	gp21, prohead core scaffolding protein and protease, gp21 of Enterobacteria phage RB69
	99%

	96
	+
	64974-65396
	141
	gp68 prohead core protein of Enterobacteria phage RB69
	100%

	97
	+
	65399-65632
	78
	gp67 prohead core protein of Enterobacteria phage RB69
	100%

	98
	+
	65635-67203
	523
	gp20 portal vertex protein of head of Enterobacteria phage RB69
	99%

	99
	+
	67291-67779
	163
	gp19 tail tube protein of Enterobacteria phage RB69
	99%

	100
	(
	67895-69874
	660
	gp18 tail sheath protein of Enterobacteria phage RB69
	100%

	101
	(
	69908-71740
	611
	large terminase protein, gp17 terminase DNA packaging enzyme, large subunit of Enterobacteria phage RB69
	99%

	102
	(
	71727-72218
	164
	small terminase protein, gp16 terminase DNA packaging enzyme of Enterobacteria phage RB69
	99%

	103
	(
	72231-73004
	258
	gp15 tail sheath stabilizer and completion protein, gp15 tail tail sheath stabilizer and completion protein of Enterobacteria phage RB69
	100%

	104
	(
	73105-73866
	254
	gp14 neck protein of Enterobacteria phage RB69
	99%

	105
	(
	73871-74794
	308
	gp13 neck protein of Enterobacteria phage RB69
	99%

	106
	(
	74830-76275
	482
	Wac fibritin neck whiskers of Enterobacteria phage RB69
	71%

	107
	(
	76278-77948
	587
	gp12 putative short tail fiber protein of Shigella phage Shfl2
	96%

	108
	(
	77948-78604
	219
	gp11 baseplate wedge of Enterobacteria phage RB69
	71%

	109
	(
	78607-80409
	601
	gp10 baseplate wedge subunit and tail pin of Enterobacteria phage RB69
	80%

	110
	(
	80412-81281
	290
	gp9 baseplate wedge tail fiber connector of Enterobacteria phage RB69
	75%

	111
	(
	81357-82358
	334
	gp8 baseplate wedge wedge subunit of Enterobacteria phage RB69
	89%

	112
	(
	82354-85449
	1032
	gp7 baseplate wedge initiator of Enterobacteria phage RB69
	87%

	113
	(
	85449-87419
	657
	gp6 baseplate wedge subunit of Enterobacteria phage RB69
	95%

	114
	(
	87431-87721
	97
	gp5.4 conserved hypothetical protein of Enterobacteria phage RB69
	98%

	115
	(
	87727-88197
	157
	gp5.1 conserved hyperthetical protein of Enterobacteria phage RB69
	94%

	116
	(
	88246-89922
	559
	gp5 baseplate hub subunit and tail lysozyme of Enterobacteria phage RB69
	98%

	117
	(
	89979-90551
	191
	gp53 baseplate wedge subunit of Enterobacteria phage RB69
	98%

	118
	+
	90613-91059
	149
	gp4 head completion protein of Enterobacteria phage RB69
	96%

	119
	+
	91065-91883
	273
	gp2 DNA end protector protein of Enterobacteria phage RB69
	98%

	120
	+
	91989-92570
	194
	gp3 tail completion and sheath stabilizer protein of Enterobacteria phage RB69
	99%

	121
	+
	92627-93358
	244
	Deoxynucleoside monophpsphate kinase, gp1 dNTP kinase of Enterobacteria phage RB69
	95%

	122
	+
	93366-93593
	76
	gp57A chaperone for tail fiber formation of Enterobacteria phage RB69
	75%

	123
	+
	93596-94048
	151
	gp57B conserved hypothetical protein of Enterobacteria phage RB69
	99%

	124
	+
	94129-94413
	95
	IpI internal head protein of Enterobacteria phage RB69
	99%

	125
	+
	94488-94670
	61
	TRNA. 4 conserved hypothetical protein of Enterobacteria phage RB69
	100%

	126
	+
	94675-95034
	120
	TRNA. 3 conserved hypothetical protein of Enterobacteria phage RB69
	97%

	127
	+
	95034-95321
	96
	TRNA. 2 conserved hypothetical protein of Enterobacteria phage RB69
	88%

	133
	+
	98139-98363
	75
	Frd.3 conserved hypothetical protein of Enterobacteria phage RB69
	99%

	134
	+
	98437-99027
	197
	e.6 conserved hypothetical protein of Enterobacteria phage RB69
	100%

	148
	+
	104497-104952
	152
	NudE nudix hydrolase of Enterobacteria phage RB69
	98%

	149
	+
	104990-105475
	162
	e lysozyme murein hydrolase of Enterobacteria phage RB69
	99%

	151
	+
	105815-106225
	137
	DenV endonuclease V.N-glycosylase UV repair enzyme of Enterobacteria phage RB69
	99%

	155
	+
	107107-107241
	45
	DenV Endonuclease V.N-glysidase of Enterobacteria phage RB70
	86%

	156
	+
	107388-107924
	179
	Vs.8 conserved hypothetical protein of Enterobacteria phage RB69
	97%

	157
	+
	107924-108229
	102
	Vs.7 conserved hypothetical protein of Enterobacteria phage RB69
	98%

	158
	+
	108239-108598
	120
	Vs.6 conserved hypothetical

protein of Enterobacteria phage RB69
	98%

	162
	+
	109358-109813
	152
	RegB site-specific RNA endonuclease of Enterobacteria phage RB69
	99%

	164
	+
	110704-111168
	155
	Tk.4 conserved hypothetical protein RB69p113 of Enterobacteria phage RB69
	97%

	168
	+
	111772-112350
	193
	TK thymidine kinase of Enterobacteria phage RB69
	100%

	179
	+
	115027-116010
	328
	NrdC. 11 conserved hypothetical protein of Enterobacteria phage RB69
	98%

	181
	+
	116431-117408
	326
	NrdC. 10 conserved hypothetical protein of Enterobacteria phage RB69
	99%

	187
	+
	121485-121787
	101
	NrdC. 2 conserved hypothetical protein of Enterobacteria phage RB69
	97%

	189
	+
	122196-122456
	87
	NrdC thioredoxin of Enterobacteria phage RB69
	98%

	193
	+
	123113-123523
	137
	Pin protease inhibitor of Enterobacteria phage RB69
	99%

	195
	+
	123754-124224
	157
	gp49, recombination endonuclease VII of Enterobacteria phage RB69
	97%

	196
	+
	124224-126038
	605
	NrdD anaerobic NTP reductase, large subunit of Enterobacteria phage AR1
	99%

	197
	+
	126038-126505
	156
	NrdG anaerobic NTP reductase, small subunit of Enterobacteria phage RB69
	98%

	200
	+
	126619-126831
	107
	hypothetical protein RB14ORF73, NrdH glutaredoxin of Enterobacteria phage RB14
	89%

	207
	+
	129046-129375
	110
	gp55.2 conserved hypothetical protein of Enterobacteria phage RB69
	87%

	210
	+
	129941-130495
	185
	gp55, RNA polymerase sigma factor for T4 late transcription of Enterobacteria phage RB69
	99%

	212
	+
	130699-131019
	107
	a-gt.4 conserved hypothetical protein of Enterobacteria phage RB69
	100%

	215
	+
	131243-131413
	339
	gp47, recombination endonuclease subunit of Enterobacteria phage AR1
	90%

	216
	+
	132502-132756
	562
	Endonuclease subunit, gp46 recombination endonuclease subunit of Enterobacteria phage RB69
	97%

	220
	+
	134926-135339
	138
	RpbA RNA polymerase binding protein, function unknown of Enterobacteria phage RB69
	99%

	221
	+
	135385-136068
	228
	sliding clamp, DNA polymerase accessory of Enterobacteria phage RB69
	100%

	222
	+
	136147-137106
	320
	clamp loader, small unit, gp44 of Enterobacteria phage RB69
	99%

	223
	+
	137111-137671
	187
	gp62 clamp loader subunit, DNA polymerase accessory protein of Enterobacteria phage RB69
	99%

	224
	+
	137677-138042
	122
	RegA translational repressor protein of Enterobacteria phage RB69
	99%

	225
	+
	138127-140835
	43
	gp43, DNA polymerase type-B family catalytic domain of Enterobacteria phage RB69
	99%

	226
	+
	140879-141511
	211
	RB69 ORF055c hypothetical protein
	99%

	227
	+
	141696-143378
	561
	RB69 ORF052c hypothetical protein
	99%

	228
	+
	143381-143764
	128
	RB69 ORF051c hypothetical protein
	98%

	229
	+
	143822-144979
	386
	RB69 ORF050c hypothetical protein
	99%

	231
	+
	145262-145975
	238
	thyA, RB69 ORF048c hypothetical protein
	99%

	234
	+
	147528-148697
	390
	UvsX RecA-like recombination protein of Enterobacteria phage RB69
	100%

	235
	+
	148693-149031
	113
	gp40, head vertex assembly chaperone of Enterobacteria phage RB69
	80%

	236
	+
	149044-150483
	480
	41 helicase, gp41 DNA primase-helicase subunit of Enterobacteria phage RB69
	99%

	242
	+
	152215-152460
	82
	Imm immunity to superinfection membrane protein of Enterobacteria phage RB69
	100%

	246
	+
	153691-154155
	155
	gp23, hypothetical protein of salmonella phage S16
	85%

	247
	+
	154198-155217
	340
	DNA primase subunit of Enterobacteria phage RB69
	99%

	249
	+
	155503-156021
	173
	dCTP pyrophosphatase, gp56 dCTPase of Enterobacteria phage RB69
	97%

	261
	+
	160335-161645
	437
	Dda DNA helicase of Enterobacteria phage RB69
	99%

	262
	+
	161658-162332
	225
	DexA exonuclease A of Enterobacteria phage RB69
	100%

	269
	+
	165125-165301
	59
	gp39.2 conserved hypothetical protein of Enterobacteria phage RB69
	98%

	271
	+
	165793-167607
	605
	DNA topoisomerase II large subunit (DNA_gyraseB) of Enterobacteria phage RB69
	96%


