Supplementary Table 1. Effects of DPP4i on DNA expression in HCC tissue

	GeneSymbol
	Description
	Genbank Accession
	Control group (Signal Intensity)
	DPP4i group (Signal Intensity)
	q-value

	Nxpe5
	Mus musculus neurexophilin and PC-esterase domain family, member 5 (Nxpe5), mRNA [NM_001013773]
	NM_001013773
	56.44145716
	11.57816261
	0.064 

	
	lincRNA:chr2:83517176-83519228 reverse strand
	
	12.60007512
	57.85650332
	0.070 

	
	lincRNA:chr2:143963320-143984245 reverse strand
	
	9.924852599
	36.15819767
	0.100 

	
	lincRNA:chr19:53517903-53540753 reverse strand
	
	11.67606493
	47.5475861
	0.101 

	2610528A11Rik
	Mus musculus RIKEN cDNA 2610528A11 gene (2610528A11Rik), mRNA [NM_001206684]
	NM_001206684
	50.56904841
	24.79107818
	0.152 

	
	lincRNA:chr18:47690173-47697423 reverse strand
	
	57.23502292
	117.7916316
	0.152 

	Lsm14a
	Mus musculus LSM14 homolog A (SCD6, S. cerevisiae) (Lsm14a), mRNA [NM_025948]
	NM_025948
	6065.884405
	14873.57623
	0.152 

	Il1a
	Mus musculus interleukin 1 alpha (Il1a), mRNA [NM_010554]
	NM_010554
	25.46816526
	65.56333088
	0.152 

	
	lincRNA:chr2:33496712-33501183 forward strand
	
	38.1890023
	243.8949741
	0.152 

	
	lincRNA:chr7:4827340-4863315 reverse strand
	
	22.36480041
	56.0355859
	0.152 

	Abca17
	Mus musculus ATP-binding cassette, sub-family A (ABC1), member 17 (Abca17), mRNA [NM_001031621]
	NM_001031621
	397.1666873
	1386.459808
	0.152 

	
	lincRNA:chr19:57426515-57435165 forward strand
	
	30.10739697
	60.83463623
	0.152 

	Olfr32
	Mus musculus olfactory receptor 32 (Olfr32), mRNA [NM_010980]
	NM_010980
	9.725837677
	59.06005843
	0.152 

	Apol9a
	Mus musculus apolipoprotein L 9a (Apol9a), transcript variant 1, mRNA [NM_173786]
	NM_173786
	2300.799963
	6291.301764
	0.152 

	Olfr720
	Mus musculus olfactory receptor 720 (Olfr720), mRNA [NM_146392]
	NM_146392
	19.28459301
	70.55288681
	0.152 

	Fam219a
	Mus musculus family with sequence similarity 219, member A (Fam219a), transcript variant 1, mRNA [NM_001159583]
	NM_001159583
	83991.22115
	209536.1939
	0.152 

	
	Q8BN07_MOUSE (Q8BN07) 0 day neonate cortex cDNA, RIKEN full-length enriched library, clone:G630048L03 product:protein phosphatase 2a, catalytic subunit, beta isoform, full insert sequence. (Fragment), complete [TC1673592]
	
	347.4397885
	719.7204359
	0.152 

	Hecw1
	Mus musculus HECT, C2 and WW domain containing E3 ubiquitin protein ligase 1 (Hecw1), mRNA [NM_001081348]
	NM_001081348
	26224.74248
	78321.35671
	0.152 

	Dnajc19
	Mus musculus DnaJ (Hsp40) homolog, subfamily C, member 19 (Dnajc19), transcript variant 2, mRNA [NM_001026211]
	NM_001026211
	6501.6302
	19015.06416
	0.152 

	Tmem255a
	Mus musculus transmembrane protein 255A (Tmem255a), transcript variant 1, mRNA [NM_172930]
	NM_172930
	117.2608697
	31.59512037
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	5886.749369
	13207.28959
	0.152 

	Ehmt1
	Mus musculus euchromatic histone methyltransferase 1 (Ehmt1), transcript variant 1, mRNA [NM_001012518]
	NM_001012518
	26408.82636
	68906.82671
	0.152 

	Kcnip3
	Mus musculus Kv channel interacting protein 3, calsenilin (Kcnip3), transcript variant 2, mRNA [NM_001111331]
	NM_001111331
	54.85424804
	110.8076022
	0.152 

	
	lincRNA:chr14:73729977-73751877 forward strand
	
	116.3496338
	281.4900587
	0.152 

	
	lincRNA:chr5:150921318-150927422 forward strand
	
	34.37676949
	85.57503118
	0.152 

	
	lincRNA:chr5:137392195-137426421 forward strand
	
	20.81842013
	52.20807472
	0.152 

	Gm5486
	Mus musculus 2 cells egg cDNA, RIKEN full-length enriched library, clone:B020041A18 product:hypothetical protein, full insert sequence. [AK139943]
	AK139943
	66.63829443
	18.10792061
	0.152 

	Serpinb8
	Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 8 (Serpinb8), transcript variant 1, mRNA [NM_011459]
	NM_011459
	24414.03336
	70426.81473
	0.152 

	
	lincRNA:chr12:45415565-45423519 reverse strand
	
	17.66671067
	67.18738831
	0.152 

	
	lincRNA:chr12:111322030-111323387 forward strand
	
	12.93768064
	65.35311131
	0.152 

	Ints10
	integrator complex subunit 10 [Source:MGI Symbol;Acc:MGI:1918135] [ENSMUST00000034328]
	XM_006509741
	20.44417268
	44.15331621
	0.152 

	Golga7b
	Mus musculus golgi autoantigen, golgin subfamily a, 7B (Golga7b), transcript variant 1, mRNA [NM_001141983]
	NM_001141983
	2524.116791
	8261.813418
	0.152 

	Ralgps1
	Mus musculus Ral GEF with PH domain and SH3 binding motif 1 (Ralgps1), transcript variant 1, mRNA [NM_175211]
	NM_175211
	13381.85331
	35519.03289
	0.152 

	
	lincRNA:chr12:110842154-110883594 forward strand
	
	8.145377812
	53.80536985
	0.152 

	3300002A11Rik
	PREDICTED: Mus musculus RIKEN cDNA 3300002A11 gene (3300002A11Rik), transcript variant X2, misc_RNA [XR_394728]
	XR_394728
	153.7609355
	364.5492479
	0.152 

	Igsf9
	Mus musculus immunoglobulin superfamily, member 9 (Igsf9), transcript variant 1, mRNA [NM_033608]
	NM_033608
	21776.64885
	66261.00321
	0.152 

	
	
	
	2566.542817
	1254.366833
	0.152 

	
	
	
	13767.87451
	37087.68851
	0.152 

	
	lincRNA:chr4:135896689-135918414 reverse strand
	
	18.51576981
	51.61042295
	0.152 

	8430419L09Rik
	Mus musculus RIKEN cDNA 8430419L09 gene (8430419L09Rik), mRNA [NM_028982]
	NM_028982
	11501.86208
	30598.91822
	0.152 

	LOC102638978
	PREDICTED: Mus musculus uncharacterized LOC102638978 (LOC102638978), mRNA [XM_006502573]
	XM_006502573
	139854.4449
	320768.8814
	0.152 

	
	lincRNA:chr7:149108190-149123890 forward strand
	
	14.54515993
	43.66418906
	0.152 

	
	lincRNA:chr5:125190100-125209625 reverse strand
	
	104.1016037
	224.151366
	0.152 

	Palm2
	Mus musculus paralemmin 2 (Palm2), mRNA [NM_172868]
	NM_172868
	48.378968
	19.72221754
	0.152 

	Trim25
	Mus musculus tripartite motif-containing 25, mRNA (cDNA clone MGC:30340 IMAGE:4022161), complete cds. [BC034276]
	BC034276
	47396.58342
	130789.0277
	0.152 

	Pqlc3
	Mus musculus PQ loop repeat containing (Pqlc3), transcript variant 1, mRNA [NM_172574]
	NM_172574
	807.0813768
	263.2259398
	0.152 

	Nfatc2
	Mus musculus nuclear factor of activated T cells, cytoplasmic, calcineurin dependent 2 (Nfatc2), transcript variant 2, mRNA [NM_001037177]
	NM_001037177
	26.45586187
	69.94084795
	0.152 

	1700110I01Rik
	Mus musculus RIKEN cDNA 1700110I01 gene (1700110I01Rik), long non-coding RNA [NR_038059]
	NR_038059
	16031.66957
	47887.02707
	0.152 

	
	lincRNA:chr4:128727332-128735227 forward strand
	
	294.4855481
	606.1724278
	0.152 

	Rabl2
	Mus musculus RAB, member RAS oncogene family-like 2 (Rabl2), mRNA [NM_026817]
	NM_026817
	85.54484526
	35.53522413
	0.152 

	
	lincRNA:chr14:22267795-22319045 forward strand
	
	4919.081475
	11637.64051
	0.152 

	
	
	
	15.18292925
	38.34243703
	0.152 

	Vax2
	Mus musculus ventral anterior homeobox 2 (Vax2), mRNA [NM_011912]
	NM_011912
	4140.488511
	11029.21072
	0.152 

	
	lincRNA:chr2:27628702-27628903 reverse strand
	
	26.445404
	56.93207317
	0.152 

	Blcap
	Mus musculus bladder cancer associated protein homolog (human) (Blcap), mRNA [NM_016916]
	NM_016916
	4348.260196
	11968.80376
	0.152 

	Sh3pxd2b
	Mus musculus SH3 and PX domains 2B (Sh3pxd2b), mRNA [NM_177364]
	NM_177364
	123.720436
	49.96352686
	0.152 

	
	lincRNA:chr10:120336296-120354471 forward strand
	
	24.80736312
	105.3238712
	0.152 

	Gm3740
	PREDICTED: Mus musculus predicted gene 3740 (Gm3740), transcript variant X2, misc_RNA [XR_375774]
	XR_375774
	16.64972491
	56.06185382
	0.152 

	
	lincRNA:chr7:117140887-117152562 reverse strand
	
	25.37784428
	96.1414395
	0.152 

	Cnbd2
	Mus musculus cyclic nucleotide binding domain containing 2 (Cnbd2), mRNA [NM_027585]
	NM_027585
	15.35701791
	49.47957689
	0.152 

	
	
	
	2264.03109
	948.324644
	0.152 

	
	Mus musculus adult male medulla oblongata cDNA, RIKEN full-length enriched library, clone:6330597M22 product:unclassifiable, full insert sequence. [AK032119]
	AK032119
	17.84041178
	38.01775061
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	19033.27189
	47801.31755
	0.152 

	Synpo
	Mus musculus synaptopodin (Synpo), transcript variant A, mRNA [NM_177340]
	NM_177340
	1100.045012
	430.1842879
	0.152 

	
	lincRNA:chr3:10081893-10094218 reverse strand
	
	58.50025824
	120.1738499
	0.152 

	
	
	
	20.16296449
	60.75423988
	0.152 

	1700029F12Rik
	Mus musculus RIKEN cDNA 1700029F12 gene (1700029F12Rik), transcript variant 2, mRNA [NM_025585]
	NM_025585
	10.96078958
	43.64341139
	0.152 

	
	lincRNA:chr3:126989696-127112471 reverse strand
	
	266.9475869
	590.2788954
	0.152 

	Abi3bp
	Mus musculus ABI gene family, member 3 (NESH) binding protein (Abi3bp), transcript variant 5, mRNA [NM_001014423]
	NM_001014423
	28.80266528
	86.18300991
	0.152 

	
	lincRNA:chrX:138966975-138981525 forward strand
	
	196.6796981
	402.6087885
	0.152 

	
	
	
	7.995887401
	39.10261267
	0.152 

	Elavl4
	Mus musculus ELAV (embryonic lethal, abnormal vision, Drosophila)-like 4 (Hu antigen D) (Elavl4), transcript variant 1, mRNA [NM_010488]
	NM_010488
	997.3964627
	2904.396588
	0.152 

	
	lincRNA:chr19:12079745-12088620 reverse strand
	
	43.99294798
	20.19110502
	0.152 

	
	lincRNA:chr18:60906766-60920702 forward strand
	
	96.0934489
	221.3839751
	0.152 

	
	
	
	10.5158509
	41.40606761
	0.152 

	
	lincRNA:chr1:95871175-95886625 reverse strand
	
	1181.451308
	2661.583972
	0.152 

	
	
	
	2644.827841
	1045.43213
	0.152 

	Slc1a4
	Mus musculus solute carrier family 1 (glutamate/neutral amino acid transporter), member 4 (Slc1a4), mRNA [NM_018861]
	NM_018861
	7722.203022
	18859.99566
	0.152 

	Bhlhe41
	Mus musculus basic helix-loop-helix family, member e41 (Bhlhe41), transcript variant 1, mRNA [NM_024469]
	NM_024469
	30.68241817
	99.69831439
	0.152 

	
	lincRNA:chr12:103151385-103157796 reverse strand
	
	814.991262
	1893.953435
	0.152 

	
	lincRNA:chr13:41337973-41379821 reverse strand
	
	25.53594766
	65.98758799
	0.152 

	
	lincRNA:chr10:126151060-126156450 reverse strand
	
	18.88540291
	58.74397485
	0.152 

	Fam110a
	Mus musculus family with sequence similarity 110, member A (Fam110a), transcript variant 1, mRNA [NM_028666]
	NM_028666
	5014.522615
	2507.017529
	0.152 

	Mms22l
	Mus musculus MMS22-like, DNA repair protein (Mms22l), mRNA [NM_199467]
	NM_199467
	54314.94449
	147697.8498
	0.152 

	Dmtn
	Mus musculus 6 days neonate spleen cDNA, RIKEN full-length enriched library, clone:F420001J19 product:erythrocyte protein band 4.9, full insert sequence. [AK165204]
	AK165204
	7001.993603
	20381.30947
	0.152 

	LOC102639251
	PREDICTED: Mus musculus zinc finger protein 660-like (LOC102639251), mRNA [XM_006544455]
	XM_006544455
	11.20660603
	50.72110594
	0.152 

	Clec4g
	Mus musculus C-type lectin domain family 4, member g (Clec4g), mRNA [NM_029465]
	NM_029465
	6048.256416
	19360.27414
	0.152 

	Synpo
	Mus musculus synaptopodin (Synpo), transcript variant A, mRNA [NM_177340]
	NM_177340
	1079.08883
	435.7184536
	0.152 

	Ifitm7
	interferon induced transmembrane protein 7 [Source:MGI Symbol;Acc:MGI:1921732] [ENSMUST00000178021]
	AK017110
	46577.68201
	129229.1565
	0.152 

	
	lincRNA:chr14:44284425-44300475 reverse strand
	
	24.5686039
	106.53078
	0.152 

	
	lincRNA:chr8:41730287-41746862 reverse strand
	
	13.19642739
	48.37254009
	0.152 

	Sema4c
	Mus musculus sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4C (Sema4c), mRNA [NM_001126047]
	NM_001126047
	120088.1174
	285096.8351
	0.152 

	Zfp133-ps
	Mus musculus zinc finger protein 133, pseudogene (Zfp133-ps), non-coding RNA [NR_033459]
	NR_033459
	2737.12115
	8254.062534
	0.152 

	Synpo
	Mus musculus synaptopodin (Synpo), transcript variant A, mRNA [NM_177340]
	NM_177340
	1144.328001
	440.8151307
	0.152 

	Ccdc30
	Mus musculus coiled-coil domain containing 30 (Ccdc30), transcript variant 1, mRNA [NM_029286]
	NM_029286
	92.39149594
	203.5314032
	0.152 

	Mab21l2
	Mus musculus mab-21-like 2 (C. elegans) (Mab21l2), mRNA [NM_011839]
	NM_011839
	434.3074997
	959.3364691
	0.152 

	Parm1
	Mus musculus prostate androgen-regulated mucin-like protein 1 (Parm1), mRNA [NM_145562]
	NM_145562
	1182.53892
	320.0109684
	0.152 

	Kalrn
	Mus musculus kalirin, RhoGEF kinase (Kalrn), transcript variant 2, mRNA [NM_001164268]
	NM_001164268
	59.71990233
	28.86175716
	0.152 

	2810007J24Rik
	Mus musculus RIKEN cDNA 2810007J24 gene (2810007J24Rik), transcript variant 1, mRNA [NM_175250]
	NM_175250
	7247.564814
	53387.6204
	0.152 

	
	lincRNA:chr9:58301467-58323783 forward strand
	
	21.57303272
	48.39756006
	0.152 

	Wdr89
	Mus musculus WD repeat domain 89 (Wdr89), mRNA [NM_028203]
	NM_028203
	43144.64133
	124748.0686
	0.152 

	Dnah17
	Mus musculus dynein, axonemal, heavy chain 17 (Dnah17), mRNA [NM_001167746]
	NM_001167746
	81.26815358
	204.4397751
	0.152 

	
	lincRNA:chrX:11671167-11700242 reverse strand
	
	33.68473084
	8.012666728
	0.152 

	Eya1
	Mus musculus eyes absent 1 homolog (Drosophila) (Eya1), transcript variant 1, mRNA [NM_010164]
	NM_010164
	62975.14804
	163561.7761
	0.152 

	Mtfr2
	Mus musculus mitochondrial fission regulator 2 (Mtfr2), mRNA [NM_027930]
	NM_027930
	56253.65487
	149002.8513
	0.152 

	Psme3
	Mus musculus proteaseome (prosome, macropain) activator subunit 3 (PA28 gamma, Ki) (Psme3), mRNA [NM_011192]
	NM_011192
	6836.744594
	19555.69828
	0.152 

	Ssxb8
	Mus musculus synovial sarcoma, X member B, breakpoint 8 (Ssxb8), mRNA [NM_001081565]
	NM_001081565
	12.49846669
	36.17438957
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	5879.893301
	13735.19224
	0.152 

	
	lincRNA:chr17:84350367-84351803 reverse strand
	
	66.49094213
	216.5664717
	0.152 

	
	predicted gene 10576 [Source:MGI Symbol;Acc:MGI:3642535] [ENSMUST00000097953]
	AK157058
	35043.9224
	95026.67212
	0.152 

	Tmprss7
	Mus musculus transmembrane serine protease 7 (Tmprss7), transcript variant 2, mRNA [NM_172455]
	NM_172455
	47.29436596
	128.9570064
	0.152 

	Srek1
	Mus musculus splicing regulatory glutamine/lysine-rich protein 1 (Srek1), mRNA [NM_172592]
	NM_172592
	48960.93119
	134652.7908
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	5788.968177
	13343.09644
	0.152 

	
	
	
	25.22598157
	65.31298478
	0.152 

	
	lincRNA:chr13:51248372-51259297 reverse strand
	
	34.99846726
	83.19223796
	0.152 

	
	lincRNA:chr2:75493715-75494227 reverse strand
	
	18.04862214
	47.59177123
	0.152 

	Patl2
	Mus musculus protein associated with topoisomerase II homolog 2 (yeast) (Patl2), mRNA [NM_026251]
	NM_026251
	39.80592986
	18.07149457
	0.152 

	Gxylt2
	Mus musculus glucoside xylosyltransferase 2 (Gxylt2), mRNA [NM_198612]
	NM_198612
	12960.33759
	38472.59457
	0.152 

	Cep170b
	Mus musculus centrosomal protein 170B (Cep170b), mRNA [NM_001024602]
	NM_001024602
	92094.09498
	220597.2238
	0.152 

	Gm20939
	Mus musculus predicted gene, 20939 (Gm20939), mRNA [NM_001024731]
	NM_001024731
	332.3801937
	143.091446
	0.152 

	Neurl1b
	Mus musculus neuralized homolog 1b (Drosophila) (Neurl1b), mRNA [NM_001081656]
	NM_001081656
	54197.19982
	152824.0822
	0.152 

	LOC102636289
	PREDICTED: Mus musculus uncharacterized LOC102636289 (LOC102636289), transcript variant X2, ncRNA [XR_390298]
	XR_390298
	9.850157722
	40.90846229
	0.152 

	
	lincRNA:chr18:47313842-47315840 forward strand
	
	13095.41711
	39047.68457
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	5563.298076
	12881.34169
	0.152 

	
	
	
	12.23103858
	51.16677582
	0.152 

	Gm10405
	Mus musculus adult male hypothalamus cDNA, RIKEN full-length enriched library, clone:A230099F01 product:hypothetical protein, full insert sequence. [AK138421]
	AK138421
	23642.68286
	71943.92259
	0.152 

	Atxn7
	Mus musculus ataxin 7 (Atxn7), mRNA [NM_139227]
	NM_139227
	29181.51992
	85886.01826
	0.152 

	Hrct1
	Mus musculus histidine rich carboxyl terminus 1 (Hrct1), mRNA [NM_027511]
	NM_027511
	619.7814994
	232.9406331
	0.152 

	Frs3os
	Mus musculus fibroblast growth factor receptor substrate 3, opposite strand (Frs3os), transcript variant 1, long non-coding RNA [NR_045912]
	NR_045912
	7.6412868
	58.38687648
	0.152 

	Impg2
	Mus musculus interphotoreceptor matrix proteoglycan 2 (Impg2), mRNA [NM_174876]
	NM_174876
	190.7244006
	428.203263
	0.152 

	
	lincRNA:chr6:129151512-129208737 forward strand
	
	18.79760013
	40.8989785
	0.152 

	Capza1
	Mus musculus capping protein (actin filament) muscle Z-line, alpha 1 (Capza1), mRNA [NM_009797]
	NM_009797
	29740.70662
	80723.50814
	0.152 

	
	lincRNA:chr6:28164118-28165468 forward strand
	
	9.408474356
	42.77080681
	0.152 

	Scgb1a1
	Mus musculus secretoglobin, family 1A, member 1 (uteroglobin) (Scgb1a1), mRNA [NM_011681]
	NM_011681
	28.86540534
	68.65594145
	0.152 

	Tmprss7
	Mus musculus transmembrane serine protease 7 (Tmprss7), transcript variant 2, mRNA [NM_172455]
	NM_172455
	42.59872662
	123.1610036
	0.152 

	Gm626
	PREDICTED: Mus musculus predicted gene 626 (Gm626), mRNA [XM_006519762]
	XM_006519762
	50412.74151
	135670.5519
	0.152 

	Cryl1
	Mus musculus adult male hypothalamus cDNA, RIKEN full-length enriched library, clone:A230106J09 product:crystallin, lamda 1, full insert sequence. [AK020717]
	AK020717
	270.391025
	757.907192
	0.152 

	
	lincRNA:chr4:15230638-15231187 forward strand
	
	121.3646297
	323.1169243
	0.152 

	
	
	
	35.5735737
	100.3477312
	0.152 

	Trpv4
	Mus musculus transient receptor potential cation channel, subfamily V, member 4 (Trpv4), mRNA [NM_022017]
	NM_022017
	877.4805747
	266.5690104
	0.152 

	Parm1
	Mus musculus prostate androgen-regulated mucin-like protein 1 (Parm1), mRNA [NM_145562]
	NM_145562
	1112.074067
	307.0503032
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	5647.411853
	13073.35933
	0.152 

	Gm4861
	Mus musculus predicted gene 4861 (Gm4861), mRNA [NM_177665]
	NM_177665
	254.5595247
	571.3728994
	0.152 

	2310002F09Rik
	Mus musculus RIKEN cDNA 2310002F09 gene (2310002F09Rik), long non-coding RNA [NR_077063]
	NR_077063
	40065.43296
	104629.6858
	0.152 

	
	
	
	3499.625788
	1197.945528
	0.152 

	Pot1a
	Mus musculus protection of telomeres 1A (Pot1a), mRNA [NM_133931]
	NM_133931
	9617.407219
	26114.05373
	0.152 

	Pgam2
	Mus musculus phosphoglycerate mutase 2 (Pgam2), mRNA [NM_018870]
	NM_018870
	78.07359614
	163.1218705
	0.152 

	
	
	
	19846.75479
	101759.5289
	0.152 

	Cd300a
	Mus musculus CD300A antigen (Cd300a), mRNA [NM_170758]
	NM_170758
	357.1737533
	886.1928728
	0.152 

	Rasl10a
	Mus musculus RAS-like, family 10, member A (Rasl10a), mRNA [NM_145216]
	NM_145216
	161.0435526
	49.66388506
	0.152 

	Col8a2
	Mus musculus collagen, type VIII, alpha 2 (Col8a2), mRNA [NM_199473]
	NM_199473
	18.08970491
	39.72069295
	0.152 

	Olfr1243
	Mus musculus olfactory receptor 1243 (Olfr1243), mRNA [NM_146969]
	NM_146969
	36.36321597
	77.76805073
	0.152 

	
	lincRNA:chr12:82495575-82516300 reverse strand
	
	19.77935872
	51.14418197
	0.152 

	
	predicted gene 9900 [Source:MGI Symbol;Acc:MGI:3641618] [ENSMUST00000065533]
	AK140012
	10722.97288
	30263.7169
	0.152 

	Il15ra
	Mus musculus interleukin 15 receptor, alpha chain (Il15ra), transcript variant 2, mRNA [NM_133836]
	NM_133836
	18938.77527
	48628.28631
	0.152 

	
	lincRNA:chr4:88604248-88645948 reverse strand
	
	23.00976724
	48.7315874
	0.152 

	
	lincRNA:chr2:175908275-175927625 forward strand
	
	22.62540571
	53.79424313
	0.152 

	Synpo
	Mus musculus synaptopodin (Synpo), transcript variant A, mRNA [NM_177340]
	NM_177340
	1112.725108
	440.4295929
	0.152 

	Evc
	Mus musculus Ellis van Creveld gene syndrome (Evc), mRNA [NM_021292]
	NM_021292
	16.80700116
	44.70699664
	0.152 

	
	lincRNA:chr6:92040526-92041319 forward strand
	
	9248.815786
	27958.84273
	0.152 

	LOC102637746
	PREDICTED: Mus musculus keratin-associated protein 20-2-like (LOC102637746), mRNA [XM_006523126]
	XM_006523126
	125.6367807
	360.8335052
	0.152 

	Mtmr11
	Mus musculus myotubularin related protein 11 (Mtmr11), mRNA [NM_181409]
	NM_181409
	1603.025527
	611.9683579
	0.152 

	
	RIKEN cDNA C130040N14 gene [Source:MGI Symbol;Acc:MGI:3588257] [ENSMUST00000097361]
	XR_385498
	89.48410564
	25.2159612
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	5985.258066
	13738.81277
	0.152 

	Mesp1
	Mus musculus mesoderm posterior 1 (Mesp1), mRNA [NM_008588]
	NM_008588
	90.01940291
	27.99969346
	0.152 

	
	lincRNA:chr10:126818382-126856582 reverse strand
	
	68.49933848
	191.2174327
	0.152 

	Specc1
	Mus musculus sperm antigen with calponin homology and coiled-coil domains 1 (Specc1), transcript variant 1, mRNA [NM_001281818]
	NM_001281818
	2096.135718
	904.2113318
	0.152 

	Dock8
	Mus musculus dedicator of cytokinesis 8 (Dock8), mRNA [NM_028785]
	NM_028785
	228.8812097
	552.3170948
	0.152 

	Pcdhb1
	Mus musculus protocadherin beta 1 (Pcdhb1), mRNA [NM_053126]
	NM_053126
	28.24818222
	109.6070206
	0.152 

	
	lincRNA:chr5:30550467-30559008 forward strand
	
	18.16574608
	59.84765422
	0.152 

	Hpca
	Mus musculus hippocalcin (Hpca), transcript variant 1, mRNA [NM_001130419]
	NM_001130419
	5313.321976
	15618.09661
	0.152 

	Rad51c
	RAD51 homolog C [Source:MGI Symbol;Acc:MGI:2150020] [ENSMUST00000067692]
	BC090648
	67126.41006
	158232.0238
	0.152 

	Micall2
	Mus musculus MICAL-like 2 (Micall2), mRNA [NM_174850]
	NM_174850
	1330.404031
	649.9770716
	0.152 

	
	
	
	63.74183842
	144.6918144
	0.152 

	
	lincRNA:chr4:11049325-11072075 reverse strand
	
	43.37929958
	106.2859963
	0.152 

	9030404E10Rik
	Mus musculus RIKEN cDNA 9030404E10 gene (9030404E10Rik), long non-coding RNA [NR_045878]
	NR_045878
	10.42834209
	38.9795851
	0.152 

	Thap6
	Mus musculus THAP domain containing 6 (Thap6), non-coding RNA [NR_028429]
	NR_028429
	44.19349539
	93.69065842
	0.152 

	
	
	
	17.14644624
	66.64402985
	0.152 

	
	Mus musculus 16 days embryo head cDNA, RIKEN full-length enriched library, clone:C130021O09 product:hypothetical protein, full insert sequence. [AK081501]
	AK081501
	21.90888545
	49.99182235
	0.152 

	Afmid
	Mus musculus arylformamidase (Afmid), mRNA [NM_027827]
	NM_027827
	1367.206607
	2949.485253
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	5951.470598
	13099.85232
	0.152 

	Prss22
	Mus musculus protease, serine 22 (Prss22), mRNA [NM_133731]
	NM_133731
	19.54342761
	43.68862661
	0.152 

	Tpcn2
	Mus musculus two pore segment channel 2 (Tpcn2), mRNA [NM_146206]
	NM_146206
	20.46600985
	49.80953736
	0.152 

	Wdr65
	Mus musculus WD repeat domain 65 (Wdr65), mRNA [NM_026789]
	NM_026789
	8.585766697
	32.43985124
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	6075.439227
	13641.27883
	0.152 

	Plekhg3
	Mus musculus pleckstrin homology domain containing, family G (with RhoGef domain) member 3 (Plekhg3), mRNA [NM_153804]
	NM_153804
	43296.05144
	111477.7293
	0.152 

	
	lincRNA:chr8:122920901-123008463 reverse strand
	
	65.69674728
	147.9291495
	0.152 

	Rdh1
	Mus musculus retinol dehydrogenase 1 (all trans) (Rdh1), mRNA [NM_080436]
	NM_080436
	252.5864106
	799.8776618
	0.152 

	Rbfox1
	Mus musculus RNA binding protein, fox-1 homolog (C. elegans) 1 (Rbfox1), transcript variant 2, mRNA [NM_021477]
	NM_021477
	24.34511746
	53.9357861
	0.152 

	Fgd4
	Mus musculus FYVE, RhoGEF and PH domain containing 4 (Fgd4), transcript variant beta, mRNA [NM_139233]
	NM_139233
	31.23698198
	63.61015892
	0.152 

	4930478P22Rik
	Mus musculus RIKEN cDNA 4930478P22 gene (4930478P22Rik), long non-coding RNA [NR_046060]
	NR_046060
	17.72923228
	48.53270957
	0.152 

	Apol9a
	Mus musculus apolipoprotein L 9a (Apol9a), transcript variant 1, mRNA [NM_173786]
	NM_173786
	35906.78687
	90915.00188
	0.152 

	
	lincRNA:chr15:101088974-101089576 reverse strand
	
	27.64941498
	68.7480685
	0.152 

	Cd63
	Mus musculus CD63 antigen (Cd63), transcript variant 3, mRNA [NM_001282966]
	NM_001282966
	83578.25206
	33991.98922
	0.152 

	Hspb7
	Mus musculus heat shock protein family, member 7 (cardiovascular) (Hspb7), mRNA [NM_013868]
	NM_013868
	10.81702042
	43.90721482
	0.152 

	Ackr1
	Mus musculus atypical chemokine receptor 1 (Duffy blood group) (Ackr1), mRNA [NM_010045]
	NM_010045
	153.6383413
	309.4830365
	0.152 

	
	predicted gene 5097 [Source:MGI Symbol;Acc:MGI:3647308] [ENSMUST00000148137]
	XM_285300
	14298.02005
	39668.09283
	0.152 

	
	predicted gene, 21286 [Source:MGI Symbol;Acc:MGI:5434641] [ENSMUST00000098035]
	XM_006538405
	60525.98405
	306364.5397
	0.152 

	Gm10693
	PREDICTED: Mus musculus predicted pseudogene 10693 (Gm10693), misc_RNA [XR_403899]
	XR_403899
	45.0780877
	100.3758878
	0.152 

	Gpr161
	Mus musculus G protein-coupled receptor 161 (Gpr161), mRNA [NM_001081126]
	NM_001081126
	15.19106537
	46.7456676
	0.152 

	
	lincRNA:chr10:61498439-61498933 reverse strand
	
	18.2574325
	44.09093917
	0.152 

	Tmprss3
	Mus musculus transmembrane protease, serine 3 (Tmprss3), transcript variant 1, mRNA [NM_001163776]
	NM_001163776
	8604.236942
	24925.95601
	0.152 

	Tdo2
	Mus musculus tryptophan 2,3-dioxygenase (Tdo2), mRNA [NM_019911]
	NM_019911
	14043.952
	34770.68962
	0.152 

	
	immunoglobulin kappa variable 3-7 [Source:MGI Symbol;Acc:MGI:1330852] [ENSMUST00000103399]
	BC080787
	31.97287021
	69.21932947
	0.152 

	
	
	
	2260.280767
	919.4973853
	0.152 

	
	lincRNA:chr11:6748267-6818192 reverse strand
	
	226.6554866
	535.4530843
	0.152 

	
	
	
	23.74525524
	51.47097604
	0.152 

	Gm10914
	Mus musculus 16 days neonate thymus cDNA, RIKEN full-length enriched library, clone:A130089I23 product:hypothetical protein, full insert sequence. [AK038241]
	AK038241
	1216.117628
	3485.93904
	0.152 

	
	lincRNA:chr18:77965011-77972761 forward strand
	
	23.76443169
	51.51395481
	0.152 

	Synpo
	Mus musculus synaptopodin (Synpo), transcript variant A, mRNA [NM_177340]
	NM_177340
	1121.998379
	424.8262568
	0.152 

	Fryl
	Mus musculus furry homolog-like (Drosophila) (Fryl), mRNA [NM_028194]
	NM_028194
	6909.944016
	16933.29674
	0.152 

	I730030J21Rik
	Mus musculus RIKEN cDNA I730030J21 gene (I730030J21Rik), transcript variant 1, long non-coding RNA [NR_045781]
	NR_045781
	37465.58111
	113334.7106
	0.152 

	
	lincRNA:chr1:138528250-138538250 forward strand
	
	30.53840541
	90.45023369
	0.152 

	Abat
	Mus musculus 4-aminobutyrate aminotransferase (Abat), transcript variant 1, mRNA [NM_172961]
	NM_172961
	24892.73284
	68710.9479
	0.152 

	Epha5
	Mus musculus Eph receptor A5 (Epha5), mRNA [NM_007937]
	NM_007937
	29317.26395
	86215.26986
	0.152 

	Slc6a16
	PREDICTED: Mus musculus solute carrier family 6, member 16 (Slc6a16), mRNA [XM_355900]
	XM_355900
	191.0633093
	394.9009836
	0.152 

	Sema6d
	Mus musculus sema domain, transmembrane domain (TM), and cytoplasmic domain, (semaphorin) 6D (Sema6d), transcript variant 7, mRNA [NM_001291000]
	NM_001291000
	7275.663885
	22481.35297
	0.152 

	
	lincRNA:chr1:175654606-175672031 forward strand
	
	16.2488808
	52.15559012
	0.152 

	
	lincRNA:chr9:51905865-51911474 reverse strand
	
	798.5891624
	2678.603184
	0.152 

	
	
	
	44046.62697
	117096.2778
	0.152 

	Synpo
	Mus musculus synaptopodin (Synpo), transcript variant A, mRNA [NM_177340]
	NM_177340
	1239.110202
	465.4292546
	0.152 

	
	lincRNA:chr8:35143801-35144482 forward strand
	
	785.3825023
	2318.902359
	0.152 

	
	lincRNA:chr11:97505439-97522274 forward strand
	
	24.86417942
	55.24766334
	0.152 

	Ugt2a3
	Mus musculus UDP glucuronosyltransferase 2 family, polypeptide A3 (Ugt2a3), mRNA [NM_028094]
	NM_028094
	10599.34478
	21701.88351
	0.152 

	Parm1
	Mus musculus prostate androgen-regulated mucin-like protein 1 (Parm1), mRNA [NM_145562]
	NM_145562
	1104.822796
	348.6451696
	0.152 

	
	lincRNA:chr12:82109311-82109694 reverse strand
	
	12.7453161
	46.88251583
	0.152 

	
	lincRNA:chr3:30099759-30133959 forward strand
	
	21.85589139
	50.5444565
	0.152 

	
	lincRNA:chr5:74340084-74346709 reverse strand
	
	192.3151485
	617.9243134
	0.152 

	
	
	
	1099.311355
	2969.252005
	0.152 

	4933427D06Rik
	Mus musculus RIKEN cDNA 4933427D06 gene (4933427D06Rik), mRNA [NM_175017]
	NM_175017
	51108.2522
	136005.5316
	0.152 

	
	lincRNA:chr18:32389816-32394927 reverse strand
	
	20.49711871
	70.45064453
	0.152 

	Arhgef15
	Mus musculus Rho guanine nucleotide exchange factor (GEF) 15 (Arhgef15), mRNA [NM_177566]
	NM_177566
	9264.714621
	27387.38869
	0.152 

	Rdh19
	Mus musculus retinol dehydrogenase 19 (Rdh19), mRNA [NM_147222]
	NM_147222
	148.2690624
	330.5911251
	0.152 

	Arhgap26
	Mus musculus Rho GTPase activating protein 26 (Arhgap26), mRNA [NM_175164]
	NM_175164
	2478.73951
	6548.698939
	0.152 

	
	lincRNA:chr17:87674225-87682154 forward strand
	
	13.50376649
	32.12139761
	0.152 

	
	lincRNA:chr1:137482591-137625604 forward strand
	
	791.0267574
	1984.391748
	0.152 

	Tet1
	Mus musculus tet methylcytosine dioxygenase 1 (Tet1), transcript variant 1, mRNA [NM_001253857]
	NM_001253857
	637.611171
	1350.761921
	0.152 

	Synpo
	Mus musculus synaptopodin (Synpo), transcript variant A, mRNA [NM_177340]
	NM_177340
	1129.22976
	393.4141387
	0.152 

	
	
	
	14.25747414
	58.34247714
	0.152 

	
	lincRNA:chr1:138442536-138521080 forward strand
	
	128.5104612
	437.0114134
	0.152 

	Rbfox1
	Mus musculus RNA binding protein, fox-1 homolog (C. elegans) 1 (Rbfox1), transcript variant 2, mRNA [NM_021477]
	NM_021477
	18.32743031
	49.22919006
	0.152 

	Ms4a4c
	Mus musculus membrane-spanning 4-domains, subfamily A, member 4C (Ms4a4c), mRNA [NM_029499]
	NM_029499
	138054.1559
	315729.5377
	0.152 

	Tmem74b
	Mus musculus transmembrane protein 74B (Tmem74b), mRNA [NM_001160363]
	NM_001160363
	224.662983
	84.52711462
	0.152 

	Agxt
	Mus musculus alanine-glyoxylate aminotransferase (Agxt), transcript variant 1, mRNA [NM_016702]
	NM_016702
	29715.46993
	76507.69617
	0.152 

	
	lincRNA:chr14:62263564-62307496 reverse strand
	
	1372.378729
	3934.981774
	0.152 

	
	lincRNA:chr12:81217572-81233910 forward strand
	
	9.35487345
	42.88863262
	0.152 

	Gcnt1
	Mus musculus core2-GlcNAc-transferase (C2-GnT) mRNA, complete cds. [U19265]
	U19265
	34.04088774
	106.8844229
	0.152 

	
	lincRNA:chr10:94848446-94874121 forward strand
	
	50.70818296
	16.92542393
	0.152 

	
	lincRNA:chr1:182686731-182709331 forward strand
	
	2995.735524
	9258.605881
	0.152 

	Fam47e
	Mus musculus family with sequence similarity 47, member E (Fam47e), transcript variant 1, mRNA [NM_001033478]
	NM_001033478
	178.4222886
	640.928895
	0.152 

	Synpo
	Mus musculus synaptopodin (Synpo), transcript variant A, mRNA [NM_177340]
	NM_177340
	1075.717344
	428.3766295
	0.152 

	Med13
	Mus musculus mediator complex subunit 13 (Med13), mRNA [NM_001080931]
	NM_001080931
	286.6946439
	703.7106787
	0.152 

	Mef2a
	Mus musculus myocyte enhancer factor 2A (Mef2a), transcript variant 5, mRNA [NM_001291196]
	NM_001291196
	5591.723229
	14987.52646
	0.152 

	Slc38a4
	Mus musculus solute carrier family 38, member 4 (Slc38a4), mRNA [NM_027052]
	NM_027052
	21730.30589
	45384.44069
	0.152 

	Dleu2
	Mus musculus deleted in lymphocytic leukemia, 2 (Dleu2), long non-coding RNA [NR_028264]
	NR_028264
	1437.611532
	4025.899528
	0.152 

	Ephb3
	Mus musculus Eph receptor B3 (Ephb3), mRNA [NM_010143]
	NM_010143
	58362.46581
	155751.3232
	0.152 

	Crebbp
	Mus musculus CREB binding protein (Crebbp), mRNA [NM_001025432]
	NM_001025432
	23833.56868
	8249.249172
	0.152 

	
	
	
	8730.561708
	22259.25139
	0.152 

	Sprr2a2
	Mus musculus small proline-rich protein 2A2 (Sprr2a2), mRNA [NM_001164787]
	NM_001164787
	150.4497121
	476.5796714
	0.152 

	Parm1
	Mus musculus prostate androgen-regulated mucin-like protein 1 (Parm1), mRNA [NM_145562]
	NM_145562
	1157.178944
	330.736767
	0.152 

	Mcam
	Mus musculus melanoma cell adhesion molecule (Mcam), mRNA [NM_023061]
	NM_023061
	47921.75452
	127945.445
	0.152 

	Mup2
	Mus musculus major urinary protein 2 (Mup2), transcript variant 2, mRNA [NM_001045550]
	NM_001045550
	122171.1069
	744323.7433
	0.152 

	Madd
	Mus musculus MAP-kinase activating death domain (Madd), transcript variant 11, mRNA [NM_001177720]
	NM_001177720
	95091.77868
	230507.3476
	0.152 

	
	lincRNA:chr8:124355710-124401160 reverse strand
	
	114.3110108
	294.31711
	0.152 

	Parm1
	Mus musculus prostate androgen-regulated mucin-like protein 1 (Parm1), mRNA [NM_145562]
	NM_145562
	1054.47866
	290.1084786
	0.152 

	Mup-ps12
	PREDICTED: Mus musculus major urinary protein, pseudogene 12 (Mup-ps12), transcript variant X4, misc_RNA [XR_390616]
	XR_390616
	60959.02046
	208488.3752
	0.152 

	Dbt
	Mus musculus dihydrolipoamide branched chain transacylase E2 (Dbt), mRNA [NM_010022]
	NM_010022
	767.7042959
	1578.69396
	0.152 

	Fn3k
	Mus musculus fructosamine 3 kinase (Fn3k), transcript variant 1, mRNA [NM_022014]
	NM_022014
	472.2949182
	1206.10617
	0.152 

	Parm1
	Mus musculus prostate androgen-regulated mucin-like protein 1 (Parm1), mRNA [NM_145562]
	NM_145562
	1132.011587
	327.4695419
	0.152 

	
	lincRNA:chr5:119945358-119962612 reverse strand
	
	21.34197477
	47.91426086
	0.152 

	
	lincRNA:chr6:146493273-146493932 reverse strand
	
	557.8881921
	1669.659192
	0.152 

	Btn1a1
	Mus musculus butyrophilin, subfamily 1, member A1 (Btn1a1), mRNA [NM_013483]
	NM_013483
	34472.78803
	102500.3675
	0.152 

	Aspa
	Mus musculus aspartoacylase (Aspa), mRNA [NM_023113]
	NM_023113
	939.9761728
	1975.322751
	0.152 

	Bpifc
	Mus musculus BPI fold containing family C (Bpifc), mRNA [NM_177772]
	NM_177772
	25275.00834
	72594.054
	0.152 

	Shcbp1l
	Mus musculus Shc SH2-domain binding protein 1-like (Shcbp1l), mRNA [NM_001033162]
	NM_001033162
	40.52807189
	13.70185532
	0.152 

	En2
	Mus musculus engrailed 2 (En2), mRNA [NM_010134]
	NM_010134
	117.1719736
	280.4506637
	0.152 

	
	lincRNA:chr4:128727331-128735227 reverse strand
	
	37.95919795
	12.23521872
	0.152 

	
	lincRNA:chr5:54053882-54054174 forward strand
	
	17.45749305
	46.52091692
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	5706.173618
	12814.7499
	0.152 

	Rasgef1c
	Mus musculus RasGEF domain family, member 1C (Rasgef1c), mRNA [NM_029004]
	NM_029004
	98.25322832
	225.2255757
	0.152 

	Ung
	Mus musculus uracil DNA glycosylase (Ung), transcript variant 1, mRNA [NM_001040691]
	NM_001040691
	69510.40872
	179636.1119
	0.152 

	4921504E06Rik
	Mus musculus RIKEN cDNA 4921504E06 gene (4921504E06Rik), mRNA [NM_027600]
	NM_027600
	10.18793906
	39.98014513
	0.152 

	Synpo2l
	Mus musculus synaptopodin 2-like (Synpo2l), mRNA [NM_175132]
	NM_175132
	29683.38617
	81274.20602
	0.152 

	Gm5458
	Mus musculus predicted gene 5458 (Gm5458), mRNA [NM_001024706]
	NM_001024706
	70.3400736
	18.14025243
	0.152 

	Pkhd1
	polycystic kidney and hepatic disease 1 [Source:MGI Symbol;Acc:MGI:2155808] [ENSMUST00000128051]
	AK143992
	220.0825593
	91.80422167
	0.152 

	
	
	
	24985.10294
	12188.50373
	0.152 

	
	
	
	92263.09433
	226348.3631
	0.152 

	
	lincRNA:chr5:35975265-35982561 reverse strand
	
	2577.294043
	5247.064917
	0.152 

	Otc
	Mus musculus ornithine transcarbamylase (Otc), mRNA [NM_008769]
	NM_008769
	6036.323503
	13571.69128
	0.152 

	
	lincRNA:chr6:91133122-91133347 reverse strand
	
	1600.628724
	6219.865581
	0.152 

	
	lincRNA:chr12:3173375-3203075 reverse strand
	
	70.88233752
	143.869585
	0.152 

	Scn2a1
	Mus musculus sodium channel, voltage-gated, type II, alpha 1 (Scn2a1), mRNA [NM_001099298]
	NM_001099298
	17.66363544
	64.10967659
	0.152 

	Fam47e
	Mus musculus family with sequence similarity 47, member E (Fam47e), transcript variant 1, mRNA [NM_001033478]
	NM_001033478
	488.7576871
	1648.333807
	0.152 

	
	lincRNA:chr13:34693404-34717987 reverse strand
	
	2410.655701
	5856.191075
	0.152 

	Mup5
	Mus musculus major urinary protein 5 (Mup5), mRNA [NM_008649]
	NM_008649
	140667.184
	631542.7791
	0.152 

	Gm2085
	AGENCOURT_30256922 NIH_MGC_256 Mus musculus cDNA clone IMAGE:30939042 5', mRNA sequence [CO798125]
	CO798125
	16.86882832
	80.52144705
	0.152 

	Tmem239
	Mus musculus transmembrane 239 (Tmem239), mRNA [NM_025753]
	NM_025753
	56094.4374
	152694.2323
	0.152 

	Il1f10
	Mus musculus interleukin 1 family, member 10 (Il1f10), mRNA [NM_153077]
	NM_153077
	25.58954876
	54.94113204
	0.152 

	Pygb
	Mus musculus brain glycogen phosphorylase (Pygb), mRNA [NM_153781]
	NM_153781
	1271.340842
	511.5351317
	0.152 

	
	lincRNA:chr4:136856064-136875614 reverse strand
	
	1302.884585
	3704.188676
	0.152 

	
	lincRNA:chrX:20381171-20381562 forward strand
	
	18.07652326
	50.34938157
	0.152 

	
	
	
	14374.04125
	36354.29367
	0.152 

	Gm324
	PREDICTED: Mus musculus predicted gene 324 (Gm324), transcript variant X1, mRNA [XM_006543385]
	XM_006543385
	192.4032435
	563.3103258
	0.152 

	Tnfrsf9
	Mus musculus tumor necrosis factor receptor superfamily, member 9 (Tnfrsf9), transcript variant 1, mRNA [NM_011612]
	NM_011612
	12586.91612
	37388.97033
	0.152 

	6720473M11Rik
	Mus musculus 12 days embryo male wolffian duct includes surrounding region cDNA, RIKEN full-length enriched library, clone:6720473M11 product:hypothetical Retroviral GAG p10 protein/Retroviral matrix protein containing protein, full insert sequence. [AK020158]
	AK020158
	300.7765811
	655.8462684
	0.152 

	Synpo
	Mus musculus synaptopodin (Synpo), transcript variant A, mRNA [NM_177340]
	NM_177340
	1089.268872
	410.2672055
	0.152 

	A530006G24Rik
	Mus musculus RIKEN cDNA A530006G24 gene (A530006G24Rik), long non-coding RNA [NR_046014]
	NR_046014
	17019.51543
	51105.84097
	0.152 

	3-Sep
	Mus musculus septin 3 (Sept3), mRNA [NM_011889]
	NM_011889
	88981.96445
	222574.2859
	0.152 

	Sds
	serine dehydratase [Source:MGI Symbol;Acc:MGI:98270] [ENSMUST00000111898]
	
	88.0267052
	391.7411112
	0.152 

	
	lincRNA:chr8:129102060-129109035 forward strand
	
	18.12134288
	50.82897602
	0.152 

	
	lincRNA:chr4:21683562-21694344 reverse strand
	
	19.3942891
	47.56496228
	0.152 

	Fnbp1
	Mus musculus formin binding protein 1 (Fnbp1), transcript variant 3, mRNA [NM_001177648]
	NM_001177648
	5737.484963
	15063.19739
	0.152 

	Gstk1
	Mus musculus glutathione S-transferase kappa 1 (Gstk1), mRNA [NM_029555]
	NM_029555
	35202.42126
	71789.70521
	0.152 

	En2
	Mus musculus engrailed 2 (En2), mRNA [NM_010134]
	NM_010134
	94.17560974
	238.4100395
	0.152 

	
	lincRNA:chr16:90103524-90104408 reverse strand
	
	506.1371532
	3987.292236
	0.152 

	Asb10
	Mus musculus ankyrin repeat and SOCS box-containing 10 (Asb10), mRNA [NM_080444]
	NM_080444
	42.98474407
	90.03119678
	0.152 

	Clcn2
	Mus musculus chloride channel 2 (Clcn2), mRNA [NM_009900]
	NM_009900
	1684.176493
	3433.450211
	0.152 

	9530083O12Rik
	Mus musculus adult male urinary bladder cDNA, RIKEN full-length enriched library, clone:9530083O12 product:unclassifiable, full insert sequence. [AK079287]
	AK079287
	9599.684092
	27929.19558
	0.152 

	Itga6
	Mus musculus integrin alpha 6 (Itga6), transcript variant 1, mRNA [NM_008397]
	NM_008397
	6107.193773
	1911.070876
	0.152 

	
	lincRNA:chr2:170029045-170034220 forward strand
	
	35.29502608
	97.74130493
	0.152 

	Suv39h2
	Mus musculus suppressor of variegation 3-9 homolog 2 (Drosophila) (Suv39h2), transcript variant 1, mRNA [NM_022724]
	NM_022724
	46407.23969
	113766.1402
	0.152 

	
	lincRNA:chr9:96635508-96654148 forward strand
	
	55.43130173
	273.8873604
	0.152 

	Atp8a1
	Mus musculus ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1 (Atp8a1), transcript variant 1, mRNA [NM_001038999]
	NM_001038999
	2605.14122
	7607.17938
	0.152 

	
	lincRNA:chr11:69107652-69108979 forward strand
	
	35.47343424
	96.05679779
	0.152 

	
	lincRNA:chr9:56910620-56919667 forward strand
	
	45.63091694
	101.2760896
	0.152 

	
	
	
	104.2102703
	269.5348161
	0.152 

	
	lincRNA:chr17:15226181-15250333 reverse strand
	
	119.0623531
	319.728435
	0.152 

	
	lincRNA:chr6:11996975-12037300 reverse strand
	
	35.46841944
	71.58065111
	0.152 

	B3gat1
	Mus musculus beta-1,3-glucuronyltransferase 1 (glucuronosyltransferase P) (B3gat1), mRNA [NM_029792]
	NM_029792
	45.89617059
	127.0718099
	0.152 

	Rad51b
	Mus musculus RAD51 homolog B (Rad51b), transcript variant 1, mRNA [NM_009014]
	NM_009014
	9748.65874
	4289.153312
	0.152 

	Olfr868
	Mus musculus olfactory receptor 868 (Olfr868), mRNA [NM_146559]
	NM_146559
	24.86444153
	50.23882344
	0.152 

	Mei1
	Mus musculus meiosis defective 1 (Mei1), mRNA [NM_028897]
	NM_028897
	41.32847371
	92.90931021
	0.152 

	Ncoa7
	Mus musculus nuclear receptor coactivator 7 (Ncoa7), transcript variant 1, mRNA [NM_172495]
	NM_172495
	118.6751418
	46.28293771
	0.152 

	
	mab73f12.y1 NCI_CGAP_BC3 Mus musculus cDNA clone IMAGE:3976079 5'. [BG146277]
	BG146277
	24.39070768
	53.27814716
	0.152 

	Pif1
	Mus musculus PIF1 5'-to-3' DNA helicase homolog (S. cerevisiae) (Pif1), mRNA [NM_172453]
	NM_172453
	3310.172478
	847.0755896
	0.152 

	Ugt3a1
	Mus musculus UDP glycosyltransferases 3 family, polypeptide A1 (Ugt3a1), mRNA [NM_207216]
	NM_207216
	5848.031373
	13778.14978
	0.152 

	
	lincRNA:chr7:96640618-96649018 forward strand
	
	33.30108504
	80.22369159
	0.152 

	
	lincRNA:chr13:41337973-41379821 reverse strand
	
	27.2359768
	67.04653906
	0.152 

	Parm1
	Mus musculus prostate androgen-regulated mucin-like protein 1 (Parm1), mRNA [NM_145562]
	NM_145562
	1093.428185
	296.69241
	0.152 

	C1ql4
	Mus musculus complement component 1, q subcomponent-like 4 (C1ql4), mRNA [NM_001024702]
	NM_001024702
	23.92607732
	47.99465773
	0.152 

	Zfp536
	Mus musculus zinc finger protein 536 (Zfp536), mRNA [NM_172385]
	NM_172385
	27.71925462
	75.20276367
	0.152 

	Ccdc37
	Mus musculus coiled-coil domain containing 37 (Ccdc37), mRNA [NM_173775]
	NM_173775
	11.67967768
	53.17768494
	0.152 

	4933405L10Rik
	Mus musculus RIKEN cDNA 4933405L10 gene (4933405L10Rik), mRNA [NM_027655]
	NM_027655
	12.54748297
	42.1259389
	0.152 

	Scn8a
	Mus musculus sodium channel, voltage-gated, type VIII, alpha (Scn8a), transcript variant 1, mRNA [NM_001077499]
	NM_001077499
	12611.77051
	34898.33188
	0.152 

	Exosc9
	Mus musculus exosome component 9 (Exosc9), mRNA [NM_019393]
	NM_019393
	24026.26222
	58429.88623
	0.152 

	Tars2
	Mus musculus threonyl-tRNA synthetase 2, mitochondrial (putative) (Tars2), transcript variant 1, mRNA [NM_027931]
	NM_027931
	16218.59492
	8097.799135
	0.152 

	Nelfcd
	Mus musculus negative elongation factor complex member C/D, Th1l (Nelfcd), mRNA [NM_020580]
	NM_020580
	28422.05784
	60406.80959
	0.152 

	Alcam
	Mus musculus activated leukocyte cell adhesion molecule (Alcam), mRNA [NM_009655]
	NM_009655
	3190.11763
	1530.030933
	0.152 

	Parm1
	Mus musculus prostate androgen-regulated mucin-like protein 1 (Parm1), mRNA [NM_145562]
	NM_145562
	1149.810735
	351.6365072
	0.152 

	
	predicted gene 10858 [Source:MGI Symbol;Acc:MGI:3641732] [ENSMUST00000180363]
	AK156599
	20.63672265
	57.45264416
	0.152 

	
	lincRNA:chr18:65738804-65739801 forward strand
	
	29.23115191
	72.54158561
	0.152 

	
	lincRNA:chr5:52461266-52541416 reverse strand
	
	6370.566469
	19957.89546
	0.152 

	Dcaf12l2
	Mus musculus DDB1 and CUL4 associated factor 12-like 2 (Dcaf12l2), mRNA [NM_175539]
	NM_175539
	5374.713501
	14731.28768
	0.152 

	AW011956
	Mus musculus expressed sequence AW011956, mRNA (cDNA clone IMAGE:3467217). [BC051535]
	BC051535
	971.8431892
	2097.827602
	0.152 

	Col13a1
	Mus musculus collagen, type XIII, alpha 1 (Col13a1), mRNA [NM_007731]
	NM_007731
	27.68933595
	70.90254176
	0.152 

	
	lincRNA:chr13:99870660-99877535 forward strand
	
	20.8038228
	50.60470362
	0.152 

	Trp63
	Mus musculus transformation related protein 63 (Trp63), transcript variant 3, mRNA [NM_001127261]
	NM_001127261
	13302.8308
	4437.922693
	0.152 

	
	lincRNA:chr2:28151215-28151611 forward strand
	
	16.36173501
	70.34479461
	0.152 

	Scgb1c1
	Mus musculus secretoglobin, family 1C, member 1 (Scgb1c1), mRNA [NM_001099742]
	NM_001099742
	42.94893624
	139.0983911
	0.152 

	
	lincRNA:chr11:103005375-103020800 forward strand
	
	23.88102737
	49.42066014
	0.152 

	
	lincRNA:chrX:120963050-120963598 forward strand
	
	7709.801215
	16634.5949
	0.152 

	Hs2st1
	Mus musculus heparan sulfate 2-O-sulfotransferase 1 (Hs2st1), mRNA [NM_011828]
	NM_011828
	2995.382111
	7994.129888
	0.152 

	1700057D03Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:1700057D03 product:unclassifiable, full insert sequence. [AK006822]
	AK006822
	9.236822244
	44.21497749
	0.152 

	Chrnb2
	Mus musculus cholinergic receptor, nicotinic, beta polypeptide 2 (neuronal) (Chrnb2), mRNA [NM_009602]
	NM_009602
	23.77946505
	70.5055839
	0.152 

	Csf1r
	Mus musculus colony stimulating factor 1 receptor (Csf1r), mRNA [NM_001037859]
	NM_001037859
	1476.792482
	3024.568078
	0.152 

	Zfp791
	Mus musculus zinc finger protein 791 (Zfp791), mRNA [NM_001037745]
	NM_001037745
	21933.50509
	61316.5363
	0.152 

	
	lincRNA:chr4:21683562-21694344 reverse strand
	
	29.76656679
	79.09608648
	0.152 

	
	lincRNA:chr9:40268246-40268441 reverse strand
	
	1605.515436
	3799.12975
	0.152 

	
	Q4SF28_TETNG (Q4SF28) Chromosome 1 SCAF14609, whole genome shotgun sequence, partial (5%) [TC1607963]
	
	12630.53992
	39145.98823
	0.152 

	Fdxacb1
	ferredoxin-fold anticodon binding domain containing 1 [Source:MGI Symbol;Acc:MGI:3584513] [ENSMUST00000042391]
	AK135025
	3551.054696
	11202.01318
	0.152 

	Dpysl5
	Mus musculus dihydropyrimidinase-like 5 (Dpysl5), mRNA [NM_023047]
	NM_023047
	13627.80949
	38583.97423
	0.152 

	Ldlrad3
	Mus musculus low density lipoprotein receptor class A domain containing 3 (Ldlrad3), transcript variant 1, mRNA [NM_178886]
	NM_178886
	64040.40532
	170971.8864
	0.152 

	Parm1
	Mus musculus prostate androgen-regulated mucin-like protein 1 (Parm1), mRNA [NM_145562]
	NM_145562
	1046.031382
	295.0840127
	0.152 

	Ogfod1
	Mus musculus 2-oxoglutarate and iron-dependent oxygenase domain containing 1 (Ogfod1), transcript variant 1, mRNA [NM_177767]
	NM_177767
	84017.12408
	200338.9801
	0.152 

	
	lincRNA:chr9:13224147-13424397 forward strand
	
	8.199469101
	50.55846145
	0.152 

	Parm1
	Mus musculus prostate androgen-regulated mucin-like protein 1 (Parm1), mRNA [NM_145562]
	NM_145562
	1057.324405
	315.7940341
	0.152 

	
	
	
	18.53847955
	53.09177742
	0.152 

	Nid1
	Mus musculus nidogen 1 (Nid1), mRNA [NM_010917]
	NM_010917
	166.0243283
	79.50555329
	0.152 

	Gm6994
	Mus musculus predicted gene 6994 (Gm6994), long non-coding RNA [NR_033141]
	NR_033141
	35174.26979
	96382.95469
	0.152 

	Hpd
	Mus musculus 4-hydroxyphenylpyruvic acid dioxygenase (Hpd), mRNA [NM_008277]
	NM_008277
	42842.27859
	110065.5446
	0.152 

	Mamstr
	Mus musculus MEF2 activating motif and SAP domain containing transcriptional regulator (Mamstr), mRNA [NM_172418]
	NM_172418
	21.22618814
	52.44689596
	0.152 

	
	lincRNA:chr16:44717531-44724206 forward strand
	
	81.87448515
	263.2753114
	0.152 

	
	lincRNA:chrX:120300373-120302404 forward strand
	
	110.8547407
	378.0084799
	0.152 

	
	lincRNA:chr17:71242333-71273533 forward strand
	
	13351.49839
	39519.13412
	0.152 

	
	lincRNA:chr6:134838675-134847075 reverse strand
	
	24.48316468
	52.77676995
	0.152 

	2610020H08Rik
	PREDICTED: Mus musculus RIKEN cDNA 2610020H08 gene (2610020H08Rik), transcript variant X16, misc_RNA [XR_378253]
	XR_378253
	384.3306048
	781.1176007
	0.152 

	Smim23
	Mus musculus small integral membrane protein 23 (Smim23), mRNA [NM_027050]
	NM_027050
	33.7714066
	134.1179377
	0.152 

	
	lincRNA:chr5:105072936-105074001 forward strand
	
	2866.183497
	7371.084756
	0.152 

	Rab15
	Mus musculus RAB15, member RAS oncogene family (Rab15), mRNA [NM_134050]
	NM_134050
	21.28092505
	45.60825246
	0.152 

	Gls2
	Mus musculus glutaminase 2 (liver, mitochondrial) (Gls2), transcript variant 1, mRNA [NM_001033264]
	NM_001033264
	21799.86779
	91748.53393
	0.152 

	
	
	
	92993.5162
	223036.6203
	0.152 

	Hemgn
	Mus musculus hemogen (Hemgn), mRNA [NM_053149]
	NM_053149
	69377.4009
	180584.5742
	0.152 

	
	lincRNA:chr8:119090566-119097735 forward strand
	
	26.44427685
	80.81189651
	0.152 

	
	lincRNA:chr17:56687541-56694631 forward strand
	
	33.65867611
	70.17555666
	0.152 

	Sgsh
	Mus musculus N-sulfoglucosamine sulfohydrolase (sulfamidase) (Sgsh), mRNA [NM_018822]
	NM_018822
	77888.94867
	187488.0478
	0.153 

	
	major urinary protein 11 [Source:MGI Symbol;Acc:MGI:3709617] [ENSMUST00000154733]
	BC093515
	1166.779461
	12864.51532
	0.153 

	
	immunoglobulin kappa variable 9-123 [Source:MGI Symbol;Acc:MGI:3643848] [ENSMUST00000103313]
	M33559
	10.30183797
	46.43515406
	0.154 

	Pstpip1
	Mus musculus proline-serine-threonine phosphatase-interacting protein 1 (Pstpip1), mRNA [NM_011193]
	NM_011193
	86.4152977
	41.1340671
	0.155 

	
	lincRNA:chr5:74340084-74346709 forward strand
	
	34.66167686
	98.2049194
	0.155 

	Creb5
	Mus musculus cAMP responsive element binding protein 5 (Creb5), mRNA [NM_172728]
	NM_172728
	193087.4612
	412011.7104
	0.155 

	Spock2
	Mus musculus sparc/osteonectin, cwcv and kazal-like domains proteoglycan 2 (Spock2), mRNA [NM_052994]
	NM_052994
	38.88778236
	90.35495512
	0.155 

	
	lincRNA:chr3:100293319-100327843 forward strand
	
	823.6205423
	2137.668287
	0.155 

	Atp6v0d2
	Mus musculus ATPase, H+ transporting, lysosomal V0 subunit D2 (Atp6v0d2), mRNA [NM_175406]
	NM_175406
	921.7728159
	200.9335106
	0.155 

	Fam83a
	Mus musculus family with sequence similarity 83, member A (Fam83a), mRNA [NM_173862]
	NM_173862
	596.803811
	256.6741224
	0.155 

	Zcchc9
	Mus musculus zinc finger, CCHC domain containing 9 (Zcchc9), mRNA [NM_145453]
	NM_145453
	101467.2894
	243698.9084
	0.155 

	4930527F14Rik
	Mus musculus RIKEN cDNA 4930527F14 gene (4930527F14Rik), long non-coding RNA [NR_045809]
	NR_045809
	100.8145599
	29.40134224
	0.155 

	Cyp2u1
	Mus musculus 16 days embryo lung cDNA, RIKEN full-length enriched library, clone:8430436A10 product:weakly similar to RAT CYTOCHROME P-450B TYPE E (FRAGMENT) [Rattus norvegicus], full insert sequence. [AK018458]
	AK018458
	120036.8527
	278442.2424
	0.155 

	Gpr12
	Mus musculus G-protein coupled receptor 12 (Gpr12), transcript variant 1, mRNA [NM_001010941]
	NM_001010941
	14.27680994
	44.07767986
	0.155 

	Olfr1347
	Mus musculus olfactory receptor 1347 (Olfr1347), mRNA [NM_146385]
	NM_146385
	715.2821655
	1524.85698
	0.155 

	Slc9a7
	Mus musculus solute carrier family 9 (sodium/hydrogen exchanger), member 7 (Slc9a7), mRNA [NM_177353]
	NM_177353
	126.7517088
	41.51016627
	0.155 

	Itsn1
	Mus musculus intersectin 1 (SH3 domain protein 1A) (Itsn1), transcript variant 1, mRNA [NM_010587]
	NM_010587
	145552.3541
	313953.3555
	0.155 

	
	lincRNA:chr8:124355710-124401160 forward strand
	
	59.23131329
	141.8386873
	0.155 

	5730408K05Rik
	Mus musculus 8 days embryo whole body cDNA, RIKEN full-length enriched library, clone:5730408K05 product:unclassifiable, full insert sequence. [AK017527]
	AK017527
	166.9002529
	399.1900237
	0.155 

	
	lincRNA:chr17:17492400-17507525 reverse strand
	
	33.0984771
	108.1594569
	0.155 

	En2
	Mus musculus engrailed 2 (En2), mRNA [NM_010134]
	NM_010134
	113.3818927
	236.8041973
	0.155 

	Cpsf4l
	cleavage and polyadenylation specific factor 4-like [Source:MGI Symbol;Acc:MGI:1277182] [ENSMUST00000151396]
	BC004603
	12.95545251
	53.71304495
	0.155 

	
	lincRNA:chr8:119732348-119749198 reverse strand
	
	172.0547631
	352.1123384
	0.155 

	Arl6ip6
	Mus musculus ADP-ribosylation factor-like 6 interacting protein 6 (Arl6ip6), mRNA [NM_022989]
	NM_022989
	86365.07438
	214894.9454
	0.155 

	Prr15
	Mus musculus proline rich 15 (Prr15), mRNA [NM_030024]
	NM_030024
	340.7282971
	131.2309167
	0.155 

	Mup-ps12
	PREDICTED: Mus musculus major urinary protein, pseudogene 12 (Mup-ps12), transcript variant X12, misc_RNA [XR_390624]
	XR_390624
	179097.8649
	513562.7163
	0.155 

	Khdc3
	Mus musculus KH domain containing 3, subcortical maternal complex member (Khdc3), mRNA [NM_025890]
	NM_025890
	95.20837825
	46.77116765
	0.155 

	
	lincRNA:chr4:124127144-124334840 forward strand
	
	37.66665428
	76.26144401
	0.155 

	
	
	
	17.51815822
	44.38451848
	0.155 

	Fam160b2
	Mus musculus family with sequence similarity 160, member B2 (Fam160b2), mRNA [NM_194345]
	NM_194345
	73492.09107
	174883.0074
	0.155 

	
	lincRNA:chr4:141548769-141574868 reverse strand
	
	338.6695801
	718.2066164
	0.155 

	Amdhd1
	Mus musculus amidohydrolase domain containing 1 (Amdhd1), mRNA [NM_027908]
	NM_027908
	6555.028221
	13285.13298
	0.155 

	
	
	
	121.327841
	269.1047818
	0.155 

	Lat2
	Mus musculus linker for activation of T cells family, member 2 (Lat2), transcript variant 1, mRNA [NM_020044]
	NM_020044
	118.3644768
	39.89939051
	0.155 

	
	
	
	118604.0822
	272632.8136
	0.155 

	Med1
	Mus musculus mediator complex subunit 1 (Med1), transcript variant 2, mRNA [NM_134027]
	NM_134027
	10248.73107
	72263.17434
	0.155 

	
	
	
	20.05168989
	49.82481225
	0.155 

	Ccl12
	Mus musculus chemokine (C-C motif) ligand 12 (Ccl12), mRNA [NM_011331]
	NM_011331
	113.5965436
	53.3424138
	0.155 

	
	
	
	220.1449531
	474.5695593
	0.155 

	
	lincRNA:chr17:29183003-29217681 reverse strand
	
	508.2798752
	224.3346502
	0.155 

	
	
	
	105.2745591
	309.0885813
	0.155 

	Rsg1
	REM2 and RAB-like small GTPase 1 [Source:MGI Symbol;Acc:MGI:1923416] [ENSMUST00000097813]
	
	17.76782898
	56.53861996
	0.155 

	Srrm3os
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930521C21 product:unclassifiable, full insert sequence. [AK015859]
	AK015859
	13.60623191
	43.0066512
	0.155 

	Skint7
	Mus musculus selection and upkeep of intraepithelial T cells 7 (Skint7), transcript variant 2, mRNA [NM_177818]
	NM_177818
	169626.7771
	361942.6152
	0.155 

	Mcpt9
	Mus musculus mast cell protease 9 (Mcpt9), mRNA [NM_010782]
	NM_010782
	8.785972726
	43.63194027
	0.155 

	
	lincRNA:chr6:67155508-67216941 reverse strand
	
	2777.686602
	10135.60558
	0.155 

	Pak4
	Mus musculus p21 protein (Cdc42/Rac)-activated kinase 4 (Pak4), mRNA [NM_027470]
	NM_027470
	115314.6606
	272056.298
	0.155 

	
	lincRNA:chr12:25852471-25852681 forward strand
	
	69.53364023
	146.6888684
	0.155 

	
	lincRNA:chr16:89961600-89971725 forward strand
	
	24.11235351
	56.32481576
	0.155 

	Tat
	Mus musculus tyrosine aminotransferase (Tat), mRNA [NM_146214]
	NM_146214
	23681.76064
	65950.55545
	0.155 

	Gm10199
	Mus musculus visual cortex cDNA, RIKEN full-length enriched library, clone:K230049K13 product:unclassifiable, full insert sequence. [AK158670]
	AK158670
	8.066090218
	31.69278021
	0.155 

	Nt5e
	Mus musculus 5' nucleotidase, ecto (Nt5e), mRNA [NM_011851]
	NM_011851
	6436.153164
	2383.659409
	0.155 

	
	predicted gene 10447 [Source:MGI Symbol;Acc:MGI:3642647] [ENSMUST00000084653]
	AK142660
	221.7485565
	577.9310504
	0.155 

	
	lincRNA:chr4:116790373-116797823 forward strand
	
	20.85075068
	93.64667812
	0.155 

	Nhlh1
	Mus musculus nescient helix loop helix 1 (Nhlh1), mRNA [NM_010916]
	NM_010916
	533.7737672
	1285.013312
	0.156 

	Mfi2
	Mus musculus antigen p97 (melanoma associated) identified by monoclonal antibodies 133.2 and 96.5 (Mfi2), mRNA [NM_013900]
	NM_013900
	410.4039274
	92.54167822
	0.157 

	Git2
	Mus musculus G protein-coupled receptor kinase-interactor 2 (Git2), transcript variant 1, mRNA [NM_019834]
	NM_019834
	5954.594121
	2016.391682
	0.157 

	
	lincRNA:chr1:74084292-74138492 reverse strand
	
	288.088406
	2034.291712
	0.157 

	
	
	
	6293.476665
	25220.61683
	0.157 

	Mup1
	Mus musculus major urinary protein 1 (Mup1), transcript variant 3, mRNA [NM_001163010]
	NM_001163010
	411396.2022
	1119198.192
	0.157 

	Arhgap17
	Mus musculus Rho GTPase activating protein 17 (Arhgap17), transcript variant 1, mRNA [NM_144529]
	NM_144529
	22480.75168
	8509.542021
	0.157 

	Il4ra
	Mus musculus interleukin 4 receptor, alpha (Il4ra), mRNA [NM_001008700]
	NM_001008700
	302.281147
	606.3629332
	0.158 

	
	
	
	10.98423454
	52.73114206
	0.158 

	
	lincRNA:chr19:21653968-21671718 forward strand
	
	73.50021843
	168.1248876
	0.158 

	Fsd1l
	Mus musculus fibronectin type III and SPRY domain containing 1-like (Fsd1l), transcript variant 2, mRNA [NM_176966]
	NM_176966
	196.4353751
	81.4382149
	0.158 

	Apol9b
	Mus musculus apolipoprotein L 9b (Apol9b), transcript variant 1, mRNA [NM_001168660]
	NM_001168660
	37167.98224
	97646.97284
	0.158 

	
	Mus musculus cDNA clone IMAGE:5688469, partial cds. [BC058985]
	BC058985
	13.80031385
	73.07028202
	0.158 

	
	lincRNA:chr9:114412295-114418384 forward strand
	
	14.57325416
	75.06307827
	0.158 

	Gm9973
	Mus musculus 0 day neonate kidney cDNA, RIKEN full-length enriched library, clone:D630028M02 product:Weakly similar to 3 alpha-hydroxysteroid dehydrogenase/dihydrodiol dehydrogenase 4, full insert sequence. [AK085452]
	AK085452
	15.57645048
	55.11199074
	0.158 

	
	predicted gene 10842 [Source:MGI Symbol;Acc:MGI:3642916] [ENSMUST00000100338]
	AK153815
	11.52102989
	36.1534198
	0.158 

	Ccdc138
	Mus musculus coiled-coil domain containing 138 (Ccdc138), mRNA [NM_001162956]
	NM_001162956
	163697.0245
	354583.1077
	0.158 

	Fam78b
	Mus musculus family with sequence similarity 78, member B (Fam78b), transcript variant 1, mRNA [NM_001160262]
	NM_001160262
	153.5045537
	60.4804462
	0.158 

	Inmt
	Mus musculus indolethylamine N-methyltransferase (Inmt), mRNA [NM_009349]
	NM_009349
	57019.88742
	157188.3515
	0.158 

	Coq10b
	Mus musculus coenzyme Q10 homolog B (S. cerevisiae) (Coq10b), transcript variant 1, mRNA [NM_001039710]
	NM_001039710
	2017.257821
	4340.889703
	0.158 

	
	lincRNA:chr14:78214602-78225827 forward strand
	
	368.7203806
	1157.32792
	0.158 

	D2Bwg0886e
	601331824F2 NCI_CGAP_Mam6 Mus musculus cDNA clone IMAGE:3709660 5'. [BE573844]
	BE573844
	607.5667968
	1702.973118
	0.158 

	Chmp4c
	Mus musculus charged multivesicular body protein 4C (Chmp4c), mRNA [NM_025519]
	NM_025519
	165.4827497
	55.7412961
	0.158 

	
	lincRNA:chr3:121627545-121639470 reverse strand
	
	32.15070734
	77.01312471
	0.158 

	Entpd2
	Mus musculus ectonucleoside triphosphate diphosphohydrolase 2 (Entpd2), mRNA [NM_009849]
	NM_009849
	6958.534387
	3042.246514
	0.158 

	Pmvk
	Mus musculus phosphomevalonate kinase (Pmvk), transcript variant 1, mRNA [NM_026784]
	NM_026784
	18271.64535
	8982.131031
	0.158 

	
	
	
	20.75103242
	56.94150519
	0.158 

	Pnldc1
	Mus musculus poly(A)-specific ribonuclease (PARN)-like domain containing 1 (Pnldc1), mRNA [NM_001034866]
	NM_001034866
	3143.02461
	6461.18217
	0.158 

	Large
	Mus musculus like-glycosyltransferase (Large), mRNA [NM_010687]
	NM_010687
	5291.606346
	2421.21884
	0.158 

	Ntm
	Mus musculus neurotrimin (Ntm), mRNA [NM_172290]
	NM_172290
	49.66570184
	112.2227228
	0.158 

	Sqle
	Mus musculus squalene epoxidase (Sqle), mRNA [NM_009270]
	NM_009270
	27938.16377
	10509.0081
	0.158 

	Sp110
	Mus musculus Sp110 nuclear body protein (Sp110), transcript variant 1, mRNA [NM_175397]
	NM_175397
	201909.3066
	430814.7943
	0.159 

	Gm13807
	Mus musculus predicted gene 13807 (Gm13807), long non-coding RNA [NR_040529]
	NR_040529
	121.1854218
	249.9367787
	0.159 

	Tiam2
	Mus musculus T cell lymphoma invasion and metastasis 2 (Tiam2), transcript variant 1, mRNA [NM_011878]
	NM_011878
	692.3943517
	1925.729006
	0.160 

	Slc7a2
	Mus musculus solute carrier family 7 (cationic amino acid transporter, y+ system), member 2 (Slc7a2), transcript variant 1, mRNA [NM_007514]
	NM_007514
	1264.65006
	3265.987263
	0.160 

	Ssxb10
	Mus musculus synovial sarcoma, X member B, breakpoint 10 (Ssxb10), mRNA [NM_199064]
	NM_199064
	8.143467193
	45.05058153
	0.160 

	Tagln2
	Mus musculus transgelin 2 (Tagln2), mRNA [NM_178598]
	NM_178598
	3559.790545
	1554.346003
	0.160 

	Pck1
	Mus musculus phosphoenolpyruvate carboxykinase 1, cytosolic (Pck1), mRNA [NM_011044]
	NM_011044
	93089.40202
	299695.0269
	0.161 

	AW060742
	UI-M-GH0-chr-m-14-0-UI.s1 NIH_BMAP_GH0 Mus musculus cDNA clone IMAGE:30532429 3', mRNA sequence [CO043442]
	CO043442
	573.589099
	1832.401824
	0.161 

	Clec2d
	Mus musculus C-type lectin domain family 2, member d (Clec2d), mRNA [NM_053109]
	NM_053109
	2832.232469
	7650.030804
	0.161 

	
	lincRNA:chr17:12965849-12968519 forward strand
	
	582.1863206
	175.3889158
	0.161 

	Bmp10
	Mus musculus bone morphogenetic protein 10 (Bmp10), mRNA [NM_009756]
	NM_009756
	27.93684446
	81.01320701
	0.161 

	LOC102632005
	PREDICTED: Mus musculus uncharacterized LOC102632005 (LOC102632005), ncRNA [XR_374871]
	XR_374871
	8.786167712
	38.55605857
	0.161 

	Osbpl10
	Mus musculus oxysterol binding protein-like 10 (Osbpl10), mRNA [NM_148958]
	NM_148958
	594.418418
	210.9173732
	0.162 

	Gm10706
	Mus musculus adult male spinal cord cDNA, RIKEN full-length enriched library, clone:A330033I04 product:hypothetical protein, full insert sequence. [AK138480]
	AK138480
	31.86003562
	68.69902223
	0.162 

	Cryl1
	Mus musculus crystallin, lambda 1 (Cryl1), mRNA [NM_030004]
	NM_030004
	1514.503731
	4665.501017
	0.163 

	Sva
	Mus musculus seminal vesicle antigen (Sva), mRNA [NM_009299]
	NM_009299
	137.3955831
	377.6790089
	0.163 

	Gm10431
	Mus musculus NOD-derived CD11c +ve dendritic cells cDNA, RIKEN full-length enriched library, clone:F630015J07 product:hypothetical protein, full insert sequence. [AK154292]
	AK154292
	22.53795513
	57.62324859
	0.163 

	Afap1
	Mus musculus actin filament associated protein 1 (Afap1), mRNA [NM_027373]
	NM_027373
	917.8878602
	386.2447576
	0.163 

	Nrp
	Mus musculus neural regeneration protein (Nrp), mRNA [NM_001013372]
	NM_001013372
	36.473875
	75.1297061
	0.163 

	Gramd4
	Mus musculus GRAM domain containing 4 (Gramd4), transcript variant 2, mRNA [NM_001205353]
	NM_001205353
	142.3092088
	55.60128155
	0.163 

	
	
	
	10.03435281
	42.37903771
	0.163 

	
	Q811B0_MOUSE (Q811B0) Erythroid differentiation regulator, partial (43%) [TC1700876]
	
	21006.57517
	4983.432581
	0.163 

	
	lincRNA:chr4:55593675-55629225 forward strand
	
	30.4690984
	90.0590746
	0.163 

	Ly6f
	Mus musculus lymphocyte antigen 6 complex, locus F (Ly6f), mRNA [NM_008530]
	NM_008530
	30.7767229
	79.99673901
	0.163 

	
	
	
	14.68574226
	49.88191915
	0.163 

	Trpv4
	Mus musculus transient receptor potential cation channel, subfamily V, member 4 (Trpv4), mRNA [NM_022017]
	NM_022017
	127.0165183
	54.55430571
	0.163 

	
	lincRNA:chr8:80055575-80071825 reverse strand
	
	22.28846581
	74.17898163
	0.163 

	Wscd1
	Mus musculus WSC domain containing 1 (Wscd1), mRNA [NM_177618]
	NM_177618
	20.43394784
	50.38522823
	0.163 

	Gtpbp3
	Mus musculus GTP binding protein 3 (Gtpbp3), mRNA [NM_032544]
	NM_032544
	122.9809725
	295.8274064
	0.163 

	B4galt6
	Mus musculus UDP-Gal:betaGlcNAc beta 1,4-galactosyltransferase, polypeptide 6 (B4galt6), mRNA [NM_019737]
	NM_019737
	390.7321953
	161.756468
	0.163 

	Nid1
	Mus musculus nidogen 1 (Nid1), mRNA [NM_010917]
	NM_010917
	8813.232716
	3391.295994
	0.163 

	Ppp1r3b
	Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 3B (Ppp1r3b), mRNA [NM_177741]
	NM_177741
	42542.24072
	93952.82635
	0.163 

	Narf
	Mus musculus nuclear prelamin A recognition factor (Narf), mRNA [NM_026272]
	NM_026272
	606.2263479
	1272.62776
	0.163 

	
	
	
	1153.098312
	15559.80757
	0.163 

	Usp17lc
	Mus musculus ubiquitin specific peptidase 17-like C (Usp17lc), mRNA [NM_010089]
	NM_010089
	61.66556468
	141.1345913
	0.163 

	Erdr1
	Mus musculus erythroid differentiation regulator 1 (Erdr1), mRNA [NM_133362]
	NM_133362
	27056.16838
	6413.967646
	0.163 

	Klf15
	Mus musculus Kruppel-like factor 15 (Klf15), mRNA [NM_023184]
	NM_023184
	4518.637977
	11306.85632
	0.163 

	
	
	
	4831.615801
	10040.87148
	0.163 

	Gm5148
	Mus musculus predicted gene 5148 (Gm5148), mRNA [NM_198657]
	NM_198657
	124.4378133
	41.20585786
	0.163 

	Aspg
	Mus musculus asparaginase homolog (S. cerevisiae) (Aspg), mRNA [NM_001081169]
	NM_001081169
	33436.81599
	91554.09903
	0.163 

	Ass1
	Mus musculus argininosuccinate synthetase 1 (Ass1), mRNA [NM_007494]
	NM_007494
	84873.05007
	193280.938
	0.163 

	Nedd9
	Mus musculus neural precursor cell expressed, developmentally down-regulated gene 9 (Nedd9), transcript variant 2, mRNA [NM_017464]
	NM_017464
	484.9168128
	196.42564
	0.163 

	Tmem171
	Mus musculus transmembrane protein 171 (Tmem171), mRNA [NM_001025606]
	NM_001025606
	182.7616405
	67.416925
	0.163 

	
	lincRNA:chr2:67412478-67412959 forward strand
	
	24.19225116
	53.45830002
	0.163 

	
	predicted gene 10770 [Source:MGI Symbol;Acc:MGI:3642046] [ENSMUST00000099418]
	
	14.47571186
	40.18798788
	0.163 

	Ubtf
	Mus musculus upstream binding transcription factor, RNA polymerase I (Ubtf), transcript variant 1, mRNA [NM_011551]
	NM_011551
	191874.9999
	404038.0153
	0.163 

	Cyp2f2
	Mus musculus cytochrome P450, family 2, subfamily f, polypeptide 2 (Cyp2f2), mRNA [NM_007817]
	NM_007817
	82205.12259
	281892.0138
	0.163 

	
	lincRNA:chr13:94182877-94203852 reverse strand
	
	59.81426169
	151.2080677
	0.163 

	C8b
	Mus musculus complement component 8, beta polypeptide (C8b), mRNA [NM_133882]
	NM_133882
	11812.79103
	28421.89969
	0.163 

	Tagln2
	Mus musculus transgelin 2 (Tagln2), mRNA [NM_178598]
	NM_178598
	67625.01192
	30948.33438
	0.163 

	
	lincRNA:chr8:32478075-32490900 forward strand
	
	13.25156124
	55.14333689
	0.163 

	
	lincRNA:chr17:12965849-12968519 forward strand
	
	378.8326678
	131.4348697
	0.163 

	
	lincRNA:chr6:126766225-126771309 reverse strand
	
	41.77556288
	84.99485255
	0.163 

	
	lincRNA:chrX:146827709-146913398 forward strand
	
	8.700301056
	38.08707122
	0.163 

	Vax2os
	Mus musculus ventral anterior homeobox 2, opposite strand (Vax2os), transcript variant 1, long non-coding RNA [NR_075094]
	NR_075094
	19.17332775
	50.35479432
	0.163 

	
	lincRNA:chr16:29907604-29946602 reverse strand
	
	193.0806642
	38.12890159
	0.163 

	En2
	Mus musculus engrailed 2 (En2), mRNA [NM_010134]
	NM_010134
	89.63798993
	234.8974452
	0.163 

	
	Mus musculus 15 days embryo brain cDNA, RIKEN full-length enriched library, clone:G630005I24 product:unclassifiable, full insert sequence. [AK090145]
	AK090145
	36.75972911
	95.61513077
	0.163 

	Serpinb1c
	Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 1c (Serpinb1c), mRNA [NM_173051]
	NM_173051
	35.51196893
	100.3276578
	0.163 

	Ankrd6
	Mus musculus ankyrin repeat domain 6 (Ankrd6), transcript variant 1, mRNA [NM_001012450]
	NM_001012450
	30.40588373
	68.75297105
	0.163 

	4930568D16Rik
	Mus musculus RIKEN cDNA 4930568D16 gene (4930568D16Rik), mRNA [NM_029463]
	NM_029463
	19.85500881
	40.37461228
	0.163 

	
	lincRNA:chr1:138528250-138538250 forward strand
	
	31.03405318
	96.6936822
	0.163 

	Mab21l3
	Mus musculus mab-21-like 3 (C. elegans) (Mab21l3), mRNA [NM_172295]
	NM_172295
	2147.937149
	283.6436291
	0.163 

	Anxa2
	Mus musculus annexin A2 (Anxa2), mRNA [NM_007585]
	NM_007585
	101981.1225
	32373.48001
	0.163 

	Ppap2c
	Mus musculus phosphatidic acid phosphatase type 2C (Ppap2c), mRNA [NM_015817]
	NM_015817
	40694.09634
	18723.86629
	0.163 

	Pde7b
	Mus musculus phosphodiesterase 7B (Pde7b), mRNA [NM_013875]
	NM_013875
	22.53753862
	51.09354847
	0.163 

	En2
	Mus musculus engrailed 2 (En2), mRNA [NM_010134]
	NM_010134
	95.58780976
	228.2069689
	0.163 

	
	
	
	643.2147776
	4099.234202
	0.163 

	Dennd4a
	Mus musculus visual cortex cDNA, RIKEN full-length enriched library, clone:K430341N21 product:hypothetical protein, full insert sequence. [AK158840]
	AK158840
	218957.1278
	445584.1049
	0.163 

	Mvp
	Mus musculus major vault protein (Mvp), mRNA [NM_080638]
	NM_080638
	7547.839542
	3480.532339
	0.163 

	LOC100048345
	Mus musculus 10 days neonate olfactory brain cDNA, RIKEN full-length enriched library, clone:E530018I02 product:hypothetical protein, full insert sequence. [AK089156]
	AK089156
	172422.0044
	369902.2513
	0.163 

	
	lincRNA:chr10:62347876-62374346 forward strand
	
	17.55999107
	43.20326254
	0.163 

	
	
	
	21.753301
	47.50472121
	0.163 

	Zfp184
	Mus musculus zinc finger protein 184 (Kruppel-like) (Zfp184), mRNA [NM_183014]
	NM_183014
	73.65880341
	34.74890293
	0.163 

	LOC627096
	Mus musculus melanocyte cDNA, RIKEN full-length enriched library, clone:G270073A20 product:unclassifiable, full insert sequence. [AK147870]
	AK147870
	68.85478419
	163.4030726
	0.163 

	En2
	Mus musculus engrailed 2 (En2), mRNA [NM_010134]
	NM_010134
	111.5994279
	229.1138602
	0.163 

	
	lincRNA:chr13:74712775-74728450 forward strand
	
	106.3659307
	214.578172
	0.163 

	
	lincRNA:chr7:50509139-50526856 reverse strand
	
	12.44913207
	39.16988415
	0.163 

	
	
	
	178.3864972
	392.9252839
	0.163 

	Bdh2
	Mus musculus 3-hydroxybutyrate dehydrogenase, type 2 (Bdh2), transcript variant 1, mRNA [NM_001172055]
	NM_001172055
	1936.060012
	6508.890069
	0.164 

	Slc27a1
	Mus musculus solute carrier family 27 (fatty acid transporter), member 1 (Slc27a1), mRNA [NM_011977]
	NM_011977
	1642.453891
	3426.98129
	0.165 

	
	lincRNA:chr8:26345571-26346095 reverse strand
	
	209.5692254
	467.9357468
	0.165 

	Hddc2
	Mus musculus HD domain containing 2 (Hddc2), mRNA [NM_027168]
	NM_027168
	2431.949727
	988.3225587
	0.165 

	
	lincRNA:chr12:52944867-52971992 reverse strand
	
	32.43912848
	89.23121402
	0.165 

	
	lincRNA:chr3:85571525-85645700 reverse strand
	
	22.53961331
	48.09834183
	0.165 

	
	lincRNA:chr4:131905739-131910814 reverse strand
	
	347.1696582
	953.8528779
	0.165 

	Shc2
	Mus musculus SHC (Src homology 2 domain containing) transforming protein 2 (Shc2), mRNA [NM_001024539]
	NM_001024539
	446.4482697
	133.2035231
	0.165 

	En2
	Mus musculus engrailed 2 (En2), mRNA [NM_010134]
	NM_010134
	78.82128772
	223.2389903
	0.165 

	2610005L07Rik
	Mus musculus RIKEN cDNA 6820431F20 gene, mRNA (cDNA clone MGC:36284 IMAGE:4163337), complete cds. [BC025151]
	BC025151
	6659.643169
	29445.5618
	0.165 

	
	lincRNA:chr4:155585650-155608700 forward strand
	
	118.0588367
	299.8689475
	0.165 

	
	lincRNA:chr6:127588224-127609749 reverse strand
	
	69.23838573
	153.0984427
	0.165 

	BC024137
	Mus musculus cDNA sequence BC024137, mRNA (cDNA clone IMAGE:5136153), partial cds. [BC024137]
	BC024137
	1275.531454
	4056.754025
	0.165 

	
	predicted gene 10037 [Source:MGI Symbol;Acc:MGI:3645096] [ENSMUST00000060609]
	XR_382600
	35.75036076
	73.33768849
	0.165 

	Kcna6
	Mus musculus potassium voltage-gated channel, shaker-related, subfamily, member 6 (Kcna6), mRNA [NM_013568]
	NM_013568
	34.56348466
	90.00890533
	0.166 

	Chmp4c
	Mus musculus charged multivesicular body protein 4C (Chmp4c), mRNA [NM_025519]
	NM_025519
	171.3471542
	80.91174945
	0.166 

	
	lincRNA:chr17:15225846-15226766 forward strand
	
	49.26892281
	103.912329
	0.166 

	Adra2c
	Mus musculus adrenergic receptor, alpha 2c (Adra2c), mRNA [NM_007418]
	NM_007418
	19.58471958
	49.71973803
	0.166 

	
	lincRNA:chr2:28151215-28151611 forward strand
	
	12.81394121
	38.70872316
	0.166 

	
	
	
	41.22259263
	82.75772477
	0.166 

	
	lincRNA:chr17:17462450-17488725 reverse strand
	
	80.46870687
	210.1972984
	0.167 

	Ankrd33b
	Mus musculus ankyrin repeat domain 33B (Ankrd33b), transcript variant 1, mRNA [NM_026153]
	NM_026153
	528.7412521
	1225.951728
	0.167 

	Nwd1
	NACHT and WD repeat domain containing 1 [Source:MGI Symbol;Acc:MGI:2442268] [ENSMUST00000160443]
	BC144786
	138.5917225
	415.7281173
	0.167 

	
	
	
	11.7613155
	34.10439483
	0.167 

	Gja5
	Mus musculus adult male hypothalamus cDNA, RIKEN full-length enriched library, clone:A230062H11 product:gap junction membrane channel protein alpha 5, full insert sequence. [AK038780]
	AK038780
	27.24973075
	55.60127936
	0.167 

	
	
	
	61.77364728
	133.5589785
	0.167 

	
	lincRNA:chr4:59093718-59108018 forward strand
	
	51.846504
	114.9189499
	0.167 

	Ggct
	Mus musculus gamma-glutamyl cyclotransferase (Ggct), mRNA [NM_026637]
	NM_026637
	7657.78225
	3497.77031
	0.168 

	Foxl2
	Mus musculus forkhead box L2 (Foxl2), mRNA [NM_012020]
	NM_012020
	146.8990755
	480.5047522
	0.168 

	AI132709
	uj08d05.x1 Sugano mouse liver mlia Mus musculus cDNA clone IMAGE:1891305 3'. [AI266897]
	AI266897
	31.1749808
	80.54926715
	0.168 

	
	lincRNA:chr17:12941161-12944859 forward strand
	
	2008.768156
	664.0196468
	0.168 

	Plscr1
	Mus musculus phospholipid scramblase 1 (Plscr1), mRNA [NM_011636]
	NM_011636
	11563.76184
	4901.946198
	0.168 

	
	lincRNA:chr7:91558475-91733625 reverse strand
	
	81.52335156
	170.0743301
	0.168 

	
	lincRNA:chr19:36699712-36763966 reverse strand
	
	35.62059658
	79.02166841
	0.168 

	Cd9
	Mus musculus CD9 antigen (Cd9), mRNA [NM_007657]
	NM_007657
	18715.07414
	9195.162666
	0.169 

	Rnft2
	Mus musculus ring finger protein, transmembrane 2 (Rnft2), transcript variant 1, mRNA [NM_172998]
	NM_172998
	64.82249722
	28.28370206
	0.169 

	
	
	
	95.23365658
	224.4143838
	0.169 

	Art5
	Mus musculus ADP-ribosyltransferase 5 (Art5), transcript variant 1, mRNA [NM_007491]
	NM_007491
	115.3009083
	296.0697861
	0.169 

	
	lincRNA:chr17:21785442-21801542 reverse strand
	
	28.90820296
	59.07092986
	0.169 

	
	BC009829 Sin3A associated protein p30-like {Homo sapiens} (exp=-1; wgp=0; cg=0), complete [TC1610347]
	
	48.2961726
	99.07393003
	0.170 

	
	lincRNA:chr8:72663625-72673010 reverse strand
	
	257.2944716
	714.1282081
	0.170 

	
	lincRNA:chr4:109071198-109078714 forward strand
	
	39.59190876
	82.88357202
	0.170 

	Nrg1
	Mus musculus neuregulin 1 (Nrg1), mRNA [NM_178591]
	NM_178591
	3733.230994
	1100.560412
	0.171 

	
	
	
	7.77348025
	34.56458749
	0.171 

	Nrip2
	Mus musculus nuclear receptor interacting protein 2 (Nrip2), transcript variant 2, mRNA [NM_021717]
	NM_021717
	45.88862845
	16.48906526
	0.171 

	
	lincRNA:chr1:23340097-23340552 forward strand
	
	15.05526155
	40.04057404
	0.171 

	
	lincRNA:chr7:26202452-26224557 forward strand
	
	21.29488761
	79.58617005
	0.171 

	Fndc5
	Mus musculus fibronectin type III domain containing 5 (Fndc5), mRNA [NM_027402]
	NM_027402
	147.9090097
	347.6735785
	0.171 

	
	lincRNA:chr11:59189157-59220607 reverse strand
	
	16.53933403
	44.70052474
	0.171 

	
	
	
	40.40776356
	89.63434449
	0.171 

	
	lincRNA:chr15:5969454-5994540 reverse strand
	
	77.45298339
	447.9754101
	0.171 

	Npcd
	Mus musculus neuronal pentraxin chromo domain (Npcd), transcript variant 2, mRNA [NM_001013362]
	NM_001013362
	423.3807502
	926.7185641
	0.172 

	Pga5
	Mus musculus pepsinogen 5, group I (Pga5), mRNA [NM_021453]
	NM_021453
	24.52155571
	57.55069357
	0.172 

	
	lincRNA:chr16:29907604-29946602 reverse strand
	
	266.1820642
	65.61044843
	0.173 

	
	lincRNA:chr17:12941161-12944859 forward strand
	
	1198.108005
	417.5653486
	0.173 

	
	lincRNA:chr17:71183978-71185384 forward strand
	
	1114.560766
	417.6009263
	0.173 

	Fam65b
	Mus musculus family with sequence similarity 65, member B (Fam65b), transcript variant 2, mRNA [NM_001080381]
	NM_001080381
	471.3241259
	208.7740329
	0.173 

	Etnppl
	Mus musculus ethanolamine phosphate phospholyase (Etnppl), transcript variant 1, mRNA [NM_027907]
	NM_027907
	5599.64677
	23448.76438
	0.173 

	
	lincRNA:chr17:12990484-13018375 forward strand
	
	1589.113486
	601.9865652
	0.173 

	Tex22
	Mus musculus testis expressed gene 22 (Tex22), mRNA [NM_029381]
	NM_029381
	721.3337762
	1961.402887
	0.173 

	Aqp8
	Mus musculus aquaporin 8 (Aqp8), transcript variant 1, mRNA [NM_007474]
	NM_007474
	69616.13967
	31307.64647
	0.173 

	
	lincRNA:chr7:111530578-111539097 reverse strand
	
	39.42396527
	120.5956398
	0.173 

	
	lincRNA:chr18:61781410-61788685 reverse strand
	
	159.4552995
	73.7079991
	0.173 

	4833415N18Rik
	PREDICTED: Mus musculus RIKEN cDNA 4833415N18 gene (4833415N18Rik), transcript variant X3, ncRNA [XR_384679]
	XR_384679
	1027.097898
	2433.964296
	0.173 

	Pdlim7
	Mus musculus PDZ and LIM domain 7 (Pdlim7), transcript variant a, mRNA [NM_001114088]
	NM_001114088
	4572.838727
	2188.18104
	0.173 

	Igfbp2
	Mus musculus insulin-like growth factor binding protein 2 (Igfbp2), mRNA [NM_008342]
	NM_008342
	40453.51008
	90838.89849
	0.173 

	Serpina3k
	Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 3K (Serpina3k), mRNA [NM_011458]
	NM_011458
	169815.3163
	416948.5954
	0.173 

	
	
	
	30.23243572
	76.05659888
	0.173 

	Olfr187
	Mus musculus olfactory receptor 187 (Olfr187), mRNA [NM_146322]
	NM_146322
	236.1264591
	645.2507078
	0.173 

	
	
	
	29.34402632
	108.8343399
	0.173 

	Pbld2
	Mus musculus phenazine biosynthesis-like protein domain containing 2 (Pbld2), mRNA [NM_026085]
	NM_026085
	7621.145159
	15942.22902
	0.173 

	
	lincRNA:chr8:122947917-122948153 forward strand
	
	241.9494607
	486.1294394
	0.173 

	Tas2r140
	Mus musculus taste receptor, type 2, member 140 (Tas2r140), mRNA [NM_021562]
	NM_021562
	24.06037761
	66.63370587
	0.173 

	
	lincRNA:chr1:137482591-137625604 forward strand
	
	8.160530831
	33.48415004
	0.173 

	Arhgef28
	Mus musculus Rho guanine nucleotide exchange factor (GEF) 28 (Arhgef28), mRNA [NM_012026]
	NM_012026
	175.3887382
	64.52570965
	0.173 

	
	lincRNA:chr2:157361470-157379813 reverse strand
	
	1451.2707
	3179.999241
	0.173 

	LOC102642111
	PREDICTED: Mus musculus uncharacterized LOC102642111 (LOC102642111), ncRNA [XR_403448]
	XR_403448
	94.97815106
	204.0190906
	0.173 

	
	
	
	38.27427259
	80.42147018
	0.173 

	
	lincRNA:chr2:84344350-84370075 reverse strand
	
	758.1112761
	1773.864135
	0.173 

	
	Q6QI56_RAT (Q6QI56) LRRGT00152, partial (6%) [TC1657741]
	
	269.9346633
	98.80835901
	0.173 

	
	
	
	75.39218631
	151.3846174
	0.174 

	Ucn3
	Mus musculus urocortin 3 (Ucn3), mRNA [NM_031250]
	NM_031250
	38.2231945
	105.826616
	0.174 

	Sdcbp2
	Mus musculus syndecan binding protein (syntenin) 2 (Sdcbp2), mRNA [NM_145535]
	NM_145535
	11850.37473
	1518.896344
	0.174 

	Bpifb6
	Mus musculus BPI fold containing family B, member 6 (Bpifb6), mRNA [NM_199303]
	NM_199303
	35.43629854
	74.21022805
	0.174 

	
	lincRNA:chr10:126818382-126856582 reverse strand
	
	19.58182292
	65.96583701
	0.174 

	
	Q08194_TOBAC (Q08194) Cysteine-rich extensin-like protein-1, partial (14%) [TC1648127]
	
	113.4816591
	305.9742754
	0.174 

	Aadat
	Mus musculus aminoadipate aminotransferase (Aadat), mRNA [NM_011834]
	NM_011834
	25.0336733
	61.27578348
	0.174 

	
	lincRNA:chr5:137392195-137426421 reverse strand
	
	30.52699007
	69.65837215
	0.174 

	
	lincRNA:chr11:97275905-97310538 reverse strand
	
	101.1577668
	267.6248353
	0.175 

	4930447J18Rik
	Mus musculus RIKEN cDNA 4930447J18 gene (4930447J18Rik), long non-coding RNA [NR_045959]
	NR_045959
	86.14755925
	237.3700321
	0.175 

	
	lincRNA:chr8:59994074-60002058 reverse strand
	
	18.74081628
	54.66425033
	0.175 

	
	lincRNA:chr8:119732348-119749198 reverse strand
	
	16.57490839
	50.43243752
	0.175 

	Vmn2r121
	Mus musculus vomeronasal 2, receptor 121 (Vmn2r121), mRNA [NM_001100616]
	NM_001100616
	54.1606738
	121.2660966
	0.175 

	Serpina3h
	Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 3H (Serpina3h), non-coding RNA [NR_033450]
	NR_033450
	2866.798106
	10629.9748
	0.175 

	Oas1d
	Mus musculus 2'-5' oligoadenylate synthetase 1D (Oas1d), mRNA [NM_133893]
	NM_133893
	264.4110541
	616.3863738
	0.175 

	Cpt1c
	Mus musculus carnitine palmitoyltransferase 1c (Cpt1c), transcript variant 1, mRNA [NM_153679]
	NM_153679
	92.78327154
	45.25798699
	0.175 

	
	lincRNA:chr16:9129538-9137898 forward strand
	
	35.7746951
	72.18330731
	0.175 

	
	lincRNA:chr9:30529709-30589042 reverse strand
	
	153.9293272
	26.40570758
	0.175 

	AW061096
	UI-M-BH1-anp-d-04-0-UI.r1 NIH_BMAP_M_S2 Mus musculus cDNA clone UI-M-BH1-anp-d-04-0-UI 5'. [BE864244]
	BE864244
	16.43471465
	38.41836178
	0.175 

	
	lincRNA:chr5:77239012-77271614 forward strand
	
	44.55209478
	240.4833385
	0.175 

	
	lincRNA:chr6:136440100-136450050 forward strand
	
	141.7023863
	466.1804963
	0.175 

	Dnajb11
	Mus musculus DnaJ (Hsp40) homolog, subfamily B, member 11 (Dnajb11), transcript variant 1, mRNA [NM_026400]
	NM_026400
	160.7891497
	626.4550807
	0.175 

	
	
	
	6.665161123
	28.13739653
	0.175 

	9430083A17Rik
	Mus musculus RIKEN cDNA 9430083A17 gene (9430083A17Rik), long non-coding RNA [NR_029463]
	NR_029463
	45.63034656
	101.7199178
	0.175 

	
	lincRNA:chr13:112717680-112733330 forward strand
	
	38.34328498
	111.482372
	0.176 

	Khdc1c
	Mus musculus KH domain containing 1C (Khdc1c), mRNA [NM_001033904]
	NM_001033904
	33.50298896
	88.24075607
	0.176 

	Evc2
	Mus musculus Ellis van Creveld syndrome 2 (Evc2), mRNA [NM_145920]
	NM_145920
	19.21841897
	43.84810038
	0.176 

	
	lincRNA:chr14:76237150-76237464 reverse strand
	
	627.9961085
	1475.354305
	0.176 

	Sfxn5
	sideroflexin 5 [Source:MGI Symbol;Acc:MGI:2137681] [ENSMUST00000138489]
	BC089588
	202.4714462
	509.7798826
	0.176 

	Cryaa
	Mus musculus crystallin, alpha A (Cryaa), transcript variant 1, mRNA [NM_001278569]
	NM_001278569
	66.67428289
	472.3034713
	0.176 

	Siglech
	sialic acid binding Ig-like lectin H [Source:MGI Symbol;Acc:MGI:2443256] [ENSMUST00000171077]
	AK080658
	351.91172
	1438.486744
	0.176 

	Pik3r3
	Mus musculus phosphatidylinositol 3 kinase, regulatory subunit, polypeptide 3 (p55) (Pik3r3), mRNA [NM_181585]
	NM_181585
	822.5305765
	404.8121734
	0.176 

	Olfr330
	Mus musculus olfactory receptor 330 (Olfr330), mRNA [NM_146879]
	NM_146879
	39.03232129
	79.71857905
	0.176 

	
	lincRNA:chr18:61781410-61788685 reverse strand
	
	190.151744
	81.39122332
	0.176 

	
	lincRNA:chr13:5506700-5519000 forward strand
	
	19.17276571
	74.76868711
	0.176 

	Idi1
	Mus musculus isopentenyl-diphosphate delta isomerase (Idi1), mRNA [NM_145360]
	NM_145360
	45007.99723
	19787.84087
	0.176 

	
	BC013549 trinucleotide repeat containing 5 {Mus musculus} (exp=-1; wgp=0; cg=0), partial (33%) [TC1699244]
	
	135.466952
	289.1699423
	0.176 

	
	lincRNA:chr1:138570107-138632310 forward strand
	
	24.71471688
	54.63689364
	0.177 

	
	
	
	478.9190558
	4959.875872
	0.177 

	
	AGENCOURT_16650705 NIH_MGC_203 Mus musculus cDNA clone IMAGE:30789569 5', mRNA sequence [CK031974]
	CK031974
	45.71258015
	106.1083302
	0.177 

	
	Mus musculus 7 days neonate cerebellum cDNA, RIKEN full-length enriched library, clone:A730090J07 product:unclassifiable, full insert sequence. [AK043382]
	AK043382
	144.0607925
	22.05618074
	0.177 

	
	1MUP Major Urinary Protein Complex With 2-(Sec-Butyl) Thiazoline. {Mus musculus} (exp=-1; wgp=0; cg=0), partial (40%) [TC1687046]
	
	2533.962304
	37591.3338
	0.177 

	
	Q2SYY2_BURTA (Q2SYY2) Mismatch repair protein MutL, partial (3%) [TC1603266]
	
	226.7852148
	557.7907138
	0.177 

	
	Q3TYY1_MOUSE (Q3TYY1) Adult inner ear cDNA, RIKEN full-length enriched library, clone:F930048J11 product:complement component 4 (within H-2S), full insert sequence, partial (30%) [TC1656376]
	
	95.16840476
	268.2765629
	0.177 

	
	lincRNA:chr15:5969454-5994540 forward strand
	
	10.86528174
	36.74745863
	0.177 

	
	lincRNA:chr13:41337973-41379821 reverse strand
	
	33.53472105
	69.47644533
	0.177 

	
	lincRNA:chr13:9185198-9185778 forward strand
	
	22.45898001
	80.22925982
	0.177 

	Sardh
	Mus musculus sarcosine dehydrogenase (Sardh), mRNA [NM_138665]
	NM_138665
	23000.52269
	49392.21127
	0.177 

	Smpdl3b
	Mus musculus sphingomyelin phosphodiesterase, acid-like 3B (Smpdl3b), mRNA [NM_133888]
	NM_133888
	22.083489
	44.19768414
	0.177 

	St6galnac6
	Mus musculus ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 6 (St6galnac6), transcript variant 6, mRNA [NM_001289549]
	NM_001289549
	14.86599861
	34.40894028
	0.177 

	4933416M07Rik
	Mus musculus RIKEN cDNA 4933416M07 gene (4933416M07Rik), long non-coding RNA [NR_045840]
	NR_045840
	23.16211883
	52.44591769
	0.177 

	
	lincRNA:chr14:25562934-25718867 reverse strand
	
	12.14783469
	54.48403658
	0.177 

	Gm6329
	Mus musculus predicted gene 6329 (Gm6329), long non-coding RNA [NR_040690]
	NR_040690
	14.76926496
	54.44248048
	0.177 

	Tomm70a
	Mus musculus mRNA for mKIAA0719 protein. [AK122356]
	AK122356
	16.5398962
	41.40759358
	0.177 

	Il7r
	Mus musculus interleukin 7 receptor (Il7r), mRNA [NM_008372]
	NM_008372
	83.96675914
	30.98908424
	0.177 

	Defa1
	Mus musculus defensin, alpha 1 (Defa1), mRNA [NM_010031]
	NM_010031
	13.41205619
	37.51637629
	0.177 

	Pde6a
	Mus musculus phosphodiesterase 6A, cGMP-specific, rod, alpha (Pde6a), mRNA [NM_146086]
	NM_146086
	20.34721103
	43.89023834
	0.177 

	
	lincRNA:chr17:12941161-12944859 forward strand
	
	1492.9718
	505.8516617
	0.177 

	Cir1
	Mus musculus corepressor interacting with RBPJ, 1 (Cir1), mRNA [NM_025854]
	NM_025854
	169.142539
	429.0250022
	0.177 

	
	lincRNA:chr17:84350367-84351803 reverse strand
	
	7.91983727
	46.04931008
	0.177 

	Airn
	Mus musculus 12 days embryo male wolffian duct includes surrounding region cDNA, RIKEN full-length enriched library, clone:6720429I20 product:Mus musculus Air, mRNA sequence, full insert sequence. [AK032756]
	AK032756
	13806.90938
	4541.369781
	0.177 

	
	lincRNA:chr5:137392195-137426421 reverse strand
	
	54.43741126
	111.8066249
	0.177 

	
	lincRNA:chr18:35204950-35216650 forward strand
	
	15.05872652
	39.968935
	0.177 

	C1qtnf3
	Mus musculus C1q and tumor necrosis factor related protein 3 (C1qtnf3), transcript variant 1, mRNA [NM_001204134]
	NM_001204134
	87.71779407
	177.1495113
	0.177 

	Zmiz1
	Mus musculus 17 days pregnant adult female amnion cDNA, RIKEN full-length enriched library, clone:I920194N01 product:hypothetical protein, full insert sequence. [AK169397]
	AK169397
	71.73027738
	174.8802986
	0.177 

	Hspb7
	Mus musculus heat shock protein family, member 7 (cardiovascular) (Hspb7), mRNA [NM_013868]
	NM_013868
	17.71726905
	46.94957043
	0.177 

	
	lincRNA:chr6:126766225-126771309 reverse strand
	
	27.42261057
	56.90726173
	0.177 

	B4galt6
	Mus musculus UDP-Gal:betaGlcNAc beta 1,4-galactosyltransferase, polypeptide 6 (B4galt6), mRNA [NM_019737]
	NM_019737
	471.614054
	215.59434
	0.177 

	
	lincRNA:chr2:153325670-153352170 reverse strand
	
	52.74234895
	143.9430128
	0.177 

	
	lincRNA:chr6:91133122-91133347 reverse strand
	
	28.19329003
	59.70954469
	0.177 

	Vmn1r199
	Mus musculus vomeronasal 1 receptor 199 (Vmn1r199), mRNA [NM_134213]
	NM_134213
	43.82093428
	105.4237476
	0.177 

	Olah
	Mus musculus oleoyl-ACP hydrolase (Olah), mRNA [NM_145921]
	NM_145921
	14.24869435
	53.42235678
	0.177 

	Dnah1
	Mus musculus dynein, axonemal, heavy chain 1 (Dnah1), mRNA [NM_001033668]
	NM_001033668
	46.42271078
	17.88830971
	0.177 

	Sox6os
	PREDICTED: Mus musculus SRY (sex determining region Y)-box 6, opposite strand (Sox6os), misc_RNA [XR_378441]
	XR_378441
	336.9825951
	679.7798146
	0.178 

	Sftpd
	Mus musculus surfactant associated protein D (Sftpd), mRNA [NM_009160]
	NM_009160
	2534.076468
	1124.897255
	0.178 

	
	lincRNA:chr13:51248372-51259297 reverse strand
	
	7.806574334
	31.60144459
	0.178 

	
	lincRNA:chr14:79725080-79725434 reverse strand
	
	24.51204735
	59.11391581
	0.178 

	
	RIKEN cDNA 9330159N05 gene [Source:MGI Symbol;Acc:MGI:2441739] [ENSMUST00000180541]
	AK034152
	1117.363902
	486.9374749
	0.179 

	Tnfaip3
	Mus musculus tumor necrosis factor, alpha-induced protein 3 (Tnfaip3), transcript variant 1, mRNA [NM_009397]
	NM_009397
	1897.00293
	785.9236777
	0.179 

	
	lincRNA:chr14:80080060-80080597 reverse strand
	
	12.44107412
	45.53342545
	0.179 

	Rgs12
	Mus musculus regulator of G-protein signaling 12 (Rgs12), transcript variant 1, mRNA [NM_173402]
	NM_173402
	91.57170592
	37.46124113
	0.179 

	Plp2
	Mus musculus proteolipid protein 2 (Plp2), mRNA [NM_019755]
	NM_019755
	735.0035886
	357.6694907
	0.179 

	
	lincRNA:chr11:59217249-59217785 reverse strand
	
	18.49162988
	38.89367062
	0.180 

	Mup3
	Mus musculus major urinary protein 3 (Mup3), mRNA [NM_001039544]
	NM_001039544
	166960.4621
	451409.7528
	0.180 

	Chst8
	Mus musculus carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 (Chst8), mRNA [NM_175140]
	NM_175140
	133.5061407
	59.09983637
	0.180 

	Coq10b
	Mus musculus coenzyme Q10 homolog B (S. cerevisiae) (Coq10b), transcript variant 1, mRNA [NM_001039710]
	NM_001039710
	1096.189493
	2195.327776
	0.180 

	Gm10398
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:1700027I07 product:hypothetical protein, full insert sequence. [AK131726]
	AK131726
	31.9895822
	74.90582668
	0.180 

	
	M.musculus I54 mRNA. [X61497]
	X61497
	70.70011472
	168.6029453
	0.180 

	Gm1966
	Mus musculus predicted gene 1966 (Gm1966), transcript variant 5, mRNA [NM_001277183]
	NM_001277183
	1055.68231
	2303.76041
	0.180 

	Mup6
	Mus musculus major urinary protein 6 (Mup6), mRNA [NM_001081285]
	NM_001081285
	5742.857802
	76252.14619
	0.180 

	Specc1
	Mus musculus sperm antigen with calponin homology and coiled-coil domains 1 (Specc1), transcript variant 1, mRNA [NM_001281818]
	NM_001281818
	168.4180227
	80.72607407
	0.180 

	Ciart
	Mus musculus circadian associated repressor of transcription (Ciart), mRNA [NM_001033302]
	NM_001033302
	108.2866416
	380.7591635
	0.180 

	
	lincRNA:chr17:12941161-12944859 forward strand
	
	1626.516487
	525.1651469
	0.180 

	
	
	
	2038.185563
	8661.521132
	0.180 

	
	lincRNA:chr8:27259077-27268252 forward strand
	
	357.4187845
	829.9095245
	0.180 

	Ly6k
	Mus musculus lymphocyte antigen 6 complex, locus K (Ly6k), mRNA [NM_029627]
	NM_029627
	36.15379709
	198.5640629
	0.180 

	
	predicted gene 5407 [Source:MGI Symbol;Acc:MGI:3644612] [ENSMUST00000080694]
	XM_006544602
	8.08430421
	38.71730705
	0.180 

	Dnah7b
	Mus musculus dynein, axonemal, heavy chain 7B (Dnah7b), mRNA [NM_001160386]
	NM_001160386
	68.93370579
	30.22722964
	0.180 

	Tmprss7
	Mus musculus transmembrane serine protease 7 (Tmprss7), transcript variant 2, mRNA [NM_172455]
	NM_172455
	49.19901865
	110.6722998
	0.180 

	
	lincRNA:chr6:100162756-100178531 forward strand
	
	150.4566159
	345.137929
	0.180 

	Tle4
	Mus musculus transducin-like enhancer of split 4, homolog of Drosophila E(spl) (Tle4), mRNA [NM_011600]
	NM_011600
	57.39136868
	124.1813
	0.180 

	Spp1
	Mus musculus secreted phosphoprotein 1 (Spp1), transcript variant 5, mRNA [NM_001204233]
	NM_001204233
	6071.86783
	2871.934975
	0.180 

	
	lincRNA:chr12:110845020-110850870 reverse strand
	
	41.63186119
	114.4272705
	0.180 

	Neb
	nebulin [Source:MGI Symbol;Acc:MGI:97292] [ENSMUST00000028320]
	XM_006497771
	49.60961232
	122.394216
	0.180 

	Nkain2
	Mus musculus Na+/K+ transporting ATPase interacting 2 (Nkain2), transcript variant 2, mRNA [NM_001025286]
	NM_001025286
	18.46637675
	50.15286561
	0.180 

	
	
	
	1127.74675
	394.5370811
	0.180 

	Gas8
	Mus musculus growth arrest specific 8 (Gas8), mRNA [NM_018855]
	NM_018855
	2197.872758
	954.4330207
	0.180 

	
	lincRNA:chr17:12941161-12944859 forward strand
	
	3664.204579
	1204.331516
	0.180 

	
	lincRNA:chr2:158169020-158191295 forward strand
	
	8.834518722
	39.79486407
	0.180 

	Upp2
	Mus musculus uridine phosphorylase 2 (Upp2), transcript variant 1, mRNA [NM_001289659]
	NM_001289659
	1266.761207
	7990.213498
	0.180 

	Tmprss7
	Mus musculus transmembrane serine protease 7 (Tmprss7), transcript variant 2, mRNA [NM_172455]
	NM_172455
	43.88578701
	109.0076837
	0.180 

	
	lincRNA:chr17:56687541-56694631 reverse strand
	
	70.8345203
	25.58094094
	0.180 

	9130017K11Rik
	Mus musculus 10, 11 days embryo whole body cDNA, RIKEN full-length enriched library, clone:2810451K12 product:ubiquitin specific protease 43, full insert sequence. [AK013327]
	AK013327
	384.0496801
	153.8590583
	0.180 

	Tnni1
	Mus musculus troponin I, skeletal, slow 1 (Tnni1), transcript variant 1, mRNA [NM_021467]
	NM_021467
	16.66864734
	43.89889534
	0.180 

	Slc17a3
	Mus musculus solute carrier family 17 (sodium phosphate), member 3 (Slc17a3), transcript variant 1, mRNA [NM_134069]
	NM_134069
	923.5996574
	1891.086551
	0.180 

	
	lincRNA:chr9:41488229-41545481 reverse strand
	
	20.83216104
	53.37708811
	0.180 

	Itga10
	Mus musculus integrin, alpha 10 (Itga10), mRNA [NM_001081053]
	NM_001081053
	466.022835
	959.9973628
	0.180 

	Olfr248
	Mus musculus olfactory receptor 248 (Olfr248), mRNA [NM_146714]
	NM_146714
	80.15783325
	184.2370553
	0.180 

	Serpina3c
	Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 3C (Serpina3c), mRNA [NM_008458]
	NM_008458
	21255.78264
	47180.92028
	0.180 

	Clec2e
	Mus musculus C-type lectin domain family 2, member e (Clec2e), mRNA [NM_153506]
	NM_153506
	226.4288292
	652.9799894
	0.180 

	Dhrs7c
	Mus musculus dehydrogenase/reductase (SDR family) member 7C (Dhrs7c), mRNA [NM_001013013]
	NM_001013013
	8.352086717
	41.9567303
	0.180 

	Gm3002
	Mus musculus predicted gene 3002 (Gm3002), non-coding RNA [NR_033388]
	NR_033388
	32.14768452
	15.54506576
	0.180 

	
	lincRNA:chr6:50339188-50409363 reverse strand
	
	150.9103155
	69.63446126
	0.180 

	Fam110c
	Mus musculus family with sequence similarity 110, member C (Fam110c), mRNA [NM_027828]
	NM_027828
	324.581553
	157.1160158
	0.180 

	Dnah17
	Mus musculus 10, 11 days embryo whole body cDNA, RIKEN full-length enriched library, clone:2810003K23 product:hypothetical protein, full insert sequence. [AK012661]
	AK012661
	14.2736169
	44.80769145
	0.180 

	
	lincRNA:chr8:122712014-122732520 forward strand
	
	120.3326258
	289.0885332
	0.180 

	
	lincRNA:chr10:126818382-126856582 reverse strand
	
	37.97610075
	82.38421271
	0.180 

	Car15
	Mus musculus carbonic anhydrase 15 (Car15), mRNA [NM_030558]
	NM_030558
	121.0968229
	263.1541078
	0.181 

	Upp2
	Mus musculus uridine phosphorylase 2 (Upp2), transcript variant 3, mRNA [NM_029692]
	NM_029692
	1214.369453
	7004.1639
	0.181 

	B3galt5
	Mus musculus UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 5 (B3galt5), transcript variant 2, mRNA [NM_001122993]
	NM_001122993
	17.36590152
	40.72408066
	0.181 

	Igfbp2
	Mus musculus insulin-like growth factor binding protein 2 (Igfbp2), mRNA [NM_008342]
	NM_008342
	30281.45119
	65847.4961
	0.181 

	Lss
	Mus musculus lanosterol synthase (Lss), mRNA [NM_146006]
	NM_146006
	3426.522123
	1702.241633
	0.181 

	Serpinb9f
	Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 9f (Serpinb9f), mRNA [NM_183197]
	NM_183197
	155.5946916
	76.52619745
	0.181 

	Lax1
	Mus musculus lymphocyte transmembrane adaptor 1 (Lax1), transcript variant 2, mRNA [NM_172842]
	NM_172842
	14.65714888
	41.52445325
	0.182 

	
	lincRNA:chr15:76240575-76254267 reverse strand
	
	20.90402843
	54.7270336
	0.182 

	
	lincRNA:chr7:134620707-134626739 forward strand
	
	562.9052382
	1403.719745
	0.182 

	Kcna4
	Mus musculus potassium voltage-gated channel, shaker-related subfamily, member 4 (Kcna4), mRNA [NM_021275]
	NM_021275
	12917.26208
	32784.53731
	0.182 

	
	
	
	391.097478
	863.9566554
	0.182 

	Mup4
	Mus musculus major urinary protein 4 (Mup4), mRNA [NM_008648]
	NM_008648
	355.1764988
	5580.448958
	0.182 

	Slc24a3
	Mus musculus solute carrier family 24 (sodium/potassium/calcium exchanger), member 3 (Slc24a3), mRNA [NM_053195]
	NM_053195
	1390.631582
	489.3324836
	0.182 

	Hspb7
	Mus musculus heat shock protein family, member 7 (cardiovascular) (Hspb7), mRNA [NM_013868]
	NM_013868
	10.65810231
	36.67828766
	0.182 

	Zic5
	zinc finger protein of the cerebellum 5 [Source:MGI Symbol;Acc:MGI:1929518] [ENSMUST00000039118]
	BB247860
	13.82016363
	37.31330439
	0.182 

	Lrrc39
	Mus musculus leucine rich repeat containing 39 (Lrrc39), transcript variant 2, mRNA [NM_175413]
	NM_175413
	164.5318655
	58.99720662
	0.182 

	Atp1a3
	Mus musculus ATPase, Na+/K+ transporting, alpha 3 polypeptide (Atp1a3), mRNA [NM_001290469]
	NM_001290469
	69.07013528
	34.12629539
	0.182 

	
	lincRNA:chr2:27394711-27402186 forward strand
	
	19.65528612
	45.93912702
	0.182 

	
	lincRNA:chr10:81111250-81130625 reverse strand
	
	18.89090621
	54.55771304
	0.182 

	
	lincRNA:chr7:77481448-77495548 reverse strand
	
	13.15174601
	46.93828502
	0.182 

	Gast
	Mus musculus gastrin (Gast), mRNA [NM_010257]
	NM_010257
	51.02552636
	126.303385
	0.182 

	
	lincRNA:chr8:67542714-67561694 forward strand
	
	1191.628169
	3930.928977
	0.182 

	Scn2a1
	Mus musculus sodium channel, voltage-gated, type II, alpha 1 (Scn2a1), mRNA [NM_001099298]
	NM_001099298
	25.33203459
	55.54372936
	0.182 

	
	lincRNA:chr4:126710640-126721240 forward strand
	
	117.751513
	243.1913288
	0.182 

	Gm7644
	PREDICTED: Mus musculus predicted gene 7644 (Gm7644), transcript variant X1, misc_RNA [XR_383325]
	XR_383325
	67.68166349
	166.0788955
	0.182 

	Slc2a5
	Mus musculus solute carrier family 2 (facilitated glucose transporter), member 5 (Slc2a5), mRNA [NM_019741]
	NM_019741
	824.0641062
	2802.763329
	0.182 

	
	
	
	19.46447464
	59.0439735
	0.182 

	Tpm1
	Mus musculus tropomyosin 1, alpha (Tpm1), transcript variant 5, mRNA [NM_001164251]
	NM_001164251
	2556.743539
	1255.807157
	0.182 

	Tnip1
	Mus musculus TNFAIP3 interacting protein 1 (Tnip1), transcript variant 2, mRNA [NM_001199275]
	NM_001199275
	10892.21353
	5431.064098
	0.182 

	
	lincRNA:chr1:15839444-15840383 reverse strand
	
	106.587454
	216.4964507
	0.182 

	
	lincRNA:chr5:33174092-33200792 forward strand
	
	58.61165507
	117.8437869
	0.182 

	
	lincRNA:chr5:53751894-53763013 reverse strand
	
	9.004954422
	33.50730424
	0.182 

	
	
	
	14.01513751
	47.68862304
	0.182 

	
	lincRNA:chr8:94841965-94881130 reverse strand
	
	116.2950079
	314.1339501
	0.182 

	Scn2a1
	Mus musculus sodium channel, voltage-gated, type II, alpha 1 (Scn2a1), mRNA [NM_001099298]
	NM_001099298
	30.24343728
	68.12138089
	0.182 

	Hmgcs1
	Mus musculus 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (Hmgcs1), transcript variant 1, mRNA [NM_145942]
	NM_145942
	128347.4855
	45640.52828
	0.182 

	Slc5a12
	Mus musculus solute carrier family 5 (sodium/glucose cotransporter), member 12 (Slc5a12), transcript variant 1, mRNA [NM_001003915]
	NM_001003915
	20.53027774
	61.33559934
	0.182 

	Olfr671
	Mus musculus olfactory receptor 671 (Olfr671), mRNA [NM_001011755]
	NM_001011755
	17.65629482
	40.06501323
	0.182 

	LOC102634570
	PREDICTED: Mus musculus Y-linked testis-specific protein 1-like (LOC102634570), transcript variant X1, mRNA [XM_006542476]
	XM_006542476
	15.25783805
	55.73056386
	0.182 

	Sccpdh
	Mus musculus saccharopine dehydrogenase (putative) (Sccpdh), mRNA [NM_178653]
	NM_178653
	3594.215752
	1397.176185
	0.182 

	LOC102633794
	PREDICTED: Mus musculus uncharacterized LOC102633794 (LOC102633794), ncRNA [XR_400120]
	XR_400120
	27.23892771
	109.9545208
	0.182 

	Rdh11
	Mus musculus retinol dehydrogenase 11 (Rdh11), mRNA [NM_021557]
	NM_021557
	6827.686241
	2951.551926
	0.182 

	
	lincRNA:chr10:114762889-114763210 forward strand
	
	31.0452165
	81.57774261
	0.182 

	Ass1
	Mus musculus argininosuccinate synthetase 1 (Ass1), mRNA [NM_007494]
	NM_007494
	178145.534
	363557.2582
	0.182 

	Pcca
	Mus musculus propionyl-Coenzyme A carboxylase, alpha polypeptide (Pcca), mRNA [NM_144844]
	NM_144844
	2788.088428
	6031.652681
	0.182 

	
	lincRNA:chr17:6265275-6362150 forward strand
	
	153.2284585
	328.3811267
	0.182 

	Morn3
	MORN repeat containing 3 [Source:MGI Symbol;Acc:MGI:1922140] [ENSMUST00000145257]
	XM_006530477
	33.40638213
	75.79762681
	0.182 

	
	lincRNA:chrX:93154123-93164481 forward strand
	
	24.8988645
	62.74120916
	0.182 

	6820408C15Rik
	Mus musculus RIKEN cDNA 6820408C15 gene (6820408C15Rik), transcript variant 2, mRNA [NM_177656]
	NM_177656
	16.34462286
	40.41903834
	0.182 

	Olfr1410
	Mus musculus olfactory receptor 1410 (Olfr1410), mRNA [NM_146491]
	NM_146491
	178.8972158
	373.5772273
	0.182 

	
	lincRNA:chr1:87374975-87412500 reverse strand
	
	86.96390307
	30.55408087
	0.182 

	Gas1
	Mus musculus growth arrest specific 1 (Gas1), mRNA [NM_008086]
	NM_008086
	189.3806799
	508.5262292
	0.182 

	Nrxn3
	Mus musculus neurexin III (Nrxn3), transcript variant 1, mRNA [NM_001198587]
	NM_001198587
	30.16544519
	97.51539445
	0.182 

	Gm8493
	PREDICTED: Mus musculus predicted gene 8493 (Gm8493), transcript variant X1, ncRNA [XR_402775]
	XR_402775
	45.63020472
	142.0442758
	0.182 

	
	lincRNA:chr6:125330524-125410249 forward strand
	
	55.58823556
	128.4933668
	0.182 

	
	RIKEN cDNA 1700045I11 gene [Source:MGI Symbol;Acc:MGI:1920600] [ENSMUST00000179965]
	AK006699
	27.36127893
	80.06054784
	0.182 

	Ift57
	Mus musculus intraflagellar transport 57 (Ift57), mRNA [NM_028680]
	NM_028680
	714.3148873
	338.4454169
	0.183 

	
	lincRNA:chr4:135136959-135139933 forward strand
	
	220.4556996
	642.4603019
	0.183 

	
	lincRNA:chr4:149383134-149451259 reverse strand
	
	19.13377319
	39.52609579
	0.184 

	5830416P10Rik
	Mus musculus RIKEN cDNA 5830416P10 gene (5830416P10Rik), long non-coding RNA [NR_028427]
	NR_028427
	37.01499052
	191.75818
	0.185 

	
	RIKEN cDNA A130051J0 gene [Source:MGI Symbol;Acc:MGI:3642574] [ENSMUST00000180649]
	XR_141262
	336.8831727
	157.7532352
	0.185 

	
	lincRNA:chr14:77036103-77036386 forward strand
	
	19.82353721
	53.81134014
	0.185 

	Myo5a
	Mus musculus myosin VA (Myo5a), mRNA [NM_010864]
	NM_010864
	225.3679899
	105.3735188
	0.185 

	
	lincRNA:chr2:181650800-181669350 forward strand
	
	22.22514601
	65.84791632
	0.185 

	Haus8
	Mus musculus 4HAUS augmin-like complex, subunit 8 (Haus8), transcript variant 1, mRNA [NM_001163042]
	NM_001163042
	12140.70212
	5246.462244
	0.186 

	Col4a1
	Mus musculus collagen, type IV, alpha 1 (Col4a1), mRNA [NM_009931]
	NM_009931
	4884.625828
	1780.412838
	0.186 

	Wnt2
	Mus musculus wingless-related MMTV integration site 2 (Wnt2), mRNA [NM_023653]
	NM_023653
	38.02660549
	96.83526018
	0.186 

	
	lincRNA:chr1:94611439-94613779 reverse strand
	
	63.09176359
	301.7948734
	0.186 

	Hist2h4
	Mus musculus histone cluster 2, H4 (Hist2h4), mRNA [NM_033596]
	NM_033596
	33.7396454
	116.5095986
	0.186 

	
	lincRNA:chr17:56687541-56694616 reverse strand
	
	21.31929078
	52.28997149
	0.186 

	Ppm1k
	Mus musculus protein phosphatase 1K (PP2C domain containing) (Ppm1k), mRNA [NM_175523]
	NM_175523
	1650.445138
	5008.505583
	0.186 

	Col4a1
	Mus musculus collagen, type IV, alpha 1 (Col4a1), mRNA [NM_009931]
	NM_009931
	4684.904976
	1645.682679
	0.186 

	Gm9779
	Mus musculus predicted gene, ENSMUSG00000043225, mRNA (cDNA clone MGC:12079 IMAGE:3708702), complete cds. [BC006743]
	BC006743
	30.63857233
	98.47651182
	0.186 

	
	lincRNA:chr17:29183003-29217681 reverse strand
	
	488.4019413
	229.1895788
	0.186 

	Sp6
	Mus musculus trans-acting transcription factor 6 (Sp6), mRNA [NM_031183]
	NM_031183
	108.5108007
	284.3616581
	0.186 

	Unc13b
	Mus musculus unc-13 homolog B (C. elegans) (Unc13b), transcript variant 2, mRNA [NM_001081413]
	NM_001081413
	7834.867271
	3501.38987
	0.186 

	Cga
	glycoprotein hormones, alpha subunit [Source:MGI Symbol;Acc:MGI:88390] [ENSMUST00000108130]
	
	14.54570618
	39.86357583
	0.186 

	Npdc1
	Mus musculus neural proliferation, differentiation and control 1 (Npdc1), mRNA [NM_008721]
	NM_008721
	15911.40506
	7893.932072
	0.186 

	Tuba1c
	Mus musculus tubulin, alpha 1C, mRNA (cDNA clone MGC:14067 IMAGE:3661220), complete cds. [BC022182]
	BC022182
	131684.5262
	60227.53266
	0.186 

	Tnip1
	Mus musculus TNFAIP3 interacting protein 1 (Tnip1), transcript variant 2, mRNA [NM_001199275]
	NM_001199275
	14136.2719
	6775.125689
	0.186 

	Map3k9
	Mus musculus mitogen-activated protein kinase kinase kinase 9 (Map3k9), transcript variant 1, mRNA [NM_001174107]
	NM_001174107
	30.10363983
	64.58440422
	0.186 

	
	lincRNA:chr13:28537223-28539860 reverse strand
	
	12075.77285
	24253.91081
	0.186 

	Frmd5
	Mus musculus FERM domain containing 5 (Frmd5), mRNA [NM_172673]
	NM_172673
	35.57127511
	249.2213224
	0.186 

	
	lincRNA:chr2:157361470-157379813 forward strand
	
	13.83610016
	67.6988717
	0.186 

	Agbl4
	Mus musculus ATP/GTP binding protein-like 4 (Agbl4), transcript variant 3, mRNA [NM_001284190]
	NM_001284190
	111.3665861
	229.3823186
	0.186 

	3830417A13Rik
	Mus musculus RIKEN cDNA 3830417A13 gene (3830417A13Rik), mRNA [NM_027512]
	NM_027512
	12.6016075
	41.67109224
	0.186 

	Olfr1535
	Mus musculus olfactory receptor 1535 (Olfr1535), mRNA [NM_207572]
	NM_207572
	616.1461456
	2433.097631
	0.186 

	
	cytochrome P450, family 2, subfamily j, polypeptide 7, pseudogene [Source:MGI Symbol;Acc:MGI:2449816] [ENSMUST00000162514]
	
	142.4959296
	292.4752919
	0.186 

	
	lincRNA:chr19:23068397-23190256 forward strand
	
	56.79359096
	146.1490276
	0.186 

	Col4a1
	Mus musculus collagen, type IV, alpha 1 (Col4a1), mRNA [NM_009931]
	NM_009931
	4798.57027
	1709.907336
	0.186 

	Fermt1
	Mus musculus fermitin family homolog 1 (Drosophila) (Fermt1), mRNA [NM_198029]
	NM_198029
	61.74471571
	14.27346948
	0.186 

	Prop1
	Mus musculus paired like homeodomain factor 1 (Prop1), mRNA [NM_008936]
	NM_008936
	30.17852912
	63.318214
	0.186 

	
	lincRNA:chr15:79764481-79809909 forward strand
	
	25.45641016
	80.30970551
	0.186 

	Gm2002
	Mus musculus predicted gene 2002 (Gm2002), mRNA [NM_001100596]
	NM_001100596
	8.932158787
	41.1271028
	0.186 

	Cela1
	Mus musculus chymotrypsin-like elastase family, member 1 (Cela1), mRNA [NM_033612]
	NM_033612
	1454.975336
	621.0658384
	0.186 

	Gabra2
	PREDICTED: Mus musculus gamma-aminobutyric acid (GABA) A receptor, subunit alpha 2 (Gabra2), transcript variant X1, mRNA [XM_006503733]
	XM_006503733
	185.3499628
	375.722372
	0.186 

	Cdkn1a
	Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a), transcript variant 1, mRNA [NM_007669]
	NM_007669
	4632.393225
	2035.472241
	0.186 

	Cdkn1a
	Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a), transcript variant 1, mRNA [NM_007669]
	NM_007669
	4753.995124
	2072.057443
	0.186 

	Msx2
	Mus musculus msh homeobox 2 (Msx2), mRNA [NM_013601]
	NM_013601
	266.3006072
	533.2292889
	0.186 

	
	lincRNA:chr4:94719930-94825776 forward strand
	
	199.3355862
	558.2456219
	0.186 

	
	lincRNA:chr4:141548769-141574868 reverse strand
	
	11.27848811
	42.90165207
	0.186 

	
	lincRNA:chrX:120819096-120820227 reverse strand
	
	15.26907119
	48.74395407
	0.186 

	Il12rb1
	Mus musculus interleukin 12 receptor, beta 1 (Il12rb1), mRNA [NM_008353]
	NM_008353
	34.61899009
	81.8915412
	0.186 

	Sfrp5
	Mus musculus secreted frizzled-related sequence protein 5 (Sfrp5), mRNA [NM_018780]
	NM_018780
	35.55169782
	78.42926774
	0.186 

	Magix
	Mus musculus MAGI family member, X-linked (Magix), transcript variant 1, mRNA [NM_018832]
	NM_018832
	327.5824003
	662.0998566
	0.186 

	Cacng7
	calcium channel, voltage-dependent, gamma subunit 7 [Source:MGI Symbol;Acc:MGI:1932374] [ENSMUST00000092891]
	XM_006540441
	325.8004549
	707.2653097
	0.186 

	1700024P16Rik
	Mus musculus RIKEN cDNA 1700024P16 gene (1700024P16Rik), transcript variant 1, mRNA [NM_001285952]
	NM_001285952
	5333.313301
	2107.098674
	0.188 

	Nxph3
	Mus musculus neurexophilin 3 (Nxph3), mRNA [NM_130858]
	NM_130858
	47.66852674
	99.52603934
	0.188 

	Gm4312
	Mus musculus predicted gene 4312 (Gm4312), mRNA [NM_001166636]
	NM_001166636
	11.282676
	42.7001962
	0.188 

	Slc5a12
	Mus musculus solute carrier family 5 (sodium/glucose cotransporter), member 12 (Slc5a12), transcript variant 1, mRNA [NM_001003915]
	NM_001003915
	12.19793519
	44.1154657
	0.188 

	
	lincRNA:chr11:69189587-69190674 reverse strand
	
	11.206533
	51.40358229
	0.188 

	
	lincRNA:chr15:79764481-79809909 forward strand
	
	39.15896856
	87.19195237
	0.189 

	Cyp7b1
	Mus musculus cytochrome P450, family 7, subfamily b, polypeptide 1 (Cyp7b1), mRNA [NM_007825]
	NM_007825
	10221.57784
	27671.06167
	0.189 

	Aldh18a1
	Mus musculus aldehyde dehydrogenase 18 family, member A1 (Aldh18a1), transcript variant 1, mRNA [NM_019698]
	NM_019698
	244.6430139
	78.3719377
	0.189 

	
	lincRNA:chr13:112717680-112733330 reverse strand
	
	386.855146
	1149.743723
	0.189 

	Lamc2
	Mus musculus laminin, gamma 2 (Lamc2), mRNA [NM_008485]
	NM_008485
	1238.862809
	380.6161967
	0.189 

	Arl2bp
	Mus musculus ADP-ribosylation factor-like 2 binding protein (Arl2bp), transcript variant 2, mRNA [NM_024269]
	NM_024269
	1804.461364
	653.7455069
	0.189 

	
	lincRNA:chr9:113648970-113715170 forward strand
	
	44.77186007
	95.94012041
	0.189 

	
	lincRNA:chr12:110074255-110075707 forward strand
	
	44.29475489
	94.41495507
	0.189 

	
	
	
	28.32431511
	67.07570287
	0.189 

	Cdkn1a
	Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a), transcript variant 1, mRNA [NM_007669]
	NM_007669
	4789.831075
	2130.785149
	0.189 

	Gm12568
	Mus musculus predicted gene, OTTMUSG00000007516, mRNA (cDNA clone IMAGE:40062592). [BC118042]
	BC118042
	17.86224179
	49.61311295
	0.190 

	
	lincRNA:chr8:49853937-49874087 forward strand
	
	16.76735037
	90.91584941
	0.190 

	
	
	
	23.27835558
	60.95524076
	0.190 

	Spire2
	Mus musculus spire homolog 2 (Drosophila) (Spire2), mRNA [NM_172287]
	NM_172287
	90.06866644
	31.45866508
	0.190 

	Gm10584
	Mus musculus predicted gene 10584 (Gm10584), long non-coding RNA [NR_028578]
	NR_028578
	33.19711519
	69.03820826
	0.190 

	Slc26a10
	Mus musculus solute carrier family 26, member 10 (Slc26a10), mRNA [NM_177615]
	NM_177615
	208.519068
	532.6782585
	0.190 

	
	lincRNA:chr6:53808521-53817132 forward strand
	
	26.83006683
	53.77239557
	0.190 

	Ccdc8
	Mus musculus coiled-coil domain containing 8 (Ccdc8), mRNA [NM_001101535]
	NM_001101535
	24.90384226
	59.73008843
	0.190 

	Cpne5
	Mus musculus copine V (Cpne5), mRNA [NM_153166]
	NM_153166
	21.39634368
	54.50956896
	0.190 

	
	lincRNA:chr13:64018565-64082570 reverse strand
	
	14.88262822
	43.36340103
	0.191 

	
	lincRNA:chr2:157361470-157379813 reverse strand
	
	73.20148464
	34.38534628
	0.191 

	
	lincRNA:chr15:75865380-75876541 forward strand
	
	15.94617059
	52.48348392
	0.191 

	Col4a1
	Mus musculus collagen, type IV, alpha 1 (Col4a1), mRNA [NM_009931]
	NM_009931
	4660.938864
	1716.572212
	0.191 

	2210019I11Rik
	Mus musculus RIKEN cDNA 2210019I11 gene (2210019I11Rik), long non-coding RNA [NR_038157]
	NR_038157
	28.69324718
	61.92041848
	0.191 

	
	lincRNA:chr17:71183978-71185384 forward strand
	
	756.8730193
	291.5845134
	0.191 

	St6galnac1
	Mus musculus ST6 (alpha-N-acetyl-neuraminyl-2,3-beta-galactosyl-1,3)-N-acetylgalactosaminide alpha-2,6-sialyltransferase 1 (St6galnac1), mRNA [NM_011371]
	NM_011371
	90.94770281
	182.90234
	0.191 

	Ttc12
	Mus musculus tetratricopeptide repeat domain 12 (Ttc12), mRNA [NM_172770]
	NM_172770
	63.66490435
	31.16165809
	0.191 

	Scn2a1
	Mus musculus sodium channel, voltage-gated, type II, alpha 1 (Scn2a1), mRNA [NM_001099298]
	NM_001099298
	22.60055329
	58.52159279
	0.191 

	
	lincRNA:chr14:33895294-33923644 reverse strand
	
	38.22037144
	135.0770286
	0.191 

	
	lincRNA:chr9:78372153-78372834 forward strand
	
	1086.591576
	3250.958443
	0.191 

	
	lincRNA:chr8:37590189-37590632 forward strand
	
	16.84164287
	36.74556357
	0.191 

	
	lincRNA:chr1:93744621-93825321 reverse strand
	
	15.32859057
	52.15164058
	0.191 

	Cdkn1a
	Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a), transcript variant 1, mRNA [NM_007669]
	NM_007669
	4710.511305
	2074.276802
	0.191 

	Susd4
	Mus musculus sushi domain containing 4 (Susd4), mRNA [NM_144796]
	NM_144796
	3163.651984
	11843.75588
	0.191 

	
	
	
	4502.62965
	1703.299809
	0.191 

	Esm1
	Mus musculus endothelial cell-specific molecule 1 (Esm1), mRNA [NM_023612]
	NM_023612
	4478.543847
	1670.383387
	0.191 

	Ston1
	Mus musculus stonin 1 (Ston1), mRNA [NM_029858]
	NM_029858
	46.2736363
	215.5889523
	0.191 

	Mup20
	Mus musculus major urinary protein 20 (Mup20), mRNA [NM_001012323]
	NM_001012323
	274932.5577
	582606.6513
	0.191 

	Aqp8
	Mus musculus aquaporin 8 (Aqp8), transcript variant 1, mRNA [NM_007474]
	NM_007474
	3660.414082
	1672.313358
	0.191 

	Cyp4a29
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 29 (Cyp4a29), mRNA [NM_001100183]
	NM_001100183
	11.79469115
	49.48590758
	0.191 

	
	lincRNA:chr17:29374758-29387733 reverse strand
	
	38.43309536
	122.6939388
	0.191 

	
	
	
	23.75539276
	51.45507636
	0.191 

	
	predicted gene 10545 [Source:MGI Symbol;Acc:MGI:3704485] [ENSMUST00000097612]
	AK139318
	15.35645436
	51.08208522
	0.191 

	Hhipl1
	Mus musculus hedgehog interacting protein-like 1 (Hhipl1), mRNA [NM_001044380]
	NM_001044380
	29.85008217
	64.04476921
	0.191 

	Gm4419
	PREDICTED: Mus musculus predicted gene 4419 (Gm4419), transcript variant X2, ncRNA [XR_394313]
	XR_394313
	21.84698638
	52.12568611
	0.192 

	
	lincRNA:chr14:99728359-99728958 forward strand
	
	51.84077954
	105.4375432
	0.192 

	Spon2
	Mus musculus spondin 2, extracellular matrix protein (Spon2), mRNA [NM_133903]
	NM_133903
	12019.79158
	3095.526659
	0.192 

	
	lincRNA:chr6:86477309-86537554 reverse strand
	
	49.36898431
	21.53878539
	0.192 

	Magee1
	Mus musculus melanoma antigen, family E, 1 (Magee1), mRNA [NM_053201]
	NM_053201
	55.13245582
	26.49401407
	0.192 

	
	lincRNA:chr7:49829800-49843475 forward strand
	
	21.23411155
	61.98147316
	0.192 

	Lrrc1
	Mus musculus leucine rich repeat containing 1 (Lrrc1), transcript variant 2, mRNA [NM_172528]
	NM_172528
	247.6334992
	94.48042515
	0.192 

	
	
	
	8.320619817
	32.52818583
	0.192 

	
	
	
	40.50485424
	106.8866694
	0.192 

	
	lincRNA:chr13:67211950-67217199 reverse strand
	
	14.85556481
	49.41688178
	0.192 

	Cachd1
	cache domain containing 1 [Source:MGI Symbol;Acc:MGI:2444177] [ENSMUST00000030257]
	AK046180
	1122.967591
	231.975797
	0.192 

	Ces1f
	Mus musculus carboxylesterase 1F (Ces1f), mRNA [NM_144930]
	NM_144930
	25820.13729
	53622.45447
	0.192 

	Hes5
	Mus musculus hairy and enhancer of split 5 (Drosophila) (Hes5), mRNA [NM_010419]
	NM_010419
	19.05853622
	38.61047979
	0.192 

	Nfkb2
	Mus musculus nuclear factor of kappa light polypeptide gene enhancer in B cells 2, p49/p100 (Nfkb2), transcript variant 1, mRNA [NM_019408]
	NM_019408
	1519.04618
	675.4204665
	0.192 

	
	lincRNA:chr6:28161665-28189840 forward strand
	
	42.12376367
	99.05662098
	0.192 

	Sema3g
	sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3G [Source:MGI Symbol;Acc:MGI:3041242] [ENSMUST00000090180]
	XM_006518821
	744.7145981
	251.753382
	0.193 

	Olfr1307
	Mus musculus olfactory receptor 1307 (Olfr1307), mRNA [NM_001011787]
	NM_001011787
	35.347101
	98.905714
	0.193 

	
	RIKEN cDNA G930045G22 gene [Source:MGI Symbol;Acc:MGI:3588242] [ENSMUST00000101402]
	XR_378202
	214.3106788
	474.6379314
	0.193 

	Col4a1
	Mus musculus collagen, type IV, alpha 1 (Col4a1), mRNA [NM_009931]
	NM_009931
	4681.611461
	1748.97664
	0.194 

	Dip2b
	Mus musculus DIP2 disco-interacting protein 2 homolog B (Drosophila) (Dip2b), transcript variant 1, mRNA [NM_001159361]
	NM_001159361
	55.95458792
	23.99733492
	0.194 

	
	lincRNA:chr3:75451370-75459674 reverse strand
	
	26.78370064
	68.73030547
	0.194 

	
	lincRNA:chr6:28164118-28165468 forward strand
	
	26.65599564
	53.3604647
	0.194 

	
	lincRNA:chr2:84344350-84370075 reverse strand
	
	68.04467388
	23.95258667
	0.194 

	Nsdhl
	Mus musculus NAD(P) dependent steroid dehydrogenase-like (Nsdhl), mRNA [NM_010941]
	NM_010941
	4452.573981
	1904.686134
	0.194 

	Tctn3
	Mus musculus tectonic family member 3 (Tctn3), mRNA [NM_026260]
	NM_026260
	141.3870686
	61.48808391
	0.194 

	
	lincRNA:chr3:90427029-90427674 forward strand
	
	12.23740116
	48.64401007
	0.194 

	Mvd
	Mus musculus mevalonate (diphospho) decarboxylase (Mvd), transcript variant 1, mRNA [NM_138656]
	NM_138656
	3444.248792
	1243.242482
	0.194 

	Hal
	histidine ammonia lyase [Source:MGI Symbol;Acc:MGI:96010] [ENSMUST00000129421]
	CK128530
	1202.751247
	5016.987383
	0.194 

	
	lincRNA:chr7:133402766-133415516 forward strand
	
	19.39525638
	56.22893499
	0.194 

	Pde7b
	Mus musculus phosphodiesterase 7B (Pde7b), mRNA [NM_013875]
	NM_013875
	39.47531223
	88.79017343
	0.194 

	
	lincRNA:chr13:108548345-108679004 forward strand
	
	51.0710247
	599.4294477
	0.194 

	Klhl34
	Mus musculus kelch-like 34 (Klhl34), mRNA [NM_001081667]
	NM_001081667
	15.41612259
	39.9510136
	0.194 

	Arl2bp
	Mus musculus ADP-ribosylation factor-like 2 binding protein (Arl2bp), transcript variant 1, mRNA [NM_024191]
	NM_024191
	7958.857517
	3464.460921
	0.194 

	Myo18b
	Mus musculus myosin XVIIIb (Myo18b), mRNA [NM_028901]
	NM_028901
	10.42570015
	42.15195465
	0.194 

	
	lincRNA:chr3:30077338-30080281 reverse strand
	
	67.06150862
	21.84543217
	0.194 

	Golm1
	Mus musculus golgi membrane protein 1 (Golm1), transcript variant 1, mRNA [NM_027307]
	NM_027307
	5317.802753
	2412.880812
	0.194 

	Sly
	Mus musculus Sycp3 like Y-linked (Sly), mRNA [NM_201530]
	NM_201530
	14.38054656
	30.32278294
	0.194 

	B930078G14Rik
	Mus musculus 10 days neonate cerebellum cDNA, RIKEN full-length enriched library, clone:B930078G14 product:hypothetical protein, full insert sequence. [AK081065]
	AK081065
	91.55901419
	261.9058495
	0.194 

	
	lincRNA:chr18:5567150-5589800 forward strand
	
	13.54832137
	43.9847036
	0.194 

	
	lincRNA:chrX:150159252-150181275 forward strand
	
	60.01687583
	134.073153
	0.194 

	Olfr1532-ps1
	Mus musculus olfactory receptor 1532, pseudogene 1 (Olfr1532-ps1), mRNA [NM_001011542]
	NM_001011542
	7.949046985
	36.06429253
	0.194 

	Col4a1
	Mus musculus collagen, type IV, alpha 1 (Col4a1), mRNA [NM_009931]
	NM_009931
	4873.558716
	1711.370089
	0.194 

	Synb
	Mus musculus syncytin b (Synb), mRNA [NM_173420]
	NM_173420
	45.04590021
	95.67538084
	0.194 

	Vipr1
	Mus musculus vasoactive intestinal peptide receptor 1 (Vipr1), mRNA [NM_011703]
	NM_011703
	5084.677034
	11319.90766
	0.195 

	
	lincRNA:chr17:12965849-12968519 forward strand
	
	105.5333143
	36.42595381
	0.195 

	Rsph1
	Mus musculus radial spoke head 1 homolog (Chlamydomonas) (Rsph1), mRNA [NM_025290]
	NM_025290
	22.29143531
	47.92574091
	0.195 

	Plp2
	proteolipid protein 2 [Source:MGI Symbol;Acc:MGI:1298382] [ENSMUST00000033486]
	XR_399967
	4340.643093
	1890.915369
	0.195 

	Wtip
	Mus musculus WT1-interacting protein (Wtip), mRNA [NM_207212]
	NM_207212
	6032.584178
	1873.113947
	0.195 

	
	lincRNA:chr16:92126532-92187581 forward strand
	
	42.94414006
	91.53933011
	0.195 

	Rab39
	Mus musculus RAB39, member RAS oncogene family (Rab39), mRNA [NM_175562]
	NM_175562
	43.83828619
	100.4515852
	0.195 

	
	lincRNA:chr10:94870971-94871658 reverse strand
	
	1490.863354
	696.827445
	0.196 

	
	predicted gene 839 [Source:MGI Symbol;Acc:MGI:2685685] [ENSMUST00000079186]
	
	17.77930043
	54.8152498
	0.196 

	Olfr681
	Mus musculus olfactory receptor 681 (Olfr681), mRNA [NM_207557]
	NM_207557
	12.68489084
	47.29330219
	0.196 

	Il12rb1
	Mus musculus interleukin 12 receptor, beta 1 (Il12rb1), mRNA [NM_008353]
	NM_008353
	164.0281738
	330.2575267
	0.196 

	Gm16386
	Mus musculus predicted gene 16386 (Gm16386), non-coding RNA [NR_030709]
	NR_030709
	19.3437949
	39.59307529
	0.196 

	
	
	
	97.84615845
	208.4324322
	0.196 

	Col4a1
	Mus musculus collagen, type IV, alpha 1 (Col4a1), mRNA [NM_009931]
	NM_009931
	4759.967868
	1708.09637
	0.196 

	Lhb
	Mus musculus luteinizing hormone beta (Lhb), mRNA [NM_008497]
	NM_008497
	115.7290142
	231.9270821
	0.196 

	Nkpd1
	Mus musculus NTPase, KAP family P-loop domain containing 1 (Nkpd1), mRNA [NM_027116]
	NM_027116
	13.4834657
	47.74764244
	0.196 

	
	lincRNA:chr2:173115795-173116608 reverse strand
	
	21.73204134
	43.52026634
	0.196 

	Syt8
	Mus musculus synaptotagmin VIII (Syt8), transcript variant 1, mRNA [NM_018802]
	NM_018802
	35.48331124
	80.14548066
	0.196 

	Atp12a
	Mus musculus ATPase, H+/K+ transporting, nongastric, alpha polypeptide (Atp12a), mRNA [NM_138652]
	NM_138652
	29.23524431
	262.5531952
	0.196 

	
	
	
	15.78548168
	58.21139322
	0.196 

	Neurog2
	Mus musculus neurogenin 2 (Neurog2), mRNA [NM_009718]
	NM_009718
	44.86631949
	108.4514409
	0.196 

	Mansc4
	Mus musculus MANSC domain containing 4 (Mansc4), mRNA [NM_001034903]
	NM_001034903
	26.50755454
	56.87187181
	0.196 

	
	lincRNA:chr13:24613384-24613726 reverse strand
	
	91.49971655
	425.5078027
	0.196 

	Dpy19l3
	Mus musculus dpy-19-like 3 (C. elegans) (Dpy19l3), mRNA [NM_178704]
	NM_178704
	123.8784346
	330.5817912
	0.196 

	Spata33
	Mus musculus spermatogenesis associated 33 (Spata33), mRNA [NM_177279]
	NM_177279
	65.81655103
	152.9591701
	0.196 

	
	lincRNA:chr7:106525007-106525661 reverse strand
	
	27.19344159
	54.95805484
	0.196 

	Rhox4g
	reproductive homeobox 4G [Source:MGI Symbol;Acc:MGI:3613394] [ENSMUST00000184625]
	BC048867
	12.59115986
	44.35841972
	0.196 

	Tcp10c
	Mus musculus t-complex protein 10c (Tcp10c), mRNA [NM_001167578]
	NM_001167578
	14.87739855
	45.865231
	0.196 

	Lman1l
	Mus musculus lectin, mannose-binding 1 like (Lman1l), mRNA [NM_199222]
	NM_199222
	203.8708518
	422.2920911
	0.196 

	Cdkn1a
	Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a), transcript variant 1, mRNA [NM_007669]
	NM_007669
	4941.78775
	2230.888138
	0.196 

	Spry4
	Mus musculus sprouty homolog 4 (Drosophila) (Spry4), mRNA [NM_011898]
	NM_011898
	87.02137529
	182.5996672
	0.196 

	Ly6c1
	Mus musculus lymphocyte antigen 6 complex, locus C1 (Ly6c1), transcript variant 5, mRNA [NM_001252058]
	NM_001252058
	703.2599187
	283.7810176
	0.196 

	Serpinb6b
	Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 6b (Serpinb6b), mRNA [NM_011454]
	NM_011454
	6757.193749
	1899.991503
	0.196 

	Col4a1
	Mus musculus collagen, type IV, alpha 1 (Col4a1), mRNA [NM_009931]
	NM_009931
	4425.992863
	1576.659189
	0.196 

	
	lincRNA:chr4:62367014-62386800 forward strand
	
	32.48778347
	83.64882829
	0.196 

	Chpt1
	Mus musculus choline phosphotransferase 1 (Chpt1), transcript variant 2, mRNA [NM_144807]
	NM_144807
	482.6369317
	1006.683445
	0.197 

	
	lincRNA:chr17:56687541-56694616 forward strand
	
	61.40758466
	138.6857883
	0.197 

	Tmem14a
	Mus musculus transmembrane protein 14A (Tmem14a), transcript variant 1, mRNA [NM_001290679]
	NM_001290679
	902.3671687
	5137.75752
	0.197 

	Fdft1
	Mus musculus farnesyl diphosphate farnesyl transferase 1 (Fdft1), mRNA [NM_010191]
	NM_010191
	16937.22932
	8100.123101
	0.197 

	Kcnb1
	Mus musculus cDNA clone IMAGE:6842867, partial cds. [BC058714]
	BC058714
	57.49803611
	121.8603253
	0.197 

	Krt2
	Mus musculus keratin 2 (Krt2), mRNA [NM_010668]
	NM_010668
	207.2807852
	416.299115
	0.197 

	Gm4107
	Mus musculus 3 days neonate thymus cDNA, RIKEN full-length enriched library, clone:A630008O17 product:unclassifiable, full insert sequence. [AK041437]
	AK041437
	55.49284677
	143.6507462
	0.197 

	Mup17
	Mus musculus major urinary protein 17 (Mup17), mRNA [NM_001200006]
	NM_001200006
	184199.5417
	419394.207
	0.197 

	
	lincRNA:chr8:37582187-37621987 reverse strand
	
	18.42540837
	48.38053529
	0.197 

	
	lincRNA:chr16:29907604-29946602 reverse strand
	
	369.8434579
	157.7614612
	0.197 

	1700022A21Rik
	Mus musculus RIKEN cDNA 1700022A21 gene (1700022A21Rik), non-coding RNA [NR_003953]
	NR_003953
	1557.733467
	3170.149651
	0.197 

	Shc2
	Mus musculus SHC (Src homology 2 domain containing) transforming protein 2 (Shc2), mRNA [NM_001024539]
	NM_001024539
	2987.772099
	1201.944614
	0.197 

	
	lincRNA:chr4:8574809-8575224 reverse strand
	
	68.42539597
	138.0104895
	0.197 

	Ugt2b1
	Mus musculus UDP glucuronosyltransferase 2 family, polypeptide B1 (Ugt2b1), mRNA [NM_152811]
	NM_152811
	1810.629595
	5600.338088
	0.197 

	
	lincRNA:chr1:87343550-87362900 reverse strand
	
	25.66250147
	63.24736755
	0.197 

	
	
	
	46.43522172
	182.8002344
	0.197 

	Opn3
	Mus musculus opsin 3 (Opn3), mRNA [NM_010098]
	NM_010098
	207.5672074
	102.6970586
	0.197 

	
	lincRNA:chr2:25774411-25783757 forward strand
	
	14.88506212
	44.60364875
	0.197 

	
	lincRNA:chr1:88339354-88345004 reverse strand
	
	26.96112413
	69.60567285
	0.197 

	Ccdc169
	Mus musculus coiled-coil domain containing 169 (Ccdc169), transcript variant 4, long non-coding RNA [NR_110776]
	NR_110776
	32.99665419
	78.17817054
	0.197 

	BC049715
	Mus musculus cDNA sequence BC049715 (BC049715), mRNA [NM_178776]
	NM_178776
	18.95757513
	50.04196978
	0.197 

	
	lincRNA:chr7:96640618-96649018 reverse strand
	
	32.72341244
	74.88816719
	0.197 

	
	Mus musculus 0 day neonate lung cDNA, RIKEN full-length enriched library, clone:E030028L23 product:unclassifiable, full insert sequence. [AK087124]
	AK087124
	35.31573929
	71.02965171
	0.197 

	
	lincRNA:chr11:53574182-53574644 reverse strand
	
	411.7329603
	978.8355241
	0.197 

	Tmem29
	transmembrane protein 29 [Source:MGI Symbol;Acc:MGI:1923420] [ENSMUST00000127532]
	AK165152
	26.6454927
	74.79630824
	0.197 

	4931408C20Rik
	Mus musculus RIKEN cDNA 4931408C20 gene (4931408C20Rik), mRNA [NM_001033764]
	NM_001033764
	30.11117737
	74.64009645
	0.198 

	
	lincRNA:chr4:59093960-59122541 reverse strand
	
	12.95191056
	44.89635991
	0.198 

	
	lincRNA:chr9:96664617-96683617 forward strand
	
	14.13093205
	40.34434478
	0.198 

	1600002H07Rik
	Mus musculus RIKEN cDNA 1600002H07 gene (1600002H07Rik), mRNA [NM_028056]
	NM_028056
	2656.27446
	5963.679676
	0.198 

	LOC102641015
	PREDICTED: Mus musculus uncharacterized LOC102641015 (LOC102641015), mRNA [XM_006519931]
	XM_006519931
	38.26943593
	77.11046599
	0.198 

	Hn1
	Mus musculus hematological and neurological expressed sequence 1 (Hn1), mRNA [NM_008258]
	NM_008258
	2648.238915
	1207.410065
	0.198 

	Lynx1
	Mus musculus Ly6/neurotoxin 1 (Lynx1), mRNA [NM_011838]
	NM_011838
	1256.745165
	482.6518684
	0.199 

	Acot11
	Mus musculus acyl-CoA thioesterase 11 (Acot11), mRNA [NM_025590]
	NM_025590
	369.6476557
	822.9577303
	0.199 

	
	
	
	48.54645393
	105.451736
	0.199 

	
	predicted gene 7461 [Source:MGI Symbol;Acc:MGI:3645338] [ENSMUST00000058918]
	AK076970
	26.26125414
	61.06395068
	0.199 

	Mbnl3
	Mus musculus muscleblind-like 3 (Drosophila) (Mbnl3), mRNA [NM_134163]
	NM_134163
	606.7659311
	246.7102176
	0.199 

	Lag3
	Mus musculus lymphocyte-activation gene 3 (Lag3), mRNA [NM_008479]
	NM_008479
	64.66283993
	131.3340296
	0.199 

	Asap2
	Mus musculus ArfGAP with SH3 domain, ankyrin repeat and PH domain 2 (Asap2), transcript variant 3, mRNA [NM_001135192]
	NM_001135192
	1269.015267
	501.3860854
	0.199 

	Cdkn1a
	Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a), transcript variant 1, mRNA [NM_007669]
	NM_007669
	4598.865996
	2102.049963
	0.199 

	Mup21
	Mus musculus major urinary protein 21 (Mup21), mRNA [NM_001009550]
	NM_001009550
	14603.84845
	166425.1874
	0.199 

	
	lincRNA:chr8:37582187-37621987 forward strand
	
	63.60629999
	139.7840121
	0.199 

	Usp2
	Mus musculus ubiquitin specific peptidase 2 (Usp2), transcript variant 3, mRNA [NM_198092]
	NM_198092
	2235.990946
	5687.799642
	0.199 

	
	lincRNA:chr18:90750100-90772025 forward strand
	
	29.54782353
	62.36195902
	0.200 

	
	lincRNA:chr14:105497388-105511063 forward strand
	
	76.79763825
	172.295033
	0.200 

	Airn
	Mus musculus adult male urinary bladder cDNA, RIKEN full-length enriched library, clone:9530009E11 product:Mus musculus Air, mRNA sequence, full insert sequence. [AK035282]
	AK035282
	238.6085126
	85.07669176
	0.200 

	
	lincRNA:chr8:124569775-124639500 reverse strand
	
	116.6219179
	289.2650574
	0.200 

	Gvin1
	Mus musculus GTPase, very large interferon inducible 1 (Gvin1), transcript variant 1, mRNA [NM_029000]
	NM_029000
	2174.69719
	4848.715107
	0.200 

	1700024P16Rik
	Mus musculus RIKEN cDNA 1700024P16 gene (1700024P16Rik), transcript variant 1, mRNA [NM_001285952]
	NM_001285952
	4614.265362
	1855.260469
	0.200 

	
	predicted gene 3187 [Source:MGI Symbol;Acc:MGI:3781366] [ENSMUST00000178429]
	
	54.58704457
	25.32070525
	0.201 

	
	lincRNA:chr15:100906946-100907748 reverse strand
	
	26.96414968
	64.08845474
	0.201 

	Cdkn1a
	Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a), transcript variant 1, mRNA [NM_007669]
	NM_007669
	4786.335368
	2162.446657
	0.201 

	Gm10745
	Mus musculus predicted gene 10745 (Gm10745), long non-coding RNA [NR_040751]
	NR_040751
	32.97996113
	79.49233524
	0.201 

	Ybx2
	Y box protein 2 [Source:MGI Symbol;Acc:MGI:1096372] [ENSMUST00000018698]
	XM_006533742
	286.9118432
	1983.074283
	0.201 

	Lrrc8b
	Mus musculus leucine rich repeat containing 8 family, member B (Lrrc8b), mRNA [NM_001033550]
	NM_001033550
	602.0653123
	200.2157708
	0.201 

	
	lincRNA:chr13:108825897-108833335 forward strand
	
	15.89265742
	64.98026815
	0.201 

	
	lincRNA:chrX:98668172-98668393 forward strand
	
	86.09856701
	189.3624709
	0.201 

	Ccbl2
	Mus musculus cysteine conjugate-beta lyase 2 (Ccbl2), mRNA [NM_173763]
	NM_173763
	1891.114172
	3906.577723
	0.201 

	
	lincRNA:chr4:116790373-116797823 forward strand
	
	17.11983719
	35.9226231
	0.201 

	
	lincRNA:chrX:135880775-135891525 forward strand
	
	52.96111592
	124.7273688
	0.201 

	Gsdma3
	Mus musculus gasdermin A3 (Gsdma3), mRNA [NM_001007461]
	NM_001007461
	20.31721393
	41.31158393
	0.201 

	Vmn2r10
	Mus musculus vomeronasal 2, receptor 10 (Vmn2r10), mRNA [NM_009491]
	NM_009491
	26.84280532
	55.36061513
	0.201 

	Ostm1
	osteopetrosis associated transmembrane protein 1 [Source:MGI Symbol;Acc:MGI:2655574] [ENSMUST00000147899]
	XR_380274
	47.65433855
	118.7049663
	0.201 

	Ccdc173
	Mus musculus coiled-coil domain containing 173 (Ccdc173), mRNA [NM_001077684]
	NM_001077684
	53.88858167
	13.79912234
	0.201 

	
	predicted gene 8334 [Source:MGI Symbol;Acc:MGI:3648921] [ENSMUST00000112755]
	XM_006529007
	15.80517034
	159.2431459
	0.201 

	
	lincRNA:chr17:6426800-6528950 forward strand
	
	121.9649359
	272.0960428
	0.201 

	Dkk4
	Mus musculus dickkopf homolog 4 (Xenopus laevis) (Dkk4), mRNA [NM_145592]
	NM_145592
	14.1245455
	50.66011145
	0.202 

	Ctnnd2
	Mus musculus catenin (cadherin associated protein), delta 2 (Ctnnd2), mRNA [NM_008729]
	NM_008729
	59.74800918
	24.00614091
	0.202 

	Ptprs
	Mus musculus 0 day neonate cerebellum cDNA, RIKEN full-length enriched library, clone:C230052B15 product:protein tyrosine phosphatase, receptor type, S, full insert sequence. [AK163915]
	AK163915
	81.90972106
	38.34596321
	0.202 

	
	lincRNA:chr17:71183978-71185384 forward strand
	
	991.402451
	415.1020473
	0.202 

	Lipn
	Mus musculus lipase, family member N (Lipn), mRNA [NM_027340]
	NM_027340
	65.40255108
	219.6953395
	0.203 

	
	lincRNA:chr8:18903599-18904143 forward strand
	
	8.587856593
	32.53470412
	0.203 

	
	lincRNA:chr5:15146475-15170100 forward strand
	
	9.770700468
	35.19358256
	0.203 

	Tex19.2
	Mus musculus testis expressed gene 19.2 (Tex19.2), mRNA [NM_027622]
	NM_027622
	49.29036923
	102.7948036
	0.203 

	Ccl2
	Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA [NM_011333]
	NM_011333
	2521.71335
	993.4085316
	0.203 

	
	lincRNA:chr11:95644899-95658549 forward strand
	
	10.28202211
	37.86571763
	0.203 

	
	lincRNA:chr10:94870971-94871658 reverse strand
	
	956.5096985
	466.0625853
	0.203 

	
	lincRNA:chr5:125190100-125209625 reverse strand
	
	83.44737656
	168.0427734
	0.203 

	Adrb3
	Mus musculus adrenergic receptor, beta 3 (Adrb3), mRNA [NM_013462]
	NM_013462
	751.0884293
	2057.458159
	0.203 

	Cd320
	Mus musculus CD320 antigen (Cd320), mRNA [NM_019421]
	NM_019421
	31.00353849
	64.49372443
	0.203 

	4931419H13Rik
	Mus musculus RIKEN cDNA 4931419H13 gene (4931419H13Rik), long non-coding RNA [NR_040593]
	NR_040593
	23.11096966
	125.3982924
	0.204 

	Spin4
	Mus musculus spindlin family, member 4 (Spin4), mRNA [NM_178753]
	NM_178753
	56.19835212
	20.38348717
	0.204 

	Ugt1a10
	Mus musculus UDP glycosyltransferase 1 family, polypeptide A10 (Ugt1a10), mRNA [NM_201641]
	NM_201641
	142.0572577
	358.6012911
	0.204 

	
	lincRNA:chr10:120336296-120354471 reverse strand
	
	164.119991
	416.3230007
	0.204 

	Psat1
	Mus musculus phosphoserine aminotransferase 1 (Psat1), transcript variant 2, mRNA [NM_001205339]
	NM_001205339
	2224.726193
	738.0638458
	0.204 

	Ccdc151
	Mus musculus coiled-coil domain containing 151 (Ccdc151), transcript variant 1, mRNA [NM_001163787]
	NM_001163787
	249.7257474
	643.9236464
	0.204 

	
	
	
	42.66146705
	96.36721344
	0.204 

	Syt3
	Mus musculus synaptotagmin III (Syt3), transcript variant 1, mRNA [NM_016663]
	NM_016663
	108.9395858
	238.3590641
	0.204 

	
	lincRNA:chr16:9249688-9275013 reverse strand
	
	23.06447132
	65.97870323
	0.204 

	Mpzl1
	Mus musculus myelin protein zero-like 1 (Mpzl1), transcript variant 2, mRNA [NM_001001880]
	NM_001001880
	5351.835451
	2286.983958
	0.204 

	Napepld
	Mus musculus N-acyl phosphatidylethanolamine phospholipase D (Napepld), mRNA [NM_178728]
	NM_178728
	928.7180877
	343.9958573
	0.204 

	Gnat1
	Mus musculus guanine nucleotide binding protein, alpha transducing 1 (Gnat1), mRNA [NM_008140]
	NM_008140
	471.0720605
	1196.867504
	0.204 

	
	lincRNA:chr2:173105462-173126187 reverse strand
	
	36.98921262
	113.9537592
	0.204 

	Krtap8-1
	Mus musculus keratin associated protein 8-1 (Krtap8-1), mRNA [NM_010675]
	NM_010675
	15.29380792
	36.68802925
	0.204 

	4930578I06Rik
	Mus musculus RIKEN cDNA 4930578I06 gene (4930578I06Rik), mRNA [NM_026359]
	NM_026359
	16.03923202
	61.06273699
	0.204 

	Olfr830
	Mus musculus olfactory receptor 830 (Olfr830), mRNA [NM_146566]
	NM_146566
	13.83481663
	51.97928505
	0.204 

	
	
	
	65.95616282
	133.1077946
	0.204 

	
	lincRNA:chr9:27153416-27153677 forward strand
	
	37.73496729
	87.80723724
	0.204 

	Slc13a2
	Mus musculus solute carrier family 13 (sodium-dependent dicarboxylate transporter), member 2 (Slc13a2), mRNA [NM_022411]
	NM_022411
	83.71292353
	210.6661068
	0.204 

	
	lincRNA:chr12:33606225-33638225 reverse strand
	
	17.17744647
	40.00668555
	0.204 

	Gpr12
	Mus musculus G-protein coupled receptor 12 (Gpr12), transcript variant 1, mRNA [NM_001010941]
	NM_001010941
	15.98991217
	38.13373957
	0.204 

	Hsd17b6
	Mus musculus hydroxysteroid (17-beta) dehydrogenase 6 (Hsd17b6), mRNA [NM_013786]
	NM_013786
	2226.83724
	7147.603733
	0.204 

	9430037G07Rik
	Mus musculus RIKEN cDNA 9430037G07 gene (9430037G07Rik), long non-coding RNA [NR_040766]
	NR_040766
	523.0801636
	1199.152579
	0.204 

	
	lincRNA:chr8:74473445-74496948 reverse strand
	
	41.07335561
	135.3925591
	0.204 

	Gm3264
	Mus musculus predicted gene 3264 (Gm3264), mRNA [NM_001242945]
	NM_001242945
	18.67047144
	41.39727077
	0.204 

	Bik
	Mus musculus BCL2-interacting killer (Bik), mRNA [NM_007546]
	NM_007546
	416.8645465
	912.5431294
	0.204 

	Tnfrsf12a
	Mus musculus tumor necrosis factor receptor superfamily, member 12a (Tnfrsf12a), transcript variant 1, mRNA [NM_013749]
	NM_013749
	17999.76618
	4930.117874
	0.204 

	Mgst3
	Mus musculus microsomal glutathione S-transferase 3 (Mgst3), mRNA [NM_025569]
	NM_025569
	10521.82923
	3913.214853
	0.204 

	
	lincRNA:chr3:87757295-87774970 reverse strand
	
	23.61156244
	62.52374668
	0.204 

	
	lincRNA:chr14:79725080-79725434 reverse strand
	
	22.69696109
	48.4607382
	0.204 

	
	lincRNA:chr4:98943050-98959998 reverse strand
	
	19.57587366
	42.6451562
	0.204 

	4930518P08Rik
	Mus musculus RIKEN cDNA 4930518P08 gene (4930518P08Rik), long non-coding RNA [NR_045364]
	NR_045364
	14.52284732
	35.67345158
	0.204 

	
	lincRNA:chr9:56910620-56919495 reverse strand
	
	26.26808356
	59.00747651
	0.204 

	
	lincRNA:chr4:3406175-3443875 forward strand
	
	11.88879137
	49.08481994
	0.204 

	
	lincRNA:chr4:11899775-11931875 forward strand
	
	99.2983834
	39.60170707
	0.204 

	G6pc
	Mus musculus glucose-6-phosphatase, catalytic (G6pc), mRNA [NM_008061]
	NM_008061
	30583.46549
	78137.73076
	0.204 

	Flrt3
	Mus musculus fibronectin leucine rich transmembrane protein 3 (Flrt3), transcript variant 1, mRNA [NM_001172160]
	NM_001172160
	215.9240721
	97.53529577
	0.204 

	
	lincRNA:chr17:6495982-6514626 reverse strand
	
	30.07115411
	113.2505168
	0.204 

	
	lincRNA:chr17:32044823-32045974 reverse strand
	
	8231.978627
	3206.26653
	0.204 

	
	lincRNA:chr17:46972160-46997919 reverse strand
	
	41.96509136
	20.72940862
	0.204 

	
	lincRNA:chr8:126268510-126290810 forward strand
	
	183.6372406
	398.2160411
	0.204 

	Cth
	Mus musculus cystathionase (cystathionine gamma-lyase) (Cth), mRNA [NM_145953]
	NM_145953
	13644.08729
	43038.96481
	0.204 

	Col4a1
	Mus musculus collagen, type IV, alpha 1 (Col4a1), mRNA [NM_009931]
	NM_009931
	4789.064864
	1691.260861
	0.204 

	Col4a1
	Mus musculus collagen, type IV, alpha 1 (Col4a1), mRNA [NM_009931]
	NM_009931
	4629.729072
	1704.989543
	0.204 

	Olfr868
	Mus musculus olfactory receptor 868 (Olfr868), mRNA [NM_146559]
	NM_146559
	33.45781945
	80.01301071
	0.204 

	
	lincRNA:chr6:83405168-83405292 forward strand
	
	174.2429886
	493.9427007
	0.204 

	Shank1
	Mus musculus SH3/ankyrin domain gene 1 (Shank1), mRNA [NM_001034115]
	NM_001034115
	46.86975794
	124.1023496
	0.204 

	Olfr713
	Mus musculus olfactory receptor 713 (Olfr713), mRNA [NM_147034]
	NM_147034
	17.5634144
	37.37698458
	0.205 

	Nsdhl
	Mus musculus NAD(P) dependent steroid dehydrogenase-like (Nsdhl), mRNA [NM_010941]
	NM_010941
	1098.509032
	433.7199161
	0.205 

	Hal
	Mus musculus histidine ammonia lyase (Hal), mRNA [NM_010401]
	NM_010401
	12154.37528
	43965.6438
	0.205 

	Frmd5
	Mus musculus FERM domain containing 5 (Frmd5), mRNA [NM_172673]
	NM_172673
	60.89440118
	417.6510118
	0.205 

	
	lincRNA:chr6:31037606-31037912 reverse strand
	
	215.8566103
	712.8604871
	0.205 

	Tjp3
	Mus musculus tight junction protein 3 (Tjp3), transcript variant 3, mRNA [NM_013769]
	NM_013769
	16919.45435
	6665.659771
	0.205 

	Uox
	Mus musculus urate oxidase (Uox), mRNA [NM_009474]
	NM_009474
	68783.91816
	145756.0315
	0.205 

	
	lincRNA:chr3:34497447-34501170 reverse strand
	
	22.1890107
	55.28857998
	0.205 

	
	lincRNA:chr2:77807600-77836075 reverse strand
	
	10.60867093
	59.44123211
	0.205 

	Cad
	Mus musculus carbamoyl-phosphate synthetase 2, aspartate transcarbamylase, and dihydroorotase (Cad), transcript variant 2, mRNA [NM_001289522]
	NM_001289522
	98.97048921
	229.8332106
	0.205 

	
	lincRNA:chr17:38132217-38157667 reverse strand
	
	34.00101092
	126.258667
	0.205 

	Fabp4
	Mus musculus fatty acid binding protein 4, adipocyte (Fabp4), mRNA [NM_024406]
	NM_024406
	36146.52258
	16186.91334
	0.205 

	
	
	
	9799.360131
	22670.57828
	0.205 

	Olfr681
	Mus musculus olfactory receptor 681 (Olfr681), mRNA [NM_207557]
	NM_207557
	52.74255538
	151.795003
	0.205 

	Cntnap2
	Mus musculus contactin associated protein-like 2 (Cntnap2), transcript variant 1, mRNA [NM_001004357]
	NM_001004357
	11.25605348
	48.12740733
	0.205 

	
	lincRNA:chr4:115639749-115641787 reverse strand
	
	38.23517381
	93.53567186
	0.205 

	Mgst3
	Mus musculus microsomal glutathione S-transferase 3 (Mgst3), mRNA [NM_025569]
	NM_025569
	8445.026297
	3104.889623
	0.205 

	Pdgfc
	Mus musculus platelet-derived growth factor, C polypeptide (Pdgfc), mRNA [NM_019971]
	NM_019971
	1709.344683
	669.2952834
	0.205 

	Cdkn1a
	Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a), transcript variant 1, mRNA [NM_007669]
	NM_007669
	4820.722572
	2194.421115
	0.205 

	Rgs19
	Mus musculus regulator of G-protein signaling 19 (Rgs19), transcript variant 2, mRNA [NM_026446]
	NM_026446
	771.8072884
	359.8074928
	0.205 

	LOC102636048
	PREDICTED: Mus musculus uncharacterized LOC102636048 (LOC102636048), transcript variant X1, ncRNA [XR_380269]
	XR_380269
	611.2514761
	1255.365373
	0.205 

	Hmgcs1
	Mus musculus 3-hydroxy-3-methylglutaryl-Coenzyme A synthase 1 (Hmgcs1), transcript variant 1, mRNA [NM_145942]
	NM_145942
	202.2118272
	51.13744234
	0.205 

	
	lincRNA:chr2:157236070-157249445 forward strand
	
	42.14317347
	100.1773462
	0.205 

	Ccl2
	Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA [NM_011333]
	NM_011333
	2402.834775
	960.3119211
	0.205 

	Cyp2c54
	Mus musculus cytochrome P450, family 2, subfamily c, polypeptide 54 (Cyp2c54), mRNA [NM_206537]
	NM_206537
	2092.39913
	5185.576625
	0.205 

	
	lincRNA:chr1:23334791-23335367 forward strand
	
	24.64669843
	59.93087889
	0.205 

	Ccl2
	Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA [NM_011333]
	NM_011333
	2326.608074
	914.167875
	0.205 

	Spdya
	Mus musculus speedy homolog A (Xenopus laevis) (Spdya), transcript variant 1, mRNA [NM_029254]
	NM_029254
	22.86967861
	51.60011463
	0.205 

	
	
	
	14.08405424
	40.84660392
	0.206 

	
	lincRNA:chr2:174088550-174109425 forward strand
	
	22.51873425
	50.76037619
	0.206 

	Tmem132a
	Mus musculus transmembrane protein 132A (Tmem132a), mRNA [NM_133804]
	NM_133804
	2405.142318
	889.5302708
	0.207 

	6030419C18Rik
	Mus musculus RIKEN cDNA 6030419C18 gene (6030419C18Rik), mRNA [NM_176921]
	NM_176921
	414.8762071
	188.7679625
	0.207 

	Chrdl1
	Mus musculus chordin-like 1 (Chrdl1), transcript variant 2, mRNA [NM_031258]
	NM_031258
	17.07964861
	46.76669761
	0.207 

	Got1
	Mus musculus glutamate oxaloacetate transaminase 1, soluble (Got1), mRNA [NM_010324]
	NM_010324
	36697.98124
	97790.38533
	0.207 

	
	
	
	28.44342992
	59.30153436
	0.207 

	Gm16508
	Mus musculus clone NIA:K0437F02 unknown mRNA. [AY512943]
	AY512943
	23.21869071
	46.45578847
	0.207 

	
	lincRNA:chr13:98267049-98267604 forward strand
	
	46.95759915
	96.36631181
	0.207 

	Kctd3
	Mus musculus potassium channel tetramerisation domain containing 3 (Kctd3), mRNA [NM_172650]
	NM_172650
	3443.938521
	1636.905208
	0.207 

	Relb
	Mus musculus avian reticuloendotheliosis viral (v-rel) oncogene related B (Relb), transcript variant 1, mRNA [NM_009046]
	NM_009046
	1658.993132
	597.5019592
	0.207 

	Cstb
	Mus musculus cystatin B (Cstb), mRNA [NM_007793]
	NM_007793
	35228.27327
	16059.09487
	0.207 

	Zc2hc1a
	Mus musculus zinc finger, C2HC-type containing 1A (Zc2hc1a), mRNA [NM_173181]
	NM_173181
	704.4304591
	211.1817408
	0.207 

	Cth
	Mus musculus cystathionase (cystathionine gamma-lyase) (Cth), mRNA [NM_145953]
	NM_145953
	12635.44564
	39174.4417
	0.207 

	
	lincRNA:chr16:13752215-13764390 reverse strand
	
	10.8655497
	38.05879377
	0.207 

	
	lincRNA:chr17:26911397-26917047 reverse strand
	
	959.0692563
	2890.94455
	0.207 

	Olfr266
	Mus musculus olfactory receptor 266 (Olfr266), mRNA [NM_146489]
	NM_146489
	35.46957532
	79.85158704
	0.207 

	
	lincRNA:chr14:65206167-65206949 forward strand
	
	18.44397161
	74.44137016
	0.207 

	
	lincRNA:chr3:88323145-88335770 forward strand
	
	70.54180745
	147.2855652
	0.207 

	Cyp51
	Mus musculus cytochrome P450, family 51 (Cyp51), mRNA [NM_020010]
	NM_020010
	3419.758685
	1272.229808
	0.207 

	C1ql3
	Mus musculus C1q-like 3 (C1ql3), mRNA [NM_153155]
	NM_153155
	94.17123973
	38.43647941
	0.207 

	
	lincRNA:chr17:32044823-32045974 reverse strand
	
	4470.932245
	1708.189523
	0.207 

	Olfr406
	Mus musculus olfactory receptor 406 (Olfr406), mRNA [NM_001011863]
	NM_001011863
	22.54905097
	46.94090526
	0.207 

	Fcnaos
	Mus musculus adult male hypothalamus cDNA, RIKEN full-length enriched library, clone:A230086C11 product:hypothetical protein, full insert sequence. [AK039020]
	AK039020
	50.22363277
	102.0214743
	0.207 

	
	lincRNA:chr4:89032648-89133273 reverse strand
	
	62.43256886
	157.5252802
	0.207 

	Prss44
	protease, serine, 44 [Source:MGI Symbol;Acc:MGI:1920586] [ENSMUST00000141089]
	AB047758
	81.01048615
	235.4048173
	0.207 

	
	lincRNA:chr7:50509139-50526856 reverse strand
	
	420.3153731
	3640.656022
	0.207 

	Pls1
	Mus musculus plastin 1 (I-isoform) (Pls1), mRNA [NM_001033210]
	NM_001033210
	357.118893
	100.5461843
	0.207 

	Atp2b4
	Mus musculus ATPase, Ca++ transporting, plasma membrane 4 (Atp2b4), transcript variant b, mRNA [NM_213616]
	NM_213616
	18.88025255
	66.94540514
	0.207 

	
	lincRNA:chr8:110196655-110390197 forward strand
	
	22.23563123
	61.16450578
	0.207 

	Scnn1a
	Mus musculus sodium channel, nonvoltage-gated 1 alpha (Scnn1a), mRNA [NM_011324]
	NM_011324
	928.3812549
	2824.147027
	0.207 

	Olfr314
	Mus musculus olfactory receptor 314 (Olfr314), mRNA [NM_001011760]
	NM_001011760
	34.1654116
	81.24845026
	0.207 

	Slc25a4
	Mus musculus solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4 (Slc25a4), mRNA [NM_007450]
	NM_007450
	27168.16417
	11738.33745
	0.207 

	Tmlhe
	Mus musculus trimethyllysine hydroxylase, epsilon (Tmlhe), mRNA [NM_138758]
	NM_138758
	334.7609622
	714.8815003
	0.207 

	
	
	
	62.58827683
	138.5528625
	0.208 

	
	lincRNA:chrX:47893703-47996700 forward strand
	
	10.81329967
	94.1777986
	0.208 

	1700006J14Rik
	Mus musculus 13 days embryo liver cDNA, RIKEN full-length enriched library, clone:2510044O04 product:13 DAYS EMBRYO LIVER CDNA, RIKEN FULL-LENGTH ENRICHED LIBRARY, CLONE:2510044O04, FULL INSERT SEQUENCE (ADULT MALE TESTIS CDNA, RIKEN FULL-LENGTH ENRICHED LIBRARY, CLONE:1700006J14, FULL INSERT SEQUENCE), full insert sequence. [AK011105]
	AK011105
	209.3794402
	424.0731144
	0.208 

	Atp6v0d2
	Mus musculus ATPase, H+ transporting, lysosomal V0 subunit D2 (Atp6v0d2), mRNA [NM_175406]
	NM_175406
	296.8606117
	51.90405129
	0.208 

	
	lincRNA:chr14:106250821-106261843 forward strand
	
	17.24549683
	55.17238363
	0.208 

	Stmn4
	Mus musculus stathmin-like 4 (Stmn4), mRNA [NM_019675]
	NM_019675
	31.27359482
	69.36926538
	0.208 

	C8a
	Mus musculus complement component 8, alpha polypeptide (C8a), transcript variant 1, mRNA [NM_146148]
	NM_146148
	20916.78049
	45237.73775
	0.208 

	Gls
	Mus musculus glutaminase (Gls), transcript variant 1, mRNA [NM_001081081]
	NM_001081081
	134.1451045
	53.77635671
	0.208 

	
	lincRNA:chr1:82892851-82943201 reverse strand
	
	24.84716947
	77.36586604
	0.208 

	
	
	
	142.2158391
	66.69468887
	0.208 

	Garnl3
	Mus musculus GTPase activating RANGAP domain-like 3 (Garnl3), mRNA [NM_178888]
	NM_178888
	277.440123
	90.4063541
	0.208 

	
	
	
	110802.9722
	46074.73035
	0.208 

	
	lincRNA:chr7:112934153-112943178 reverse strand
	
	76.8551473
	171.4291288
	0.208 

	Dnttip1
	Mus musculus TIB-55 BB88 cDNA, RIKEN full-length enriched library, clone:I730090C17 product:deoxynucleotidyltransferase, terminal, interacting protein 1, full insert sequence. [AK168315]
	AK168315
	284.6431375
	761.9856373
	0.208 

	
	lincRNA:chr18:69958121-69958487 forward strand
	
	25.52404503
	57.78581328
	0.208 

	
	Mus musculus 2 cells egg cDNA, RIKEN full-length enriched library, clone:B020014J18 product:unclassifiable, full insert sequence. [AK139740]
	AK139740
	70.8040946
	164.5521035
	0.208 

	Cdc42se1
	Mus musculus CDC42 small effector 1 (Cdc42se1), transcript variant 1, mRNA [NM_172395]
	NM_172395
	1489.384527
	702.6422796
	0.208 

	
	lincRNA:chr8:41730287-41746862 reverse strand
	
	10.69848642
	54.99181077
	0.208 

	Scx
	Mus musculus scleraxis (Scx), mRNA [NM_198885]
	NM_198885
	229.5148518
	87.68185025
	0.208 

	Barx1
	Mus musculus BarH-like homeobox 1 (Barx1), mRNA [NM_007526]
	NM_007526
	10.03212703
	43.99626603
	0.208 

	Plxnc1
	Mus musculus plexin C1 (Plxnc1), mRNA [NM_018797]
	NM_018797
	552.591764
	1383.814588
	0.208 

	
	lincRNA:chr4:16119250-16149850 forward strand
	
	23.53186643
	54.93428435
	0.209 

	
	lincRNA:chr3:93582250-93592950 forward strand
	
	366.1856017
	758.6733945
	0.209 

	Gm5458
	Mus musculus predicted gene 5458 (Gm5458), mRNA [NM_001024706]
	NM_001024706
	12.37834103
	51.08171115
	0.209 

	Uroc1
	Mus musculus urocanase domain containing 1 (Uroc1), mRNA [NM_144940]
	NM_144940
	18881.74019
	45037.59601
	0.209 

	
	lincRNA:chr2:108456668-108532418 forward strand
	
	9.061860703
	37.03955465
	0.209 

	Gm15520
	Mus musculus adult male pituitary gland cDNA, RIKEN full-length enriched library, clone:5330437G22 product:unclassifiable, full insert sequence. [AK077358]
	AK077358
	64.56345693
	167.4173433
	0.209 

	Pigl
	Mus musculus phosphatidylinositol glycan anchor biosynthesis, class L (Pigl), mRNA [NM_001039536]
	NM_001039536
	171.2236301
	83.48778157
	0.209 

	Plekhh1
	Mus musculus pleckstrin homology domain containing, family H (with MyTH4 domain) member 1 (Plekhh1), mRNA [NM_181073]
	NM_181073
	1099.611642
	276.9377301
	0.209 

	
	lincRNA:chr9:56910620-56919667 forward strand
	
	49.9311292
	18.86900926
	0.209 

	
	lincRNA:chr8:41730287-41746862 forward strand
	
	22.9557924
	66.49494841
	0.209 

	Slc25a4
	Mus musculus solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4 (Slc25a4), mRNA [NM_007450]
	NM_007450
	26354.96284
	11137.37202
	0.209 

	1700029M20Rik
	Mus musculus RIKEN cDNA 1700029M20 gene (1700029M20Rik), transcript variant 1, long non-coding RNA [NR_015613]
	NR_015613
	28.85105932
	62.29579193
	0.209 

	BB287469
	Mus musculus expressed sequence BB287469 (BB287469), mRNA [NM_001177573]
	NM_001177573
	22.59659805
	57.86406593
	0.209 

	Cdkn1a
	Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a), transcript variant 1, mRNA [NM_007669]
	NM_007669
	4807.5422
	2226.707267
	0.209 

	Klc3
	Mus musculus kinesin light chain 3 (Klc3), transcript variant 2, mRNA [NM_146182]
	NM_146182
	326.8395846
	163.2309239
	0.209 

	
	lincRNA:chr6:31017987-31174287 forward strand
	
	17.89827361
	58.77730411
	0.209 

	Ccl2
	Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA [NM_011333]
	NM_011333
	2448.475059
	993.2229696
	0.209 

	Sema3b
	Mus musculus sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3B (Sema3b), transcript variant 3, mRNA [NM_001291537]
	NM_001291537
	5660.428345
	869.0792942
	0.209 

	Fgf21
	Mus musculus fibroblast growth factor 21 (Fgf21), mRNA [NM_020013]
	NM_020013
	10753.11391
	3679.52007
	0.209 

	Ccl2
	Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA [NM_011333]
	NM_011333
	2330.536837
	949.8850961
	0.209 

	Slc10a1
	Mus musculus solute carrier family 10 (sodium/bile acid cotransporter family), member 1 (Slc10a1), transcript variant 2, mRNA [NM_011387]
	NM_011387
	8310.393366
	17043.18426
	0.209 

	A730046J19Rik
	Mus musculus RIKEN cDNA A730046J19 gene (A730046J19Rik), long non-coding RNA [NR_040271]
	NR_040271
	121.3493111
	262.3296443
	0.209 

	Arntl
	Mus musculus aryl hydrocarbon receptor nuclear translocator-like (Arntl), transcript variant 1, mRNA [NM_007489]
	NM_007489
	759.3168437
	320.7834521
	0.209 

	Tpst1
	Mus musculus protein-tyrosine sulfotransferase 1 (Tpst1), transcript variant 1, mRNA [NM_001130476]
	NM_001130476
	140.3992943
	335.8112607
	0.209 

	Slc25a4
	Mus musculus solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4 (Slc25a4), mRNA [NM_007450]
	NM_007450
	27312.09046
	11802.11038
	0.209 

	
	
	
	30.3876407
	64.6938391
	0.209 

	
	predicted gene, 20730 [Source:MGI Symbol;Acc:MGI:5313039] [ENSMUST00000103301]
	AJ277812
	21.93229493
	48.46661073
	0.209 

	
	
	
	72950.59154
	32107.39076
	0.209 

	
	lincRNA:chrX:98680220-98718445 reverse strand
	
	10.99946497
	35.7076763
	0.209 

	
	lincRNA:chr7:80766878-80767496 reverse strand
	
	7.980656492
	28.73195181
	0.209 

	Tubb2a
	Mus musculus tubulin, beta 2A class IIA (Tubb2a), mRNA [NM_009450]
	NM_009450
	201789.8455
	43038.79888
	0.209 

	Slc17a2
	solute carrier family 17 (sodium phosphate), member 2 [Source:MGI Symbol;Acc:MGI:2443098] [ENSMUST00000006786]
	AK040717
	808.9476841
	1825.573709
	0.209 

	Zdhhc2
	zinc finger, DHHC domain containing 2 [Source:MGI Symbol;Acc:MGI:1923452] [ENSMUST00000049389]
	XM_006509487
	391.8706761
	115.4441873
	0.209 

	Slc5a1
	Mus musculus solute carrier family 5 (sodium/glucose cotransporter), member 1 (Slc5a1), mRNA [NM_019810]
	NM_019810
	140.1485557
	35.16328063
	0.209 

	
	lincRNA:chr5:23363666-23371611 reverse strand
	
	26.67831041
	54.18696214
	0.209 

	Defa-ps1
	Mus musculus defensin, alpha, pseudogene 1 (Defa-ps1), non-coding RNA [NR_003146]
	NR_003146
	17.79922179
	76.30772317
	0.209 

	
	lincRNA:chr17:32035750-32056000 reverse strand
	
	3765.559643
	1423.330503
	0.209 

	Tuba1b
	Mus musculus tubulin, alpha 1B (Tuba1b), mRNA [NM_011654]
	NM_011654
	42144.24444
	18619.27252
	0.209 

	Ppm1h
	Mus musculus protein phosphatase 1H (PP2C domain containing) (Ppm1h), transcript variant 1, mRNA [NM_001110218]
	NM_001110218
	1312.940468
	509.0656249
	0.209 

	
	lincRNA:chr5:112297381-112328281 reverse strand
	
	9.079706037
	47.44653498
	0.209 

	
	
	
	18.53869038
	56.78385125
	0.209 

	Timp1
	Mus musculus tissue inhibitor of metalloproteinase 1 (Timp1), transcript variant 1, mRNA [NM_001044384]
	NM_001044384
	1157.49137
	400.2134501
	0.209 

	
	lincRNA:chr8:41730287-41746862 reverse strand
	
	25.20750901
	60.12501449
	0.209 

	Gm3336
	Mus musculus predicted gene 3336 (Gm3336), mRNA [NM_001195253]
	NM_001195253
	30.34756548
	84.09695981
	0.209 

	Dtx4
	Mus musculus deltex 4 homolog (Drosophila) (Dtx4), mRNA [NM_172442]
	NM_172442
	2706.936151
	1164.402429
	0.209 

	
	lincRNA:chr7:105964846-105965163 forward strand
	
	17.20508535
	52.58285247
	0.209 

	C130026I21Rik
	Mus musculus RIKEN cDNA C130026I21 gene (C130026I21Rik), transcript variant 1, mRNA [NM_175219]
	NM_175219
	30.23696107
	79.92680322
	0.209 

	
	lincRNA:chr17:32044823-32045974 reverse strand
	
	3022.7146
	1142.873677
	0.209 

	4930535I16Rik
	Mus musculus 0 day neonate skin cDNA, RIKEN full-length enriched library, clone:4632401I21 product:unclassifiable, full insert sequence. [AK132422]
	AK132422
	81.32634155
	27.68772512
	0.209 

	Cpne5
	Mus musculus copine V (Cpne5), mRNA [NM_153166]
	NM_153166
	16.59547529
	56.23072321
	0.209 

	
	Mus musculus 9.5 days embryo parthenogenote cDNA, RIKEN full-length enriched library, clone:B130042C16 product:Hypothetical homeodomain-like structure containing protein homolog [Mus musculus], full insert sequence. [AK157786]
	AK157786
	34.11770995
	79.72378105
	0.209 

	Cyp2c54
	Mus musculus cytochrome P450, family 2, subfamily c, polypeptide 54 (Cyp2c54), mRNA [NM_206537]
	NM_206537
	52541.68883
	113891.8401
	0.209 

	Gm2800
	PREDICTED: Mus musculus predicted gene 2800 (Gm2800), misc_RNA [XR_168712]
	XR_168712
	18.50915132
	46.45415457
	0.209 

	Slc25a4
	Mus musculus solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4 (Slc25a4), mRNA [NM_007450]
	NM_007450
	26965.90865
	11562.5382
	0.209 

	
	lincRNA:chr6:149307300-149322900 reverse strand
	
	35.62309899
	76.98402546
	0.209 

	
	lincRNA:chr5:120269342-120279542 reverse strand
	
	22.55770544
	48.63120092
	0.209 

	
	lincRNA:chr3:30077338-30080281 reverse strand
	
	99.48873678
	42.37161871
	0.209 

	Slc25a4
	Mus musculus solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4 (Slc25a4), mRNA [NM_007450]
	NM_007450
	27005.65602
	11349.96009
	0.209 

	Wdr1
	Mus musculus WD repeat domain 1 (Wdr1), mRNA [NM_011715]
	NM_011715
	10261.05573
	4609.277738
	0.209 

	Map4k4
	Mus musculus mitogen-activated protein kinase kinase kinase kinase 4 (Map4k4), transcript variant 1, mRNA [NM_001252200]
	NM_001252200
	2364.141818
	1046.999205
	0.209 

	Olfr470
	Mus musculus olfactory receptor 470 (Olfr470), mRNA [NM_146425]
	NM_146425
	22.96967308
	51.2126732
	0.209 

	Gck
	Mus musculus glucokinase (Gck), transcript variant 1, mRNA [NM_010292]
	NM_010292
	9163.622116
	3975.680358
	0.209 

	Gm12680
	Mus musculus adult retina cDNA, RIKEN full-length enriched library, clone:A930009N24 product:unclassifiable, full insert sequence. [AK044374]
	AK044374
	14.81301136
	38.85605685
	0.209 

	Upk3a
	Mus musculus uroplakin 3A (Upk3a), mRNA [NM_023478]
	NM_023478
	10.33685743
	48.61042918
	0.209 

	
	lincRNA:chr7:13533925-13544525 forward strand
	
	1296.488349
	373.8798183
	0.209 

	Nat1
	Mus musculus N-acetyl transferase 1 (Nat1), mRNA [NM_008673]
	NM_008673
	43.39746124
	106.8720648
	0.209 

	
	lincRNA:chr12:72103832-72116875 forward strand
	
	9.010445834
	36.32749798
	0.210 

	Pdgfb
	Mus musculus platelet derived growth factor, B polypeptide (Pdgfb), mRNA [NM_011057]
	NM_011057
	1500.640776
	708.5952479
	0.210 

	Cacng2
	Mus musculus calcium channel, voltage-dependent, gamma subunit 2 (Cacng2), mRNA [NM_007583]
	NM_007583
	17.95343257
	40.86836721
	0.211 

	Slc30a7
	Mus musculus solute carrier family 30 (zinc transporter), member 7 (Slc30a7), mRNA [NM_023214]
	NM_023214
	122.2465665
	431.2942784
	0.211 

	
	lincRNA:chr3:146515333-146557069 forward strand
	
	527.6433694
	233.4011023
	0.211 

	
	lincRNA:chr8:41730287-41746862 reverse strand
	
	18.00523664
	58.21226133
	0.212 

	Ccbl1
	Mus musculus cysteine conjugate-beta lyase 1 (Ccbl1), mRNA [NM_172404]
	NM_172404
	17299.31579
	36451.85556
	0.212 

	
	lincRNA:chr1:84947500-85045150 reverse strand
	
	89.00748912
	225.7629369
	0.212 

	
	
	
	12.54193127
	38.92561884
	0.212 

	Tes
	Mus musculus testis derived transcript (Tes), mRNA [NM_207176]
	NM_207176
	2220.518347
	662.7683089
	0.212 

	
	
	
	36.7422086
	86.84264282
	0.212 

	Gm13032
	Mus musculus predicted gene 13032 (Gm13032), long non-coding RNA [NR_045944]
	NR_045944
	28.84319087
	64.39130507
	0.212 

	Pgd
	Mus musculus phosphogluconate dehydrogenase (Pgd), mRNA [NM_001081274]
	NM_001081274
	20532.67638
	7831.752309
	0.212 

	
	lincRNA:chr18:79286360-79304510 forward strand
	
	14.54108252
	39.55151926
	0.212 

	Hspb7
	Mus musculus heat shock protein family, member 7 (cardiovascular) (Hspb7), mRNA [NM_013868]
	NM_013868
	17.87541324
	53.62890352
	0.212 

	Slc25a4
	Mus musculus solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4 (Slc25a4), mRNA [NM_007450]
	NM_007450
	26705.12955
	11252.76282
	0.213 

	LOC100862151
	PREDICTED: Mus musculus homeobox protein BarH-like 2-like (LOC100862151), mRNA [XM_003688829]
	XM_003688829
	13.8273283
	50.73592086
	0.213 

	
	lincRNA:chr17:9898206-9919226 reverse strand
	
	19.07093597
	53.56478411
	0.213 

	
	
	
	11.0124056
	65.33216878
	0.213 

	Foxl2os
	Mus musculus forkhead box L2, opposite strand (Foxl2os), long non-coding RNA [NR_003248]
	NR_003248
	16.88193203
	46.35485647
	0.213 

	Nudt7
	Mus musculus nudix (nucleoside diphosphate linked moiety X)-type motif 7 (Nudt7), transcript variant 4, mRNA [NM_001290181]
	NM_001290181
	23087.33732
	73783.10247
	0.213 

	Cd55
	Mus musculus CD55 antigen (Cd55), mRNA [NM_010016]
	NM_010016
	876.867586
	1922.718132
	0.213 

	Itga10
	Mus musculus integrin, alpha 10 (Itga10), mRNA [NM_001081053]
	NM_001081053
	418.3756497
	902.8162843
	0.213 

	Tuba1c
	Mus musculus tubulin, alpha 1C (Tuba1c), mRNA [NM_009448]
	NM_009448
	163794.3281
	72691.7785
	0.213 

	Foxb2
	Mus musculus forkhead box B2 (Foxb2), mRNA [NM_008023]
	NM_008023
	15.4394597
	39.71375233
	0.213 

	
	
	
	14.43653254
	48.49720257
	0.213 

	E230019M04Rik
	Mus musculus RIKEN cDNA E230019M04 gene (E230019M04Rik), mRNA [NM_177921]
	NM_177921
	162.3587288
	67.44914132
	0.213 

	
	lincRNA:chr13:94189389-94189810 forward strand
	
	10.49633121
	29.12103204
	0.213 

	
	
	
	11.330882
	61.95106633
	0.213 

	Chka
	Mus musculus choline kinase alpha (Chka), transcript variant 1, mRNA [NM_013490]
	NM_013490
	778.0010181
	351.0162176
	0.213 

	Rec114
	Mus musculus REC114 meiotic recombination protein (Rec114), mRNA [NM_028598]
	NM_028598
	19.7498869
	58.31268802
	0.213 

	Pcdh9
	Mus musculus protocadherin 9 (Pcdh9), transcript variant 1, mRNA [NM_001081377]
	NM_001081377
	12.57955817
	48.3717072
	0.213 

	Igf1
	Mus musculus insulin-like growth factor 1 (Igf1), transcript variant 1, mRNA [NM_010512]
	NM_010512
	37651.3099
	81564.7464
	0.213 

	Rundc3b
	Mus musculus RUN domain containing 3B (Rundc3b), mRNA [NM_198620]
	NM_198620
	67.54420747
	30.67180374
	0.213 

	
	lincRNA:chr16:86770170-86874921 reverse strand
	
	433.1760549
	878.0225911
	0.213 

	Jag2
	Mus musculus jagged 2 (Jag2), mRNA [NM_010588]
	NM_010588
	77.98047474
	26.34059397
	0.213 

	Sema5b
	Mus musculus sema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 5B (Sema5b), mRNA [NM_013661]
	NM_013661
	151.8856136
	399.0897401
	0.213 

	Cyp2d9
	Mus musculus cytochrome P450, family 2, subfamily d, polypeptide 9 (Cyp2d9), mRNA [NM_010006]
	NM_010006
	25466.29797
	51362.9737
	0.214 

	1700025H01Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:1700025H01 product:hypothetical protein, full insert sequence. [AK006338]
	AK006338
	12.56249322
	47.72995422
	0.214 

	Cdkn1a
	Mus musculus cyclin-dependent kinase inhibitor 1A (P21) (Cdkn1a), transcript variant 1, mRNA [NM_007669]
	NM_007669
	4766.437956
	2233.605949
	0.214 

	
	lincRNA:chr16:86770170-86874921 reverse strand
	
	67.35180357
	158.7128001
	0.214 

	
	
	
	16.67461551
	48.40399163
	0.214 

	Ccl2
	Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA [NM_011333]
	NM_011333
	2492.303508
	954.4066569
	0.214 

	Arhgap22
	Mus musculus Rho GTPase activating protein 22 (Arhgap22), mRNA [NM_153800]
	NM_153800
	1805.044887
	384.0986598
	0.214 

	
	lincRNA:chr17:32035750-32056000 reverse strand
	
	5694.755954
	2231.507231
	0.214 

	Mup19
	Mus musculus major urinary protein 19 (Mup19), mRNA [NM_001135127]
	NM_001135127
	511433.4802
	1104482.861
	0.214 

	Sult5a1
	Mus musculus sulfotransferase family 5A, member 1 (Sult5a1), mRNA [NM_020564]
	NM_020564
	128.7767906
	680.5132016
	0.214 

	
	
	
	93.92759705
	204.9212603
	0.214 

	Ndrg1
	Mus musculus N-myc downstream regulated gene 1 (Ndrg1), mRNA [NM_008681]
	NM_008681
	6451.885405
	2285.18827
	0.214 

	Ccl2
	Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA [NM_011333]
	NM_011333
	2244.859938
	922.8338592
	0.214 

	Lama5
	Mus musculus laminin, alpha 5 (Lama5), mRNA [NM_001081171]
	NM_001081171
	5201.218341
	1970.117142
	0.214 

	
	lincRNA:chr12:52944867-52971992 forward strand
	
	20.11026748
	43.36504193
	0.214 

	Ccl2
	Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA [NM_011333]
	NM_011333
	2328.221315
	935.9144709
	0.214 

	
	lincRNA:chr6:126502067-126507755 reverse strand
	
	18.90651844
	50.67438679
	0.214 

	Gm13152
	Mus musculus predicted gene 13152 (Gm13152), mRNA [NM_001039209]
	NM_001039209
	244.0101809
	784.9060842
	0.214 

	
	lincRNA:chr5:137392195-137426421 forward strand
	
	57.35845172
	116.2496533
	0.214 

	Slc25a4
	Mus musculus solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4 (Slc25a4), mRNA [NM_007450]
	NM_007450
	27497.22743
	11775.79828
	0.214 

	
	
	
	15.70762256
	54.070209
	0.214 

	Chml
	Mus musculus choroideremia-like (Chml), mRNA [NM_021350]
	NM_021350
	680.3146367
	333.6778715
	0.215 

	
	lincRNA:chr13:41337973-41379821 reverse strand
	
	34.60660437
	69.44350528
	0.215 

	
	lincRNA:chr13:94185501-94185936 forward strand
	
	14.95505921
	81.09563978
	0.215 

	
	lincRNA:chr4:8865575-8899400 forward strand
	
	12.04423998
	42.10116129
	0.215 

	
	lincRNA:chr16:11008534-11013759 forward strand
	
	55.05967297
	126.9030802
	0.215 

	Tex14
	Mus musculus testis expressed gene 14 (Tex14), transcript variant 1, mRNA [NM_001199293]
	NM_001199293
	23.7964501
	52.47709958
	0.215 

	Tpm1
	Mus musculus tropomyosin 1, alpha (Tpm1), transcript variant 2, mRNA [NM_001164249]
	NM_001164249
	4587.572072
	2203.951755
	0.215 

	Slc25a4
	Mus musculus solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4 (Slc25a4), mRNA [NM_007450]
	NM_007450
	27994.50766
	11967.85545
	0.215 

	Slc25a4
	Mus musculus solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4 (Slc25a4), mRNA [NM_007450]
	NM_007450
	28131.20555
	11890.80831
	0.215 

	Cachd1
	Mus musculus cache domain containing 1 (Cachd1), mRNA [NM_198037]
	NM_198037
	823.295657
	361.1825158
	0.215 

	Unkl
	Mus musculus unkempt-like (Drosophila) (Unkl), transcript variant 1, mRNA [NM_001197024]
	NM_001197024
	58.22879353
	117.7841117
	0.215 

	Gm5795
	PREDICTED: Mus musculus predicted gene 5795 (Gm5795), transcript variant X1, mRNA [XM_006518056]
	XM_006518056
	54.61997379
	23.91596028
	0.215 

	
	lincRNA:chr13:98062189-98066613 forward strand
	
	25.34277585
	60.08819117
	0.215 

	
	lincRNA:chr15:79286294-79286651 reverse strand
	
	42.99323368
	106.0170679
	0.215 

	Tnfrsf23
	Mus musculus tumor necrosis factor receptor superfamily, member 23 (Tnfrsf23), mRNA [NM_024290]
	NM_024290
	944.457301
	423.3430873
	0.215 

	Mfge8
	Mus musculus milk fat globule-EGF factor 8 protein (Mfge8), transcript variant 1, mRNA [NM_008594]
	NM_008594
	73441.74241
	34395.87272
	0.215 

	2210008F06Rik
	PREDICTED: Mus musculus RIKEN cDNA 2210008F06 gene (2210008F06Rik), misc_RNA [XR_388863]
	XR_388863
	89.2032385
	35.98464333
	0.215 

	
	
	
	12.84387357
	47.91929352
	0.215 

	Gm4759
	Mus musculus predicted gene 4759 (Gm4759), non-coding RNA [NR_003967]
	NR_003967
	79.13480979
	177.7443888
	0.215 

	Hopx
	Mus musculus HOP homeobox (Hopx), transcript variant 1, mRNA [NM_175606]
	NM_175606
	3175.420165
	6391.162428
	0.215 

	Rec114
	Mus musculus REC114 meiotic recombination protein (Rec114), mRNA [NM_028598]
	NM_028598
	26.24642523
	67.46604018
	0.215 

	Ccl2
	Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA [NM_011333]
	NM_011333
	2650.571451
	1030.542041
	0.215 

	Pgk2
	Mus musculus phosphoglycerate kinase 2 (Pgk2), mRNA [NM_031190]
	NM_031190
	23.1551144
	54.5244808
	0.215 

	2410088K16Rik
	Mus musculus RIKEN cDNA 2410088K16 gene (2410088K16Rik), long non-coding RNA [NR_040493]
	NR_040493
	17.81593356
	79.51126989
	0.215 

	4933436H12Rik
	Mus musculus RIKEN cDNA 4933436H12 gene (4933436H12Rik), long non-coding RNA [NR_046208]
	NR_046208
	22.41387158
	50.48030086
	0.215 

	
	lincRNA:chr10:87541696-87547421 reverse strand
	
	194.5683858
	2155.552008
	0.215 

	AI481877
	expressed sequence AI481877 [Source:MGI Symbol;Acc:MGI:2140313] [ENSMUST00000122832]
	AK135748
	46.81321155
	138.3531469
	0.215 

	Vmn1r214
	Mus musculus vomeronasal 1 receptor 214 (Vmn1r214), mRNA [NM_134214]
	NM_134214
	49.21812802
	548.2495263
	0.215 

	
	lincRNA:chr18:36072785-36076426 forward strand
	
	20.25915769
	48.57234897
	0.215 

	
	lincRNA:chr1:59435775-59448812 forward strand
	
	14.80017934
	38.73601375
	0.215 

	Ms4a7
	Mus musculus membrane-spanning 4-domains, subfamily A, member 7 (Ms4a7), transcript variant 3, mRNA [NM_001276398]
	NM_001276398
	3373.833712
	1583.99863
	0.215 

	Krt9
	Mus musculus keratin 9 (Krt9), mRNA [NM_201255]
	NM_201255
	98.62654027
	252.619895
	0.215 

	Mrgpre
	Mus musculus MAS-related GPR, member E (Mrgpre), mRNA [NM_175534]
	NM_175534
	123.3706021
	322.8396841
	0.215 

	
	lincRNA:chr16:86770170-86874921 reverse strand
	
	403.9187341
	816.9280912
	0.215 

	
	lincRNA:chr13:28952570-28953234 reverse strand
	
	47.76117477
	23.02863003
	0.215 

	Gm550
	PREDICTED: Mus musculus predicted gene 550 (Gm550), mRNA [XM_006531872]
	XM_006531872
	12.74434312
	34.63328915
	0.215 

	
	
	
	11.96041172
	50.43785952
	0.215 

	
	CJ238986 RIKEN full-length enriched mouse cDNA library, C57BL [CJ238986]
	CJ238986
	6734.192869
	15610.13161
	0.215 

	
	lincRNA:chr8:24327427-24332452 forward strand
	
	24.46706254
	51.62552532
	0.215 

	
	lincRNA:chr4:54851872-54866706 reverse strand
	
	39.29104411
	83.16433487
	0.215 

	C730036E19Rik
	Mus musculus RIKEN cDNA C730036E19 gene (C730036E19Rik), long non-coding RNA [NR_038011]
	NR_038011
	110.648932
	269.5095426
	0.215 

	Rec114
	Mus musculus REC114 meiotic recombination protein (Rec114), mRNA [NM_028598]
	NM_028598
	27.2164309
	82.22434825
	0.215 

	
	lincRNA:chr5:112205091-112240992 forward strand
	
	42.27407715
	95.86539432
	0.215 

	
	lincRNA:chr12:110870903-110891628 reverse strand
	
	40.57639025
	119.7096008
	0.215 

	
	lincRNA:chr1:162965001-162966376 forward strand
	
	53.27829554
	120.5417952
	0.215 

	Pira6
	Mus musculus paired-Ig-like receptor A6 (Pira6), transcript variant 2, mRNA [NM_011093]
	NM_011093
	15.90212111
	40.01149046
	0.215 

	A230070E04Rik
	Mus musculus RIKEN cDNA A230070E04 gene (A230070E04Rik), long non-coding RNA [NR_045897]
	NR_045897
	94.9590644
	192.9387533
	0.215 

	Tuba1b
	Mus musculus tubulin, alpha 1B (Tuba1b), mRNA [NM_011654]
	NM_011654
	83027.24312
	38535.5798
	0.215 

	
	lincRNA:chr16:22718344-22725594 forward strand
	
	91.33045518
	216.2342218
	0.215 

	
	RIKEN cDNA C230062I16 gene [Source:MGI Symbol;Acc:MGI:2442417] [ENSMUST00000077142]
	AK082547
	41.30891861
	84.66423454
	0.215 

	
	lincRNA:chr13:94193230-94193710 forward strand
	
	69.87477566
	141.8315745
	0.216 

	
	lincRNA:chr19:4994325-4994537 reverse strand
	
	18.02256839
	37.69229331
	0.216 

	Acss3
	Mus musculus acyl-CoA synthetase short-chain family member 3 (Acss3), transcript variant 2, mRNA [NM_198636]
	NM_198636
	249.6159038
	766.2144117
	0.216 

	S100b
	Mus musculus S100 protein, beta polypeptide, neural (S100b), mRNA [NM_009115]
	NM_009115
	145.6383996
	62.90801314
	0.216 

	Ccbl1
	Mus musculus cysteine conjugate-beta lyase 1 (Ccbl1), mRNA [NM_172404]
	NM_172404
	39793.95788
	83321.50879
	0.216 

	
	lincRNA:chr4:55465247-55494547 forward strand
	
	6.698541457
	35.25818411
	0.216 

	Serpina3f
	Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 3F (Serpina3f), transcript variant 1, mRNA [NM_001168294]
	NM_001168294
	484.8032685
	1003.551013
	0.216 

	Lax1
	Mus musculus lymphocyte transmembrane adaptor 1 (Lax1), transcript variant 2, mRNA [NM_172842]
	NM_172842
	21.06582993
	46.99836255
	0.216 

	Gabrg3
	Mus musculus gamma-aminobutyric acid (GABA) A receptor, subunit gamma 3 (Gabrg3), mRNA [NM_008074]
	NM_008074
	35.79685072
	77.5189338
	0.216 

	Cenpt
	Mus musculus centromere protein T (Cenpt), mRNA [NM_177150]
	NM_177150
	779.3685616
	358.6483445
	0.216 

	Olfr128
	Mus musculus olfactory receptor 128 (Olfr128), mRNA [NM_206816]
	NM_206816
	386.2445115
	837.2433806
	0.216 

	
	lincRNA:chr14:55672705-55675212 forward strand
	
	23.97271984
	48.19805687
	0.216 

	Arid5a
	Mus musculus AT rich interactive domain 5A (MRF1-like) (Arid5a), transcript variant 5, mRNA [NM_001290726]
	NM_001290726
	3403.288009
	1204.374677
	0.216 

	
	lincRNA:chr16:92478986-92497610 forward strand
	
	15.86745851
	54.09859231
	0.216 

	
	lincRNA:chr12:74135916-74142780 reverse strand
	
	17.39394832
	50.45098358
	0.216 

	Slc25a4
	Mus musculus solute carrier family 25 (mitochondrial carrier, adenine nucleotide translocator), member 4 (Slc25a4), mRNA [NM_007450]
	NM_007450
	26042.13702
	11279.55979
	0.216 

	Noxred1
	Mus musculus NADP+ dependent oxidoreductase domain containing 1 (Noxred1), mRNA [NM_027744]
	NM_027744
	105.4074695
	240.7599793
	0.216 

	
	lincRNA:chr9:43738583-43757007 forward strand
	
	35.12890804
	87.80193684
	0.216 

	St8sia4
	Mus musculus ST8 alpha-N-acetyl-neuraminide alpha-2,8-sialyltransferase 4 (St8sia4), transcript variant 1, mRNA [NM_009183]
	NM_009183
	682.1781032
	327.1782496
	0.216 

	Phlda3
	Mus musculus pleckstrin homology-like domain, family A, member 3 (Phlda3), mRNA [NM_013750]
	NM_013750
	9639.749535
	4085.918108
	0.216 

	Gm12542
	Mus musculus 3 days neonate thymus cDNA, RIKEN full-length enriched library, clone:A630023F22 product:hypothetical protein, full insert sequence. [AK153620]
	AK153620
	12.53083435
	36.32537736
	0.216 

	
	lincRNA:chr18:35046847-35047423 reverse strand
	
	8.686800364
	39.00904187
	0.216 

	4930488N24Rik
	PREDICTED: Mus musculus RIKEN cDNA 4930488N24 gene (4930488N24Rik), transcript variant X1, mRNA [XM_006525195]
	XM_006525195
	16.319226
	35.72380838
	0.216 

	Abat
	Mus musculus 17 days embryo head cDNA, RIKEN full-length enriched library, clone:3300003H20 product:4-aminobutyrate aminotransferase, full insert sequence. [AK160802]
	AK160802
	25.35949627
	59.69057259
	0.216 

	
	
	
	168.6466654
	489.153517
	0.216 

	Olfr531
	Mus musculus olfactory receptor 531 (Olfr531), mRNA [NM_146953]
	NM_146953
	27.03395606
	65.91758805
	0.216 

	
	lincRNA:chr4:129376440-129391690 reverse strand
	
	1122.213752
	2447.136444
	0.217 

	
	lincRNA:chrX:75813213-75829323 reverse strand
	
	38.57160098
	13.11928821
	0.217 

	
	lincRNA:chr2:60038543-60046318 forward strand
	
	81.97470524
	178.4656038
	0.217 

	Cpne8
	Mus musculus copine VIII (Cpne8), transcript variant 2, mRNA [NM_001033851]
	NM_001033851
	1458.26328
	622.3502661
	0.217 

	Fbll1
	Mus musculus fibrillarin-like 1 (Fbll1), mRNA [NM_001004147]
	NM_001004147
	22.84419325
	57.35987284
	0.217 

	Abcc5
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 5 (Abcc5), transcript variant 1, mRNA [NM_013790]
	NM_013790
	2607.797448
	857.1870286
	0.217 

	B230114P17Rik
	Mus musculus adult male corpora quadrigemina cDNA, RIKEN full-length enriched library, clone:B230114P17 product:unclassifiable, full insert sequence. [AK045415]
	AK045415
	1855.518201
	6298.428385
	0.217 

	
	lincRNA:chr15:85412264-85549139 reverse strand
	
	18.62873936
	43.88901305
	0.217 

	
	lincRNA:chr7:117140887-117152562 forward strand
	
	18.64490053
	47.59154245
	0.217 

	Scn2a1
	Mus musculus sodium channel, voltage-gated, type II, alpha 1 (Scn2a1), mRNA [NM_001099298]
	NM_001099298
	33.86291143
	74.91713007
	0.217 

	Chka
	Mus musculus choline kinase alpha (Chka), transcript variant 1, mRNA [NM_013490]
	NM_013490
	1945.138199
	896.4733728
	0.217 

	
	lincRNA:chr8:24327427-24332452 reverse strand
	
	20.25004721
	44.2282637
	0.217 

	LOC102638407
	PREDICTED: Mus musculus uncharacterized LOC102638407 (LOC102638407), ncRNA [XR_380739]
	XR_380739
	41.75648987
	18.46069369
	0.217 

	Cps1
	Mus musculus carbamoyl-phosphate synthetase 1 (Cps1), mRNA [NM_001080809]
	NM_001080809
	11679.52643
	27365.51739
	0.217 

	
	lincRNA:chr13:19618491-19618836 reverse strand
	
	160.2514494
	364.9125009
	0.217 

	
	lincRNA:chr9:34192364-34192810 reverse strand
	
	93.20704915
	348.0378858
	0.217 

	Gm21064
	PREDICTED: Mus musculus predicted gene, 21064 (Gm21064), transcript variant X1, mRNA [XM_003688990]
	XM_003688990
	128.6480019
	499.2313633
	0.217 

	
	lincRNA:chr6:128116450-128147150 forward strand
	
	9.395367235
	45.93542794
	0.217 

	
	lincRNA:chr2:174088550-174109425 reverse strand
	
	132.4337217
	42.57738313
	0.217 

	Sema4d
	Mus musculus sema domain, immunoglobulin domain (Ig), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 4D (Sema4d), transcript variant 1, mRNA [NM_001281880]
	NM_001281880
	499.8064702
	248.9075368
	0.217 

	Krtcap3
	Mus musculus keratinocyte associated protein 3 (Krtcap3), mRNA [NM_027221]
	NM_027221
	2001.466706
	675.9540277
	0.217 

	
	lincRNA:chr15:79764481-79809909 reverse strand
	
	3218.793141
	9293.118315
	0.217 

	Rnase10
	Mus musculus ribonuclease, RNase A family, 10 (non-active) (Rnase10), transcript variant 1, mRNA [NM_029145]
	NM_029145
	939.3577323
	2148.57956
	0.218 

	
	lincRNA:chr6:118250184-118258737 reverse strand
	
	14.41298361
	37.81042773
	0.218 

	
	
	
	10.62966155
	40.6641615
	0.218 

	Olfr975
	Mus musculus olfactory receptor 975 (Olfr975), mRNA [NM_146828]
	NM_146828
	16.42742423
	55.39663639
	0.218 

	Cml5
	Mus musculus camello-like 5 (Cml5), mRNA [NM_023493]
	NM_023493
	562.8869129
	2520.224882
	0.218 

	
	Q8R4C3_CRIGR (Q8R4C3) Csr1, partial (39%) [TC1618616]
	
	72.51823499
	217.2429615
	0.218 

	Sorbs2
	Mus musculus sorbin and SH3 domain containing 2 (Sorbs2), transcript variant 1, mRNA [NM_001205219]
	NM_001205219
	503.1839029
	200.0138915
	0.218 

	Ninl
	Mus musculus ninein-like (Ninl), mRNA [NM_207204]
	NM_207204
	277.6084564
	93.09082846
	0.218 

	
	
	
	114.4007258
	231.953497
	0.218 

	Ccl2
	Mus musculus chemokine (C-C motif) ligand 2 (Ccl2), mRNA [NM_011333]
	NM_011333
	2383.444354
	962.2622308
	0.218 

	
	lincRNA:chr14:77258025-77278750 forward strand
	
	7.928864629
	34.19332721
	0.218 

	
	
	
	47.23526685
	19.31418223
	0.218 

	LOC102635398
	PREDICTED: Mus musculus 60S ribosomal protein L23a-like (LOC102635398), mRNA [XM_006544167]
	XM_006544167
	18.41309824
	47.11999004
	0.218 

	Gm3239
	PREDICTED: Mus musculus predicted gene 3239 (Gm3239), transcript variant X1, mRNA [XM_006518205]
	XM_006518205
	431.9160614
	134.3835586
	0.218 

	Clasp2
	Mus musculus CLIP associating protein 2 (Clasp2), transcript variant 3, mRNA [NM_001114347]
	NM_001114347
	18.97723801
	55.7969774
	0.218 

	
	lincRNA:chr17:88890039-88905680 forward strand
	
	156.1434225
	74.15313027
	0.218 

	
	BC082096 oxidative stress responsive 1 {Rattus norvegicus} (exp=-1; wgp=0; cg=0), partial (86%) [TC1700900]
	
	57.07923351
	117.6500569
	0.218 

	
	lincRNA:chr17:13008796-13023201 forward strand
	
	150.0931102
	65.57023343
	0.219 

	
	lincRNA:chr16:4867322-4874772 forward strand
	
	14.97639905
	43.22620472
	0.219 

	Ppp1r12b
	protein phosphatase 1, regulatory (inhibitor) subunit 12B [Source:MGI Symbol;Acc:MGI:1916417] [ENSMUST00000168381]
	XM_006529707
	38.06525603
	76.78834961
	0.219 

	Ap1s3
	Mus musculus adaptor-related protein complex AP-1, sigma 3 (Ap1s3), mRNA [NM_183027]
	NM_183027
	604.258662
	253.1039276
	0.219 

	Gas1
	Mus musculus growth arrest specific 1 (Gas1), mRNA [NM_008086]
	NM_008086
	17.66744227
	42.31366611
	0.219 

	
	lincRNA:chr5:73771801-73772662 forward strand
	
	28.44896219
	57.28992663
	0.219 

	Gm5129
	Mus musculus predicted gene 5129 (Gm5129), long non-coding RNA [NR_028426]
	NR_028426
	14.45004005
	57.07283089
	0.219 

	Olfr111
	Mus musculus olfactory receptor 111 (Olfr111), mRNA [NM_001005485]
	NM_001005485
	16.80531445
	47.15769775
	0.219 

	Tmc5
	Mus musculus transmembrane channel-like gene family 5 (Tmc5), transcript variant 1, mRNA [NM_001105252]
	NM_001105252
	1124.44969
	503.4597982
	0.220 

	
	lincRNA:chr3:60292527-60292880 reverse strand
	
	128.8656057
	258.1722972
	0.220 

	Nek5
	Mus musculus NIMA (never in mitosis gene a)-related expressed kinase 5 (Nek5), mRNA [NM_177898]
	NM_177898
	154.15493
	50.87300943
	0.220 

	Crym
	Mus musculus crystallin, mu (Crym), mRNA [NM_016669]
	NM_016669
	1473.835537
	481.3472799
	0.220 

	Vil1
	Mus musculus villin 1 (Vil1), mRNA [NM_009509]
	NM_009509
	154.8738929
	64.06659158
	0.220 

	
	lincRNA:chr4:109071198-109078776 forward strand
	
	21.33506758
	58.29174737
	0.220 

	Ces3b
	Mus musculus carboxylesterase 3B (Ces3b), transcript variant 2, mRNA [NM_001159415]
	NM_001159415
	9935.58148
	23869.3285
	0.220 

	Olfr53
	Mus musculus olfactory receptor 53 (Olfr53), mRNA [NM_146960]
	NM_146960
	14.7307058
	37.97895504
	0.220 

	Gm15612
	Mus musculus predicted gene 15612 (Gm15612), long non-coding RNA [NR_045880]
	NR_045880
	15.98798419
	39.55497393
	0.220 

	Abca5
	Mus musculus ATP-binding cassette, sub-family A (ABC1), member 5 (Abca5), mRNA [NM_147219]
	NM_147219
	881.2150085
	341.8032991
	0.220 

	Aqp5
	Mus musculus aquaporin 5 (Aqp5), mRNA [NM_009701]
	NM_009701
	25.36794945
	70.16029474
	0.220 

	Tmprss9
	Mus musculus transmembrane protease, serine 9 (Tmprss9), mRNA [NM_001081688]
	NM_001081688
	27.59804975
	64.57792924
	0.220 

	Akap12
	Mus musculus A kinase (PRKA) anchor protein (gravin) 12 (Akap12), mRNA [NM_031185]
	NM_031185
	49.38813984
	102.1601055
	0.220 

	Rec114
	Mus musculus REC114 meiotic recombination protein (Rec114), mRNA [NM_028598]
	NM_028598
	19.92101618
	68.47259151
	0.220 

	
	lincRNA:chr1:121971906-121988306 reverse strand
	
	9.900287585
	44.72580787
	0.220 

	Elovl7
	Mus musculus ELOVL family member 7, elongation of long chain fatty acids (yeast) (Elovl7), mRNA [NM_029001]
	NM_029001
	8650.13868
	1508.821605
	0.220 

	
	BY123082 RIKEN full-length enriched, adult male brain Mus musculus cDNA clone L630013P07 5'. [BY123082]
	BY123082
	18.86986552
	46.62969867
	0.220 

	Bcl11a
	B cell CLL/lymphoma 11A (zinc finger protein) [Source:MGI Symbol;Acc:MGI:106190] [ENSMUST00000109516]
	
	18.393013
	51.01036129
	0.220 

	Mvk
	Mus musculus mevalonate kinase (Mvk), mRNA [NM_023556]
	NM_023556
	4033.546164
	1499.180126
	0.220 

	
	lincRNA:chr11:69184157-69201732 forward strand
	
	70.18246633
	220.2083458
	0.220 

	
	lincRNA:chr11:119794849-119803349 forward strand
	
	29.65137156
	62.91125297
	0.220 

	Mvk
	Mus musculus mevalonate kinase (Mvk), mRNA [NM_023556]
	NM_023556
	21457.85418
	8704.117997
	0.220 

	
	lincRNA:chr5:125713450-125735500 forward strand
	
	25.05264811
	55.72778397
	0.220 

	Abcc5
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 5 (Abcc5), transcript variant 1, mRNA [NM_013790]
	NM_013790
	2548.433258
	847.4380282
	0.220 

	Pnma1
	Mus musculus paraneoplastic antigen MA1 (Pnma1), mRNA [NM_027438]
	NM_027438
	34.36942437
	71.29412716
	0.220 

	Ccdc42
	Mus musculus coiled-coil domain containing 42 (Ccdc42), mRNA [NM_177779]
	NM_177779
	9.112938732
	34.92314852
	0.220 

	Nt5c1b
	Mus musculus 5'-nucleotidase, cytosolic IB (Nt5c1b), mRNA [NM_027588]
	NM_027588
	9.029549863
	34.99040208
	0.220 

	Abcg8
	Mus musculus ATP-binding cassette, sub-family G (WHITE), member 8 (Abcg8), transcript variant 1, mRNA [NM_026180]
	NM_026180
	369.7434274
	854.5871366
	0.220 

	Gm5591
	Mus musculus predicted gene 5591 (Gm5591), mRNA [NM_001013810]
	NM_001013810
	75.61984463
	301.7575571
	0.220 

	Slc45a1
	Mus musculus solute carrier family 45, member 1 (Slc45a1), mRNA [NM_173774]
	NM_173774
	17.73511724
	51.88666576
	0.220 

	Slc52a2
	Mus musculus solute carrier protein 52, member 2 (Slc52a2), mRNA [NM_029643]
	NM_029643
	4316.362513
	2153.407728
	0.220 

	
	lincRNA:chr15:73475785-73482471 forward strand
	
	340.494941
	782.8151461
	0.220 

	Adrb2
	Mus musculus adrenergic receptor, beta 2 (Adrb2), mRNA [NM_007420]
	NM_007420
	142.7006288
	70.57748005
	0.220 

	Pdp1
	Mus musculus pyruvate dehyrogenase phosphatase catalytic subunit 1 (Pdp1), transcript variant 2, mRNA [NM_001098230]
	NM_001098230
	541.4249827
	187.0373454
	0.220 

	
	predicted gene 9954 [Source:MGI Symbol;Acc:MGI:3642120] [ENSMUST00000067917]
	BC079612
	34.72627703
	75.47224393
	0.220 

	Gadd45b
	Mus musculus growth arrest and DNA-damage-inducible 45 beta (Gadd45b), mRNA [NM_008655]
	NM_008655
	2416.858719
	744.3692421
	0.220 

	Olfr1346
	Mus musculus olfactory receptor 1346 (Olfr1346), mRNA [NM_146916]
	NM_146916
	32.00488413
	66.60517881
	0.220 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 2, mRNA [NM_007912]
	NM_007912
	5042.089449
	12390.71286
	0.220 

	Olfr141
	Mus musculus olfactory receptor 141 (Olfr141), mRNA [NM_181818]
	NM_181818
	68.99044177
	162.9106556
	0.221 

	Prps1l1
	Mus musculus phosphoribosyl pyrophosphate synthetase 1-like 1 (Prps1l1), mRNA [NM_029294]
	NM_029294
	101.7570192
	219.4895978
	0.221 

	
	
	
	357.3704856
	2922.230542
	0.221 

	
	
	
	33.29740887
	72.50872123
	0.221 

	Mab21l3
	Mus musculus mab-21-like 3 (C. elegans) (Mab21l3), mRNA [NM_172295]
	NM_172295
	62.01552912
	17.73362893
	0.221 

	Adamtsl4
	Mus musculus ADAMTS-like 4 (Adamtsl4), mRNA [NM_144899]
	NM_144899
	1653.118506
	641.2985942
	0.221 

	Zfp551
	Mus musculus zinc fingr protein 551 (Zfp551), mRNA [NM_001033820]
	NM_001033820
	19.34453106
	41.82554261
	0.221 

	
	lincRNA:chr15:76240575-76254267 reverse strand
	
	54.41347154
	111.1588264
	0.221 

	Skint10
	Mus musculus selection and upkeep of intraepithelial T cells 10 (Skint10), mRNA [NM_177668]
	NM_177668
	33.41509005
	73.39233767
	0.221 

	Idua
	Mus musculus iduronidase, alpha-L- (Idua), transcript variant 1, mRNA [NM_008325]
	NM_008325
	26941.40654
	13219.26741
	0.221 

	
	lincRNA:chr13:75921214-75923024 forward strand
	
	33.73496879
	93.42547386
	0.221 

	
	lincRNA:chr1:42759171-42771337 reverse strand
	
	9.599038586
	31.59633341
	0.221 

	
	lincRNA:chr8:122920901-123008463 reverse strand
	
	7.463553082
	33.90526417
	0.221 

	
	lincRNA:chr17:9898206-9919226 reverse strand
	
	14.00691676
	60.14154493
	0.221 

	Abcc5
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 5 (Abcc5), transcript variant 1, mRNA [NM_013790]
	NM_013790
	2712.621151
	932.1981956
	0.221 

	Ftcd
	Mus musculus formiminotransferase cyclodeaminase (Ftcd), mRNA [NM_080845]
	NM_080845
	53978.90434
	108050.7499
	0.221 

	Npy4r
	Mus musculus neuropeptide Y receptor Y4 (Npy4r), mRNA [NM_008919]
	NM_008919
	25.60830323
	51.50885366
	0.221 

	Nid1
	Mus musculus nidogen 1 (Nid1), mRNA [NM_010917]
	NM_010917
	134.9894305
	56.97981785
	0.221 

	
	lincRNA:chr18:78190463-78235438 forward strand
	
	31.50926004
	72.09790917
	0.221 

	Teddm1
	Mus musculus transmembrane epididymal protein 1 (Teddm1), mRNA [NM_178244]
	NM_178244
	372.3301797
	790.8269968
	0.221 

	Ctcflos
	Mus musculus CCCTC-binding factor (zinc finger protein)-like, opposite strand (Ctcflos), long non-coding RNA [NR_040321]
	NR_040321
	543.8221889
	1409.005763
	0.221 

	Enkur
	Mus musculus enkurin, TRPC channel interacting protein (Enkur), mRNA [NM_027728]
	NM_027728
	56.68109664
	14.2704223
	0.221 

	Gm8674
	predicted gene 8674 [Source:MGI Symbol;Acc:MGI:3645762] [ENSMUST00000179367]
	XM_006516997
	8.893730186
	38.50642208
	0.221 

	Abcc5
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 5 (Abcc5), transcript variant 1, mRNA [NM_013790]
	NM_013790
	2628.886114
	882.4753503
	0.221 

	Casp12
	Mus musculus caspase 12 (Casp12), mRNA [NM_009808]
	NM_009808
	589.5055724
	92.59531226
	0.221 

	
	Immunoglobulin heavy constant gamma 3 [Source:MGI Symbol;Acc:MGI:2144790] [ENSMUST00000103423]
	FJ232995
	66.16883761
	26.30415977
	0.221 

	
	lincRNA:chr1:84947500-85045150 forward strand
	
	18.61911253
	51.65035939
	0.221 

	Myh2
	Mus musculus myosin, heavy polypeptide 2, skeletal muscle, adult (Myh2), mRNA [NM_001039545]
	NM_001039545
	7.483871448
	43.3330732
	0.221 

	
	lincRNA:chr4:116790373-116797823 reverse strand
	
	16.44639657
	55.21225153
	0.221 

	Slc44a4
	Mus musculus solute carrier family 44, member 4 (Slc44a4), mRNA [NM_023557]
	NM_023557
	20.73529082
	50.54497506
	0.221 

	
	lincRNA:chr19:6268793-6276607 reverse strand
	
	11.30024393
	41.63901782
	0.221 

	Gm20604
	Mus musculus predicted gene 20604 (Gm20604), mRNA [NM_001142939]
	NM_001142939
	37.05798809
	88.11304228
	0.221 

	Mmp13
	Mus musculus matrix metallopeptidase 13 (Mmp13), mRNA [NM_008607]
	NM_008607
	266.3956794
	132.5777138
	0.221 

	Tbc1d30
	Mus musculus TBC1 domain family, member 30 (Tbc1d30), mRNA [NM_029057]
	NM_029057
	519.0039504
	1180.616
	0.221 

	Gm4907
	Mus musculus predicted gene 4907 (Gm4907), mRNA [NM_001034864]
	NM_001034864
	1586.980567
	425.7083645
	0.221 

	Gas2
	Mus musculus 15 days embryo head cDNA, RIKEN full-length enriched library, clone:D930043K06 product:growth arrest specific 2, full insert sequence. [AK142903]
	AK142903
	31.13975911
	71.56928681
	0.221 

	
	lincRNA:chr8:41730287-41746862 forward strand
	
	15.14446176
	63.59379059
	0.221 

	
	lincRNA:chr15:51829797-51844247 reverse strand
	
	46.66115695
	112.3197228
	0.221 

	Fdps
	Mus musculus farnesyl diphosphate synthetase (Fdps), transcript variant 1, mRNA [NM_001253751]
	NM_001253751
	115853.6808
	50653.04295
	0.221 

	Cd44
	Mus musculus CD44 antigen (Cd44), transcript variant 1, mRNA [NM_009851]
	NM_009851
	124.9068943
	57.97646569
	0.221 

	Hao1
	Mus musculus hydroxyacid oxidase 1, liver (Hao1), mRNA [NM_010403]
	NM_010403
	12233.93517
	25576.19403
	0.221 

	Zc2hc1a
	Mus musculus zinc finger, C2HC-type containing 1A (Zc2hc1a), mRNA [NM_173181]
	NM_173181
	572.2959749
	149.2512567
	0.221 

	Atp6v0e2
	Mus musculus ATPase, H+ transporting, lysosomal V0 subunit E2 (Atp6v0e2), mRNA [NM_133764]
	NM_133764
	1610.804913
	753.705018
	0.221 

	4930560O18Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930560O18 product:unclassifiable, full insert sequence. [AK016186]
	AK016186
	164.6559721
	521.873698
	0.221 

	Mcidas
	Mus musculus multiciliate differentiation and DNA synthesis associated cell cycle protein (Mcidas), mRNA [NM_001037914]
	NM_001037914
	34779.67437
	17042.24074
	0.221 

	Dst
	Mus musculus dystonin (Dst), transcript variant 3, mRNA [NM_133833]
	NM_133833
	743.3846946
	338.50523
	0.221 

	Cryba1
	Mus musculus crystallin, beta A1 (Cryba1), mRNA [NM_009965]
	NM_009965
	18.27633384
	39.16751238
	0.221 

	Lysmd2
	Mus musculus LysM, putative peptidoglycan-binding, domain containing 2 (Lysmd2), mRNA [NM_027309]
	NM_027309
	2697.674578
	710.6861864
	0.221 

	
	MONTH14_04_O03.x1 FH MONTH14 Mus musculus cDNA clone MONTH14_04_O03 similar to Chitinase like protein 2, mRNA sequence [DV057886]
	DV057886
	8.041562774
	33.66537338
	0.221 

	4931440P22Rik
	Mus musculus RIKEN cDNA 4931440P22 gene (4931440P22Rik), long non-coding RNA [NR_027955]
	NR_027955
	71.01044991
	149.37783
	0.221 

	Stac
	Mus musculus src homology three (SH3) and cysteine rich domain (Stac), mRNA [NM_016853]
	NM_016853
	69.05769798
	15.31444637
	0.221 

	Crygc
	Mus musculus crystallin, gamma C (Crygc), transcript variant 2, mRNA [NM_001082573]
	NM_001082573
	40.6085365
	122.0337202
	0.221 

	Jph4
	Mus musculus 13 days embryo forelimb cDNA, RIKEN full-length enriched library, clone:5930404A10 product:weakly similar to JUNCTOPHILIN TYPE3 [Homo sapiens], full insert sequence. [AK031092]
	AK031092
	12.47457143
	53.44187677
	0.221 

	Nudt7
	Mus musculus nudix (nucleoside diphosphate linked moiety X)-type motif 7 (Nudt7), transcript variant 1, mRNA [NM_024437]
	NM_024437
	8310.1145
	21014.45939
	0.221 

	Pnpo
	pyridoxine 5'-phosphate oxidase [Source:MGI Symbol;Acc:MGI:2144151] [ENSMUST00000107629]
	
	31.63141243
	78.70095153
	0.221 

	
	lincRNA:chr9:121845920-121858120 reverse strand
	
	25.55021527
	114.6606337
	0.221 

	
	
	
	1090.370648
	6484.094683
	0.221 

	Abcc5
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 5 (Abcc5), transcript variant 1, mRNA [NM_013790]
	NM_013790
	2650.868282
	910.597286
	0.221 

	Gm14243
	Mus musculus clone NIA:C0346F04 unknown mRNA. [AY512933]
	AY512933
	31.16313039
	63.05038147
	0.221 

	Fads3
	Mus musculus fatty acid desaturase 3 (Fads3), mRNA [NM_021890]
	NM_021890
	3155.723042
	1014.888748
	0.221 

	
	lincRNA:chr12:110738120-110769295 reverse strand
	
	78.82674386
	169.1576218
	0.221 

	4930488N24Rik
	predicted gene 7732 [Source:MGI Symbol;Acc:MGI:3643625] [ENSMUST00000170486]
	XM_972968
	116.7769131
	501.0914209
	0.221 

	
	lincRNA:chr10:60473030-60535340 reverse strand
	
	12.17790286
	48.53267719
	0.221 

	
	
	
	15.69422298
	63.75139667
	0.221 

	Trim71
	Mus musculus tripartite motif-containing 71 (Trim71), mRNA [NM_001042503]
	NM_001042503
	74.05705684
	215.530056
	0.221 

	
	
	
	3126.164884
	6667.013966
	0.221 

	
	
	
	21.00225209
	44.16605633
	0.221 

	Defb6
	Mus musculus defensin beta 6 (Defb6), mRNA [NM_054074]
	NM_054074
	22.57586222
	47.83075943
	0.221 

	Cav2
	Mus musculus caveolin 2 (Cav2), transcript variant 1, mRNA [NM_016900]
	NM_016900
	46.24546876
	20.2204472
	0.221 

	Gm4211
	Mus musculus adult male diencephalon cDNA, RIKEN full-length enriched library, clone:9330111N05 product:unclassifiable, full insert sequence. [AK033894]
	AK033894
	25.80357294
	51.78456288
	0.221 

	Wdr96
	Mus musculus WD repeat domain 96 (Wdr96), mRNA [NM_027559]
	NM_027559
	14.52074611
	45.88539122
	0.221 

	Tubb2a-ps2
	Mus musculus tubulin, beta 2a, pseudogene 2 (Tubb2a-ps2), non-coding RNA [NR_003964]
	NR_003964
	9127.854484
	1816.579606
	0.221 

	
	lincRNA:chr4:142937279-142937669 reverse strand
	
	11.55918354
	38.34500144
	0.221 

	9630041A04Rik
	Mus musculus 16 days neonate cerebellum cDNA, RIKEN full-length enriched library, clone:9630041A04 product:hypothetical protein, full insert sequence. [AK079355]
	AK079355
	8.73819097
	35.37854408
	0.221 

	
	immunoglobulin heavy variable 1-84 [Source:MGI Symbol;Acc:MGI:3644235] [ENSMUST00000103551]
	AF303856
	7.319643163
	31.20807332
	0.221 

	Slc7a1
	Mus musculus solute carrier family 7 (cationic amino acid transporter, y+ system), member 1 (Slc7a1), mRNA [NM_007513]
	NM_007513
	1484.398584
	514.6516689
	0.221 

	Ttc21b
	Mus musculus tetratricopeptide repeat domain 21B (Ttc21b), transcript variant 1, mRNA [NM_001047604]
	NM_001047604
	1098.30318
	482.2663665
	0.221 

	Abcc5
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 5 (Abcc5), transcript variant 1, mRNA [NM_013790]
	NM_013790
	2531.323919
	898.0142101
	0.221 

	Atp6v1g3
	Mus musculus ATPase, H+ transporting, lysosomal V1 subunit G3 (Atp6v1g3), mRNA [NM_177397]
	NM_177397
	15.59751156
	40.82054985
	0.221 

	Crygn
	Mus musculus crystallin, gamma N (Crygn), mRNA [NM_153076]
	NM_153076
	329.6634374
	699.7616619
	0.221 

	Lrrc2
	Mus musculus leucine rich repeat containing 2 (Lrrc2), mRNA [NM_028838]
	NM_028838
	1517.299881
	3293.368637
	0.221 

	
	lincRNA:chr13:37633225-37640309 forward strand
	
	18.33309882
	40.86248863
	0.221 

	
	RIKEN cDNA C030005K15 gene [Source:MGI Symbol;Acc:MGI:3641867] [ENSMUST00000166373]
	AK047662
	19.28160145
	44.06711269
	0.221 

	Abcc5
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 5 (Abcc5), transcript variant 1, mRNA [NM_013790]
	NM_013790
	2759.983151
	992.7481016
	0.221 

	Olfr1330
	Mus musculus olfactory receptor 1330 (Olfr1330), mRNA [NM_146334]
	NM_146334
	17.7102169
	44.71071207
	0.221 

	1700080E11Rik
	Mus musculus RIKEN cDNA 1700080E11 gene (1700080E11Rik), mRNA [NM_028562]
	NM_028562
	19.57598718
	42.12167239
	0.221 

	
	lincRNA:chr17:6265275-6362150 reverse strand
	
	41.32864149
	90.30781863
	0.221 

	
	lincRNA:chr9:57965115-57966614 reverse strand
	
	38.51320906
	91.74510558
	0.221 

	
	lincRNA:chr7:6302922-6306477 forward strand
	
	21.56465443
	45.2772871
	0.221 

	
	
	
	11.25447421
	49.80569339
	0.221 

	Fam163a
	Mus musculus family with sequence similarity 163, member A (Fam163a), mRNA [NM_177838]
	NM_177838
	108.5574975
	28.87017723
	0.221 

	9430076C15Rik
	Mus musculus RIKEN cDNA 9430076C15 gene (9430076C15Rik), long non-coding RNA [NR_015553]
	NR_015553
	169.8788724
	45.41290211
	0.221 

	
	
	
	5522.680811
	2132.455207
	0.221 

	Fam101b
	Mus musculus family with sequence similarity 101, member B (Fam101b), mRNA [NM_029658]
	NM_029658
	96.31198025
	37.85227884
	0.221 

	
	lincRNA:chr16:44717531-44724206 reverse strand
	
	19.98589493
	50.39583453
	0.221 

	Cd2ap
	Mus musculus CD2-associated protein (Cd2ap), mRNA [NM_009847]
	NM_009847
	9924.869151
	4789.173275
	0.221 

	Zscan10
	Mus musculus zinc finger and SCAN domain containing 10 (Zscan10), transcript variant 2, mRNA [NM_001289481]
	NM_001289481
	21.19432837
	48.28564118
	0.221 

	Cmtm2a
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:1700063K20 product:CHEMOKINE-LIKE FACTOR 2 VARIANT 2 homolog [Mus musculus], full insert sequence. [AK006874]
	AK006874
	23.19143684
	57.61360248
	0.221 

	Foxe1
	forkhead box E1 [Source:MGI Symbol;Acc:MGI:1353500] [ENSMUST00000095097]
	
	8.616399509
	32.58711799
	0.221 

	
	lincRNA:chr5:120269342-120279542 reverse strand
	
	30.85899563
	77.31211771
	0.221 

	
	lincRNA:chr11:76400207-76434732 reverse strand
	
	441.3281762
	994.1120761
	0.221 

	
	
	
	70.32979039
	228.1943242
	0.221 

	
	lincRNA:chr8:41730287-41746862 forward strand
	
	23.68365579
	63.73976426
	0.221 

	
	lincRNA:chr13:34821764-34822230 reverse strand
	
	6.830145578
	27.28027737
	0.221 

	Gm2379
	PREDICTED: Mus musculus predicted gene 2379 (Gm2379), transcript variant X7, ncRNA [XR_382789]
	XR_382789
	45.21346647
	9.787865629
	0.221 

	
	
	
	7.920408258
	35.40527837
	0.221 

	
	
	
	7.254621304
	29.8379412
	0.221 

	Xntrpc
	Mus musculus Xndc1-transient receptor potential cation channel, subfamily C, member 2 readthrough (Xntrpc), transcript variant Xndr-Trpc2 protein, mRNA [NM_011644]
	NM_011644
	64.17623281
	147.8217373
	0.221 

	Gm5124
	Mus musculus predicted pseudogene 5124 (Gm5124), non-coding RNA [NR_045668]
	NR_045668
	8.378656887
	48.21097477
	0.221 

	Gm3383
	Mus musculus predicted gene 3383 (Gm3383), transcript variant 1, mRNA [NM_001291093]
	NM_001291093
	241.2890521
	69.67703941
	0.221 

	Mbp
	Mus musculus myelin basic protein (Mbp), transcript variant 8, mRNA [NM_001025245]
	NM_001025245
	1144.313495
	538.1399359
	0.221 

	Cish
	Mus musculus cytokine inducible SH2-containing protein (Cish), mRNA [NM_009895]
	NM_009895
	8025.50308
	3524.875066
	0.221 

	Gdf3
	Mus musculus growth differentiation factor 3 (Gdf3), mRNA [NM_008108]
	NM_008108
	187.2503502
	74.56695633
	0.221 

	
	lincRNA:chr5:15033568-15033987 forward strand
	
	15.84233679
	49.0250402
	0.221 

	Cx3cl1
	Mus musculus chemokine (C-X3-C motif) ligand 1 (Cx3cl1), mRNA [NM_009142]
	NM_009142
	2553.371777
	668.2461836
	0.221 

	
	lincRNA:chr15:77164450-77201325 forward strand
	
	434.8243008
	160.923286
	0.221 

	
	O19440_MOUSE (O19440) Major histocompatibility complex class I b (MHC class I antigen splice variant Bl.1) (MHC class I antigen precursor), complete [TC1586030]
	
	23.63708255
	65.59313711
	0.221 

	
	lincRNA:chr10:60473030-60535340 forward strand
	
	20.21268114
	40.47308408
	0.221 

	Serpinb1a
	Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 1a (Serpinb1a), mRNA [NM_025429]
	NM_025429
	1364.195752
	3098.014256
	0.221 

	Relb
	Mus musculus avian reticuloendotheliosis viral (v-rel) oncogene related B (Relb), transcript variant 2, mRNA [NM_001290457]
	NM_001290457
	895.9321345
	390.4473549
	0.221 

	4930518C09Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930518C09 product:unclassifiable, full insert sequence. [AK015822]
	AK015822
	94.82170562
	300.4379299
	0.221 

	Gipc2
	Mus musculus GIPC PDZ domain containing family, member 2 (Gipc2), mRNA [NM_016867]
	NM_016867
	4539.046195
	810.6367463
	0.221 

	Mamstr
	Mus musculus MEF2 activating motif and SAP domain containing transcriptional regulator (Mamstr), mRNA [NM_172418]
	NM_172418
	14.2096
	42.62653291
	0.221 

	Tmsb10
	Mus musculus adult male small intestine cDNA, RIKEN full-length enriched library, clone:2010309L16 product:thymosin, beta 10, full insert sequence. [AK008557]
	AK008557
	16800.17612
	6186.592589
	0.221 

	Hspb7
	Mus musculus heat shock protein family, member 7 (cardiovascular) (Hspb7), mRNA [NM_013868]
	NM_013868
	15.14581584
	49.60223834
	0.221 

	Klf6
	Mus musculus Kruppel-like factor 6 (Klf6), mRNA [NM_011803]
	NM_011803
	14453.56958
	6021.901978
	0.221 

	
	Mus musculus 7 days embryo whole body cDNA, RIKEN full-length enriched library, clone:C430017C20 product:hypothetical protein, full insert sequence. [AK082914]
	AK082914
	24.78339142
	64.60989323
	0.221 

	
	lincRNA:chr14:21437920-21464655 reverse strand
	
	13.21724036
	32.88089557
	0.221 

	Aldoart2
	Mus musculus aldolase 1 A, retrogene 2 (Aldoart2), mRNA [NM_001277340]
	NM_001277340
	17.39612967
	36.73377359
	0.221 

	
	lincRNA:chr7:99879368-99889978 forward strand
	
	17.77108655
	111.4721442
	0.221 

	
	lincRNA:chr4:135896689-135918414 reverse strand
	
	155.613193
	3419.640461
	0.221 

	Slc17a5
	Mus musculus solute carrier family 17 (anion/sugar transporter), member 5 (Slc17a5), transcript variant 1, mRNA [NM_172773]
	NM_172773
	20955.09856
	9727.606632
	0.221 

	
	lincRNA:chr4:116790373-116797823 forward strand
	
	204.3524505
	462.8246503
	0.221 

	
	
	
	72.98930016
	164.1046476
	0.221 

	C330022C24Rik
	Mus musculus RIKEN cDNA C330022C24 gene (C330022C24Rik), long non-coding RNA [NR_045717]
	NR_045717
	14.76031437
	35.1585984
	0.221 

	
	lincRNA:chr7:66926500-66952100 forward strand
	
	24.03287531
	64.39669828
	0.221 

	
	lincRNA:chrX:6790023-6896433 reverse strand
	
	76.00351608
	205.1256924
	0.221 

	
	lincRNA:chr10:66760153-66881675 forward strand
	
	109.1403174
	226.1433432
	0.221 

	Dhrs9
	Mus musculus dehydrogenase/reductase (SDR family) member 9 (Dhrs9), mRNA [NM_175512]
	NM_175512
	738.5342966
	141.2336329
	0.221 

	Gm6818
	PREDICTED: Mus musculus predicted gene 6818 (Gm6818), partial mRNA [XM_006544174]
	XM_006544174
	20.38908288
	42.47603252
	0.221 

	
	lincRNA:chr3:10081893-10094218 reverse strand
	
	19.19286917
	82.01948922
	0.221 

	Olfr1261
	Mus musculus olfactory receptor 1261 (Olfr1261), mRNA [NM_146474]
	NM_146474
	12.30393706
	55.21793915
	0.221 

	
	
	
	11.39502654
	40.24591855
	0.221 

	Ets2
	Mus musculus E26 avian leukemia oncogene 2, 3' domain (Ets2), mRNA [NM_011809]
	NM_011809
	10734.09615
	5259.512559
	0.221 

	Serp2
	Mus musculus stress-associated endoplasmic reticulum protein family member 2 (Serp2), transcript variant 1, mRNA [NM_001160326]
	NM_001160326
	102.6452746
	48.44627453
	0.221 

	
	
	
	25.7455619
	54.77417168
	0.222 

	
	lincRNA:chr19:27448093-27462793 reverse strand
	
	1255.297544
	3000.854209
	0.222 

	Prss23os
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:1700019G06 product:hypothetical protein, full insert sequence. [AK006119]
	AK006119
	43.28332858
	98.50244113
	0.222 

	Ferd3l
	Mus musculus Fer3-like (Drosophila) (Ferd3l), mRNA [NM_033522]
	NM_033522
	9.602728589
	36.64933664
	0.222 

	Ttc39c
	Mus musculus tetratricopeptide repeat domain 39C (Ttc39c), mRNA [NM_028341]
	NM_028341
	7392.753003
	15765.09734
	0.222 

	Pax2
	Mus musculus paired box 2 (Pax2), mRNA [NM_011037]
	NM_011037
	1252.857911
	70226.43936
	0.222 

	
	immunoglobulin heavy variable 1-80 [Source:MGI Symbol;Acc:MGI:4439738] [ENSMUST00000103547]
	AF296432
	9.646275162
	36.15350535
	0.222 

	Gprin2
	Mus musculus G protein regulated inducer of neurite outgrowth 2 (Gprin2), mRNA [NM_183209]
	NM_183209
	9.717340036
	32.98774486
	0.222 

	
	lincRNA:chr2:158169020-158191295 reverse strand
	
	146.9580334
	70.82861589
	0.222 

	LOC102642069
	PREDICTED: Mus musculus vomeronasal type-2 receptor 26-like (LOC102642069), mRNA [XM_006544790]
	XM_006544790
	10.87139164
	44.31178158
	0.222 

	Abcc5
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 5 (Abcc5), transcript variant 1, mRNA [NM_013790]
	NM_013790
	2655.734948
	925.63968
	0.222 

	
	lincRNA:chr4:13369325-13456750 forward strand
	
	30.12711576
	79.92519154
	0.222 

	Tmc3
	Mus musculus transmembrane channel-like gene family 3 (Tmc3), mRNA [NM_177695]
	NM_177695
	24.71778259
	50.36385937
	0.223 

	Klf13
	Mus musculus adult male kidney cDNA, RIKEN full-length enriched library, clone:0610043C13 product:Kruppel-like factor 13, full insert sequence. [AK002926]
	AK002926
	45.40745164
	120.6225109
	0.223 

	Speer9-ps1
	Mus musculus spermatogenesis associated glutamate (E)-rich protein 9, pseudogene 1 (Speer9-ps1), non-coding RNA [NR_001583]
	NR_001583
	26.36746013
	61.6063688
	0.223 

	
	
	
	8.385632904
	45.83481826
	0.223 

	Abcc5
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 5 (Abcc5), transcript variant 1, mRNA [NM_013790]
	NM_013790
	2611.650242
	901.6288957
	0.223 

	Erc2
	Mus musculus ELKS/RAB6-interacting/CAST family member 2 (Erc2), mRNA [NM_177814]
	NM_177814
	1453.037761
	459.6733947
	0.223 

	Sds
	Mus musculus serine dehydratase (Sds), mRNA [NM_145565]
	NM_145565
	11876.68664
	37089.08186
	0.223 

	Itgax
	Mus musculus integrin alpha X (Itgax), mRNA [NM_021334]
	NM_021334
	1439.177501
	688.3507257
	0.223 

	
	lincRNA:chr14:44213339-44330208 forward strand
	
	8.475050255
	130.6232702
	0.223 

	
	lincRNA:chrX:102568332-102587093 reverse strand
	
	9.156165439
	37.7211192
	0.223 

	
	lincRNA:chr6:145835154-145835267 reverse strand
	
	9.307718501
	36.40760191
	0.223 

	
	lincRNA:chr2:31001736-31006911 forward strand
	
	17.01419272
	51.12622825
	0.223 

	
	lincRNA:chr2:67407510-67407845 reverse strand
	
	14.8338371
	40.26773383
	0.223 

	Olfr1361
	Mus musculus olfactory receptor 1361 (Olfr1361), mRNA [NM_146541]
	NM_146541
	14.02389864
	36.69680609
	0.223 

	Dpysl3
	Mus musculus dihydropyrimidinase-like 3 (Dpysl3), transcript variant 3, mRNA [NM_001291455]
	NM_001291455
	1763.120971
	706.5984334
	0.223 

	Moxd1
	Mus musculus monooxygenase, DBH-like 1 (Moxd1), mRNA [NM_021509]
	NM_021509
	12.20813155
	230.466446
	0.223 

	Cd207
	Mus musculus CD207 antigen (Cd207), mRNA [NM_144943]
	NM_144943
	696.0535645
	1615.096359
	0.223 

	Igf1
	Mus musculus insulin-like growth factor 1 (Igf1), transcript variant 1, mRNA [NM_010512]
	NM_010512
	40862.34519
	83617.48433
	0.223 

	Pigr
	Mus musculus polymeric immunoglobulin receptor (Pigr), mRNA [NM_011082]
	NM_011082
	13105.66057
	33083.97629
	0.223 

	
	lincRNA:chr8:44232164-44266991 reverse strand
	
	43.14147901
	86.83744718
	0.223 

	
	lincRNA:chr15:96984422-97000322 reverse strand
	
	7.76482026
	32.62810589
	0.223 

	
	RIKEN cDNA 4922502B01 gene [Source:MGI Symbol;Acc:MGI:1918204] [ENSMUST00000067018]
	AK013705
	311.8662668
	650.5312543
	0.223 

	
	DS178B_H12 Eppig [DV659458]
	DV659458
	165.7348484
	484.6586304
	0.223 

	
	lincRNA:chr17:15226181-15250333 forward strand
	
	29.66446315
	91.25967724
	0.223 

	
	lincRNA:chr5:113594167-113645342 reverse strand
	
	31.94473952
	15.86162147
	0.223 

	Ninl
	Mus musculus ninein-like (Ninl), mRNA [NM_207204]
	NM_207204
	221.0430284
	54.38727265
	0.223 

	
	Q5M813_RAT (Q5M813) Nek4 protein, partial (10%) [TC1660207]
	
	38.60517241
	89.30443418
	0.223 

	LOC102637389
	PREDICTED: Mus musculus uncharacterized LOC102637389 (LOC102637389), transcript variant X5, ncRNA [XR_402161]
	XR_402161
	1917.660171
	4151.839913
	0.223 

	
	lincRNA:chr3:68867193-68876128 forward strand
	
	12.14935217
	58.21716544
	0.223 

	Ltb
	Mus musculus lymphotoxin B (Ltb), mRNA [NM_008518]
	NM_008518
	3044.559789
	748.6157077
	0.223 

	
	lincRNA:chr1:134867906-134885481 forward strand
	
	17.11069641
	39.45040974
	0.223 

	
	lincRNA:chr13:112648658-112719303 reverse strand
	
	33.84954174
	71.03243453
	0.223 

	4930452B06Rik
	Mus musculus RIKEN cDNA 4930452B06 gene (4930452B06Rik), mRNA [NM_028934]
	NM_028934
	219.6445617
	71.62772933
	0.223 

	
	lincRNA:chr17:84350367-84351803 reverse strand
	
	22.49964719
	45.24240363
	0.223 

	
	lincRNA:chr13:112337405-112356455 reverse strand
	
	22.02433212
	55.56402605
	0.223 

	Zdhhc2
	zinc finger, DHHC domain containing 2 [Source:MGI Symbol;Acc:MGI:1923452] [ENSMUST00000049389]
	XM_006509487
	332.5522699
	107.7546882
	0.223 

	
	
	
	714.7889416
	297.4763397
	0.223 

	Abcg5
	Mus musculus ATP-binding cassette, sub-family G (WHITE), member 5 (Abcg5), mRNA [NM_031884]
	NM_031884
	15512.99425
	37653.24327
	0.223 

	
	lincRNA:chr16:34524589-34573439 reverse strand
	
	204.3448021
	97.16828689
	0.223 

	
	lincRNA:chr16:40471828-40472481 forward strand
	
	9.305388393
	40.4930402
	0.223 

	Mkx
	mohawk homeobox [Source:MGI Symbol;Acc:MGI:2687286] [ENSMUST00000176586]
	
	17.49478047
	78.66784978
	0.223 

	Gm10021
	Mus musculus 12 days embryo spinal ganglion cDNA, RIKEN full-length enriched library, clone:D130083G05 product:hypothetical protein, full insert sequence. [AK084071]
	AK084071
	106.4241356
	31.50774774
	0.223 

	
	lincRNA:chr15:97674015-97674423 reverse strand
	
	7.112935897
	36.15307302
	0.223 

	
	lincRNA:chr4:35106125-35127700 reverse strand
	
	7.974019715
	30.95341826
	0.223 

	Gm4430
	Mus musculus 7 days neonate cerebellum cDNA, RIKEN full-length enriched library, clone:A730008M19 product:unclassifiable, full insert sequence. [AK042594]
	AK042594
	123.7803447
	61.58653619
	0.223 

	
	lincRNA:chr8:35652473-35703370 reverse strand
	
	15.69694859
	39.44774786
	0.223 

	Gm14149
	Mus musculus 1 cell embryo 1 cell cDNA, RIKEN full-length enriched library, clone:I0C0018M10 product:hypothetical Protein kinase/Protein kinase domain profile/Protein kinase-like containing protein, full insert sequence. [AK145348]
	AK145348
	21.40342514
	48.80551717
	0.223 

	Cdkn2b
	Mus musculus cyclin-dependent kinase inhibitor 2B (p15, inhibits CDK4) (Cdkn2b), mRNA [NM_007670]
	NM_007670
	1154.274703
	231.6296862
	0.223 

	
	lincRNA:chrX:165792277-165807952 reverse strand
	
	35.86445959
	84.22461253
	0.223 

	2810427A07Rik
	NEONATAL_25_H23.x1 FH NEONATAL Mus musculus cDNA clone NEONATAL_25_H23 similar to Protein phosphatase 1 regulatory subunit 10, mRNA sequence [DV065341]
	DV065341
	69.61380485
	150.932278
	0.223 

	
	serine-rich, secreted, Y-linked [Source:MGI Symbol;Acc:MGI:3526567] [ENSMUST00000179900]
	XM_006528439
	42.7608774
	116.2016879
	0.223 

	
	
	
	11.14509319
	33.78871902
	0.223 

	Gm826
	Mus musculus predicted gene 826 (Gm826), mRNA [NM_001033411]
	NM_001033411
	542.4053616
	1108.521453
	0.223 

	Sult2a7
	Mus musculus sulfotransferase family 2A, dehydroepiandrosterone (DHEA)-preferring, member 7 (Sult2a7), mRNA [NM_001184981]
	NM_001184981
	386.9964896
	6691.495735
	0.223 

	Flrt3
	Mus musculus fibronectin leucine rich transmembrane protein 3 (Flrt3), transcript variant 1, mRNA [NM_001172160]
	NM_001172160
	50.08106734
	23.26240862
	0.223 

	
	lincRNA:chr5:74487385-74497428 forward strand
	
	73.10316191
	33.42547079
	0.223 

	Olfr221
	Mus musculus olfactory receptor 221 (Olfr221), mRNA [NM_001001808]
	NM_001001808
	14.60608164
	58.3979781
	0.223 

	Aldh1l1
	aldehyde dehydrogenase 1 family, member L1 [Source:MGI Symbol;Acc:MGI:1340024] [ENSMUST00000130418]
	AK007822
	886.8546692
	1834.917859
	0.223 

	Fgf23
	Mus musculus fibroblast growth factor 23 (Fgf23), mRNA [NM_022657]
	NM_022657
	24281.03866
	12090.8556
	0.223 

	
	Q8BSH3_MOUSE (Q8BSH3) 12 days embryo male wolffian duct includes surrounding region cDNA, RIKEN full-length enriched library, clone:6720477I24 product:tropomyosin 1, alpha, full insert sequence, partial (29%) [TC1657454]
	
	188.4763136
	84.84206214
	0.223 

	Map3k14
	Mus musculus mitogen-activated protein kinase kinase kinase 14 (Map3k14), mRNA [NM_016896]
	NM_016896
	1489.171006
	721.1446712
	0.223 

	
	lincRNA:chr8:125031410-125075960 forward strand
	
	36.08041505
	90.43890768
	0.223 

	
	lincRNA:chr10:120336296-120354471 reverse strand
	
	93.6974781
	24.40777458
	0.223 

	
	lincRNA:chr2:71576218-71603818 reverse strand
	
	7.092095734
	34.09155467
	0.223 

	Vmn2r-ps54
	Mus musculus vomeronasal 2, receptor, pseudogene 54 (Vmn2r-ps54), non-coding RNA [NR_004441]
	NR_004441
	21.14768638
	44.22666963
	0.223 

	Abcc5
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 5 (Abcc5), transcript variant 1, mRNA [NM_013790]
	NM_013790
	2669.877329
	878.3851282
	0.223 

	Gm6307
	Mus musculus predicted gene 6307 (Gm6307), long non-coding RNA [NR_045331]
	NR_045331
	9.707180787
	36.09313455
	0.223 

	
	lincRNA:chr6:50339188-50409363 reverse strand
	
	106.7346689
	52.29684705
	0.223 

	Lrrc6
	Mus musculus leucine rich repeat containing 6 (testis) (Lrrc6), mRNA [NM_019457]
	NM_019457
	20.04510528
	48.18619576
	0.223 

	Snap25
	Mus musculus synaptosomal-associated protein 25 (Snap25), transcript variant 2, mRNA [NM_001291056]
	NM_001291056
	22690.09136
	11244.02417
	0.223 

	
	lincRNA:chr15:3946037-3972747 forward strand
	
	8.468675674
	56.01591518
	0.223 

	Chka
	Mus musculus choline kinase alpha (Chka), transcript variant 3, mRNA [NM_001271496]
	NM_001271496
	4032.364596
	1546.83384
	0.223 

	AF366264
	Mus musculus cDNA sequence AF366264 (AF366264), mRNA [NM_153093]
	NM_153093
	31.40559661
	66.50731057
	0.223 

	
	lincRNA:chr5:54053328-54053870 forward strand
	
	25.06379817
	50.99158737
	0.223 

	
	lincRNA:chr4:106506151-106537682 forward strand
	
	9.781284137
	29.93108789
	0.223 

	Dusp14
	Mus musculus dual specificity phosphatase 14 (Dusp14), mRNA [NM_019819]
	NM_019819
	734.5922296
	363.4446769
	0.223 

	Vdr
	Mus musculus vitamin D receptor (Vdr), mRNA [NM_009504]
	NM_009504
	24.63828055
	66.46943727
	0.223 

	
	lincRNA:chr7:134369091-134376468 forward strand
	
	1234.089391
	5265.578316
	0.224 

	Elf3
	Mus musculus E74-like factor 3 (Elf3), transcript variant 2, mRNA [NM_007921]
	NM_007921
	341.1229453
	57.33029194
	0.224 

	Serpinb9e
	Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 9e (Serpinb9e), mRNA [NM_011456]
	NM_011456
	61.31535213
	12.89380371
	0.224 

	Tmem239
	Mus musculus transmembrane 239 (Tmem239), mRNA [NM_025753]
	NM_025753
	8.149210851
	30.19843746
	0.224 

	
	lincRNA:chr6:112552041-112560067 reverse strand
	
	27.26250433
	58.7076427
	0.224 

	
	lincRNA:chr16:30195156-30200385 forward strand
	
	12.68238173
	55.09286207
	0.224 

	Foxn2
	forkhead box N2 [Source:MGI Symbol;Acc:MGI:1347478] [ENSMUST00000134107]
	BC138824
	47.9856497
	15.44744534
	0.224 

	
	
	
	7.653930064
	32.83169346
	0.224 

	Olfr1333
	Mus musculus olfactory receptor 1333 (Olfr1333), mRNA [NM_207157]
	NM_207157
	8.045274387
	40.07097245
	0.224 

	
	lincRNA:chr17:14683411-14698476 forward strand
	
	12.75171444
	55.63358216
	0.224 

	
	lincRNA:chr1:175654606-175672031 forward strand
	
	25.16777966
	50.39402372
	0.224 

	
	lincRNA:chrX:75813213-75829323 forward strand
	
	18.6528384
	52.33152323
	0.224 

	A530016L24Rik
	Mus musculus RIKEN cDNA A530016L24 gene (A530016L24Rik), mRNA [NM_177039]
	NM_177039
	12.29690524
	33.03508264
	0.224 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 1, mRNA [NM_207655]
	NM_207655
	18734.61557
	43616.28374
	0.224 

	
	GB
	
	10.69874895
	41.42997007
	0.224 

	A530095I07Rik
	Mus musculus adult male aorta and vein cDNA, RIKEN full-length enriched library, clone:A530095I07 product:hypothetical protein, full insert sequence. [AK041266]
	AK041266
	21.281556
	57.1825286
	0.224 

	Neurl1a
	Mus musculus neuralized homolog 1A (Drosophila) (Neurl1a), transcript variant 1, mRNA [NM_021360]
	NM_021360
	1434.294137
	560.524244
	0.224 

	Csmd2os
	Mus musculus CUB and Sushi multiple domains 2, opposite strand (Csmd2os), mRNA [NM_029137]
	NM_029137
	19.64961204
	47.12672334
	0.224 

	E130309F12Rik
	Mus musculus RIKEN cDNA E130309F12 gene (E130309F12Rik), mRNA [NM_178756]
	NM_178756
	55.20014851
	16.31475183
	0.224 

	Rab11fip4os1
	Mus musculus RAB11 family interacting protein 4 (class II), opposite strand 1 (Rab11fip4os1), long non-coding RNA [NR_003283]
	NR_003283
	20.42980769
	41.1584623
	0.224 

	Tnfrsf23
	Mus musculus tumor necrosis factor receptor superfamily, member 23 (Tnfrsf23), mRNA [NM_024290]
	NM_024290
	40.74039024
	17.05167571
	0.224 

	Gnmt
	Mus musculus glycine N-methyltransferase (Gnmt), mRNA [NM_010321]
	NM_010321
	84124.18371
	172097.0726
	0.224 

	Zdhhc2
	zinc finger, DHHC domain containing 2 [Source:MGI Symbol;Acc:MGI:1923452] [ENSMUST00000049389]
	XM_006509487
	374.9720508
	126.6829086
	0.224 

	
	lincRNA:chr13:26649529-26838004 reverse strand
	
	9.290621929
	36.63765153
	0.224 

	
	lincRNA:chr12:111824094-111838478 forward strand
	
	28.37567602
	270.9081068
	0.224 

	
	lincRNA:chr6:5311375-5328075 reverse strand
	
	21.58020501
	62.99541419
	0.224 

	Icosl
	Mus musculus icos ligand (Icosl), mRNA [NM_015790]
	NM_015790
	620.2285778
	273.9334211
	0.224 

	Lax1
	Mus musculus lymphocyte transmembrane adaptor 1 (Lax1), transcript variant 2, mRNA [NM_172842]
	NM_172842
	12.26956858
	52.38994808
	0.224 

	Slfn3
	Mus musculus schlafen 3 (Slfn3), mRNA [NM_011409]
	NM_011409
	16.97701567
	47.96002518
	0.224 

	Retsat
	Mus musculus retinol saturase (all trans retinol 13,14 reductase) (Retsat), mRNA [NM_026159]
	NM_026159
	24117.62542
	56442.06732
	0.224 

	Gm9376
	Mus musculus predicted gene 9376 (Gm9376), mRNA [NM_001101609]
	NM_001101609
	8.248503778
	40.67255091
	0.224 

	
	lincRNA:chr2:143988645-143993945 forward strand
	
	16.55654454
	41.072705
	0.224 

	Myh6
	Mus musculus myosin, heavy polypeptide 6, cardiac muscle, alpha (Myh6), transcript variant 1, mRNA [NM_001164171]
	NM_001164171
	34.34243165
	139.068568
	0.224 

	D630039A03Rik
	Mus musculus RIKEN cDNA D630039A03 gene (D630039A03Rik), mRNA [NM_178727]
	NM_178727
	7854.734878
	3409.660762
	0.224 

	Pdk4
	Mus musculus pyruvate dehydrogenase kinase, isoenzyme 4 (Pdk4), mRNA [NM_013743]
	NM_013743
	8387.877778
	4178.296204
	0.224 

	
	lincRNA:chr3:45163252-45179177 reverse strand
	
	15.07025609
	91.03146562
	0.224 

	Srd5a2
	Mus musculus steroid 5 alpha-reductase 2 (Srd5a2), mRNA [NM_053188]
	NM_053188
	265.4964077
	123.8822308
	0.224 

	Vmn1r48
	Mus musculus vomeronasal 1 receptor 48 (Vmn1r48), mRNA [NM_053218]
	NM_053218
	5186.791943
	12573.32709
	0.224 

	Olfr317
	Mus musculus olfactory receptor 317 (Olfr317), mRNA [NM_001011769]
	NM_001011769
	27.83311398
	61.87392922
	0.224 

	C630001G18Rik
	Mus musculus adult male hippocampus cDNA, RIKEN full-length enriched library, clone:C630001G18 product:unclassifiable, full insert sequence. [AK049815]
	AK049815
	296.7471664
	762.2628378
	0.224 

	
	
	
	8.892860853
	48.22940295
	0.224 

	Mamstr
	MEF2 activating motif and SAP domain containing transcriptional regulator [Source:MGI Symbol;Acc:MGI:1921740] [ENSMUST00000098455]
	AK017382
	15.6721826
	34.20397169
	0.224 

	Enpp2
	Mus musculus ectonucleotide pyrophosphatase/phosphodiesterase 2 (Enpp2), transcript variant 1, mRNA [NM_001136077]
	NM_001136077
	5278.331701
	13100.20193
	0.224 

	Igf1
	Mus musculus insulin-like growth factor 1 (Igf1), transcript variant 1, mRNA [NM_010512]
	NM_010512
	41588.39007
	85577.91218
	0.224 

	1700125H20Rik
	Mus musculus RIKEN cDNA 1700125H20 gene (1700125H20Rik), mRNA [NM_028589]
	NM_028589
	32.18639982
	67.08986582
	0.224 

	
	lincRNA:chr17:32075308-32075792 reverse strand
	
	6.9841259
	31.15772482
	0.224 

	Olfr467
	Mus musculus olfactory receptor 467 (Olfr467), mRNA [NM_001005488]
	NM_001005488
	12.09773054
	37.68135692
	0.224 

	Ly6d
	Mus musculus lymphocyte antigen 6 complex, locus D (Ly6d), mRNA [NM_010742]
	NM_010742
	160784.1496
	62948.74085
	0.224 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 1, mRNA [NM_207655]
	NM_207655
	19558.04686
	45212.89048
	0.224 

	
	lincRNA:chr3:41143423-41359623 forward strand
	
	28.90567095
	75.64083783
	0.224 

	Fabp7
	Mus musculus fatty acid binding protein 7, brain (Fabp7), mRNA [NM_021272]
	NM_021272
	871.6520911
	2671.927495
	0.224 

	
	lincRNA:chr17:32213375-32238425 forward strand
	
	17.18846147
	36.1908004
	0.224 

	Fads3
	Mus musculus adult male bone cDNA, RIKEN full-length enriched library, clone:9830116I22 product:fatty acid desaturase 3, full insert sequence. [AK162624]
	AK162624
	688.158567
	262.4404932
	0.224 

	
	lincRNA:chr1:63163023-63180223 reverse strand
	
	59.84440747
	137.5259505
	0.224 

	
	lincRNA:chr6:131263850-131314850 forward strand
	
	32.23984752
	106.6590402
	0.224 

	Olfr780
	Mus musculus olfactory receptor 780 (Olfr780), mRNA [NM_146284]
	NM_146284
	19.72740984
	50.91888219
	0.224 

	Cldn26
	Mus musculus claudin 26 (Cldn26), mRNA [NM_029070]
	NM_029070
	14.53773901
	36.83283502
	0.224 

	Casp4
	Mus musculus caspase 4, apoptosis-related cysteine peptidase (Casp4), mRNA [NM_007609]
	NM_007609
	9117.027695
	2183.34297
	0.224 

	Spata31d1d
	Mus musculus spermatogenesis associated 31 subfamily D, member 1D (Spata31d1d), mRNA [NM_177711]
	NM_177711
	21.21946164
	44.25629411
	0.224 

	
	lincRNA:chr3:30052149-30052393 reverse strand
	
	8.870925014
	37.52778669
	0.224 

	Ms4a4a
	PREDICTED: Mus musculus membrane-spanning 4-domains, subfamily A, member 4A (Ms4a4a), mRNA [XM_006543453]
	XM_006543453
	188.7333161
	86.7138002
	0.224 

	Zdhhc2
	zinc finger, DHHC domain containing 2 [Source:MGI Symbol;Acc:MGI:1923452] [ENSMUST00000049389]
	XM_006509487
	351.0144832
	116.2235347
	0.224 

	
	Q62583_PERMA (Q62583) Reverse transcriptase (Fragment), partial (12%) [TC1715074]
	
	14.14975374
	46.33913886
	0.224 

	
	lincRNA:chr4:140841206-140841639 forward strand
	
	22.66452731
	55.27854764
	0.224 

	Smim3
	Mus musculus small integral membrane protein 3 (Smim3), mRNA [NM_134133]
	NM_134133
	1939.7388
	602.6104135
	0.224 

	
	lincRNA:chr16:57811599-58042454 forward strand
	
	8.665743093
	46.44605772
	0.224 

	
	lincRNA:chr5:107503800-107515575 reverse strand
	
	226.6293932
	591.1227995
	0.224 

	
	lincRNA:chr17:80133213-80144417 forward strand
	
	8.540885934
	81.07619842
	0.224 

	
	lincRNA:chr6:127591179-127619145 forward strand
	
	30.57217283
	73.05887615
	0.224 

	
	lincRNA:chr1:44915250-44944125 forward strand
	
	32.89401853
	82.5245691
	0.224 

	
	lincRNA:chr2:174088550-174109425 reverse strand
	
	91.79439623
	14.23851493
	0.224 

	
	lincRNA:chr11:95561419-95574068 reverse strand
	
	60.4987179
	141.4937661
	0.224 

	Pea15a
	Mus musculus phosphoprotein enriched in astrocytes 15A (Pea15a), transcript variant 2, mRNA [NM_011063]
	NM_011063
	3690.1288
	1834.620839
	0.224 

	Cap2
	Mus musculus CAP, adenylate cyclase-associated protein, 2 (yeast) (Cap2), mRNA [NM_026056]
	NM_026056
	59.23598653
	7.539378174
	0.224 

	
	
	
	14288.40352
	5237.207408
	0.224 

	Mcf2l
	Mus musculus mcf.2 transforming sequence-like (Mcf2l), transcript variant 1, mRNA [NM_178076]
	NM_178076
	1055.563136
	314.5405566
	0.224 

	
	lincRNA:chr14:101834175-102005450 forward strand
	
	99.91569438
	223.1584952
	0.224 

	
	lincRNA:chr17:26997231-27023120 reverse strand
	
	29.06935018
	72.79718153
	0.224 

	
	lincRNA:chr13:34693404-34717987 reverse strand
	
	968.0294938
	357.9941018
	0.224 

	Acsm2
	Mus musculus acyl-CoA synthetase medium-chain family member 2 (Acsm2), transcript variant 1, mRNA [NM_001177977]
	NM_001177977
	13.30896593
	42.2884516
	0.224 

	
	lincRNA:chr2:154244616-154245900 reverse strand
	
	47.71831783
	110.6155562
	0.224 

	
	lincRNA:chr4:136856064-136875614 forward strand
	
	20.29594065
	58.010657
	0.224 

	
	lincRNA:chr5:125190100-125209625 reverse strand
	
	28.9296985
	82.2569721
	0.224 

	
	lincRNA:chr2:145501249-145508811 forward strand
	
	9.16656758
	33.31894573
	0.224 

	Olfr125
	Mus musculus olfactory receptor 125 (Olfr125), mRNA [NM_146290]
	NM_146290
	17.01395339
	137.3728078
	0.224 

	Cyp2d34
	Mus musculus cytochrome P450, family 2, subfamily d, polypeptide 34 (Cyp2d34), mRNA [NM_145474]
	NM_145474
	826.1985189
	1798.650081
	0.224 

	
	lincRNA:chr8:41730287-41746862 reverse strand
	
	8.327230997
	43.74528051
	0.224 

	
	lincRNA:chr16:84708005-84708675 reverse strand
	
	85.5262534
	180.2319158
	0.224 

	Gars
	Mus musculus glycyl-tRNA synthetase (Gars), mRNA [NM_180678]
	NM_180678
	76593.23561
	36532.00824
	0.224 

	Tex22
	Mus musculus testis expressed gene 22 (Tex22), mRNA [NM_029381]
	NM_029381
	13.20031658
	43.94425881
	0.224 

	
	lincRNA:chr3:95454378-95454600 forward strand
	
	22.75670823
	47.65287836
	0.224 

	
	lincRNA:chr5:14921737-14978834 forward strand
	
	50.30015359
	110.5124508
	0.224 

	
	lincRNA:chr2:25774411-25783757 reverse strand
	
	27.41275453
	66.70572667
	0.224 

	Ptx3
	Mus musculus pentraxin related gene (Ptx3), mRNA [NM_008987]
	NM_008987
	10.12345874
	33.86260531
	0.224 

	
	lincRNA:chr3:126989696-127112471 reverse strand
	
	21.72603807
	47.24560086
	0.224 

	Igsf11
	Mus musculus immunoglobulin superfamily, member 11 (Igsf11), mRNA [NM_170599]
	NM_170599
	640.055082
	299.4177952
	0.224 

	Rmnd5a
	Mus musculus mRNA for hypothetical protein expressed in thymocytes (clone MTA.D02.090), partial. [AJ237586]
	AJ237586
	17.55987815
	70.59962768
	0.224 

	1700011A15Rik
	Mus musculus RIKEN cDNA 1700011A15 gene (1700011A15Rik), mRNA [NM_025487]
	NM_025487
	9.174683502
	35.6277674
	0.224 

	Olfr713
	Mus musculus olfactory receptor 713 (Olfr713), mRNA [NM_147034]
	NM_147034
	12.39741875
	37.50171032
	0.224 

	Mcm10
	Mus musculus minichromosome maintenance deficient 10 (S. cerevisiae) (Mcm10), mRNA [NM_027290]
	NM_027290
	4796.220816
	18286.32296
	0.224 

	Gm4203
	Mus musculus in vitro fertilized eggs cDNA, RIKEN full-length enriched library, clone:7420445K07 product:unclassifiable, full insert sequence. [AK136006]
	AK136006
	20.03871642
	49.87294147
	0.224 

	Cyp8b1
	Mus musculus cytochrome P450, family 8, subfamily b, polypeptide 1 (Cyp8b1), mRNA [NM_010012]
	NM_010012
	2479.607734
	5984.145255
	0.224 

	
	lincRNA:chr9:43926204-43928496 forward strand
	
	12.39855212
	43.77551286
	0.224 

	
	lincRNA:chr3:84610558-84611133 reverse strand
	
	10.2529879
	124.1500228
	0.224 

	Scgb1a1
	Mus musculus secretoglobin, family 1A, member 1 (uteroglobin) (Scgb1a1), mRNA [NM_011681]
	NM_011681
	27.56053463
	62.18731053
	0.224 

	2900073C17Rik
	Mus musculus adult male hippocampus cDNA, RIKEN full-length enriched library, clone:2900073C17 product:unclassifiable, full insert sequence. [AK013771]
	AK013771
	108.045968
	43.76370956
	0.224 

	Grin2a
	Mus musculus glutamate receptor, ionotropic, NMDA2A (epsilon 1) (Grin2a), mRNA [NM_008170]
	NM_008170
	11.43770044
	38.58118858
	0.224 

	Myoz1
	Mus musculus myozenin 1 (Myoz1), mRNA [NM_021508]
	NM_021508
	15.41019666
	43.16654006
	0.224 

	Slc14a2
	Mus musculus solute carrier family 14 (urea transporter), member 2 (Slc14a2), transcript variant 2, mRNA [NM_030683]
	NM_030683
	501.0422837
	1070.201903
	0.224 

	Igf1
	Mus musculus insulin-like growth factor 1 (Igf1), transcript variant 1, mRNA [NM_010512]
	NM_010512
	41618.74812
	83676.39263
	0.224 

	
	lincRNA:chr12:82495575-82516300 forward strand
	
	670.0973648
	1822.87211
	0.224 

	
	lincRNA:chr10:72559397-72946868 forward strand
	
	10.47348012
	42.77160719
	0.224 

	Neurl1a
	Mus musculus neuralized homolog 1A (Drosophila) (Neurl1a), transcript variant 1, mRNA [NM_021360]
	NM_021360
	1383.943327
	503.679544
	0.224 

	Siglec1
	Mus musculus sialic acid binding Ig-like lectin 1, sialoadhesin (Siglec1), mRNA [NM_011426]
	NM_011426
	27.62069515
	56.65221529
	0.224 

	Tmsb10
	Mus musculus thymosin, beta 10 (Tmsb10), transcript variant 1, mRNA [NM_001190327]
	NM_001190327
	23376.31251
	8264.46857
	0.224 

	
	
	
	62.47938483
	244.5429438
	0.224 

	Gmds
	Mus musculus GDP-mannose 4, 6-dehydratase (Gmds), mRNA [NM_146041]
	NM_146041
	2622.965667
	1095.159985
	0.224 

	Plin4
	Mus musculus perilipin 4 (Plin4), mRNA [NM_020568]
	NM_020568
	9218.237022
	4351.439366
	0.224 

	Cap2
	Mus musculus CAP, adenylate cyclase-associated protein, 2 (yeast) (Cap2), mRNA [NM_026056]
	NM_026056
	51.71780666
	7.943000919
	0.224 

	
	lincRNA:chr12:109995552-109996185 reverse strand
	
	10.17905181
	31.67254002
	0.224 

	
	lincRNA:chr10:120336296-120354471 forward strand
	
	8.220403959
	100.9919944
	0.224 

	
	lincRNA:chr12:74140325-74142695 forward strand
	
	11.87676235
	45.02403652
	0.224 

	Tcl1b5
	Mus musculus T cell leukemia/lymphoma 1B, 5 (Tcl1b5), mRNA [NM_013776]
	NM_013776
	15.84885029
	44.93069985
	0.225 

	Ptrh1
	Mus musculus peptidyl-tRNA hydrolase 1 homolog (S. cerevisiae) (Ptrh1), mRNA [NM_178595]
	NM_178595
	2922.787007
	1022.527418
	0.225 

	
	lincRNA:chr11:117835849-117842574 forward strand
	
	25.34482722
	52.52905819
	0.225 

	
	lincRNA:chr15:97856041-97867907 forward strand
	
	20.35788033
	48.83215972
	0.225 

	
	lincRNA:chr7:3309825-3331151 reverse strand
	
	18.51227995
	42.44334796
	0.225 

	
	
	
	22.44257443
	47.23466904
	0.225 

	
	lincRNA:chr10:62262341-62269593 forward strand
	
	28.4525509
	77.99983859
	0.225 

	Zdhhc2
	Mus musculus zinc finger, DHHC domain containing 2 (Zdhhc2), mRNA [NM_178395]
	NM_178395
	153.6315768
	42.82213338
	0.225 

	Hoxc10
	Mus musculus homeobox C10 (Hoxc10), mRNA [NM_010462]
	NM_010462
	25.48675824
	69.12274598
	0.225 

	Frk
	Mus musculus fyn-related kinase (Frk), transcript variant 2, mRNA [NM_010237]
	NM_010237
	436.4012687
	184.6537642
	0.225 

	Srd5a1
	steroid 5 alpha-reductase 1 [Source:MGI Symbol;Acc:MGI:98400] [ENSMUST00000059235]
	XM_006517473
	136.5749435
	408.2305061
	0.225 

	
	lincRNA:chr6:90745692-90777977 forward strand
	
	45.99313144
	98.19691171
	0.225 

	
	lincRNA:chr12:110653148-110653701 forward strand
	
	37.80791159
	78.16637237
	0.225 

	Krt222
	Mus musculus keratin 222 (Krt222), mRNA [NM_172946]
	NM_172946
	11045.03153
	5491.501864
	0.225 

	Gm15056
	Mus musculus predicted gene 15056 (Gm15056), mRNA [NM_001177471]
	NM_001177471
	46.32796753
	106.7332945
	0.225 

	
	lincRNA:chr12:111287772-111333890 forward strand
	
	85.62544552
	185.7803823
	0.225 

	Elovl3
	Mus musculus elongation of very long chain fatty acids (FEN1/Elo2, SUR4/Elo3, yeast)-like 3 (Elovl3), mRNA [NM_007703]
	NM_007703
	390.4328723
	2511.582535
	0.225 

	
	lincRNA:chr12:116850878-116855932 reverse strand
	
	18.33142802
	58.55499543
	0.225 

	Alppl2
	Mus musculus alkaline phosphatase, placental-like 2 (Alppl2), mRNA [NM_007433]
	NM_007433
	33.90299412
	86.29345656
	0.225 

	Pkp1
	Mus musculus plakophilin 1 (Pkp1), mRNA [NM_019645]
	NM_019645
	1211.969359
	367.6962581
	0.225 

	
	lincRNA:chr19:58222540-58223077 forward strand
	
	76.16773868
	209.5080566
	0.225 

	5330434G04Rik
	Mus musculus adult male corpora quadrigemina cDNA, RIKEN full-length enriched library, clone:B230370A09 product:unclassifiable, full insert sequence. [AK163556]
	AK163556
	15.22794494
	38.01699201
	0.225 

	
	lincRNA:chr13:99465424-99465644 reverse strand
	
	8.688078951
	37.35849272
	0.225 

	Cnga3
	Mus musculus cyclic nucleotide gated channel alpha 3 (Cnga3), transcript variant 1, mRNA [NM_001282010]
	NM_001282010
	38.51737176
	94.26851277
	0.225 

	1700022I11Rik
	Mus musculus RIKEN cDNA 1700022I11 gene (1700022I11Rik), mRNA [NM_026088]
	NM_026088
	10.83475584
	43.81913553
	0.225 

	
	
	
	16.0079493
	41.73627083
	0.225 

	Olfr536
	Mus musculus olfactory receptor 536 (Olfr536), mRNA [NM_146520]
	NM_146520
	15.12143618
	74.0718409
	0.225 

	Gm1070
	PREDICTED: Mus musculus predicted gene 1070 (Gm1070), misc_RNA [XR_105056]
	XR_105056
	1574.279821
	3259.601925
	0.225 

	Apln
	Mus musculus apelin (Apln), mRNA [NM_013912]
	NM_013912
	466.8492466
	67.83213411
	0.225 

	A230103O09Rik
	PREDICTED: Mus musculus RIKEN cDNA A230103O09 gene (A230103O09Rik), transcript variant X2, misc_RNA [XR_382242]
	XR_382242
	10.21684823
	36.23356288
	0.225 

	Shf
	Mus musculus Src homology 2 domain containing F (Shf), mRNA [NM_001013829]
	NM_001013829
	387.7821392
	189.8666935
	0.225 

	
	lincRNA:chr2:60038543-60046318 forward strand
	
	8.382561826
	39.2350453
	0.225 

	Prss58
	Mus musculus protease, serine 58 (Prss58), mRNA [NM_175020]
	NM_175020
	17.15118137
	54.07279229
	0.225 

	Casp4
	Mus musculus caspase 4, apoptosis-related cysteine peptidase (Casp4), mRNA [NM_007609]
	NM_007609
	7800.589647
	1897.976686
	0.225 

	
	lincRNA:chrX:100745320-100819322 reverse strand
	
	17.92181569
	37.45880076
	0.225 

	Gpld1
	Mus musculus glycosylphosphatidylinositol specific phospholipase D1 (Gpld1), mRNA [NM_008156]
	NM_008156
	22.50951956
	46.29301092
	0.225 

	
	lincRNA:chr11:51039537-51048969 forward strand
	
	8.449436291
	42.93107813
	0.225 

	
	lincRNA:chr18:12755615-12773365 reverse strand
	
	13.20964683
	43.47318794
	0.225 

	Robo1
	Mus musculus 12 days embryo eyeball cDNA, RIKEN full-length enriched library, clone:D230012M05 product:roundabout homolog 1 (Drosophila), full insert sequence. [AK142047]
	AK142047
	44.27348548
	12.53300048
	0.225 

	
	lincRNA:chr12:73838608-73862621 reverse strand
	
	53.38814239
	159.6370383
	0.225 

	Cyp4a12b
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 12B (Cyp4a12b), mRNA [NM_172306]
	NM_172306
	5082.439663
	24631.22327
	0.225 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	335.7417378
	788.9929879
	0.225 

	Ptn
	Mus musculus pleiotrophin (Ptn), mRNA [NM_008973]
	NM_008973
	14.79078285
	42.63264186
	0.226 

	
	lincRNA:chr13:24611851-24612400 reverse strand
	
	80.15347139
	170.5926185
	0.226 

	
	RIKEN cDNA 4930430O22 gene [Source:MGI Symbol;Acc:MGI:1925404] [ENSMUST00000078701]
	XR_168603
	28.81175292
	61.09097349
	0.226 

	
	immunoglobulin heavy variable 14-2 [Source:MGI Symbol;Acc:MGI:4439607] [ENSMUST00000103467]
	BC092269
	11.00027925
	40.13362089
	0.226 

	Emp2
	Mus musculus epithelial membrane protein 2 (Emp2), mRNA [NM_007929]
	NM_007929
	1532.246481
	757.9078548
	0.226 

	
	lincRNA:chr8:57977383-57985712 forward strand
	
	11.81522462
	33.80732996
	0.226 

	Serpinb9g
	Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 9g (Serpinb9g), mRNA [NM_011455]
	NM_011455
	50.94403447
	8.809776105
	0.226 

	
	lincRNA:chr15:97674015-97674423 reverse strand
	
	26.50618465
	64.63354774
	0.226 

	Keg1
	Mus musculus kidney expressed gene 1 (Keg1), mRNA [NM_029550]
	NM_029550
	2421.323952
	6773.929815
	0.226 

	Ern1
	endoplasmic reticulum (ER) to nucleus signalling 1 [Source:MGI Symbol;Acc:MGI:1930134] [ENSMUST00000106800]
	
	101.5506438
	46.7537347
	0.226 

	
	
	
	29.32808223
	63.18545666
	0.226 

	Zdhhc2
	zinc finger, DHHC domain containing 2 [Source:MGI Symbol;Acc:MGI:1923452] [ENSMUST00000049389]
	XM_006509487
	342.9620299
	109.2222473
	0.226 

	
	lincRNA:chr5:149751979-149808240 reverse strand
	
	56.48563887
	21.72435764
	0.226 

	AI606473
	Mus musculus expressed sequence AI606473 (AI606473), long non-coding RNA [NR_040387]
	NR_040387
	9.429874009
	62.96729245
	0.226 

	H2-T3
	Mus musculus histocompatibility 2, T region locus 3 (H2-T3), mRNA [NM_008208]
	NM_008208
	1775.338181
	5982.856556
	0.226 

	
	predicted gene 9966 [Source:MGI Symbol;Acc:MGI:3641871] [ENSMUST00000068485]
	AK030497
	9.307093448
	39.81104326
	0.226 

	
	Q91Y10_MOUSE (Q91Y10) Protocadherin alpha C1, complete [TC1627912]
	
	63.44576207
	134.9930881
	0.226 

	
	
	
	28.65605406
	79.7797146
	0.226 

	Gh
	Mus musculus growth hormone (Gh), mRNA [NM_008117]
	NM_008117
	13.1599481
	33.98525792
	0.226 

	Nlrp12
	Mus musculus NLR family, pyrin domain containing 12 (Nlrp12), mRNA [NM_001033431]
	NM_001033431
	118.7294969
	247.9590995
	0.226 

	Apbb1
	Mus musculus amyloid beta (A4) precursor protein-binding, family B, member 1 (Apbb1), transcript variant 2, mRNA [NM_009685]
	NM_009685
	56.03721305
	21.72296078
	0.226 

	Kdelr3
	Mus musculus KDEL (Lys-Asp-Glu-Leu) endoplasmic reticulum protein retention receptor 3 (Kdelr3), mRNA [NM_134090]
	NM_134090
	247.7347992
	113.3552152
	0.226 

	
	lincRNA:chr1:87419050-87452625 forward strand
	
	112.4731365
	46.47126885
	0.226 

	Tax1bp3
	Mus musculus Tax1 (human T-cell leukemia virus type I) binding protein 3, mRNA (cDNA clone MGC:7169 IMAGE:3257323), complete cds. [BC008166]
	BC008166
	22882.31574
	10742.51052
	0.226 

	
	lincRNA:chr6:67054389-67054857 forward strand
	
	51.20514325
	107.037801
	0.226 

	
	Mus musculus 0 day neonate kidney cDNA, RIKEN full-length enriched library, clone:D630021C08 product:Hypothetical cysteine-rich region/zinc carboxypeptidases, full insert sequence. [AK085394]
	AK085394
	17.36323987
	37.70350432
	0.226 

	
	lincRNA:chr8:49866197-49866841 reverse strand
	
	103.2023217
	921.9162087
	0.226 

	
	lincRNA:chr5:14923900-15062725 forward strand
	
	24.54522056
	51.84339406
	0.226 

	
	lincRNA:chr12:110769101-110771113 forward strand
	
	9.778795689
	45.46106659
	0.226 

	
	
	
	156.3618856
	568.3948678
	0.226 

	
	Q9N1T7_PIG (Q9N1T7) Gag-pol (Fragment), partial (57%) [TC1594115]
	
	15.16574864
	34.35155073
	0.226 

	Fabp9
	Mus musculus fatty acid binding protein 9, testis (Fabp9), mRNA [NM_011598]
	NM_011598
	20.98285707
	58.48043992
	0.226 

	
	lincRNA:chr13:65338067-65365992 forward strand
	
	23.11309706
	49.55383881
	0.226 

	Ifnl3
	Mus musculus interferon lambda 3 (Ifnl3), mRNA [NM_177396]
	NM_177396
	21.83564064
	61.11407619
	0.226 

	Ddit4l
	Mus musculus DNA-damage-inducible transcript 4-like (Ddit4l), mRNA [NM_030143]
	NM_030143
	458.0023027
	147.1419702
	0.226 

	2010004M13Rik
	AGENCOURT_8806276_updated NIH_MGC_137 Mus musculus cDNA clone IMAGE:6431658 3', mRNA sequence [CF583964]
	CF583964
	16.60396721
	41.15964583
	0.226 

	Cyp4a12a
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 12a (Cyp4a12a), mRNA [NM_177406]
	NM_177406
	3084.021034
	16751.34667
	0.226 

	
	lincRNA:chr13:34693404-34717987 reverse strand
	
	522.1576327
	182.358232
	0.226 

	Dmrta1
	Mus musculus doublesex and mab-3 related transcription factor like family A1 (Dmrta1), mRNA [NM_175647]
	NM_175647
	60.87667534
	21.78553513
	0.226 

	
	lincRNA:chr12:106115442-106115760 reverse strand
	
	12.5580695
	62.00719352
	0.226 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 1, mRNA [NM_207655]
	NM_207655
	19456.74459
	43795.04509
	0.226 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 1, mRNA [NM_207655]
	NM_207655
	19908.8979
	44505.29721
	0.226 

	
	lincRNA:chr16:89961600-89971725 forward strand
	
	16.15291596
	45.4892689
	0.226 

	Lama3
	Mus musculus laminin, alpha 3 (Lama3), mRNA [NM_010680]
	NM_010680
	78.77793987
	269.9928766
	0.226 

	Pfn2
	Mus musculus profilin 2 (Pfn2), mRNA [NM_019410]
	NM_019410
	1042.141507
	433.498309
	0.226 

	
	
	
	41.64478392
	104.8294258
	0.226 

	Zdhhc2
	zinc finger, DHHC domain containing 2 [Source:MGI Symbol;Acc:MGI:1923452] [ENSMUST00000049389]
	XM_006509487
	371.1268369
	115.584903
	0.226 

	Gm7967
	PREDICTED: Mus musculus predicted gene 7967 (Gm7967), misc_RNA [XR_387291]
	XR_387291
	97.61584022
	208.2307628
	0.226 

	
	
	
	19.17416715
	65.72836632
	0.226 

	Plcd4
	Mus musculus adult male hypothalamus cDNA, RIKEN full-length enriched library, clone:A230102I21 product:phospholipase C, delta 4, full insert sequence. [AK039149]
	AK039149
	22.7683652
	58.68415594
	0.226 

	Aass
	Mus musculus aminoadipate-semialdehyde synthase (Aass), mRNA [NM_013930]
	NM_013930
	38701.86785
	83533.92541
	0.226 

	
	lincRNA:chr8:28345511-28361105 reverse strand
	
	23.49223973
	60.927323
	0.226 

	Olfr32
	Mus musculus olfactory receptor 32 (Olfr32), mRNA [NM_010980]
	NM_010980
	10.69345757
	33.26002306
	0.226 

	Zdhhc2
	zinc finger, DHHC domain containing 2 [Source:MGI Symbol;Acc:MGI:1923452] [ENSMUST00000049389]
	XM_006509487
	362.6346199
	108.3364604
	0.226 

	Prrt2
	Mus musculus proline-rich transmembrane protein 2 (Prrt2), mRNA [NM_001102563]
	NM_001102563
	30.42657797
	65.88374567
	0.226 

	
	lincRNA:chr7:134369091-134376366 reverse strand
	
	10.53728746
	36.0284772
	0.226 

	Nmur2
	Mus musculus neuromedin U receptor 2 (Nmur2), mRNA [NM_153079]
	NM_153079
	183.6027642
	42.99107186
	0.226 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 1, mRNA [NM_207655]
	NM_207655
	21225.65821
	46970.75365
	0.226 

	Cldn7
	Mus musculus claudin 7 (Cldn7), transcript variant 1, mRNA [NM_016887]
	NM_016887
	2457.994403
	907.6267115
	0.226 

	
	
	
	23.59270838
	47.78071833
	0.226 

	Anxa10
	Mus musculus annexin A10 (Anxa10), transcript variant 2, mRNA [NM_011922]
	NM_011922
	8.686791377
	37.23506241
	0.226 

	Osbp2
	Mus musculus oxysterol binding protein 2 (Osbp2), mRNA [NM_152818]
	NM_152818
	52.90810908
	170.9235546
	0.226 

	
	lincRNA:chr1:42689799-42749799 reverse strand
	
	15.85220394
	40.93633411
	0.226 

	
	Mus musculus adult male corpora quadrigemina cDNA, RIKEN full-length enriched library, clone:B230381E03 product:hypothetical protein, full insert sequence. [AK046413]
	AK046413
	76.34897659
	24.75237748
	0.226 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 1, mRNA [NM_207655]
	NM_207655
	19727.52459
	43814.35783
	0.226 

	
	
	
	71.50467967
	163.1520547
	0.226 

	Gm11545
	Mus musculus predicted gene 11545 (Gm11545), mRNA [NM_001105561]
	NM_001105561
	110.5129296
	244.0728748
	0.226 

	Gbp2b
	Mus musculus guanylate binding protein 2b (Gbp2b), mRNA [NM_010259]
	NM_010259
	55.51646749
	205.2371026
	0.226 

	Zdhhc2
	zinc finger, DHHC domain containing 2 [Source:MGI Symbol;Acc:MGI:1923452] [ENSMUST00000049389]
	XM_006509487
	332.0747871
	105.1783082
	0.226 

	
	lincRNA:chr4:155560296-155564642 forward strand
	
	14.41819614
	49.37100542
	0.226 

	Cdh20
	Mus musculus cadherin 20 (Cdh20), mRNA [NM_011800]
	NM_011800
	27.54994794
	61.21482696
	0.226 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	332.1811531
	776.3869207
	0.226 

	
	lincRNA:chr4:124202159-124202824 forward strand
	
	20.47036843
	43.88625935
	0.226 

	Mrgprf
	Mus musculus MAS-related GPR, member F (Mrgprf), mRNA [NM_145379]
	NM_145379
	55.73645639
	121.7068161
	0.226 

	Tmsb15b1
	Mus musculus thymosin beta 15b1 (Tmsb15b1), mRNA [NM_001081983]
	NM_001081983
	115.2436726
	53.16622184
	0.226 

	Lrrc71
	Mus musculus leucine rich repeat containing 71 (Lrrc71), mRNA [NM_028971]
	NM_028971
	30.55234341
	63.89377453
	0.226 

	Setd3
	SET domain containing 3 [Source:MGI Symbol;Acc:MGI:1289184] [ENSMUST00000147466]
	XM_006516084
	1402.182077
	4180.853491
	0.226 

	
	lincRNA:chr9:81537835-81583227 reverse strand
	
	84.05328415
	193.6937554
	0.226 

	Nynrin
	Mus musculus NYN domain and retroviral integrase containing (Nynrin), mRNA [NM_001040072]
	NM_001040072
	14.05390293
	37.21909179
	0.226 

	
	lincRNA:chr5:33773842-33942967 forward strand
	
	22.89517127
	55.9841062
	0.226 

	Scn3a
	Mus musculus sodium channel, voltage-gated, type III, alpha (Scn3a), mRNA [NM_018732]
	NM_018732
	37.62671896
	10.59515001
	0.226 

	
	RIKEN cDNA 9330161L09 gene [Source:MGI Symbol;Acc:MGI:1924475] [ENSMUST00000056140]
	AK020378
	49.30242996
	100.7187061
	0.226 

	
	immunoglobulin heavy variable V6-5 [Source:MGI Symbol;Acc:MGI:3647134] [ENSMUST00000179796]
	
	14.79733436
	41.1287642
	0.226 

	
	
	
	53816.60403
	22344.80849
	0.226 

	4930452L12Rik
	BY714998 RIKEN full-length enriched, adult male testis Mus musculus cDNA clone 4930452L12 5'. [BY714998]
	BY714998
	17.66865354
	45.04205371
	0.226 

	
	lincRNA:chr16:11024315-11055740 forward strand
	
	9.098886072
	72.53562177
	0.226 

	Gm10701
	Mus musculus 16 days neonate male medulla oblongata cDNA, RIKEN full-length enriched library, clone:G630005L12 product:hypothetical protein, full insert sequence. [AK144276]
	AK144276
	507.0162091
	124.311745
	0.226 

	
	expressed sequence AA474408 [Source:MGI Symbol;Acc:MGI:3034216] [ENSMUST00000098110]
	AK132253
	18.186797
	52.310351
	0.227 

	Arxes2
	Mus musculus adipocyte-related X-chromosome expressed sequence 2 (Arxes2), mRNA [NM_029823]
	NM_029823
	93.05142734
	30.20568948
	0.227 

	Gal3st3
	Mus musculus galactose-3-O-sulfotransferase 3 (Gal3st3), mRNA [NM_001024717]
	NM_001024717
	11.2355548
	60.03147539
	0.227 

	
	lincRNA:chr3:108763862-108772151 reverse strand
	
	17.73935568
	48.81094519
	0.227 

	
	lincRNA:chr11:95097483-95097918 forward strand
	
	25.50994969
	51.18856809
	0.227 

	
	lincRNA:chr15:77164450-77201325 forward strand
	
	1139.410421
	437.5681113
	0.227 

	Hhip
	Mus musculus Hedgehog-interacting protein (Hhip), mRNA [NM_020259]
	NM_020259
	130.0298945
	372.7916956
	0.227 

	
	lincRNA:chr8:108153471-108159672 forward strand
	
	18.23468472
	47.48487262
	0.227 

	Ccrn4l
	Mus musculus CCR4 carbon catabolite repression 4-like (S. cerevisiae) (Ccrn4l), mRNA [NM_009834]
	NM_009834
	4706.846972
	10246.89449
	0.227 

	Ankef1
	ankyrin repeat and EF-hand domain containing 1 [Source:MGI Symbol;Acc:MGI:2441685] [ENSMUST00000154343]
	AK040732
	21.02863268
	43.58529184
	0.227 

	Ido2
	Mus musculus indoleamine 2,3-dioxygenase 2 (Ido2), mRNA [NM_145949]
	NM_145949
	1128.792425
	2496.039633
	0.227 

	
	lincRNA:chr7:111530578-111539097 reverse strand
	
	74.31604764
	160.3230308
	0.227 

	Prss42
	Mus musculus protease, serine 42 (Prss42), mRNA [NM_153099]
	NM_153099
	12.70905971
	37.08363931
	0.227 

	
	lincRNA:chr3:30064327-30064680 reverse strand
	
	11.08089788
	48.396765
	0.227 

	Car2
	Mus musculus carbonic anhydrase 2 (Car2), mRNA [NM_009801]
	NM_009801
	4304.934445
	2133.221858
	0.227 

	1-Mar
	Mus musculus membrane-associated ring finger (C3HC4) 1 (March1), transcript variant 3, mRNA [NM_175188]
	NM_175188
	11684.70767
	5652.422659
	0.227 

	Cdh17
	cadherin 17 [Source:MGI Symbol;Acc:MGI:1095414] [ENSMUST00000108303]
	AK089791
	21.61752139
	50.19686744
	0.227 

	
	lincRNA:chr8:44232164-44267061 reverse strand
	
	10.78694306
	31.45808447
	0.227 

	Sdk2
	Mus musculus sidekick homolog 2 (chicken) (Sdk2), mRNA [NM_172800]
	NM_172800
	388.9384678
	829.4238325
	0.227 

	
	lincRNA:chr12:89092175-89105525 forward strand
	
	12.60653619
	39.3511171
	0.227 

	Tbkbp1
	Mus musculus TBK1 binding protein 1 (Tbkbp1), mRNA [NM_198100]
	NM_198100
	36.15552906
	93.0795832
	0.227 

	Tax1bp3
	Mus musculus Tax1 (human T cell leukemia virus type I) binding protein 3 (Tax1bp3), mRNA [NM_029564]
	NM_029564
	28366.94978
	14144.91367
	0.227 

	Tox4
	Mus musculus TOX high mobility group box family member 4 (Tox4), mRNA [NM_023434]
	NM_023434
	2364.175731
	5275.344706
	0.227 

	
	lincRNA:chr7:134620707-134626739 forward strand
	
	11.57136775
	34.9039153
	0.227 

	Bicc1
	bicaudal C homolog 1 (Drosophila) [Source:MGI Symbol;Acc:MGI:1933388] [ENSMUST00000143791]
	XM_006514341
	3599.301079
	782.3700117
	0.227 

	Tubb6
	Mus musculus tubulin, beta 6 class V (Tubb6), mRNA [NM_026473]
	NM_026473
	20690.24346
	6453.634868
	0.227 

	A230083G16Rik
	PREDICTED: Mus musculus RIKEN cDNA A230083G16 gene (A230083G16Rik), misc_RNA [XR_105027]
	XR_105027
	21.35612632
	52.56996196
	0.227 

	Bicc1
	Mus musculus bicaudal C homolog 1 (Drosophila) (Bicc1), mRNA [NM_031397]
	NM_031397
	18331.03803
	3786.338311
	0.227 

	Zkscan2
	Mus musculus zinc finger with KRAB and SCAN domains 2 (Zkscan2), mRNA [NM_001081329]
	NM_001081329
	19.50208538
	39.62071124
	0.227 

	Osbpl5
	Mus musculus oxysterol binding protein-like 5 (Osbpl5), transcript variant 1, mRNA [NM_024289]
	NM_024289
	1654.917864
	3646.820765
	0.227 

	
	lincRNA:chr11:70196232-70203307 reverse strand
	
	13.47286103
	33.09472997
	0.227 

	
	lincRNA:chr1:36094831-36095159 reverse strand
	
	27.05428904
	59.15700199
	0.227 

	
	lincRNA:chr14:77104770-77105392 forward strand
	
	20.78518725
	51.38823101
	0.227 

	Hmgcll1
	Mus musculus 3-hydroxymethyl-3-methylglutaryl-Coenzyme A lyase-like 1 (Hmgcll1), mRNA [NM_173731]
	NM_173731
	78.44430101
	9.543606477
	0.227 

	
	
	
	34.65593924
	71.38900241
	0.227 

	
	lincRNA:chr17:15357376-15385701 reverse strand
	
	26.55601203
	90.35918346
	0.227 

	Rhox2e
	Mus musculus reproductive homeobox 2E (Rhox2e), mRNA [NM_001085348]
	NM_001085348
	83.83352431
	196.3917527
	0.227 

	
	lincRNA:chr2:28260005-28260187 reverse strand
	
	10.14576942
	38.38933578
	0.227 

	
	lincRNA:chr16:30195156-30200385 forward strand
	
	7.900808559
	35.84638338
	0.227 

	Myc
	Mus musculus myelocytomatosis oncogene (Myc), transcript variant 1, mRNA [NM_010849]
	NM_010849
	1245.218331
	399.3054805
	0.227 

	
	lincRNA:chr14:28231577-28242027 forward strand
	
	11.41816185
	53.30693403
	0.227 

	Msmp
	Mus musculus microseminoprotein, prostate associated (Msmp), mRNA [NM_001099314]
	NM_001099314
	94.83692843
	36.0570312
	0.227 

	Nrxn2
	Mus musculus neurexin II (Nrxn2), transcript variant 1, mRNA [NM_001205234]
	NM_001205234
	3645.470768
	724.1911363
	0.227 

	Glipr1l3
	PREDICTED: Mus musculus GLI pathogenesis-related 1 like 3 (Glipr1l3), transcript variant X1, mRNA [XM_001480631]
	XM_001480631
	24.88869784
	70.50926039
	0.227 

	Muc5ac
	Mus musculus mucin 5, subtypes A and C, tracheobronchial/gastric (Muc5ac), mRNA [NM_010844]
	NM_010844
	221.1062341
	453.4103796
	0.227 

	Nid2
	Mus musculus nidogen 2 (Nid2), mRNA [NM_008695]
	NM_008695
	637.0279871
	307.7021357
	0.227 

	Cldn10
	Mus musculus claudin 10 (Cldn10), transcript variant b, mRNA [NM_021386]
	NM_021386
	21.39086868
	48.32326051
	0.227 

	
	lincRNA:chr12:109274248-109274547 forward strand
	
	9.508138593
	36.7188834
	0.227 

	
	immunoglobulin heavy variable 1-64 [Source:MGI Symbol;Acc:MGI:4439789] [ENSMUST00000103535]
	HF569789
	11.23053804
	41.52159135
	0.227 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 2, mRNA [NM_007912]
	NM_007912
	4692.922812
	10903.67944
	0.227 

	
	lincRNA:chr8:110197171-110206546 forward strand
	
	144.9666458
	322.3178768
	0.227 

	
	lincRNA:chr6:134879009-134880130 forward strand
	
	19.57292577
	50.79531667
	0.227 

	
	
	
	15.74502147
	46.84790678
	0.227 

	
	lincRNA:chr3:146629425-146649125 forward strand
	
	115.5777741
	54.33859111
	0.227 

	Gm4763
	PREDICTED: Mus musculus predicted gene 4763 (Gm4763), transcript variant X2, mRNA [XM_006539711]
	XM_006539711
	9.610062908
	127.0025602
	0.227 

	
	
	
	10.45587474
	38.15303396
	0.227 

	Hspb7
	Mus musculus heat shock protein family, member 7 (cardiovascular) (Hspb7), mRNA [NM_013868]
	NM_013868
	12.44983909
	36.47336861
	0.228 

	
	lincRNA:chr16:11024315-11055740 forward strand
	
	34.50630685
	120.0819197
	0.228 

	Snx29
	Mus musculus sorting nexin 29 (Snx29), transcript variant 1, mRNA [NM_028964]
	NM_028964
	39.8608629
	82.55826738
	0.228 

	
	
	
	283.7112682
	1005.163275
	0.228 

	
	lincRNA:chr4:59306575-59317850 forward strand
	
	9.805984695
	33.83581887
	0.228 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	297.79368
	740.1922699
	0.228 

	
	lincRNA:chr11:48603904-48611829 reverse strand
	
	18.70943626
	44.22457193
	0.228 

	LOC102636313
	PREDICTED: Mus musculus uncharacterized LOC102636313 (LOC102636313), ncRNA [XR_402272]
	XR_402272
	30.77179997
	76.94677942
	0.229 

	Zdhhc2
	zinc finger, DHHC domain containing 2 [Source:MGI Symbol;Acc:MGI:1923452] [ENSMUST00000049389]
	XM_006509487
	371.474392
	105.5802149
	0.229 

	Mthfd2
	Mus musculus methylenetetrahydrofolate dehydrogenase (NAD+ dependent), methenyltetrahydrofolate cyclohydrolase (Mthfd2), mRNA [NM_008638]
	NM_008638
	560.8725536
	168.5804198
	0.229 

	Dusp5
	Mus musculus dual specificity phosphatase 5 (Dusp5), mRNA [NM_001085390]
	NM_001085390
	31.00447419
	12.49232103
	0.229 

	
	lincRNA:chr14:73757550-73758159 reverse strand
	
	12.39421081
	36.45844634
	0.229 

	
	lincRNA:chr10:61498439-61498933 reverse strand
	
	13.676392
	71.85402286
	0.229 

	Nnmt
	nicotinamide N-methyltransferase [Source:MGI Symbol;Acc:MGI:1099443] [ENSMUST00000034808]
	XM_006510078
	347.6836752
	850.5801189
	0.229 

	Olfr71
	Mus musculus olfactory receptor 71 (Olfr71), mRNA [NM_019486]
	NM_019486
	19.7561659
	78.59125543
	0.229 

	Olfr1342
	Mus musculus olfactory receptor 1342 (Olfr1342), mRNA [NM_146713]
	NM_146713
	11.72752141
	52.61770699
	0.229 

	
	
	
	1585.129018
	681.4391918
	0.229 

	Trim6
	Mus musculus tripartite motif-containing 6 (Trim6), mRNA [NM_001013616]
	NM_001013616
	133.3521887
	54.01451947
	0.229 

	
	lincRNA:chr1:33965074-34060850 forward strand
	
	99.50448387
	24.1067237
	0.229 

	Rarres1
	Mus musculus retinoic acid receptor responder (tazarotene induced) 1 (Rarres1), mRNA [NM_001164763]
	NM_001164763
	4333.21984
	12689.46363
	0.229 

	
	lincRNA:chr13:31736054-31781679 reverse strand
	
	10.06547057
	47.84514104
	0.229 

	Psg16
	PREDICTED: Mus musculus pregnancy specific glycoprotein 16 (Psg16), transcript variant X2, mRNA [XM_006540002]
	XM_006540002
	26.17190304
	75.19865826
	0.229 

	
	lincRNA:chr7:86651948-86675223 forward strand
	
	21.99640108
	47.54416648
	0.229 

	Gm4489
	Mus musculus predicted gene 4489 (Gm4489), long non-coding RNA [NR_027637]
	NR_027637
	14.41091346
	62.37903106
	0.229 

	Fap
	Mus musculus fibroblast activation protein (Fap), mRNA [NM_007986]
	NM_007986
	348.1376062
	172.0051404
	0.229 

	1700039E15Rik
	Mus musculus RIKEN cDNA 1700039E15 gene (1700039E15Rik), mRNA [NM_001033176]
	NM_001033176
	51.05641686
	122.6373147
	0.229 

	
	lincRNA:chr2:145501249-145508811 forward strand
	
	21.43863391
	45.33369002
	0.229 

	
	lincRNA:chr6:134879009-134880130 forward strand
	
	13.08126821
	43.13380678
	0.229 

	
	lincRNA:chr14:55671783-55680316 reverse strand
	
	38.27774689
	111.9504231
	0.229 

	
	
	
	10.91440092
	48.00965191
	0.229 

	
	lincRNA:chr5:123582742-123588202 forward strand
	
	14.04981594
	33.20300299
	0.229 

	Prmt2
	Mus musculus protein arginine N-methyltransferase 2 (Prmt2), transcript variant 2, mRNA [NM_001077638]
	NM_001077638
	2278.122536
	897.674186
	0.229 

	Abhd3
	Mus musculus abhydrolase domain containing 3 (Abhd3), mRNA [NM_134130]
	NM_134130
	19.33234172
	60.95305559
	0.229 

	
	lincRNA:chr13:112210279-112212150 reverse strand
	
	24.40507586
	55.31414181
	0.229 

	Ophn1
	Mus musculus oligophrenin 1 (Ophn1), mRNA [NM_052976]
	NM_052976
	893.872317
	440.5402534
	0.229 

	
	lincRNA:chr8:19783770-19784669 reverse strand
	
	22.46706089
	57.89524922
	0.229 

	Hsd11b1
	Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 1, mRNA [NM_008288]
	NM_008288
	15166.33311
	44112.0826
	0.229 

	
	lincRNA:chr16:9249688-9275013 reverse strand
	
	23.10669153
	89.86223708
	0.229 

	Thada
	Mus musculus mRNA for mKIAA1767 protein. [AK173258]
	AK173258
	21.31814308
	54.12946845
	0.229 

	Rec114
	Mus musculus REC114 meiotic recombination protein (Rec114), mRNA [NM_028598]
	NM_028598
	23.26830993
	75.20487116
	0.229 

	Gys2
	Mus musculus glycogen synthase 2 (Gys2), mRNA [NM_145572]
	NM_145572
	43387.775
	90660.14457
	0.229 

	Cap2
	Mus musculus CAP, adenylate cyclase-associated protein, 2 (yeast) (Cap2), mRNA [NM_026056]
	NM_026056
	86.74694458
	14.61367441
	0.229 

	
	lincRNA:chr16:31321192-31333486 reverse strand
	
	14.66626574
	52.36216167
	0.229 

	
	lincRNA:chr8:74333475-74384150 forward strand
	
	24.54982467
	65.21818263
	0.229 

	Rgcc
	Mus musculus regulator of cell cycle (Rgcc), mRNA [NM_025427]
	NM_025427
	731.4182269
	132.9862349
	0.229 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	317.7632208
	756.9802257
	0.229 

	Krt74
	Mus musculus keratin 74 (Krt74), non-coding RNA [NR_033444]
	NR_033444
	16.38305103
	52.19558138
	0.229 

	
	
	
	12.05044587
	43.63487079
	0.229 

	
	lincRNA:chr10:60473030-60535340 reverse strand
	
	22.4851181
	53.72159002
	0.229 

	Mmp27
	Mus musculus matrix metallopeptidase 27 (Mmp27), mRNA [NM_001030289]
	NM_001030289
	21.87674618
	79.54624757
	0.229 

	Tmtc4
	Mus musculus transmembrane and tetratricopeptide repeat containing 4 (Tmtc4), mRNA [NM_028651]
	NM_028651
	1545.896122
	721.9076433
	0.229 

	
	lincRNA:chr8:49853937-49874087 forward strand
	
	26.08108133
	81.23027106
	0.229 

	Ccdc42os
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930535C22 product:unclassifiable, full insert sequence. [AK015975]
	AK015975
	12.60590648
	46.21389104
	0.229 

	Fgd1
	Mus musculus FYVE, RhoGEF and PH domain containing 1 (Fgd1), mRNA [NM_008001]
	NM_008001
	178.5057806
	85.09739921
	0.229 

	Olfr433
	Mus musculus olfactory receptor 433 (Olfr433), mRNA [NM_146717]
	NM_146717
	14.77983269
	47.78805242
	0.229 

	
	lincRNA:chr16:30195156-30200385 forward strand
	
	18.24507555
	75.45933639
	0.229 

	Cap2
	Mus musculus CAP, adenylate cyclase-associated protein, 2 (yeast) (Cap2), mRNA [NM_026056]
	NM_026056
	64.71833268
	9.041176357
	0.229 

	Calcoco2
	Mus musculus calcium binding and coiled-coil domain 2 (Calcoco2), mRNA [NM_001271018]
	NM_001271018
	30.85806122
	68.22195049
	0.229 

	Cyp4a30b
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 30b (Cyp4a30b), mRNA [NM_001100185]
	NM_001100185
	18.10387203
	91.94209356
	0.229 

	
	lincRNA:chr15:85299777-85300166 reverse strand
	
	51.94015324
	118.3544456
	0.229 

	
	
	
	25.12890052
	65.33768314
	0.229 

	
	Q3V6T2_HUMAN (Q3V6T2) Girdin, partial (98%) [TC1597025]
	
	10.30757964
	42.52793963
	0.229 

	Fbxw13
	Mus musculus F-box and WD-40 domain protein 13 (Fbxw13), mRNA [NM_177598]
	NM_177598
	52.82107275
	110.6461787
	0.229 

	Gm14461
	Mus musculus predicted gene 14461 (Gm14461), mRNA [NM_177843]
	NM_177843
	17.02311727
	94.60918174
	0.229 

	Klhdc1
	Mus musculus kelch domain containing 1 (Klhdc1), mRNA [NM_178253]
	NM_178253
	56.34359401
	16.47670393
	0.229 

	
	lincRNA:chr12:21548850-21568550 forward strand
	
	16.29706024
	63.93971423
	0.229 

	
	predicted gene 6420 [Source:MGI Symbol;Acc:MGI:3644588] [ENSMUST00000097807]
	AK131727
	105.8867606
	285.2904435
	0.229 

	Kcnip2
	Mus musculus Kv channel-interacting protein 2 (Kcnip2), transcript variant a, mRNA [NM_145703]
	NM_145703
	9.743297393
	44.27975224
	0.229 

	LOC102639358
	PREDICTED: Mus musculus uncharacterized LOC102639358 (LOC102639358), transcript variant X1, ncRNA [XR_374289]
	XR_374289
	38.53148034
	84.0871303
	0.229 

	
	
	
	8.74197046
	34.02673476
	0.230 

	Ptrhd1
	Mus musculus peptidyl-tRNA hydrolase domain containing 1 (Ptrhd1), mRNA [NM_001204912]
	NM_001204912
	88.32505334
	229.03711
	0.230 

	Zdhhc2
	zinc finger, DHHC domain containing 2 [Source:MGI Symbol;Acc:MGI:1923452] [ENSMUST00000049389]
	XM_006509487
	372.4348164
	140.4928527
	0.230 

	B9d1
	Mus musculus B9 protein domain 1 (B9d1), mRNA [NM_013717]
	NM_013717
	600.4401671
	299.4060816
	0.230 

	LOC102634462
	PREDICTED: Mus musculus uncharacterized LOC102634462 (LOC102634462), transcript variant X1, ncRNA [XR_387674]
	XR_387674
	102.1245092
	14.05132546
	0.230 

	Fam101b
	Mus musculus family with sequence similarity 101, member B (Fam101b), mRNA [NM_029658]
	NM_029658
	85.29550462
	26.20365681
	0.230 

	
	lincRNA:chr14:65205583-65205906 reverse strand
	
	22.18122308
	48.03202511
	0.230 

	Bcat1
	Mus musculus branched chain aminotransferase 1, cytosolic (Bcat1), transcript variant 2, mRNA [NM_007532]
	NM_007532
	13.18450337
	33.21658663
	0.230 

	
	lincRNA:chr5:106353430-106353843 forward strand
	
	19.16500836
	41.97833338
	0.230 

	Cabyr
	Mus musculus calcium-binding tyrosine-(Y)-phosphorylation regulated (fibrousheathin 2) (Cabyr), transcript variant 1, mRNA [NM_027687]
	NM_027687
	226.2853282
	2362.03233
	0.230 

	
	lincRNA:chr2:174088550-174109425 reverse strand
	
	99.46521678
	21.59410538
	0.230 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 1, mRNA [NM_207655]
	NM_207655
	21457.07706
	46563.17152
	0.230 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 1, mRNA [NM_207655]
	NM_207655
	20262.26057
	44616.12084
	0.230 

	
	Mus musculus 0 day neonate thymus cDNA, RIKEN full-length enriched library, clone:A430002D02 product:unclassifiable, full insert sequence. [AK079669]
	AK079669
	38.34147431
	104.8598163
	0.230 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	333.1119749
	788.921581
	0.230 

	Mep1b
	Mus musculus meprin 1 beta (Mep1b), mRNA [NM_008586]
	NM_008586
	15.40764251
	62.68510775
	0.230 

	Themis
	Mus musculus thymocyte selection associated (Themis), mRNA [NM_178666]
	NM_178666
	844.3366719
	315.1407808
	0.230 

	Krt31
	Mus musculus keratin 31 (Krt31), mRNA [NM_010659]
	NM_010659
	7646.804922
	1167.967652
	0.230 

	
	predicted gene 9885 [Source:MGI Symbol;Acc:MGI:3641726] [ENSMUST00000064591]
	BC006942
	11.65424237
	35.449
	0.230 

	Pla2g5
	Mus musculus phospholipase A2, group V (Pla2g5), transcript variant 1, mRNA [NM_001122954]
	NM_001122954
	99.55059111
	18.80207961
	0.230 

	AA060545
	mj69c10.y1 Soares mouse p3NMF19.5 Mus musculus cDNA clone IMAGE:481362 5' similar to gb:X53176 Mouse integrin alpha-4 mRNA (MOUSE);. [AI595487]
	AI595487
	25.59633621
	78.22592421
	0.230 

	Rdh16
	Mus musculus retinol dehydrogenase 16 (Rdh16), mRNA [NM_009040]
	NM_009040
	5841.068891
	12466.50409
	0.231 

	Dio1
	Mus musculus deiodinase, iodothyronine, type I (Dio1), mRNA [NM_007860]
	NM_007860
	8315.124243
	17383.50186
	0.231 

	Hsd11b1
	Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 1, mRNA [NM_008288]
	NM_008288
	15701.55427
	44887.17825
	0.231 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	332.0736277
	755.4997303
	0.231 

	
	
	
	132.2590148
	63.59693132
	0.231 

	Tex101
	Mus musculus testis expressed gene 101 (Tex101), mRNA [NM_019981]
	NM_019981
	26.60276471
	66.21186307
	0.231 

	9130409J20Rik
	PREDICTED: Mus musculus RIKEN cDNA 9130409J20 gene (9130409J20Rik), transcript variant X2, ncRNA [XR_388762]
	XR_388762
	171.9758969
	357.3045757
	0.231 

	Gm11128
	Mus musculus predicted gene 11128 (Gm11128), mRNA [NM_001201389]
	NM_001201389
	9.6383298
	35.83779194
	0.231 

	Gas2l2
	Mus musculus growth arrest-specific 2 like 2 (Gas2l2), mRNA [NM_001013759]
	NM_001013759
	36.226914
	78.67610863
	0.231 

	Cyb5r2
	Mus musculus cytochrome b5 reductase 2 (Cyb5r2), transcript variant 1, mRNA [NM_001205227]
	NM_001205227
	10.47969977
	30.56434986
	0.231 

	AA986695
	uc80b08.x1 Sugano mouse kidney mkia Mus musculus cDNA clone IMAGE:1431927 3'. [AA986695]
	AA986695
	29.86956694
	79.48893898
	0.231 

	Gm9866
	Mus musculus predicted gene 9866 (Gm9866), transcript variant 3, long non-coding RNA [NR_045870]
	NR_045870
	21.56256286
	45.72129344
	0.231 

	Trp73
	Mus musculus transformation related protein 73 (Trp73), transcript variant 1, mRNA [NM_011642]
	NM_011642
	13.09901173
	49.06756546
	0.231 

	Iqcf3
	Mus musculus IQ motif containing F3 (Iqcf3), mRNA [NM_026645]
	NM_026645
	18.22550632
	41.53690943
	0.231 

	
	lincRNA:chr11:69184157-69201732 reverse strand
	
	26.17827102
	60.8143748
	0.231 

	Gstm3
	Mus musculus glutathione S-transferase, mu 3 (Gstm3), mRNA [NM_010359]
	NM_010359
	252661.2939
	42713.141
	0.231 

	Myc
	Mus musculus myelocytomatosis oncogene (Myc), transcript variant 1, mRNA [NM_010849]
	NM_010849
	1227.021451
	390.2355748
	0.231 

	
	
	
	56.17453144
	146.1311176
	0.231 

	
	lincRNA:chr18:61798876-61807452 reverse strand
	
	12.95876289
	46.89354639
	0.231 

	
	lincRNA:chr12:106566735-106624460 reverse strand
	
	9.748662112
	32.46140604
	0.231 

	F2rl1
	Mus musculus coagulation factor II (thrombin) receptor-like 1 (F2rl1), mRNA [NM_007974]
	NM_007974
	27.51481591
	12.73323184
	0.231 

	
	lincRNA:chr7:26202452-26224557 forward strand
	
	53.37972195
	144.2083831
	0.231 

	Jrk
	Mus musculus jerky (Jrk), mRNA [NM_008415]
	NM_008415
	117.3137573
	58.59905177
	0.231 

	
	lincRNA:chr17:3346621-3347209 forward strand
	
	12.29579639
	32.59541743
	0.231 

	Dcps
	Mus musculus NOD-derived CD11c +ve dendritic cells cDNA, RIKEN full-length enriched library, clone:F630218K07 product:similar to Hypothetical HIT-like structure containing protein [Mus musculus], full insert sequence. [AK171018]
	AK171018
	20.62120194
	42.82493375
	0.231 

	Olfr1360
	Mus musculus olfactory receptor 1360 (Olfr1360), mRNA [NM_146543]
	NM_146543
	17.27550607
	47.59667675
	0.231 

	
	RIKEN cDNA 9330101J02 gene [Source:MGI Symbol;Acc:MGI:2444387] [ENSMUST00000156116]
	AK147976
	19.38209795
	44.62908783
	0.231 

	Kif5a
	Mus musculus kinesin family member 5A (Kif5a), transcript variant 1, mRNA [NM_001039000]
	NM_001039000
	122.259369
	255.6529565
	0.231 

	
	predicted gene 9936 [Source:MGI Symbol;Acc:MGI:3641854] [ENSMUST00000066959]
	XM_006544000
	13.52157663
	53.28777367
	0.231 

	Rec114
	Mus musculus REC114 meiotic recombination protein (Rec114), mRNA [NM_028598]
	NM_028598
	26.47005374
	64.96897447
	0.231 

	
	lincRNA:chr17:27877526-27878437 forward strand
	
	10.02457424
	40.75800955
	0.231 

	Nrxn2
	Mus musculus neurexin II (Nrxn2), transcript variant 1, mRNA [NM_001205234]
	NM_001205234
	1658.30111
	675.1327149
	0.232 

	
	
	
	9.815738612
	36.72162691
	0.232 

	
	predicted gene, 21286 [Source:MGI Symbol;Acc:MGI:5434641] [ENSMUST00000098035]
	XM_006538405
	86411.09065
	234309.9535
	0.232 

	
	lincRNA:chr11:60728207-60745369 reverse strand
	
	5793.888676
	2880.816361
	0.232 

	
	lincRNA:chr10:24269165-24276690 reverse strand
	
	20.49298728
	42.00954912
	0.232 

	
	
	
	10.58237167
	33.32811854
	0.232 

	
	lincRNA:chr1:193875525-193978800 forward strand
	
	10.01156442
	26.78940709
	0.232 

	1700101E01Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:1700101E01 product:unclassifiable, full insert sequence. [AK028093]
	AK028093
	112.2832287
	234.9110049
	0.232 

	
	lincRNA:chr1:38886199-38892924 forward strand
	
	102.181318
	204.4342998
	0.232 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	347.2496912
	811.8718454
	0.232 

	Apobec3
	apolipoprotein B mRNA editing enzyme, catalytic polypeptide 3 [Source:MGI Symbol;Acc:MGI:1933111] [ENSMUST00000177098]
	AK049998
	461.4390138
	176.5163696
	0.232 

	Olfr392
	Mus musculus olfactory receptor 392 (Olfr392), mRNA [NM_147006]
	NM_147006
	27.0880642
	59.51017807
	0.232 

	Ptx4
	Mus musculus pentraxin 4 (Ptx4), transcript variant 1, mRNA [NM_026747]
	NM_026747
	17.79822299
	38.23801067
	0.232 

	H2-M9
	Mus musculus histocompatibility 2, M region locus 9 (H2-M9), mRNA [NM_008205]
	NM_008205
	90.34038524
	197.2732379
	0.232 

	
	lincRNA:chr14:25924039-25924372 forward strand
	
	14.03050788
	41.30980695
	0.232 

	Mapkap1
	Mus musculus mitogen-activated protein kinase associated protein 1 (Mapkap1), transcript variant 1, mRNA [NM_177345]
	NM_177345
	64.85060723
	139.3567719
	0.232 

	
	lincRNA:chr8:106037800-106070025 forward strand
	
	7.343953168
	41.11032158
	0.232 

	
	lincRNA:chr16:30170306-30223193 forward strand
	
	16.25967108
	35.00917858
	0.232 

	
	
	
	35.17525188
	94.81966752
	0.232 

	
	lincRNA:chr17:32213375-32238425 forward strand
	
	12.37461516
	32.01411111
	0.232 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 1, mRNA [NM_207655]
	NM_207655
	20541.95409
	44872.7677
	0.232 

	Tspan8
	Mus musculus tetraspanin 8 (Tspan8), transcript variant 1, mRNA [NM_146010]
	NM_146010
	500.7193037
	227.0844008
	0.232 

	
	
	
	169.5435503
	80.70335476
	0.232 

	1700112E06Rik
	Mus musculus RIKEN cDNA 1700112E06 gene (1700112E06Rik), mRNA [NM_028275]
	NM_028275
	847.0410225
	228.975942
	0.232 

	
	lincRNA:chr3:93150619-93184368 forward strand
	
	15.71847031
	52.13285736
	0.232 

	
	lincRNA:chr16:3111550-3130500 reverse strand
	
	21.60221322
	44.92412161
	0.233 

	
	lincRNA:chr7:68849401-68958266 reverse strand
	
	24.42657005
	64.30486381
	0.233 

	Abca5
	Mus musculus ATP-binding cassette, sub-family A (ABC1), member 5 (Abca5), mRNA [NM_147219]
	NM_147219
	342.5549452
	145.1815058
	0.233 

	Nqo1
	Mus musculus NAD(P)H dehydrogenase, quinone 1 (Nqo1), mRNA [NM_008706]
	NM_008706
	3513.938825
	944.0725011
	0.233 

	B930041F14Rik
	Mus musculus RIKEN cDNA B930041F14 gene (B930041F14Rik), mRNA [NM_178699]
	NM_178699
	7718.959582
	1714.641654
	0.233 

	Avpr1a
	Mus musculus arginine vasopressin receptor 1A (Avpr1a), mRNA [NM_016847]
	NM_016847
	2282.059228
	503.1903105
	0.233 

	4931402G19Rik
	Mus musculus adult female vagina cDNA, RIKEN full-length enriched library, clone:9930017J12 product:unclassifiable, full insert sequence. [AK137666]
	AK137666
	28.10311398
	61.1389169
	0.233 

	
	lincRNA:chr5:123582742-123588117 forward strand
	
	21.2961544
	43.2994245
	0.233 

	
	lincRNA:chr4:88604248-88645948 reverse strand
	
	43.23897923
	103.6426643
	0.233 

	
	
	
	34.27089039
	126.2982744
	0.233 

	Gm5591
	Mus musculus predicted gene 5591 (Gm5591), mRNA [NM_001013810]
	NM_001013810
	16.21336192
	41.73659781
	0.233 

	Hsd11b1
	Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 1, mRNA [NM_008288]
	NM_008288
	16239.07626
	45196.02953
	0.233 

	Acot10
	Mus musculus acyl-CoA thioesterase 10 (Acot10), mRNA [NM_022816]
	NM_022816
	558.3562866
	270.6404323
	0.233 

	Ankrd1
	Mus musculus ankyrin repeat domain 1 (cardiac muscle) (Ankrd1), mRNA [NM_013468]
	NM_013468
	599.0981651
	121.3717188
	0.233 

	Plxna3
	Mus musculus plexin A3 (Plxna3), mRNA [NM_008883]
	NM_008883
	208.5896988
	56.10100756
	0.233 

	
	lincRNA:chr5:106982442-107045717 reverse strand
	
	22.5660884
	163.0256862
	0.233 

	Tgfb2
	Mus musculus transforming growth factor, beta 2 (Tgfb2), mRNA [NM_009367]
	NM_009367
	774.0692799
	326.0541073
	0.233 

	Cox17
	Mus musculus cytochrome c oxidase assembly protein 17 (Cox17), mRNA [NM_001017429]
	NM_001017429
	34.74027272
	101.6377758
	0.233 

	
	lincRNA:chr5:35975265-35982561 forward strand
	
	1503.898844
	3251.1417
	0.233 

	
	lincRNA:chr15:66682293-66722977 reverse strand
	
	60.41420855
	137.1780629
	0.233 

	1700071K01Rik
	Mus musculus RIKEN cDNA 1700071K01 gene (1700071K01Rik), mRNA [NM_001033765]
	NM_001033765
	92.65750659
	280.7057908
	0.233 

	Gpx2
	Mus musculus glutathione peroxidase 2 (Gpx2), mRNA [NM_030677]
	NM_030677
	11244.75429
	588.533799
	0.233 

	
	lincRNA:chr2:65240793-65292293 forward strand
	
	11.29772066
	35.85222309
	0.233 

	
	lincRNA:chr5:125190100-125209625 reverse strand
	
	30.85969822
	90.59811146
	0.233 

	
	lincRNA:chr9:113648970-113715170 reverse strand
	
	20.02460886
	50.45511539
	0.233 

	
	lincRNA:chr2:77715502-77719430 forward strand
	
	18702.82629
	3359.21775
	0.233 

	Nlrp1a
	Mus musculus NALP1 mRNA, complete cds. [AY355339]
	AY355339
	12.81177609
	37.12569107
	0.233 

	Folr2
	Mus musculus folate receptor 2 (fetal) (Folr2), mRNA [NM_008035]
	NM_008035
	2094.789305
	4458.319948
	0.233 

	
	lincRNA:chr13:34693404-34717987 reverse strand
	
	966.4911756
	394.5139548
	0.233 

	
	lincRNA:chr4:116790373-116797823 reverse strand
	
	40.81123324
	87.95304382
	0.233 

	
	
	
	88.13873615
	200.1246139
	0.233 

	
	immunoglobulin heavy constant gamma 1 (G1m marker) [Source:MGI Symbol;Acc:MGI:96446] [ENSMUST00000103420]
	X87228
	25.92976056
	60.37370564
	0.233 

	Kcnq2
	Mus musculus potassium voltage-gated channel, subfamily Q, member 2 (Kcnq2), transcript variant 7, mRNA [NM_001006675]
	NM_001006675
	10.5747817
	43.42119866
	0.233 

	Scn8a
	Mus musculus sodium channel, voltage-gated, type VIII, alpha (Scn8a), transcript variant 1, mRNA [NM_001077499]
	NM_001077499
	16.41138987
	40.22694946
	0.233 

	Aldh1b1
	Mus musculus aldehyde dehydrogenase 1 family, member B1 (Aldh1b1), mRNA [NM_028270]
	NM_028270
	6407.414102
	16370.25703
	0.233 

	Nkx6-3
	Mus musculus NK6 homeobox 3 (Nkx6-3), mRNA [NM_029002]
	NM_029002
	9.530716079
	35.7306334
	0.233 

	Fzd3
	Mus musculus frizzled homolog 3 (Drosophila) (Fzd3), mRNA [NM_021458]
	NM_021458
	145.9995125
	52.74844728
	0.233 

	4933415F23Rik
	Mus musculus RIKEN cDNA 4933415F23 gene (4933415F23Rik), mRNA [NM_025746]
	NM_025746
	41.8438867
	86.03489983
	0.233 

	Gm4858
	Mus musculus predicted gene 4858 (Gm4858), transcript variant 1, mRNA [NM_001177694]
	NM_001177694
	1414.842337
	292.1025758
	0.233 

	Ctps
	Mus musculus cytidine 5'-triphosphate synthase (Ctps), mRNA [NM_016748]
	NM_016748
	8162.631298
	2786.600714
	0.233 

	
	lincRNA:chr5:106982442-107045717 forward strand
	
	81.47645801
	174.1618304
	0.233 

	
	lincRNA:chr8:125031410-125075960 reverse strand
	
	21.65735221
	60.98193183
	0.233 

	Tmem45b
	Mus musculus transmembrane protein 45b (Tmem45b), mRNA [NM_144936]
	NM_144936
	951.5338661
	195.9097199
	0.233 

	
	lincRNA:chr17:27877526-27878437 forward strand
	
	10.13102237
	33.99879556
	0.233 

	
	lincRNA:chrX:102568332-102587093 reverse strand
	
	18.51270297
	44.5479867
	0.233 

	
	lincRNA:chr13:31736054-31781679 forward strand
	
	10.45698858
	32.79628373
	0.233 

	
	lincRNA:chr6:100162756-100178531 reverse strand
	
	15.78463202
	43.88971162
	0.233 

	Tceal5
	Mus musculus transcription elongation factor A (SII)-like 5 (Tceal5), mRNA [NM_177919]
	NM_177919
	741.2390704
	164.5247112
	0.233 

	Prr15l
	Mus musculus proline rich 15-like (Prr15l), mRNA [NM_146026]
	NM_146026
	282.8893983
	44.92965043
	0.233 

	Panx1
	Mus musculus pannexin 1 (Panx1), mRNA [NM_019482]
	NM_019482
	3592.878931
	795.4329109
	0.233 

	
	lincRNA:chr4:116790373-116797823 forward strand
	
	9.925768622
	29.01617569
	0.233 

	Prr15l
	Mus musculus proline rich 15-like (Prr15l), mRNA [NM_146026]
	NM_146026
	480.4468463
	82.31361584
	0.233 

	Gstm3
	Mus musculus glutathione S-transferase, mu 3 (Gstm3), mRNA [NM_010359]
	NM_010359
	146538.5911
	31519.88562
	0.233 

	Dclk3
	Mus musculus doublecortin-like kinase 3 (Dclk3), mRNA [NM_172928]
	NM_172928
	770.7736881
	1892.919528
	0.233 

	Hsd11b1
	Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 1, mRNA [NM_008288]
	NM_008288
	16839.87857
	47037.31437
	0.233 

	Efcab3
	PREDICTED: Mus musculus EF-hand calcium binding domain 3 (Efcab3), transcript variant X5, mRNA [XM_006534227]
	XM_006534227
	37.37672548
	80.18772625
	0.233 

	
	
	
	15.27769326
	51.33611293
	0.233 

	
	
	
	12.50196672
	33.44582548
	0.233 

	Olfr998
	Mus musculus olfactory receptor 998 (Olfr998), mRNA [NM_146436]
	NM_146436
	9.019734093
	29.45955773
	0.233 

	Mboat1
	Mus musculus membrane bound O-acyltransferase domain containing 1 (Mboat1), mRNA [NM_153546]
	NM_153546
	403.3516954
	124.7332628
	0.233 

	Krtap4-16
	Mus musculus keratin associated protein 4-16 (Krtap4-16), mRNA [NM_001013823]
	NM_001013823
	37.98564286
	78.26649287
	0.233 

	
	
	
	284.7785946
	772.067539
	0.233 

	
	lincRNA:chr11:82588507-82594501 forward strand
	
	69.79984914
	164.0758637
	0.233 

	
	lincRNA:chr3:146645022-146646977 forward strand
	
	313.8829026
	151.9051271
	0.233 

	
	lincRNA:chr3:146645022-146646977 forward strand
	
	277.3398699
	135.9532485
	0.233 

	Dapp1
	Mus musculus dual adaptor for phosphotyrosine and 3-phosphoinositides 1 (Dapp1), mRNA [NM_011932]
	NM_011932
	627.5021163
	273.5075341
	0.233 

	Tuft1
	Mus musculus tuftelin 1 (Tuft1), mRNA [NM_011656]
	NM_011656
	3891.215129
	1609.339204
	0.233 

	Sncb
	Mus musculus synuclein, beta (Sncb), mRNA [NM_033610]
	NM_033610
	26.5522507
	57.1905771
	0.233 

	
	
	
	19.67874295
	40.81404935
	0.233 

	
	lincRNA:chr16:9249688-9275013 forward strand
	
	18.80874954
	55.06806596
	0.233 

	Tenm2
	Mus musculus teneurin transmembrane protein 2 (Tenm2), transcript variant 1, mRNA [NM_011856]
	NM_011856
	7.070062745
	40.94574126
	0.233 

	
	lincRNA:chrX:50400250-50410825 forward strand
	
	299.2181527
	756.2681878
	0.233 

	Magi2
	Mus musculus membrane associated guanylate kinase, WW and PDZ domain containing 2 (Magi2), transcript variant 1, mRNA [NM_001170746]
	NM_001170746
	21.89541128
	55.35329619
	0.233 

	
	lincRNA:chr6:83391748-83398316 forward strand
	
	45.54919903
	98.41912553
	0.233 

	
	lincRNA:chr5:110097500-110118475 forward strand
	
	11.79047843
	53.09754518
	0.233 

	
	lincRNA:chr13:48620882-48643532 forward strand
	
	215.1623139
	449.9723152
	0.233 

	5330431K02Rik
	Mus musculus adult male pituitary gland cDNA, RIKEN full-length enriched library, clone:5330431K02 product:hypothetical protein, full insert sequence. [AK019926]
	AK019926
	161.3580843
	67.33007207
	0.233 

	Card11
	Mus musculus caspase recruitment domain family, member 11 (Card11), mRNA [NM_175362]
	NM_175362
	543.5109048
	269.2206771
	0.233 

	Cabyr
	Mus musculus calcium-binding tyrosine-(Y)-phosphorylation regulated (fibrousheathin 2) (Cabyr), transcript variant 1, mRNA [NM_027687]
	NM_027687
	292.3684375
	3078.417823
	0.233 

	Gstm2
	Mus musculus glutathione S-transferase, mu 2 (Gstm2), mRNA [NM_008183]
	NM_008183
	10850.79017
	3082.401559
	0.233 

	B930041F14Rik
	Mus musculus RIKEN cDNA B930041F14 gene (B930041F14Rik), mRNA [NM_178699]
	NM_178699
	8112.39328
	1737.663846
	0.233 

	
	
	
	35.73900571
	78.54958774
	0.233 

	Olfr161
	Mus musculus olfactory receptor 161 (Olfr161), mRNA [NM_146860]
	NM_146860
	13.35511928
	40.11399378
	0.233 

	Orly
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930529H12 product:RIKEN cDNA 4930529H12 gene, full insert sequence. [AK015935]
	AK015935
	14.834093
	48.3213511
	0.233 

	
	lincRNA:chr4:124127144-124334840 forward strand
	
	10.435833
	47.40145007
	0.233 

	Greb1
	Mus musculus gene regulated by estrogen in breast cancer protein (Greb1), transcript variant 1, mRNA [NM_015764]
	NM_015764
	152.2175902
	48.85137164
	0.233 

	
	lincRNA:chr11:69186873-69187472 forward strand
	
	17.69187591
	125.9175066
	0.233 

	
	lincRNA:chr11:69184157-69201732 reverse strand
	
	8.139571248
	124.1513197
	0.233 

	Ifna7
	Mus musculus interferon alpha 7 (Ifna7), mRNA [NM_008334]
	NM_008334
	11.3735132
	42.67350288
	0.233 

	Ifnlr1
	Mus musculus interferon lambda receptor 1 (Ifnlr1), mRNA [NM_174851]
	NM_174851
	727.7774113
	259.826164
	0.233 

	Prkcdbp
	Mus musculus protein kinase C, delta binding protein (Prkcdbp), mRNA [NM_028444]
	NM_028444
	701.3010998
	273.9030392
	0.233 

	
	lincRNA:chr3:108763862-108772151 forward strand
	
	64.48926659
	134.5872034
	0.233 

	Dtx2
	deltex 2 homolog (Drosophila) [Source:MGI Symbol;Acc:MGI:1921448] [ENSMUST00000125827]
	BC024925
	13.44906251
	36.05866469
	0.233 

	Egfr
	Mus musculus epidermal growth factor receptor (Egfr), transcript variant 1, mRNA [NM_207655]
	NM_207655
	20336.01648
	43739.14598
	0.233 

	Cx3cr1
	Mus musculus chemokine (C-X3-C motif) receptor 1 (Cx3cr1), mRNA [NM_009987]
	NM_009987
	1658.161629
	632.4311085
	0.233 

	Slc7a3
	Mus musculus solute carrier family 7 (cationic amino acid transporter, y+ system), member 3 (Slc7a3), mRNA [NM_007515]
	NM_007515
	129.6069831
	51.57881163
	0.233 

	Rhbdl2
	Mus musculus rhomboid, veinlet-like 2 (Drosophila) (Rhbdl2), mRNA [NM_183163]
	NM_183163
	35.35918258
	87.27543451
	0.233 

	Cbr3
	Mus musculus carbonyl reductase 3 (Cbr3), mRNA [NM_173047]
	NM_173047
	85078.66538
	8921.130759
	0.233 

	Rbp7
	Mus musculus retinol binding protein 7, cellular (Rbp7), mRNA [NM_022020]
	NM_022020
	1439.056455
	115.4710376
	0.233 

	
	lincRNA:chr7:4827340-4863315 forward strand
	
	11.37953681
	39.66874239
	0.233 

	
	lincRNA:chr13:98062189-98066613 forward strand
	
	18.23342813
	45.71933448
	0.233 

	Nt5c1a
	Mus musculus 5'-nucleotidase, cytosolic IA (Nt5c1a), mRNA [NM_001085502]
	NM_001085502
	24.08875227
	52.76762149
	0.234 

	Rhox3e
	Mus musculus reproductive homeobox 3E (Rhox3e), mRNA [NM_001184969]
	NM_001184969
	13.47164093
	55.17178312
	0.234 

	
	lincRNA:chr2:27628702-27628903 reverse strand
	
	20.30385828
	56.88151119
	0.234 

	
	lincRNA:chr6:28161665-28189840 forward strand
	
	12.80067423
	43.25396418
	0.234 

	
	predicted gene 9898 [Source:MGI Symbol;Acc:MGI:3642391] [ENSMUST00000065469]
	AK087209
	8.823285441
	39.1239939
	0.234 

	
	
	
	109324.7383
	50306.92053
	0.234 

	Tgfb2
	Mus musculus transforming growth factor, beta 2 (Tgfb2), mRNA [NM_009367]
	NM_009367
	334.699666
	144.4891376
	0.234 

	Arhgap44
	Mus musculus Rho GTPase activating protein 44 (Arhgap44), transcript variant 2, mRNA [NM_175003]
	NM_175003
	782.7875726
	351.7279207
	0.234 

	Hsd11b1
	Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 1, mRNA [NM_008288]
	NM_008288
	15233.18491
	44158.03493
	0.234 

	Mbnl3
	Mus musculus muscleblind-like 3 (Drosophila) (Mbnl3), mRNA [NM_134163]
	NM_134163
	95.42612522
	47.31306085
	0.234 

	LOC102635387
	PREDICTED: Mus musculus uncharacterized LOC102635387 (LOC102635387), ncRNA [XR_379793]
	XR_379793
	11.72825396
	40.70432369
	0.234 

	
	
	
	20.14947718
	52.35019275
	0.234 

	
	lincRNA:chr5:14943275-14944205 forward strand
	
	11.13401653
	41.69451873
	0.234 

	
	
	
	13.81967582
	58.47284211
	0.234 

	Hsd11b1
	Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 1, mRNA [NM_008288]
	NM_008288
	15804.99164
	44757.898
	0.234 

	
	lincRNA:chr19:4207767-4208004 forward strand
	
	12.54489832
	36.35172031
	0.234 

	Fam115a
	Mus musculus family with sequence similarity 115, member A (Fam115a), mRNA [NM_029930]
	NM_029930
	598.9281882
	146.4313911
	0.234 

	Sync
	Mus musculus syncoilin (Sync), mRNA [NM_023485]
	NM_023485
	245.7911939
	33.89256213
	0.234 

	
	lincRNA:chr1:193755364-193770539 forward strand
	
	20.47594715
	60.53560985
	0.234 

	
	lincRNA:chr3:58118325-58136550 forward strand
	
	19.99229756
	48.02513043
	0.234 

	Olfr281
	Mus musculus olfactory receptor 281 (Olfr281), mRNA [NM_146280]
	NM_146280
	10.32088501
	34.89561655
	0.234 

	AA960618
	uq33g02.y1 NCI_CGAP_Mam5 Mus musculus cDNA clone IMAGE:2811218 5'. [AW258355]
	AW258355
	49.04347639
	112.4629619
	0.234 

	Dnah5
	Mus musculus dynein, axonemal, heavy chain 5 (Dnah5), mRNA [NM_133365]
	NM_133365
	346.2017454
	12.57940294
	0.234 

	Nox4
	Mus musculus NADPH oxidase 4 (Nox4), transcript variant 2, mRNA [NM_001285833]
	NM_001285833
	1103.628337
	2345.001819
	0.234 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	314.9441605
	736.6546877
	0.234 

	
	lincRNA:chr19:27448093-27462793 forward strand
	
	7.216334911
	51.93452289
	0.234 

	Otud6a
	Mus musculus OTU domain containing 6A (Otud6a), mRNA [NM_001163191]
	NM_001163191
	12.95057503
	38.30667984
	0.234 

	
	lincRNA:chr19:53535104-53536627 forward strand
	
	16.91042985
	43.3059211
	0.234 

	
	lincRNA:chr11:103005375-103020800 forward strand
	
	22.76218701
	45.82399782
	0.234 

	
	lincRNA:chr7:26202452-26224557 forward strand
	
	45.12813942
	90.8651332
	0.234 

	
	
	
	13.92295846
	39.48178519
	0.234 

	
	lincRNA:chr6:67155508-67216941 reverse strand
	
	20.2711679
	165.199574
	0.234 

	Gstm2
	Mus musculus glutathione S-transferase, mu 2 (Gstm2), mRNA [NM_008183]
	NM_008183
	83996.79105
	25945.87899
	0.234 

	Cap2
	Mus musculus CAP, adenylate cyclase-associated protein, 2 (yeast) (Cap2), mRNA [NM_026056]
	NM_026056
	58.43753735
	7.925955367
	0.234 

	Olfr1307
	Mus musculus olfactory receptor 1307 (Olfr1307), mRNA [NM_001011787]
	NM_001011787
	47.22419881
	103.7266124
	0.234 

	Cryba1
	Mus musculus crystallin, beta A1 (Cryba1), mRNA [NM_009965]
	NM_009965
	21.95779886
	54.32742342
	0.234 

	
	lincRNA:chr3:106858397-106896812 reverse strand
	
	9.66369909
	36.42716845
	0.234 

	
	lincRNA:chr15:98842850-98853100 forward strand
	
	11.13187957
	37.21711323
	0.234 

	
	immunoglobulin heavy constant gamma 2B [Source:MGI Symbol;Acc:MGI:96445] [ENSMUST00000103418]
	GQ984290
	130.9574674
	427.439435
	0.234 

	
	lincRNA:chr1:87374975-87412500 reverse strand
	
	87.47048561
	31.48698969
	0.234 

	
	RIKEN cDNA 6030445D17 gene [Source:MGI Symbol;Acc:MGI:2443447] [ENSMUST00000084593]
	AK031509
	166.0891679
	57.75878747
	0.234 

	Gbp2b
	Mus musculus guanylate binding protein 2b (Gbp2b), mRNA [NM_010259]
	NM_010259
	69.38781397
	313.7877049
	0.234 

	
	
	
	43.50288953
	142.5788944
	0.234 

	Tuft1
	Mus musculus tuftelin 1 (Tuft1), mRNA [NM_011656]
	NM_011656
	1447.563279
	617.2856666
	0.234 

	Prss8
	Mus musculus protease, serine 8 (prostasin) (Prss8), mRNA [NM_133351]
	NM_133351
	2400.724241
	1118.368932
	0.234 

	
	lincRNA:chr14:77006215-77063293 forward strand
	
	12.20895655
	35.90277982
	0.234 

	
	lincRNA:chr2:157236070-157249445 forward strand
	
	14.96242627
	49.457693
	0.234 

	
	
	
	12.85491757
	42.08825898
	0.234 

	
	lincRNA:chr15:79709500-79714700 reverse strand
	
	19.60534832
	52.52670718
	0.234 

	
	RIKEN cDNA 4930555F03 gene [Source:MGI Symbol;Acc:MGI:1922609] [ENSMUST00000143556]
	
	11.1651235
	42.69065084
	0.234 

	
	lincRNA:chr1:175654606-175672031 forward strand
	
	26.62636616
	69.55717463
	0.234 

	Trim42
	Mus musculus tripartite motif-containing 42 (Trim42), mRNA [NM_030219]
	NM_030219
	32.97797942
	100.1587632
	0.234 

	
	
	
	14.39565379
	52.5502575
	0.234 

	Chd2
	Mus musculus chromodomain helicase DNA binding protein 2 (Chd2), mRNA [NM_001081345]
	NM_001081345
	31.18235394
	72.64534547
	0.234 

	Olfr532
	Mus musculus olfactory receptor 532 (Olfr532), mRNA [NM_147026]
	NM_147026
	8.997957978
	44.03713652
	0.234 

	
	lincRNA:chr12:20240893-20435318 reverse strand
	
	29.23481148
	66.07387956
	0.234 

	
	lincRNA:chr4:155560296-155564642 forward strand
	
	207.7033991
	451.4585258
	0.234 

	
	lincRNA:chr4:116790373-116797823 reverse strand
	
	11.29800109
	29.52009207
	0.235 

	Slc1a1
	Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA [NM_009199]
	NM_009199
	577.8740449
	42.83750532
	0.235 

	
	lincRNA:chr3:40966969-40976585 reverse strand
	
	21.39404481
	43.92726333
	0.235 

	
	lincRNA:chr14:27176652-27227602 forward strand
	
	7.424258682
	50.89572025
	0.235 

	
	lincRNA:chr3:100293319-100327843 forward strand
	
	261.0296572
	1086.266017
	0.235 

	
	
	
	22.68499849
	71.97199242
	0.235 

	Zfp69
	Mus musculus zinc finger protein 69 (Zfp69), mRNA [NM_001005788]
	NM_001005788
	22.293119
	72.43561776
	0.235 

	
	lincRNA:chr2:132722530-132726802 forward strand
	
	94.45402342
	16.60854108
	0.235 

	Ica1
	Mus musculus islet cell autoantigen 1 (Ica1), transcript variant 2, mRNA [NM_001252266]
	NM_001252266
	197.1207081
	75.4701669
	0.235 

	
	lincRNA:chr6:36765550-36793825 forward strand
	
	13.34948154
	36.55290842
	0.235 

	
	lincRNA:chr2:154244616-154245900 reverse strand
	
	9.734199759
	30.4038829
	0.235 

	
	lincRNA:chr2:94082835-94101939 forward strand
	
	23.32863354
	59.91396572
	0.235 

	
	lincRNA:chr10:72726649-72799726 forward strand
	
	187.9138512
	382.9930098
	0.235 

	
	lincRNA:chrX:12755425-12772575 reverse strand
	
	23.37367879
	49.05111202
	0.235 

	
	immunoglobulin heavy constant mu [Source:MGI Symbol;Acc:MGI:96448] [ENSMUST00000103426]
	AK088666
	385.8468617
	159.3877665
	0.235 

	Ren1
	Mus musculus renin 1 structural (Ren1), mRNA [NM_031192]
	NM_031192
	89.02437427
	189.3598544
	0.235 

	Sult2b1
	Mus musculus sulfotransferase family, cytosolic, 2B, member 1 (Sult2b1), mRNA [NM_017465]
	NM_017465
	142.1156096
	62.16032367
	0.235 

	Igfbp7
	Mus musculus insulin-like growth factor binding protein 7 (Igfbp7), transcript variant 1, mRNA [NM_001159518]
	NM_001159518
	357.7426013
	758.8278273
	0.235 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	296.0062386
	737.7082653
	0.235 

	Hsd11b1
	Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 1, mRNA [NM_008288]
	NM_008288
	15985.54891
	45282.84026
	0.235 

	B930025P03Rik
	Mus musculus RIKEN cDNA B930025P03 gene (B930025P03Rik), long non-coding RNA [NR_040705]
	NR_040705
	945.9950659
	2101.083067
	0.235 

	Hsd11b1
	Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 1, mRNA [NM_008288]
	NM_008288
	15915.71011
	45533.95551
	0.235 

	4933430L12Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4933430L12 product:weakly similar to gastric mucin (clone PGM-2A) (fragment) [Sus scrofa domestica], full insert sequence. [AK016998]
	AK016998
	12.63177706
	40.26105197
	0.235 

	Krt8
	Mus musculus keratin 8 (Krt8), mRNA [NM_031170]
	NM_031170
	73424.46354
	29267.55754
	0.235 

	Cx3cr1
	Mus musculus chemokine (C-X3-C motif) receptor 1 (Cx3cr1), mRNA [NM_009987]
	NM_009987
	220.7215201
	75.31316084
	0.235 

	2010320M18Rik
	602091706F1 NCI_CGAP_Co24 Mus musculus cDNA clone IMAGE:4206096 5'. [BF531481]
	BF531481
	130.9246925
	271.0351232
	0.235 

	1700025K04Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:1700025K04 product:unclassifiable, full insert sequence. [AK006351]
	AK006351
	77.81887976
	164.3845771
	0.235 

	
	lincRNA:chr5:75186625-75186910 forward strand
	
	50.59540892
	176.8137822
	0.235 

	Hsd11b1
	Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 1, mRNA [NM_008288]
	NM_008288
	15288.24488
	43653.14739
	0.235 

	
	lincRNA:chr12:110944403-110988678 reverse strand
	
	10.5964071
	30.19613834
	0.235 

	Abcb1a
	Mus musculus ATP-binding cassette, sub-family B (MDR/TAP), member 1A (Abcb1a), mRNA [NM_011076]
	NM_011076
	2761.76901
	819.1814838
	0.235 

	
	lincRNA:chr3:87757295-87774970 reverse strand
	
	14.20187626
	52.99711426
	0.235 

	
	lincRNA:chr4:115577276-115577566 forward strand
	
	11.06970715
	38.36051105
	0.235 

	
	Mus musculus cDNA clone IMAGE:30101479, **** WARNING: chimeric clone ****. [BC098458]
	BC098458
	168079.978
	81868.11461
	0.235 

	Krt8
	Mus musculus blastocyst blastocyst cDNA, RIKEN full-length enriched library, clone:I1C0017I01 product:keratin complex 2, basic, gene 8, full insert sequence. [AK166854]
	AK166854
	221890.5619
	101110.5648
	0.235 

	
	
	
	13.23624242
	53.31612756
	0.236 

	1700013F07Rik
	Mus musculus RIKEN cDNA 1700013F07 gene (1700013F07Rik), mRNA [NM_029314]
	NM_029314
	13.14832444
	49.91891719
	0.236 

	
	lincRNA:chr13:34693404-34717987 reverse strand
	
	530.3133787
	204.9779098
	0.236 

	Gipc3
	Mus musculus GIPC PDZ domain containing family, member 3 (Gipc3), mRNA [NM_148951]
	NM_148951
	18.52138519
	50.17552194
	0.236 

	
	immunoglobulin kappa chain variable 12-41 [Source:MGI Symbol;Acc:MGI:4439772] [ENSMUST00000103369]
	U55589
	9.872508179
	38.15306064
	0.236 

	Cyp4f40
	Mus musculus cytochrome P450, family 4, subfamily f, polypeptide 40 (Cyp4f40), mRNA [NM_001101588]
	NM_001101588
	24.46141364
	91.7663483
	0.236 

	Sucnr1
	Mus musculus succinate receptor 1 (Sucnr1), mRNA [NM_032400]
	NM_032400
	1241.292729
	3003.374505
	0.236 

	Ms4a14
	PREDICTED: Mus musculus membrane-spanning 4-domains, subfamily A, member 14 (Ms4a14), transcript variant X1, mRNA [XM_006527509]
	XM_006527509
	75.56993991
	30.86703885
	0.236 

	
	lincRNA:chr6:115468025-115489250 forward strand
	
	76.33133848
	176.5984073
	0.236 

	
	lincRNA:chr6:39205913-39248468 forward strand
	
	14.8656225
	45.03142013
	0.236 

	Crybb2
	Mus musculus crystallin, beta B2 (Crybb2), mRNA [NM_007773]
	NM_007773
	13.42355206
	31.50871378
	0.236 

	Tax1bp3
	Mus musculus Tax1 (human T cell leukemia virus type I) binding protein 3 (Tax1bp3), mRNA [NM_029564]
	NM_029564
	1628.792122
	701.3591569
	0.236 

	
	
	
	69766.8841
	32732.49487
	0.236 

	Cap2
	Mus musculus CAP, adenylate cyclase-associated protein, 2 (yeast) (Cap2), mRNA [NM_026056]
	NM_026056
	57.99246121
	9.702224574
	0.236 

	Slc1a1
	Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA [NM_009199]
	NM_009199
	561.8277774
	47.45577807
	0.236 

	Fam212b
	Mus musculus family with sequence similarity 212, member B (Fam212b), transcript variant 1, mRNA [NM_175398]
	NM_175398
	57.3389514
	11.07617386
	0.236 

	
	
	
	94.51793275
	215.0003999
	0.236 

	BC025933
	Mus musculus predicted gene, ENSMUSG00000073645, mRNA (cDNA clone IMAGE:5068496), partial cds. [BC025933]
	BC025933
	218.0700967
	534.9062083
	0.236 

	
	lincRNA:chr10:120116843-120182671 forward strand
	
	12.03210241
	31.47704463
	0.236 

	Bsx
	Mus musculus brain specific homeobox (Bsx), mRNA [NM_178245]
	NM_178245
	9.723277262
	36.51253959
	0.236 

	Serpina9
	Mus musculus serine (or cysteine) peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 9 (Serpina9), mRNA [NM_027997]
	NM_027997
	56.48681098
	209.1276714
	0.236 

	Reep2
	Mus musculus receptor accessory protein 2 (Reep2), transcript variant 1, mRNA [NM_144865]
	NM_144865
	42.70557926
	101.5693872
	0.236 

	Gstm2
	Mus musculus glutathione S-transferase, mu 2 (Gstm2), mRNA [NM_008183]
	NM_008183
	133261.9967
	42558.44781
	0.236 

	Glipr2
	Mus musculus GLI pathogenesis-related 2 (Glipr2), mRNA [NM_027450]
	NM_027450
	293.5677094
	95.84102126
	0.236 

	
	
	
	17.86509526
	58.62477109
	0.236 

	Klhl32
	Mus musculus kelch-like 32 (Klhl32), transcript variant 1, mRNA [NM_001163020]
	NM_001163020
	230.1052961
	1556.149215
	0.237 

	
	lincRNA:chr16:31607863-31608726 forward strand
	
	14.50374354
	49.30685867
	0.237 

	Cd200
	Mus musculus CD200 antigen (Cd200), mRNA [NM_010818]
	NM_010818
	616.0431835
	232.1985822
	0.237 

	Cela2a
	Mus musculus chymotrypsin-like elastase family, member 2A (Cela2a), mRNA [NM_007919]
	NM_007919
	30.22281196
	62.23114798
	0.237 

	
	lincRNA:chr4:11049325-11072075 reverse strand
	
	31.56726125
	63.62739032
	0.237 

	Cyp2c55
	Mus musculus cytochrome P450, family 2, subfamily c, polypeptide 55 (Cyp2c55), mRNA [NM_028089]
	NM_028089
	3926.930676
	577.522552
	0.237 

	
	lincRNA:chr17:79042382-79051807 reverse strand
	
	13.67735807
	36.90239344
	0.237 

	
	lincRNA:chr18:75131739-75144870 reverse strand
	
	12.7917431
	40.0851842
	0.237 

	Prl3a1
	Mus musculus prolactin family 3, subfamily a, member 1 (Prl3a1), mRNA [NM_025896]
	NM_025896
	21.74682007
	60.33111294
	0.237 

	Ubl4b
	Mus musculus ubiquitin-like 4B (Ubl4b), mRNA [NM_026261]
	NM_026261
	11.85579532
	38.21836568
	0.237 

	Defb25
	Mus musculus defensin beta 25 (Defb25), mRNA [NM_001039122]
	NM_001039122
	29.30363098
	62.03676156
	0.237 

	Slc1a1
	Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA [NM_009199]
	NM_009199
	649.3588024
	47.53477254
	0.237 

	
	
	
	10.36539177
	36.96308954
	0.237 

	
	lincRNA:chr5:113920850-113950200 reverse strand
	
	41.04930118
	85.06484843
	0.237 

	Gm12703
	Mus musculus 15 days embryo head cDNA, RIKEN full-length enriched library, clone:D930026C10 product:hypothetical protein, full insert sequence. [AK086407]
	AK086407
	8.154047559
	69.26560144
	0.237 

	
	lincRNA:chr2:48807211-48843911 reverse strand
	
	12.55331816
	46.77436666
	0.237 

	D430020J02Rik
	Mus musculus RIKEN cDNA D430020J02 gene (D430020J02Rik), long non-coding RNA [NR_028421]
	NR_028421
	24.88806513
	52.80106512
	0.237 

	Olfr224
	Mus musculus olfactory receptor 224 (Olfr224), mRNA [NM_207695]
	NM_207695
	23.03639457
	52.17926452
	0.237 

	Gm9999
	Mus musculus predicted gene 9999 (Gm9999), long non-coding RNA [NR_033461]
	NR_033461
	11.63428035
	36.78645145
	0.237 

	
	
	
	19.9629946
	79.31409258
	0.237 

	
	lincRNA:chr7:30645026-30667034 reverse strand
	
	22.71888442
	50.8107262
	0.237 

	Cacna1s
	Mus musculus calcium channel, voltage-dependent, L type, alpha 1S subunit (Cacna1s), transcript variant 2, mRNA [NM_001081023]
	NM_001081023
	25.47905313
	54.78611343
	0.237 

	Lax1
	Mus musculus lymphocyte transmembrane adaptor 1 (Lax1), transcript variant 2, mRNA [NM_172842]
	NM_172842
	12.94791734
	42.59492284
	0.237 

	Slc1a1
	Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA [NM_009199]
	NM_009199
	539.464436
	50.61632251
	0.237 

	Slc1a1
	Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA [NM_009199]
	NM_009199
	587.3185097
	42.87256928
	0.237 

	
	lincRNA:chr7:132218864-132329172 forward strand
	
	12.68944673
	60.68299997
	0.237 

	
	lincRNA:chr4:94742359-94822969 forward strand
	
	9.431019476
	35.658628
	0.237 

	Adamts17
	Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 17 (Adamts17), mRNA [NM_001033877]
	NM_001033877
	62.19052681
	11.39089918
	0.237 

	
	lincRNA:chr2:104702675-104736600 reverse strand
	
	40.49084335
	12.62714217
	0.237 

	Iqub
	Mus musculus IQ motif and ubiquitin domain containing (Iqub), mRNA [NM_172535]
	NM_172535
	11.2590813
	42.17910903
	0.237 

	
	lincRNA:chr4:88602254-88675616 forward strand
	
	34.10509085
	11.54142019
	0.237 

	Avil
	Mus musculus advillin (Avil), mRNA [NM_009635]
	NM_009635
	15.23341828
	49.8467165
	0.237 

	Gm5938
	Mus musculus predicted gene 5938 (Gm5938), mRNA [NM_001085534]
	NM_001085534
	16.39215332
	35.30186024
	0.237 

	
	lincRNA:chr14:76912477-76931702 forward strand
	
	13.67967086
	59.45592996
	0.237 

	Map3k13
	Mus musculus mitogen-activated protein kinase kinase kinase 13 (Map3k13), mRNA [NM_172821]
	NM_172821
	104.8752174
	42.35783101
	0.237 

	Gm5549
	Mus musculus predicted gene 5549 (Gm5549), mRNA [NM_001270430]
	NM_001270430
	143.717017
	53.96250964
	0.237 

	Pdp1
	Mus musculus pyruvate dehyrogenase phosphatase catalytic subunit 1 (Pdp1), transcript variant 2, mRNA [NM_001098230]
	NM_001098230
	173.6094084
	79.09469003
	0.238 

	Galnt12
	Mus musculus UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 12 (Galnt12), mRNA [NM_172693]
	NM_172693
	397.6828707
	142.7298558
	0.238 

	Col4a6
	Mus musculus collagen, type IV, alpha 6 (Col4a6), mRNA [NM_053185]
	NM_053185
	97.58015518
	40.7739873
	0.238 

	Olfr916
	Mus musculus olfactory receptor 916 (Olfr916), mRNA [NM_146784]
	NM_146784
	13.38888959
	43.01056322
	0.238 

	
	lincRNA:chr2:174088550-174109425 forward strand
	
	14.20571192
	33.69672365
	0.238 

	Lrtm1
	Mus musculus leucine-rich repeats and transmembrane domains 1 (Lrtm1), mRNA [NM_176920]
	NM_176920
	115.2846292
	551.5645732
	0.238 

	
	
	
	18.09712671
	60.49455802
	0.238 

	
	lincRNA:chr1:87343550-87362900 reverse strand
	
	14.81183945
	38.51621089
	0.238 

	Rec114
	Mus musculus REC114 meiotic recombination protein (Rec114), mRNA [NM_028598]
	NM_028598
	28.41223749
	70.77918854
	0.238 

	Gm5106
	PREDICTED: Mus musculus predicted gene 5106 (Gm5106), transcript variant X2, misc_RNA [XR_376725]
	XR_376725
	4660.928473
	9714.124894
	0.238 

	Zap70
	Mus musculus zeta-chain (TCR) associated protein kinase (Zap70), transcript variant 3, mRNA [NM_001289765]
	NM_001289765
	2745.108149
	6196.02067
	0.238 

	
	lincRNA:chr9:96664617-96683617 reverse strand
	
	11.03921419
	42.01593893
	0.238 

	
	lincRNA:chr3:41143423-41359623 reverse strand
	
	38.91613576
	79.02671207
	0.238 

	Fbln1
	Mus musculus fibulin 1 (Fbln1), mRNA [NM_010180]
	NM_010180
	94.81950075
	226.6764318
	0.238 

	Nudt11
	Mus musculus nudix (nucleoside diphosphate linked moiety X)-type motif 11 (Nudt11), mRNA [NM_021431]
	NM_021431
	534.1386657
	35.42762953
	0.238 

	AI852580
	UI-M-BH0-aiu-a-10-0-UI.s1 NIH_BMAP_M_S1 Mus musculus cDNA clone UI-M-BH0-aiu-a-10-0-UI 3'. [AI852580]
	AI852580
	27.81870727
	73.49312578
	0.238 

	Gm20736
	Mus musculus predicted gene, 20736 (Gm20736), mRNA [NM_001037748]
	NM_001037748
	367.8112915
	38.37881111
	0.238 

	Krtap5-4
	Mus musculus keratin associated protein 5-4 (Krtap5-4), mRNA [NM_015809]
	NM_015809
	28.9759754
	74.58295092
	0.238 

	
	lincRNA:chr15:96984422-97000322 reverse strand
	
	12.44458717
	35.33848898
	0.238 

	Ehd2
	EH-domain containing 2 [Source:MGI Symbol;Acc:MGI:2154274] [ENSMUST00000098799]
	AK029240
	1403.636148
	436.4804506
	0.238 

	3830408C21Rik
	Mus musculus 13 days embryo stomach cDNA, RIKEN full-length enriched library, clone:D530031E19 product:hypothetical protein, full insert sequence. [AK052571]
	AK052571
	75.40289946
	33.61661423
	0.238 

	
	lincRNA:chr3:45163252-45179177 forward strand
	
	11.11092532
	50.48384197
	0.238 

	
	Mus musculus 10 day old male pancreas cDNA, RIKEN full-length enriched library, clone:1810060O09 product:immunoglobulin heavy chain 1 (serum IgG2a), full insert sequence. [AK007918]
	AK007918
	197.8621832
	477.0057356
	0.238 

	
	lincRNA:chrX:96586066-96586407 forward strand
	
	15.31800252
	50.98061702
	0.238 

	
	lincRNA:chr5:77188626-77219161 forward strand
	
	46.31321356
	97.83770228
	0.238 

	
	Mus musculus immunoglobulin heavy chain 1a (serum IgG2a), mRNA (cDNA clone IMAGE:4011654). [BC019489]
	BC019489
	318.954439
	1140.022126
	0.238 

	Hsd11b1
	Mus musculus hydroxysteroid 11-beta dehydrogenase 1 (Hsd11b1), transcript variant 1, mRNA [NM_008288]
	NM_008288
	15447.774
	44431.01084
	0.238 

	Colec10
	Mus musculus collectin sub-family member 10 (Colec10), mRNA [NM_173422]
	NM_173422
	3087.824529
	6182.583614
	0.238 

	
	
	
	14.94621902
	31.17987828
	0.238 

	
	
	
	13.45179899
	46.97164359
	0.238 

	Zgrf1
	Mus musculus zinc finger, GRF-type containing 1 (Zgrf1), mRNA [NM_197997]
	NM_197997
	12.3925417
	35.14491795
	0.238 

	AW552393
	UI-M-AO1-aen-e-09-0-UI.s1 NIH_BMAP_MPG_N Mus musculus cDNA clone UI-M-AO1-aen-e-09-0-UI 3'. [AI843622]
	AI843622
	16.70995926
	38.1893182
	0.238 

	Sptlc3
	Mus musculus serine palmitoyltransferase, long chain base subunit 3 (Sptlc3), mRNA [NM_175467]
	NM_175467
	24.95446516
	100.443129
	0.238 

	
	
	
	15.71285972
	36.72040864
	0.238 

	Gm9948
	Mus musculus 0 day neonate thymus cDNA, RIKEN full-length enriched library, clone:A430080K08 product:hypothetical protein, full insert sequence. [AK040251]
	AK040251
	21.66273538
	63.61514265
	0.238 

	Shisa9
	Mus musculus shisa homolog 9 (Xenopus laevis) (Shisa9), transcript variant 2, mRNA [NM_001174086]
	NM_001174086
	18.1875484
	62.70971955
	0.238 

	
	
	
	26.58991535
	83.56951282
	0.238 

	Mum1l1
	Mus musculus melanoma associated antigen (mutated) 1-like 1 (Mum1l1), transcript variant 1, mRNA [NM_001164630]
	NM_001164630
	156.226171
	21.45856663
	0.238 

	Cap2
	Mus musculus CAP, adenylate cyclase-associated protein, 2 (yeast) (Cap2), mRNA [NM_026056]
	NM_026056
	55.87355713
	8.403057666
	0.238 

	
	lincRNA:chr9:75338012-75345341 forward strand
	
	11.28166
	52.45078197
	0.238 

	Sp5
	Mus musculus trans-acting transcription factor 5 (Sp5), mRNA [NM_022435]
	NM_022435
	2786.650617
	1097.799245
	0.239 

	
	
	
	11.77973134
	44.04027772
	0.239 

	Tmem136
	Mus musculus transmembrane protein 136 (Tmem136), mRNA [NM_001034863]
	NM_001034863
	1271.524008
	594.2907722
	0.239 

	Sgol2
	Mus musculus shugoshin-like 2 (S. pombe) (Sgol2), transcript variant 1, mRNA [NM_199007]
	NM_199007
	215.2929731
	36.19447016
	0.239 

	A330072L02Rik
	Mus musculus adult male spinal cord cDNA, RIKEN full-length enriched library, clone:A330072L02 product:unclassifiable, full insert sequence. [AK039611]
	AK039611
	14.92008497
	37.76768572
	0.239 

	
	lincRNA:chr19:38392796-38398771 forward strand
	
	14.95641062
	53.46167599
	0.239 

	Gstm4
	Mus musculus glutathione S-transferase, mu 4 (Gstm4), transcript variant 1, mRNA [NM_026764]
	NM_026764
	32616.66496
	10562.56705
	0.239 

	
	lincRNA:chr18:5567150-5589800 forward strand
	
	54.22189396
	129.1047191
	0.239 

	
	
	
	65.71482433
	14.529393
	0.239 

	
	lincRNA:chr8:18895366-18925423 forward strand
	
	13.6591828
	33.29504295
	0.239 

	
	lincRNA:chr5:106121842-106127192 forward strand
	
	13.41759632
	32.8677517
	0.239 

	
	lincRNA:chr2:175543425-175603300 forward strand
	
	26.10192853
	100.6164854
	0.240 

	Rasgrp2
	Mus musculus RAS, guanyl releasing protein 2 (Rasgrp2), mRNA [NM_011242]
	NM_011242
	2401.849791
	5127.00644
	0.240 

	
	lincRNA:chr11:49932129-49938154 reverse strand
	
	18.70764175
	38.65956016
	0.240 

	Slc1a1
	Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA [NM_009199]
	NM_009199
	600.8304272
	39.9440975
	0.240 

	1700016H13Rik
	Mus musculus RIKEN cDNA 1700016H13 gene (1700016H13Rik), transcript variant 2, mRNA [NM_001163550]
	NM_001163550
	1995.340131
	660.3657278
	0.240 

	Naip1
	Mus musculus NLR family, apoptosis inhibitory protein 1 (Naip1), mRNA [NM_008670]
	NM_008670
	29.96156476
	71.60173918
	0.240 

	
	
	
	13.97893977
	38.75097356
	0.240 

	
	
	
	21.96382401
	45.82148759
	0.240 

	
	
	
	20.76917331
	62.44789056
	0.240 

	Rhox5
	Mus musculus reproductive homeobox 5 (Rhox5), mRNA [NM_008818]
	NM_008818
	97.16740225
	668.5341747
	0.240 

	Tbcel
	Mus musculus tubulin folding cofactor E-like (Tbcel), mRNA [NM_173038]
	NM_173038
	16306.67881
	7485.459768
	0.240 

	Evpl
	Mus musculus envoplakin (Evpl), mRNA [NM_025276]
	NM_025276
	1210.928663
	595.6708012
	0.240 

	
	lincRNA:chr1:33965074-34060850 reverse strand
	
	38.81232984
	85.48147241
	0.240 

	
	RIKEN cDNA 4930500M09 gene [Source:MGI Symbol;Acc:MGI:3630173] [ENSMUST00000055830]
	AK015669
	18.78671029
	48.91575462
	0.240 

	Spock1
	Mus musculus sparc/osteonectin, cwcv and kazal-like domains proteoglycan 1 (Spock1), transcript variant 4, mRNA [NM_001166464]
	NM_001166464
	26.09209404
	53.51720261
	0.240 

	
	immunoglobulin heavy constant mu [Source:MGI Symbol;Acc:MGI:96448] [ENSMUST00000103426]
	AK088666
	388.9863402
	161.2880574
	0.240 

	
	lincRNA:chr7:134779841-134840591 forward strand
	
	51.3954353
	104.3365367
	0.240 

	
	lincRNA:chr5:99726262-100264512 reverse strand
	
	29.63601434
	67.54118804
	0.241 

	
	lincRNA:chr4:11893711-11921443 forward strand
	
	68.58255737
	29.22405689
	0.241 

	Olfr574
	Mus musculus olfactory receptor 574 (Olfr574), mRNA [NM_146360]
	NM_146360
	15.41292934
	54.77082265
	0.241 

	
	lincRNA:chr2:156654934-156665632 reverse strand
	
	1396.164096
	344.6811406
	0.241 

	
	
	
	11.47725847
	30.40666859
	0.241 

	
	lincRNA:chr10:98761521-98885681 forward strand
	
	25.65071026
	60.81727934
	0.241 

	LOC102640684
	PREDICTED: Mus musculus uncharacterized LOC102640684 (LOC102640684), transcript variant X2, ncRNA [XR_391606]
	XR_391606
	13.4220522
	31.73004645
	0.241 

	
	
	
	268.3080744
	592.4490433
	0.241 

	
	lincRNA:chr7:66570691-66573827 reverse strand
	
	34.11688326
	69.65832983
	0.241 

	Tspan13
	Mus musculus tetraspanin 13 (Tspan13), mRNA [NM_025359]
	NM_025359
	2026.046945
	706.3176925
	0.241 

	Loxhd1
	Mus musculus lipoxygenase homology domains 1 (Loxhd1), mRNA [NM_172834]
	NM_172834
	15.30440048
	38.85616958
	0.241 

	Olfr477
	Mus musculus olfactory receptor 477 (Olfr477), mRNA [NM_146926]
	NM_146926
	24.02368797
	53.36015406
	0.241 

	
	
	
	39.53246743
	91.87627242
	0.241 

	6030419C18Rik
	Mus musculus RIKEN cDNA 6030419C18 gene (6030419C18Rik), mRNA [NM_176921]
	NM_176921
	70.04720603
	26.57385304
	0.241 

	Foxc1
	Mus musculus forkhead box C1 (Foxc1), mRNA [NM_008592]
	NM_008592
	690.5669494
	60.68919619
	0.241 

	Olfr1097
	Mus musculus olfactory receptor 1097 (Olfr1097), mRNA [NM_146843]
	NM_146843
	10.44944051
	42.35751685
	0.241 

	Arhgap11a
	Mus musculus Rho GTPase activating protein 11A (Arhgap11a), mRNA [NM_181416]
	NM_181416
	138.4622462
	56.32303903
	0.241 

	
	
	
	33.20944385
	70.78376109
	0.241 

	
	lincRNA:chr8:129336539-129400338 reverse strand
	
	200.2791855
	50.88964391
	0.241 

	Gm9999
	Mus musculus predicted gene 9999 (Gm9999), long non-coding RNA [NR_033461]
	NR_033461
	26.60369061
	58.49277656
	0.241 

	D630045J12Rik
	Mus musculus RIKEN cDNA D630045J12 gene (D630045J12Rik), mRNA [NM_194061]
	NM_194061
	217.211533
	108.0596998
	0.241 

	Shisa4
	Mus musculus shisa homolog 4 (Xenopus laevis) (Shisa4), mRNA [NM_175259]
	NM_175259
	214.9329557
	88.43847202
	0.241 

	
	
	
	168.5368385
	65.75270729
	0.241 

	Fam84b
	Mus musculus family with sequence similarity 84, member B (Fam84b), mRNA [NM_001162926]
	NM_001162926
	273.7410396
	123.2191124
	0.241 

	
	lincRNA:chr5:22890322-22939119 reverse strand
	
	289.3469469
	105.2105931
	0.241 

	Arhgef2
	Mus musculus rho/rac guanine nucleotide exchange factor (GEF) 2 (Arhgef2), transcript variant 2, mRNA [NM_001198911]
	NM_001198911
	7242.68075
	2401.621705
	0.241 

	
	lincRNA:chr5:22887983-22939658 reverse strand
	
	325.3163771
	124.204487
	0.241 

	Ptn
	Mus musculus pleiotrophin (Ptn), mRNA [NM_008973]
	NM_008973
	19.6429635
	52.19774867
	0.241 

	Kbtbd12
	kelch repeat and BTB (POZ) domain containing 12 [Source:MGI Symbol;Acc:MGI:1918481] [ENSMUST00000184591]
	AK016973
	270.3931709
	74.45982997
	0.241 

	Slc1a1
	Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA [NM_009199]
	NM_009199
	587.8316277
	46.82939493
	0.241 

	
	lincRNA:chr5:35975265-35982561 forward strand
	
	1357.485689
	2997.883016
	0.241 

	
	lincRNA:chr4:133368314-133380210 forward strand
	
	10.60755128
	31.75812721
	0.241 

	Slc5a8
	Mus musculus solute carrier family 5 (iodide transporter), member 8 (Slc5a8), mRNA [NM_145423]
	NM_145423
	13.17771941
	33.52312239
	0.241 

	Tubb5
	Mus musculus tubulin, beta 5 class I (Tubb5), mRNA [NM_011655]
	NM_011655
	30674.43332
	9794.569117
	0.241 

	Stard6
	Mus musculus StAR-related lipid transfer (START) domain containing 6 (Stard6), transcript variant 1, mRNA [NM_029019]
	NM_029019
	78.91953104
	36.75396993
	0.241 

	Sly
	Mus musculus Sycp3 like Y-linked (Sly), mRNA [NM_201530]
	NM_201530
	154.7306425
	25.32832039
	0.241 

	Lrrc75a
	Mus musculus leucine rich repeat containing 75A (Lrrc75a), mRNA [NM_198861]
	NM_198861
	2428.537842
	1143.772095
	0.241 

	Gm572
	PREDICTED: Mus musculus predicted gene 572 (Gm572), transcript variant X1, mRNA [XM_006535941]
	XM_006535941
	18.17045278
	37.914837
	0.241 

	
	lincRNA:chr6:125330524-125410249 reverse strand
	
	14.18795091
	44.8913201
	0.242 

	Cx3cr1
	Mus musculus chemokine (C-X3-C motif) receptor 1 (Cx3cr1), mRNA [NM_009987]
	NM_009987
	1597.184218
	585.4702964
	0.242 

	
	lincRNA:chr3:26975624-26988699 forward strand
	
	20.30543837
	42.17835505
	0.242 

	Gpr64
	Mus musculus G protein-coupled receptor 64 (Gpr64), transcript variant 1, mRNA [NM_178712]
	NM_178712
	1008.678744
	214.3478518
	0.242 

	Pou3f2
	Mus musculus POU domain, class 3, transcription factor 2 (Pou3f2), mRNA [NM_008899]
	NM_008899
	15.92517147
	53.79881897
	0.242 

	
	
	
	196.9220749
	15.67070141
	0.242 

	Gstm6
	glutathione S-transferase, mu 6 [Source:MGI Symbol;Acc:MGI:1309467] [ENSMUST00000106680]
	
	137.2775041
	46.30786141
	0.242 

	5730559C18Rik
	Mus musculus RIKEN cDNA 5730559C18 gene (5730559C18Rik), mRNA [NM_028872]
	NM_028872
	522.6924058
	184.5497306
	0.242 

	Nrep
	Mus musculus neuronal regeneration related protein (Nrep), transcript variant 1, mRNA [NM_053078]
	NM_053078
	591.0475712
	1318.182285
	0.242 

	Olfr1384
	Mus musculus olfactory receptor 1384 (Olfr1384), mRNA [NM_146472]
	NM_146472
	44.29787089
	132.7112434
	0.242 

	
	lincRNA:chr4:53315503-53316050 forward strand
	
	10.12337095
	34.66156266
	0.242 

	Dppa5a
	Mus musculus developmental pluripotency associated 5A (Dppa5a), mRNA [NM_025274]
	NM_025274
	171.3464345
	61.48705262
	0.243 

	AU024180
	Mus musculus 16 days neonate heart cDNA, RIKEN full-length enriched library, clone:D830036N23 product:unclassifiable, full insert sequence. [AK085976]
	AK085976
	19.45186888
	70.56890125
	0.243 

	Cyp4a32
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 32 (Cyp4a32), mRNA [NM_001100181]
	NM_001100181
	23233.73198
	77872.10485
	0.243 

	Olfr1307
	Mus musculus olfactory receptor 1307 (Olfr1307), mRNA [NM_001011787]
	NM_001011787
	19.64109706
	73.91310782
	0.243 

	
	predicted gene 10797 [Source:MGI Symbol;Acc:MGI:3642860] [ENSMUST00000099661]
	
	31.93514511
	64.06837658
	0.243 

	2310047N11Rik
	Mus musculus adult male tongue cDNA, RIKEN full-length enriched library, clone:2310047N11 product:unclassifiable, full insert sequence. [AK019096]
	AK019096
	956.4615961
	3686.364094
	0.243 

	4930547M16Rik
	Mus musculus mammary gland RCB-0527 Jyg-MC(B) cDNA, RIKEN full-length enriched library, clone:G930015F23 product:hypothetical protein, full insert sequence. [AK166420]
	AK166420
	25.76899684
	12.74075633
	0.243 

	Zap70
	Mus musculus zeta-chain (TCR) associated protein kinase (Zap70), transcript variant 3, mRNA [NM_001289765]
	NM_001289765
	6818.945862
	15413.85073
	0.243 

	
	lincRNA:chr16:44717531-44724206 forward strand
	
	13.81242606
	37.9125901
	0.243 

	Olfr1307
	Mus musculus olfactory receptor 1307 (Olfr1307), mRNA [NM_001011787]
	NM_001011787
	52.71829847
	129.7336294
	0.243 

	Ttll3
	Mus musculus tubulin tyrosine ligase-like family, member 3 (Ttll3), transcript variant 2, mRNA [NM_001142732]
	NM_001142732
	99.86980116
	214.6504481
	0.243 

	4921528I07Rik
	RIKEN cDNA 4921528I07 gene [Source:MGI Symbol;Acc:MGI:1924299] [ENSMUST00000072612]
	XM_006512408
	19.46729351
	91.28400328
	0.243 

	
	lincRNA:chr15:79764481-79809909 reverse strand
	
	42.64213417
	108.1249582
	0.243 

	
	lincRNA:chr3:95496886-95497183 reverse strand
	
	54.23316472
	112.0165225
	0.243 

	Myot
	Mus musculus myotilin (Myot), mRNA [NM_001033621]
	NM_001033621
	608.6422071
	52.62187538
	0.243 

	Ydjc
	Mus musculus YdjC homolog (bacterial) (Ydjc), mRNA [NM_026940]
	NM_026940
	420.2961752
	201.8101182
	0.243 

	Meox1
	Mus musculus mesenchyme homeobox 1 (Meox1), mRNA [NM_010791]
	NM_010791
	220.5347143
	92.72025283
	0.243 

	Sox4
	Mus musculus SRY (sex determining region Y)-box 4 (Sox4), mRNA [NM_009238]
	NM_009238
	1385.116411
	588.9826932
	0.243 

	Scn11a
	Mus musculus sodium channel, voltage-gated, type XI, alpha (Scn11a), mRNA [NM_011887]
	NM_011887
	22.55136287
	46.14147146
	0.243 

	Foxo6
	Mus musculus forkhead box O6 (Foxo6), mRNA [NM_194060]
	NM_194060
	143.2288222
	49.41024479
	0.243 

	Glod5
	Mus musculus glyoxalase domain containing 5 (Glod5), mRNA [NM_027227]
	NM_027227
	170.4809708
	469.1774077
	0.243 

	C430049B03Rik
	Mus musculus 11 days embryo whole body cDNA, RIKEN full-length enriched library, clone:2700063P19 product:hypothetical protein, full insert sequence. [AK012483]
	AK012483
	47.47968573
	17.49637959
	0.243 

	Slc1a1
	Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA [NM_009199]
	NM_009199
	567.858853
	53.08197601
	0.243 

	Ppp1r1b
	Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 1B (Ppp1r1b), mRNA [NM_144828]
	NM_144828
	638.8774278
	1617.86307
	0.243 

	
	
	
	13.16942968
	43.76752294
	0.243 

	Slc1a1
	Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA [NM_009199]
	NM_009199
	554.0981285
	56.34552833
	0.243 

	Brinp3
	Mus musculus bone morphogenetic protein/retinoic acid inducible neural specific 3 (Brinp3), transcript variant 1, mRNA [NM_153539]
	NM_153539
	59.77458295
	8.497797586
	0.243 

	
	lincRNA:chr10:56151791-56184966 reverse strand
	
	14.55813353
	37.96775795
	0.243 

	Rbm24
	Mus musculus RNA binding motif protein 24 (Rbm24), mRNA [NM_001081425]
	NM_001081425
	2230.586773
	382.5934568
	0.243 

	
	lincRNA:chr4:116790373-116797823 reverse strand
	
	24.35731468
	60.55989785
	0.243 

	
	lincRNA:chr2:151992806-152025456 reverse strand
	
	16.50829503
	49.04459709
	0.243 

	Pak3
	Mus musculus p21 protein (Cdc42/Rac)-activated kinase 3 (Pak3), transcript variant 5, mRNA [NM_001195049]
	NM_001195049
	57.98833651
	17.36734467
	0.244 

	Gm536
	PREDICTED: Mus musculus predicted gene 536 (Gm536), transcript variant X1, misc_RNA [XR_105773]
	XR_105773
	12.56216564
	46.72697234
	0.244 

	
	lincRNA:chr1:72297489-72298058 reverse strand
	
	14.93423249
	52.14506982
	0.244 

	LOC102641626
	PREDICTED: Mus musculus h-2 class I histocompatibility antigen, TLA(B) alpha chain-like (LOC102641626), mRNA [XM_006543379]
	XM_006543379
	19.30265912
	46.76961653
	0.244 

	
	
	
	23.83554258
	56.63018964
	0.244 

	
	lincRNA:chr3:35782698-35789932 forward strand
	
	25.28487568
	65.26181407
	0.244 

	Olfr62
	Mus musculus olfactory receptor 62 (Olfr62), mRNA [NM_146315]
	NM_146315
	15.07504464
	64.2624349
	0.244 

	Msantd3
	Mus musculus Myb/SANT-like DNA-binding domain containing 3 (Msantd3), transcript variant 1, mRNA [NM_001145924]
	NM_001145924
	338.2568866
	61.78312606
	0.244 

	
	lincRNA:chr8:119090566-119097735 forward strand
	
	17.17169903
	51.83388212
	0.244 

	Gm3252
	PREDICTED: Mus musculus predicted gene 3252 (Gm3252), transcript variant X3, mRNA [XM_006518196]
	XM_006518196
	156.9564415
	51.69741911
	0.244 

	Prl3c1
	Mus musculus prolactin family 3, subfamily c, member 1 (Prl3c1), transcript variant 2, mRNA [NM_001163218]
	NM_001163218
	12.29910261
	44.82751033
	0.244 

	Acpp
	Mus musculus acid phosphatase, prostate (Acpp), transcript variant 1, mRNA [NM_207668]
	NM_207668
	103.1828509
	312.392576
	0.244 

	
	lincRNA:chr14:55671783-55680316 reverse strand
	
	107.2987069
	260.2820526
	0.244 

	
	lincRNA:chr17:33995525-34028025 forward strand
	
	17.94379632
	43.01346759
	0.244 

	
	lincRNA:chrX:18744367-18853992 reverse strand
	
	403.5554058
	960.0777806
	0.244 

	Slc1a1
	Mus musculus solute carrier family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), member 1 (Slc1a1), mRNA [NM_009199]
	NM_009199
	576.1342292
	63.34549991
	0.244 

	Foxo4
	forkhead box O4 [Source:MGI Symbol;Acc:MGI:1891915] [ENSMUST00000150558]
	XM_006528139
	16.07083248
	55.32490301
	0.244 

	Pcdh7
	Mus musculus protocadherin 7 (Pcdh7), transcript variant 2, mRNA [NM_018764]
	NM_018764
	12.1424308
	28.62300453
	0.245 

	
	
	
	13.9699432
	40.70515809
	0.245 

	Acot9
	Mus musculus acyl-CoA thioesterase 9 (Acot9), mRNA [NM_019736]
	NM_019736
	1903.09539
	928.4999658
	0.245 

	
	lincRNA:chr10:81589420-81591032 reverse strand
	
	20.51319851
	42.65054236
	0.245 

	
	lincRNA:chr13:99870660-99877535 forward strand
	
	13.71302002
	34.91700765
	0.245 

	LOC102636039
	PREDICTED: Mus musculus uncharacterized LOC102636039 (LOC102636039), ncRNA [XR_373314]
	XR_373314
	19.96707129
	43.22325809
	0.245 

	Slc43a1
	Mus musculus solute carrier family 43, member 1 (Slc43a1), transcript variant 1, mRNA [NM_001081349]
	NM_001081349
	226.3701331
	720.5546198
	0.245 

	Tcf7
	Mus musculus transcription factor 7, T cell specific (Tcf7), mRNA [NM_009331]
	NM_009331
	439.8503099
	180.320387
	0.245 

	
	lincRNA:chr9:106170918-106177894 reverse strand
	
	20.65237467
	60.80427669
	0.245 

	D930023I05Rik
	Mus musculus 12 days embryo male wolffian duct includes surrounding region cDNA, RIKEN full-length enriched library, clone:6720482C12 product:unclassifiable, full insert sequence. [AK032962]
	AK032962
	970.0851557
	274.4858772
	0.246 

	
	
	
	15.6715736
	41.05572069
	0.246 

	Nnmt
	Mus musculus nicotinamide N-methyltransferase (Nnmt), mRNA [NM_010924]
	NM_010924
	9919.973753
	29032.91186
	0.246 

	Dll4
	Mus musculus delta-like 4 (Drosophila) (Dll4), mRNA [NM_019454]
	NM_019454
	354.3247645
	169.7672411
	0.246 

	
	
	
	29.19139693
	147.6703789
	0.246 

	Gstm1
	Mus musculus glutathione S-transferase, mu 1 (Gstm1), mRNA [NM_010358]
	NM_010358
	183769.9104
	71708.97083
	0.246 

	Sly
	Mus musculus Sycp3 like Y-linked (Sly), mRNA [NM_201530]
	NM_201530
	442.2390143
	44.63872108
	0.246 

	Kcnk15
	potassium channel, subfamily K, member 15 [Source:MGI Symbol;Acc:MGI:2675209] [ENSMUST00000109396]
	
	16.23403264
	47.99700517
	0.246 

	
	lincRNA:chr6:35441848-35450830 reverse strand
	
	31.84630828
	69.93297478
	0.246 

	Tubb4a
	Mus musculus tubulin, beta 4A class IVA (Tubb4a), mRNA [NM_009451]
	NM_009451
	1955.81538
	652.5398137
	0.246 

	
	
	
	208.4123495
	439.5247626
	0.246 

	Ap1s3
	Mus musculus adaptor-related protein complex AP-1, sigma 3, mRNA (cDNA clone MGC:51390 IMAGE:3154405), complete cds. [BC054111]
	BC054111
	126.0129681
	53.49189836
	0.246 

	
	
	
	49.99301183
	22.93608604
	0.246 

	Gm14625
	Mus musculus predicted gene 14625 (Gm14625), mRNA [NM_001220498]
	NM_001220498
	204.3838553
	62.06298263
	0.246 

	
	
	
	122.6605372
	56.75305625
	0.246 

	1700041B01Rik
	PREDICTED: Mus musculus RIKEN cDNA 1700041B01 gene (1700041B01Rik), transcript variant X2, misc_RNA [XR_384236]
	XR_384236
	15.24931738
	50.62716143
	0.246 

	Sema5b
	Mus musculus sema domain, seven thrombospondin repeats (type 1 and type 1-like), transmembrane domain (TM) and short cytoplasmic domain, (semaphorin) 5B (Sema5b), mRNA [NM_013661]
	NM_013661
	298.5700907
	704.0189151
	0.246 

	
	lincRNA:chr17:13020750-13033750 forward strand
	
	94.41920425
	230.5899766
	0.246 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	58.28240963
	145.4932198
	0.246 

	Myo1d
	Mus musculus myosin ID (Myo1d), mRNA [NM_177390]
	NM_177390
	120.2226607
	54.69669922
	0.247 

	
	lincRNA:chr12:81217572-81233910 forward strand
	
	11.02975582
	29.6778077
	0.247 

	LOC102640166
	PREDICTED: Mus musculus uncharacterized LOC102640166 (LOC102640166), transcript variant X2, ncRNA [XR_377279]
	XR_377279
	36.31504765
	100.9517581
	0.247 

	Odf3b
	Mus musculus outer dense fiber of sperm tails 3B (Odf3b), mRNA [NM_001013022]
	NM_001013022
	2569.952695
	6264.041011
	0.247 

	Sprr1a
	Mus musculus small proline-rich protein 1A (Sprr1a), mRNA [NM_009264]
	NM_009264
	4382.637249
	1204.056905
	0.247 

	Fgf8
	Mus musculus fibroblast growth factor 8 (Fgf8), transcript variant 1, mRNA [NM_010205]
	NM_010205
	13.97933235
	35.75181565
	0.247 

	Olfr799
	Mus musculus olfactory receptor 799 (Olfr799), mRNA [NM_146927]
	NM_146927
	16.05900121
	32.13060915
	0.247 

	Sytl3
	Mus musculus synaptotagmin-like 3 (Sytl3), transcript variant 1, mRNA [NM_031395]
	NM_031395
	18.97419006
	82.76054742
	0.248 

	
	lincRNA:chr12:111287772-111333890 forward strand
	
	26.40958855
	108.3351258
	0.248 

	Apc
	Mus musculus adenomatosis polyposis coli (Apc), mRNA [NM_007462]
	NM_007462
	29.13664864
	58.30589833
	0.248 

	Tbcel
	Mus musculus tubulin folding cofactor E-like (Tbcel), mRNA [NM_173038]
	NM_173038
	2979.214424
	1438.703454
	0.248 

	
	lincRNA:chr11:22510175-22522025 forward strand
	
	17.84510252
	54.78941653
	0.248 

	4930422I22Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930422I22 product:unclassifiable, full insert sequence. [AK015180]
	AK015180
	12.99385351
	41.13857242
	0.249 

	1700040F15Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930546G02 product:weakly similar to X-LINKED LYMPHOCYTE-REGULATED PROTEIN PM1 [Mus musculus], full insert sequence. [AK076905]
	AK076905
	243.8450103
	30.01444583
	0.249 

	Nudt10
	Mus musculus nudix (nucleoside diphosphate linked moiety X)-type motif 10 (Nudt10), mRNA [NM_001031664]
	NM_001031664
	392.9942709
	36.51846508
	0.249 

	
	lincRNA:chr11:97275905-97310538 forward strand
	
	42.82314884
	101.4409137
	0.249 

	
	lincRNA:chr18:35974770-35975091 forward strand
	
	21.0731534
	81.16713854
	0.249 

	
	lincRNA:chr2:33496712-33501183 forward strand
	
	15.84185579
	34.49447322
	0.249 

	Acpt
	PREDICTED: Mus musculus acid phosphatase, testicular (Acpt), transcript variant X1, mRNA [XM_006540529]
	XM_006540529
	27.62499959
	62.85116365
	0.249 

	Olfr481
	Mus musculus olfactory receptor 481 (Olfr481), mRNA [NM_146925]
	NM_146925
	16.12160701
	53.31822371
	0.249 

	Ptprd
	Mus musculus protein tyrosine phosphatase, receptor type, D (Ptprd), mRNA [NM_011211]
	NM_011211
	29.70306692
	71.88796701
	0.249 

	
	lincRNA:chr3:70581406-70614856 reverse strand
	
	13.70181513
	34.65269706
	0.249 

	Uncx
	Mus musculus UNC homeobox (Uncx), mRNA [NM_013702]
	NM_013702
	232.4623736
	88.70485583
	0.250 

	
	lincRNA:chr7:3338500-3360725 forward strand
	
	49.54100636
	101.7739789
	0.250 

	Gm5797
	Mus musculus predicted gene 5797 (Gm5797), mRNA [NM_001025085]
	NM_001025085
	86.67153785
	30.52922755
	0.250 

	Kcnj14
	Mus musculus potassium inwardly-rectifying channel, subfamily J, member 14 (Kcnj14), mRNA [NM_145963]
	NM_145963
	33.44705373
	8.583209668
	0.250 

	Pde8b
	PREDICTED: Mus musculus phosphodiesterase 8B (Pde8b), transcript variant X1, mRNA [XM_006517585]
	XM_006517585
	24.79071006
	52.53302568
	0.250 

	Ugdh
	Mus musculus UDP-glucose dehydrogenase (Ugdh), mRNA [NM_009466]
	NM_009466
	72839.06943
	36153.98865
	0.250 

	Pou5f1
	Mus musculus POU domain, class 5, transcription factor 1 (Pou5f1), transcript variant 1, mRNA [NM_013633]
	NM_013633
	20.34637958
	42.20279587
	0.250 

	Dio1
	Mus musculus deiodinase, iodothyronine, type I (Dio1), mRNA [NM_007860]
	NM_007860
	1969.669232
	4022.478106
	0.250 

	Gm6557
	PREDICTED: Mus musculus predicted gene 6557 (Gm6557), mRNA [XM_006543294]
	XM_006543294
	24.1195704
	69.71569843
	0.250 

	
	RIKEN cDNA 5730522E02 gene [Source:MGI Symbol;Acc:MGI:1917876] [ENSMUST00000125987]
	
	25.37357074
	55.89151714
	0.250 

	Zfp518b
	Mus musculus zinc finger protein 518B (Zfp518b), transcript variant 1, mRNA [NM_001081144]
	NM_001081144
	128.8553417
	54.95652115
	0.250 

	Saa4
	Mus musculus serum amyloid A 4 (Saa4), mRNA [NM_011316]
	NM_011316
	10205.50601
	24681.70669
	0.250 

	
	RIKEN cDNA A730013G03 gene [Source:MGI Symbol;Acc:MGI:2445118] [ENSMUST00000057543]
	XR_035377
	12.38566621
	35.87556762
	0.250 

	Nr1h5
	Mus musculus nuclear receptor subfamily 1, group H, member 5 (Nr1h5), transcript variant 1, mRNA [NM_198658]
	NM_198658
	159.7901174
	372.8315871
	0.250 

	
	lincRNA:chr3:146515333-146557069 forward strand
	
	207.8917016
	102.5303158
	0.250 

	Cyp1a1
	Mus musculus cytochrome P450, family 1, subfamily a, polypeptide 1 (Cyp1a1), transcript variant 1, mRNA [NM_009992]
	NM_009992
	219.8518939
	72.50580273
	0.250 

	Fam71d
	Mus musculus family with sequence similarity 71, member D (Fam71d), transcript variant 1, mRNA [NM_029069]
	NM_029069
	14.0632174
	74.28592566
	0.250 

	4933413G19Rik
	Mus musculus RIKEN cDNA 4933413G19 gene (4933413G19Rik), mRNA [NM_027697]
	NM_027697
	17.67831432
	71.05543204
	0.250 

	Krt85
	Mus musculus keratin 85 (Krt85), mRNA [NM_016879]
	NM_016879
	8699.326308
	3734.850327
	0.250 

	
	lincRNA:chr13:26791413-26810047 forward strand
	
	13.66389581
	37.719328
	0.250 

	Sapcd2
	Mus musculus suppressor APC domain containing 2 (Sapcd2), transcript variant 1, mRNA [NM_001081085]
	NM_001081085
	516.7410451
	181.5285072
	0.250 

	C530005A16Rik
	Mus musculus RIKEN cDNA C530005A16 gene (C530005A16Rik), long non-coding RNA [NR_029450]
	NR_029450
	13.6069661
	35.03832856
	0.250 

	Cap2
	Mus musculus CAP, adenylate cyclase-associated protein, 2 (yeast) (Cap2), mRNA [NM_026056]
	NM_026056
	53.96973772
	9.26409904
	0.250 

	
	lincRNA:chr17:87483814-87493039 reverse strand
	
	15.47041693
	39.52854675
	0.251 

	Slc22a28
	Mus musculus solute carrier family 22, member 28 (Slc22a28), mRNA [NM_001013820]
	NM_001013820
	1762.560152
	3553.610254
	0.251 

	
	lincRNA:chr6:133054045-133058002 forward strand
	
	26.02346982
	67.41033096
	0.251 

	
	lincRNA:chr10:117021051-117038683 forward strand
	
	219.9181699
	89.90351457
	0.251 

	Fxyd7
	Mus musculus FXYD domain-containing ion transport regulator 7 (Fxyd7), mRNA [NM_022007]
	NM_022007
	18.86783026
	47.91997992
	0.251 

	Myzap
	Mus musculus myocardial zonula adherens protein (Myzap), mRNA [NM_001033208]
	NM_001033208
	247.5314274
	64.73146284
	0.251 

	
	
	
	211.1596509
	451.6357765
	0.251 

	
	lincRNA:chr4:116790373-116797823 forward strand
	
	16.55125126
	59.88708193
	0.251 

	
	lincRNA:chr2:174088550-174109425 forward strand
	
	33.17565404
	8.957558876
	0.251 

	
	
	
	22.82672448
	52.63747423
	0.252 

	S100a11
	Mus musculus S100 calcium binding protein A11 (calgizzarin) (S100a11), mRNA [NM_016740]
	NM_016740
	6935.621591
	2945.167871
	0.252 

	Usp20
	Mus musculus ubiquitin specific peptidase 20 (Usp20), mRNA [NM_028846]
	NM_028846
	9689.9695
	4493.860227
	0.252 

	Zbtb4
	Mus musculus zinc finger and BTB domain containing 4 (Zbtb4), mRNA [NM_029348]
	NM_029348
	26.08758911
	59.9261495
	0.252 

	
	lincRNA:chr2:119139350-119142434 reverse strand
	
	13.93514667
	35.37117028
	0.252 

	Kbtbd12
	Mus musculus kelch repeat and BTB (POZ) domain containing 12 (Kbtbd12), mRNA [NM_001278671]
	NM_001278671
	410.6747914
	110.6669476
	0.252 

	Pcyox1l
	Mus musculus prenylcysteine oxidase 1 like (Pcyox1l), mRNA [NM_172832]
	NM_172832
	90.66060231
	34.16356479
	0.252 

	
	lincRNA:chr13:83878467-84023718 forward strand
	
	16.9628394
	45.89153437
	0.252 

	Psmb9
	proteasome (prosome, macropain) subunit, beta type 9 (large multifunctional peptidase 2) [Source:MGI Symbol;Acc:MGI:1346526] [ENSMUST00000114230]
	XM_006523729
	22.30806125
	65.5396517
	0.252 

	
	lincRNA:chr17:46972160-46997919 forward strand
	
	42.14016772
	94.44861721
	0.252 

	Slc22a7
	Mus musculus solute carrier family 22 (organic anion transporter), member 7 (Slc22a7), mRNA [NM_144856]
	NM_144856
	4396.918012
	13688.00585
	0.252 

	Olfr1110
	Mus musculus olfactory receptor 1110 (Olfr1110), mRNA [NM_146769]
	NM_146769
	15.57658458
	52.26913696
	0.252 

	Adam26a
	Mus musculus a disintegrin and metallopeptidase domain 26A (testase 3) (Adam26a), mRNA [NM_010085]
	NM_010085
	21.96491022
	51.15478446
	0.252 

	Eps8l3
	Mus musculus EPS8-like 3 (Eps8l3), mRNA [NM_133867]
	NM_133867
	305.7394515
	42.16427361
	0.252 

	Cntn5
	Mus musculus contactin 5 (Cntn5), transcript variant 1, mRNA [NM_001170787]
	NM_001170787
	14.44414486
	36.37853763
	0.252 

	
	immunoglobulin heavy constant mu [Source:MGI Symbol;Acc:MGI:96448] [ENSMUST00000103426]
	AK088666
	395.2139191
	170.5225809
	0.252 

	
	lincRNA:chr1:134867906-134885481 reverse strand
	
	16.8616603
	36.6709378
	0.252 

	Pih1d3
	Mus musculus PIH1 domain containing 3 (Pih1d3), mRNA [NM_029062]
	NM_029062
	80.11048947
	35.50545697
	0.252 

	
	lincRNA:chr4:155560050-155570900 reverse strand
	
	14.95870864
	38.00568128
	0.252 

	
	lincRNA:chr15:38639259-38639546 reverse strand
	
	25.85121668
	72.18477961
	0.252 

	Scd2
	Mus musculus stearoyl-Coenzyme A desaturase 2 (Scd2), mRNA [NM_009128]
	NM_009128
	19444.59855
	3556.201445
	0.252 

	
	lincRNA:chr12:106115442-106115760 reverse strand
	
	14.34287667
	32.63374916
	0.252 

	
	immunoglobulin kappa variable 16-104 [Source:MGI Symbol;Acc:MGI:2685913] [ENSMUST00000103323]
	AF144972
	37.99975733
	120.9520703
	0.252 

	Azi2
	Mus musculus 5-azacytidine induced gene 2 (Azi2), transcript variant 2, mRNA [NM_001048146]
	NM_001048146
	31.83808079
	64.00582315
	0.252 

	Serpinb6c
	Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 6c (Serpinb6c), mRNA [NM_148942]
	NM_148942
	26011.91307
	9413.348821
	0.252 

	
	lincRNA:chr15:3230734-3251196 reverse strand
	
	48.90512988
	153.4839662
	0.252 

	
	lincRNA:chr17:6455677-6476228 forward strand
	
	18.03237472
	42.62488338
	0.252 

	
	lincRNA:chr12:4133875-4243375 reverse strand
	
	12.92072646
	33.26332403
	0.252 

	
	lincRNA:chr17:15357376-15385701 forward strand
	
	14.67401876
	37.16538548
	0.252 

	
	lincRNA:chr4:90877414-90917198 forward strand
	
	13.41537759
	37.23677485
	0.252 

	
	
	
	14.0037963
	37.4552496
	0.252 

	
	BY109983 RIKEN full-length enriched, 15 days embryo whole body Mus musculus cDNA clone L330032J12 5', mRNA sequence [BY109983]
	BY109983
	16.49529356
	45.06959069
	0.252 

	
	lincRNA:chr17:15111725-15139800 reverse strand
	
	17.77694746
	107.5858357
	0.252 

	
	lincRNA:chr16:7947710-7948066 reverse strand
	
	29.85763485
	61.11753925
	0.252 

	Tbata
	Mus musculus thymus, brain and testes associated (Tbata), transcript variant 4, mRNA [NM_001017441]
	NM_001017441
	31.46167857
	63.59668592
	0.252 

	Prss58
	Mus musculus protease, serine 58 (Prss58), mRNA [NM_175020]
	NM_175020
	12.81111208
	44.75902206
	0.253 

	
	lincRNA:chr19:53624826-53625580 reverse strand
	
	16.49108096
	41.20834986
	0.253 

	Muc13
	Mus musculus mucin 13, epithelial transmembrane (Muc13), mRNA [NM_010739]
	NM_010739
	453.1805733
	191.4021629
	0.253 

	
	lincRNA:chr10:116814196-116920696 reverse strand
	
	19.78964925
	45.48931686
	0.253 

	Gm8350
	PREDICTED: Mus musculus predicted gene 8350 (Gm8350), transcript variant X3, misc_RNA [XR_402745]
	XR_402745
	224.4291197
	867.9599046
	0.254 

	Ubd
	Mus musculus ubiquitin D (Ubd), mRNA [NM_023137]
	NM_023137
	22483.56893
	2308.68846
	0.254 

	
	lincRNA:chr16:22718344-22725594 forward strand
	
	33.67000001
	85.53464854
	0.254 

	Arhgef4
	Rho guanine nucleotide exchange factor (GEF) 4 [Source:MGI Symbol;Acc:MGI:2442507] [ENSMUST00000159021]
	BC094608
	22.35564311
	46.96355358
	0.254 

	
	lincRNA:chr13:98221098-98480773 reverse strand
	
	16.09813688
	35.27466367
	0.254 

	
	lincRNA:chr11:104304424-104329824 forward strand
	
	12.34734411
	32.92925243
	0.254 

	Plxnc1
	Mus musculus plexin C1 (Plxnc1), mRNA [NM_018797]
	NM_018797
	166.2789536
	340.8780074
	0.254 

	Dyrk3
	Mus musculus dual-specificity tyrosine-(Y)-phosphorylation regulated kinase 3 (Dyrk3), mRNA [NM_145508]
	NM_145508
	2395.659334
	945.5992832
	0.254 

	Cul7
	Mus musculus cullin 7 (Cul7), mRNA [NM_025611]
	NM_025611
	8477.904052
	4097.342933
	0.254 

	Airn
	Mus musculus antisense Igf2r RNA (Airn), transcript variant 4, long non-coding RNA [NR_027784]
	NR_027784
	546.7998791
	164.8828307
	0.254 

	
	lincRNA:chr3:131128972-131163308 reverse strand
	
	61.72588384
	179.2804763
	0.254 

	Mmd2
	Mus musculus monocyte to macrophage differentiation-associated 2 (Mmd2), mRNA [NM_175217]
	NM_175217
	521.8932137
	1812.200765
	0.255 

	
	
	
	33.21104126
	11.39926969
	0.255 

	
	predicted gene 9930 [Source:MGI Symbol;Acc:MGI:3642400] [ENSMUST00000066742]
	AK032987
	12.70697676
	32.49246013
	0.255 

	Gdf10
	Mus musculus growth differentiation factor 10 (Gdf10), mRNA [NM_145741]
	NM_145741
	368.219522
	909.5184584
	0.255 

	
	lincRNA:chr6:140557582-140557917 forward strand
	
	16.64264482
	43.7593958
	0.255 

	
	immunoglobulin heavy constant mu [Source:MGI Symbol;Acc:MGI:96448] [ENSMUST00000103426]
	AK088666
	375.7745564
	179.347126
	0.255 

	1700040F17Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:1700040F17 product:hypothetical Lysine-rich region containing protein, full insert sequence. [AK006654]
	AK006654
	11.89595464
	31.05127152
	0.255 

	
	
	
	452.6460752
	105.9285201
	0.255 

	LOC102636485
	PREDICTED: Mus musculus uncharacterized LOC102636485 (LOC102636485), ncRNA [XR_390689]
	XR_390689
	13.721486
	35.51814102
	0.255 

	Cd163
	Mus musculus CD163 antigen (Cd163), transcript variant 2, mRNA [NM_053094]
	NM_053094
	27.25992848
	74.00583536
	0.255 

	
	
	
	1053.514769
	462.0354305
	0.255 

	Rasd1
	Mus musculus RAS, dexamethasone-induced 1 (Rasd1), mRNA [NM_009026]
	NM_009026
	54.70476013
	113.6936956
	0.255 

	
	lincRNA:chr8:49853937-49874087 reverse strand
	
	74.42154623
	36.90705507
	0.255 

	Tubb2b
	Mus musculus tubulin, beta 2B class IIB (Tubb2b), mRNA [NM_023716]
	NM_023716
	8400.066289
	721.3917092
	0.255 

	Fxyd2
	Mus musculus FXYD domain-containing ion transport regulator 2 (Fxyd2), transcript variant b, mRNA [NM_052823]
	NM_052823
	74.56439941
	190.3906675
	0.255 

	Ctnnd2
	Mus musculus catenin (cadherin associated protein), delta 2 (Ctnnd2), mRNA [NM_008729]
	NM_008729
	55.2608365
	26.11631809
	0.255 

	Abcc4
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 4 (Abcc4), transcript variant 1, mRNA [NM_001033336]
	NM_001033336
	6035.967581
	1079.387308
	0.255 

	Tubgcp6
	Mus musculus tubulin, gamma complex associated protein 6 (Tubgcp6), mRNA [NM_001163319]
	NM_001163319
	128.1981526
	55.9594135
	0.255 

	Ncam2
	Mus musculus neural cell adhesion molecule 2 (Ncam2), transcript variant 1, mRNA [NM_001113208]
	NM_001113208
	41.39440766
	10.66358361
	0.255 

	Mmp1b
	Mus musculus matrix metallopeptidase 1b (interstitial collagenase) (Mmp1b), mRNA [NM_032007]
	NM_032007
	12.02403822
	37.56295361
	0.255 

	Srd5a1
	Mus musculus steroid 5 alpha-reductase 1 (Srd5a1), mRNA [NM_175283]
	NM_175283
	13506.27729
	31063.87891
	0.256 

	LOC102637966
	PREDICTED: Mus musculus uncharacterized LOC102637966 (LOC102637966), transcript variant X1, ncRNA [XR_384443]
	XR_384443
	16.52911325
	39.64598044
	0.256 

	
	lincRNA:chr2:10237649-10287591 reverse strand
	
	14.83999013
	36.34126465
	0.256 

	
	lincRNA:chr5:100845342-100869667 forward strand
	
	28.03409857
	105.8374108
	0.256 

	Usp20
	Mus musculus ubiquitin specific peptidase 20 (Usp20), mRNA [NM_028846]
	NM_028846
	9197.693502
	4579.695286
	0.256 

	
	lincRNA:chr5:106982442-107045717 reverse strand
	
	114.9909774
	901.7476539
	0.256 

	
	
	
	14.90792627
	41.538871
	0.256 

	Esr1
	Mus musculus estrogen receptor 1 (alpha) (Esr1), mRNA [NM_007956]
	NM_007956
	333.8211522
	711.1507391
	0.256 

	Calml4
	Mus musculus calmodulin-like 4 (Calml4), transcript variant 1, mRNA [NM_138304]
	NM_138304
	2692.266845
	1120.477448
	0.256 

	
	
	
	55.29907392
	163.9787912
	0.256 

	Trim43b
	Mus musculus tripartite motif-containing 43B (Trim43b), mRNA [NM_001170884]
	NM_001170884
	56.82604032
	147.5714822
	0.256 

	Fcna
	Mus musculus ficolin A (Fcna), mRNA [NM_007995]
	NM_007995
	2572.791062
	5868.16266
	0.256 

	
	immunoglobulin heavy variable V1-7 [Source:MGI Symbol;Acc:MGI:3704122] [ENSMUST00000103496]
	FM179740
	26.08591024
	55.48727127
	0.256 

	
	immunoglobulin heavy variable 1-85 [Source:MGI Symbol;Acc:MGI:3645723] [ENSMUST00000103552]
	HF569572
	16.1790673
	45.19712408
	0.256 

	Usp20
	Mus musculus ubiquitin specific peptidase 20 (Usp20), mRNA [NM_028846]
	NM_028846
	9314.820256
	4600.220967
	0.256 

	AA684185
	PREDICTED: Mus musculus expressed sequence AA684185 (AA684185), misc_RNA [XR_386382]
	XR_386382
	18.54175819
	42.33683209
	0.256 

	Cep112
	Mus musculus centrosomal protein 112 (Cep112), transcript variant 2, mRNA [NM_029606]
	NM_029606
	550.3864361
	117.157473
	0.256 

	Baiap3
	Mus musculus BAI1-associated protein 3 (Baiap3), mRNA [NM_001163270]
	NM_001163270
	15.88480931
	43.58223378
	0.256 

	
	lincRNA:chr3:95445094-95445564 reverse strand
	
	13.43454734
	40.26613732
	0.256 

	
	lincRNA:chr3:52002170-52004411 forward strand
	
	16.07330655
	35.87754434
	0.257 

	Fam89a
	Mus musculus family with sequence similarity 89, member A (Fam89a), mRNA [NM_001081120]
	NM_001081120
	844.3452126
	380.2528354
	0.257 

	Greb1l
	Mus musculus growth regulation by estrogen in breast cancer-like (Greb1l), mRNA [NM_001083628]
	NM_001083628
	253.9787174
	89.34772015
	0.257 

	
	lincRNA:chr15:62007025-62090191 forward strand
	
	15.18060013
	106.8481453
	0.257 

	Pkmyt1
	Mus musculus protein kinase, membrane associated tyrosine/threonine 1 (Pkmyt1), mRNA [NM_023058]
	NM_023058
	2278.445347
	927.5613315
	0.257 

	
	
	
	37.42506222
	78.27999998
	0.257 

	Hcrt
	hypocretin [Source:MGI Symbol;Acc:MGI:1202306] [ENSMUST00000107360]
	
	20.19935822
	56.62666706
	0.257 

	Birc7
	Mus musculus baculoviral IAP repeat-containing 7 (livin) (Birc7), mRNA [NM_001163247]
	NM_001163247
	65.72977274
	132.1618407
	0.257 

	
	lincRNA:chr9:75316422-75332567 forward strand
	
	30.24897872
	74.80453592
	0.257 

	
	lincRNA:chr7:35405125-35415223 forward strand
	
	14.70064397
	57.0910752
	0.257 

	
	lincRNA:chr4:152297604-152298076 reverse strand
	
	29.57419423
	61.46630564
	0.257 

	Usp20
	Mus musculus ubiquitin specific peptidase 20 (Usp20), mRNA [NM_028846]
	NM_028846
	9408.66284
	4548.131542
	0.257 

	Olfr1513
	Mus musculus olfactory receptor 1513 (Olfr1513), mRNA [NM_001012269]
	NM_001012269
	13.14503624
	40.61847471
	0.257 

	
	
	
	16.67945756
	45.954647
	0.257 

	Tmem121
	Mus musculus transmembrane protein 121 (Tmem121), mRNA [NM_153776]
	NM_153776
	99.19497895
	19.04309652
	0.257 

	Dct
	Mus musculus dopachrome tautomerase (Dct), mRNA [NM_010024]
	NM_010024
	180.1014175
	570.6607148
	0.257 

	
	lincRNA:chr4:128207615-128242898 reverse strand
	
	19.21323264
	50.01571989
	0.257 

	Ces1g
	Mus musculus carboxylesterase 1G (Ces1g), mRNA [NM_021456]
	NM_021456
	20227.02837
	7711.151459
	0.257 

	Obp2a
	Mus musculus odorant binding protein 2A (Obp2a), mRNA [NM_153558]
	NM_153558
	12.07277941
	171.8325637
	0.257 

	Anks1b
	Mus musculus ankyrin repeat and sterile alpha motif domain containing 1B (Anks1b), transcript variant 4, mRNA [NM_001177397]
	NM_001177397
	17.31947139
	49.10872212
	0.258 

	
	
	
	328.8070908
	66.49558187
	0.258 

	
	lincRNA:chr5:52461266-52541416 forward strand
	
	27.1191511
	77.88002976
	0.258 

	Tcp11
	Mus musculus 0 day neonate eyeball cDNA, RIKEN full-length enriched library, clone:E130302P05 product:t-complex protein 11, full insert sequence. [AK053725]
	AK053725
	17.89543379
	45.02487917
	0.258 

	Notch1
	Mus musculus notch 1 (Notch1), mRNA [NM_008714]
	NM_008714
	20.95482844
	45.98196615
	0.258 

	
	immunoglobulin heavy constant mu [Source:MGI Symbol;Acc:MGI:96448] [ENSMUST00000103426]
	AK088666
	384.6828825
	163.1809587
	0.258 

	Vmn2r7
	vomeronasal 2, receptor 7 [Source:MGI Symbol;Acc:MGI:2441693] [ENSMUST00000050123]
	AK030224
	15.1967485
	39.79607876
	0.258 

	
	lincRNA:chr9:41300137-41301556 forward strand
	
	16.68424692
	52.27682884
	0.258 

	LOC102638793
	PREDICTED: Mus musculus X-linked lymphocyte-regulated protein PM1-like (LOC102638793), mRNA [XM_006541593]
	XM_006541593
	473.891627
	85.8728678
	0.258 

	Scd3
	Mus musculus stearoyl-coenzyme A desaturase 3 (Scd3), mRNA [NM_024450]
	NM_024450
	16.13348674
	62.61402075
	0.259 

	
	lincRNA:chr18:63363388-63365434 reverse strand
	
	24.25402649
	116.1925523
	0.259 

	
	lincRNA:chr15:102026122-102033725 reverse strand
	
	26.41180524
	67.13855824
	0.259 

	
	predicted gene 9964 [Source:MGI Symbol;Acc:MGI:3642605] [ENSMUST00000068448]
	AK039395
	17.18348632
	51.35938907
	0.259 

	Cyp4a31
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 31 (Cyp4a31), transcript variant 2, mRNA [NM_001252539]
	NM_001252539
	11205.31315
	37801.42029
	0.259 

	
	lincRNA:chr11:97457180-97487074 forward strand
	
	22.84111623
	52.62304934
	0.259 

	Usp20
	Mus musculus ubiquitin specific peptidase 20 (Usp20), mRNA [NM_028846]
	NM_028846
	10273.79101
	4751.817364
	0.259 

	
	lincRNA:chr7:3338500-3360725 forward strand
	
	17.51932809
	45.28422441
	0.259 

	
	lincRNA:chr5:22887983-22939658 reverse strand
	
	309.542678
	119.5066896
	0.259 

	
	lincRNA:chr9:40029344-40050160 reverse strand
	
	33.20061015
	81.32729132
	0.259 

	Abcb1b
	Mus musculus ATP-binding cassette, sub-family B (MDR/TAP), member 1B (Abcb1b), mRNA [NM_011075]
	NM_011075
	705.2723478
	180.4697852
	0.259 

	Mmp7
	Mus musculus matrix metallopeptidase 7 (Mmp7), mRNA [NM_010810]
	NM_010810
	788.0801643
	230.8303482
	0.259 

	Usp20
	Mus musculus ubiquitin specific peptidase 20 (Usp20), mRNA [NM_028846]
	NM_028846
	10005.58316
	4855.133571
	0.259 

	Phgdh
	Mus musculus 3-phosphoglycerate dehydrogenase (Phgdh), mRNA [NM_016966]
	NM_016966
	443.9061497
	99.71823264
	0.259 

	Adcy8
	Mus musculus adenylate cyclase 8 (Adcy8), mRNA [NM_009623]
	NM_009623
	20.91880253
	49.18025448
	0.259 

	
	
	
	14.25064223
	40.03692058
	0.259 

	Baalc
	Mus musculus brain and acute leukemia, cytoplasmic (Baalc), mRNA [NM_080640]
	NM_080640
	28.17541415
	113.6994255
	0.259 

	4933412E24Rik
	Mus musculus RIKEN cDNA 4933412E24 gene (4933412E24Rik), mRNA [NM_027668]
	NM_027668
	21.52915306
	51.51654586
	0.259 

	Tnfrsf10b
	Mus musculus tumor necrosis factor receptor superfamily, member 10b (Tnfrsf10b), mRNA [NM_020275]
	NM_020275
	1865.399622
	738.1148263
	0.259 

	
	
	
	60.81771191
	22.11923848
	0.259 

	Olfr391-ps
	Mus musculus olfactory receptor 391, pseudogene (Olfr391-ps), mRNA [NM_001159775]
	NM_001159775
	16.39544506
	50.38048042
	0.259 

	Olfr282
	Mus musculus olfactory receptor 282 (Olfr282), mRNA [NM_146457]
	NM_146457
	21.89590365
	59.53237904
	0.259 

	2010310C07Rik
	Mus musculus 0 day neonate skin cDNA, RIKEN full-length enriched library, clone:4631409P18 product:unclassifiable, full insert sequence. [AK028457]
	AK028457
	22.17055229
	44.40010416
	0.259 

	1100001G20Rik
	Mus musculus RIKEN cDNA 1100001G20 gene (1100001G20Rik), mRNA [NM_183249]
	NM_183249
	114572.0022
	236742.3088
	0.259 

	Mid1
	Mus musculus midline 1 (Mid1), transcript variant 4, mRNA [NM_001290505]
	NM_001290505
	63.56644765
	14.30791732
	0.259 

	Rec114
	Mus musculus REC114 meiotic recombination protein (Rec114), mRNA [NM_028598]
	NM_028598
	27.93160969
	60.20762453
	0.259 

	Kremen2
	Mus musculus kringle containing transmembrane protein 2 (Kremen2), mRNA [NM_028416]
	NM_028416
	19.25392175
	38.98134307
	0.259 

	Mturn
	Mus musculus maturin, neural progenitor differentiation regulator homolog (Xenopus) (Mturn), transcript variant 1, mRNA [NM_001289740]
	NM_001289740
	373.7570587
	186.6201992
	0.259 

	Gm5068
	PREDICTED: Mus musculus predicted gene 5068 (Gm5068), mRNA [XM_006516427]
	XM_006516427
	2881.533084
	1210.916191
	0.259 

	Apol8
	apolipoprotein L 8 [Source:MGI Symbol;Acc:MGI:2444921] [ENSMUST00000089450]
	AK046043
	18.15884682
	52.39476254
	0.259 

	Dbp
	Mus musculus D site albumin promoter binding protein (Dbp), mRNA [NM_016974]
	NM_016974
	21133.22262
	43231.93972
	0.260 

	Cyp2w1
	Mus musculus cytochrome P450, family 2, subfamily w, polypeptide 1 (Cyp2w1), mRNA [NM_001160265]
	NM_001160265
	20.12969213
	92.8248321
	0.260 

	P2rx5
	Mus musculus purinergic receptor P2X, ligand-gated ion channel, 5 (P2rx5), mRNA [NM_033321]
	NM_033321
	404.7170062
	148.7842514
	0.260 

	
	lincRNA:chr13:98571741-98603323 forward strand
	
	14.76708266
	40.43822592
	0.260 

	
	lincRNA:chr19:60261340-60273465 reverse strand
	
	14.58920757
	42.94310865
	0.260 

	Ptpn7
	Mus musculus protein tyrosine phosphatase, non-receptor type 7 (Ptpn7), mRNA [NM_177081]
	NM_177081
	15.96558721
	35.35660225
	0.260 

	Sox4
	SRY-box containing gene 4 [Source:MGI Symbol;Acc:MGI:98366] [ENSMUST00000067230]
	AK153771
	3940.24912
	1755.293909
	0.260 

	Cage1
	Mus musculus cancer antigen 1 (Cage1), mRNA [NM_027724]
	NM_027724
	228.9989003
	100.8638866
	0.260 

	Car11
	Mus musculus carbonic anhydrase 11 (Car11), mRNA [NM_009800]
	NM_009800
	69.81571183
	162.206014
	0.260 

	1700023F06Rik
	Mus musculus RIKEN cDNA 1700023F06 gene (1700023F06Rik), mRNA [NM_001254724]
	NM_001254724
	257.4989387
	87.58120143
	0.260 

	Serpinb6a
	Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 6a (Serpinb6a), transcript variant 3, mRNA [NM_001164118]
	NM_001164118
	32679.9173
	12219.71938
	0.261 

	Ppapdc3
	Mus musculus phosphatidic acid phosphatase type 2 domain containing 3 (Ppapdc3), mRNA [NM_145521]
	NM_145521
	438.2886212
	167.298315
	0.261 

	Fam89a
	Mus musculus family with sequence similarity 89, member A (Fam89a), mRNA [NM_001081120]
	NM_001081120
	4999.988738
	2266.963663
	0.261 

	
	
	
	257.1148874
	877.0855849
	0.261 

	
	lincRNA:chr14:55671783-55680316 reverse strand
	
	397.9483909
	835.8587942
	0.261 

	
	lincRNA:chr6:145647711-145756861 reverse strand
	
	40.8878333
	113.6462791
	0.261 

	
	lincRNA:chr8:18895366-18925423 forward strand
	
	33.43287
	75.99516279
	0.261 

	Cyp4a31
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 31 (Cyp4a31), transcript variant 2, mRNA [NM_001252539]
	NM_001252539
	4170.401339
	13777.4244
	0.261 

	
	
	
	499.4905057
	129.3497864
	0.261 

	Phc2
	polyhomeotic-like 2 (Drosophila) [Source:MGI Symbol;Acc:MGI:1860454] [ENSMUST00000120946]
	XM_006503237
	85.43961639
	42.16365718
	0.261 

	Msantd3
	Mus musculus Myb/SANT-like DNA-binding domain containing 3 (Msantd3), transcript variant 1, mRNA [NM_001145924]
	NM_001145924
	1834.057517
	366.384169
	0.261 

	LOC102633266
	PREDICTED: Mus musculus uncharacterized LOC102633266 (LOC102633266), transcript variant X1, ncRNA [XR_383640]
	XR_383640
	15.42402358
	44.47310683
	0.261 

	
	lincRNA:chr11:97457180-97487074 forward strand
	
	47.20429364
	97.31863874
	0.262 

	
	lincRNA:chr5:143676800-143704125 forward strand
	
	32.20025948
	71.93406735
	0.262 

	Vps37a
	Mus musculus vacuolar protein sorting 37A (yeast) (Vps37a), mRNA [NM_033560]
	NM_033560
	18.6452612
	44.8856621
	0.262 

	Vmn1r207-ps
	Mus musculus vomeronasal 1 receptor 207, pseudogene (Vmn1r207-ps), mRNA [NM_001166709]
	NM_001166709
	29.40592448
	59.2677959
	0.262 

	2610203C22Rik
	Mus musculus RIKEN cDNA 2610203C22 gene (2610203C22Rik), long non-coding RNA [NR_015470]
	NR_015470
	72.04754486
	26.41312996
	0.263 

	
	lincRNA:chr12:88154776-88184372 forward strand
	
	16.50293249
	37.98643764
	0.263 

	Zbtb7c
	Mus musculus zinc finger and BTB domain containing 7C (Zbtb7c), mRNA [NM_145356]
	NM_145356
	53.97838006
	15.86719044
	0.263 

	D830024N08Rik
	Mus musculus 16 days neonate heart cDNA, RIKEN full-length enriched library, clone:D830024N08 product:unclassifiable, full insert sequence. [AK085891]
	AK085891
	30.32241629
	60.86708388
	0.263 

	
	lincRNA:chr14:21621875-21638625 reverse strand
	
	40.37874442
	87.36562365
	0.263 

	Als2cr12
	Mus musculus amyotrophic lateral sclerosis 2 (juvenile) chromosome region, candidate 12 (human) (Als2cr12), mRNA [NM_175370]
	NM_175370
	103.2454455
	710.950123
	0.263 

	Cyp4a10
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 10 (Cyp4a10), mRNA [NM_010011]
	NM_010011
	85456.17391
	246905.16
	0.263 

	Rasgrf2
	Mus musculus RAS protein-specific guanine nucleotide-releasing factor 2 (Rasgrf2), mRNA [NM_009027]
	NM_009027
	58.89662766
	19.03217996
	0.263 

	
	lincRNA:chr8:108098325-108110775 reverse strand
	
	29.64435461
	63.39586328
	0.263 

	
	
	
	727.3904777
	153.9349015
	0.263 

	Gm14964
	Mus musculus adult male corpora quadrigemina cDNA, RIKEN full-length enriched library, clone:B230312L03 product:hypothetical protein, full insert sequence. [AK045826]
	AK045826
	487.716034
	79.29673221
	0.263 

	
	
	
	1226.552376
	244.5254925
	0.263 

	
	lincRNA:chr4:146889506-146890173 forward strand
	
	26.3719104
	76.65770829
	0.263 

	Wfikkn2
	Mus musculus WAP, follistatin/kazal, immunoglobulin, kunitz and netrin domain containing 2 (Wfikkn2), mRNA [NM_181819]
	NM_181819
	22.66307247
	60.67456451
	0.263 

	Slitrk3
	Mus musculus SLIT and NTRK-like family, member 3 (Slitrk3), mRNA [NM_198864]
	NM_198864
	16.4892054
	35.61498497
	0.263 

	
	lincRNA:chr8:125031410-125075960 forward strand
	
	33.4726377
	73.73838896
	0.263 

	Kif2c
	Mus musculus kinesin family member 2C (Kif2c), transcript variant 2, mRNA [NM_001290662]
	NM_001290662
	119.6321238
	35.79416391
	0.263 

	Syn2
	Mus musculus synapsin II (Syn2), transcript variant IIb, mRNA [NM_013681]
	NM_013681
	187.7942466
	21.67010647
	0.263 

	Gpr34
	Mus musculus G protein-coupled receptor 34 (Gpr34), mRNA [NM_011823]
	NM_011823
	72.13837145
	21.92842859
	0.263 

	
	immunoglobulin heavy constant mu [Source:MGI Symbol;Acc:MGI:96448] [ENSMUST00000103426]
	AK088666
	382.5090224
	174.0143966
	0.263 

	
	lincRNA:chr2:60038543-60046318 forward strand
	
	14.22096838
	39.69167326
	0.264 

	
	lincRNA:chr3:96074625-96086375 forward strand
	
	13.66065066
	34.41920468
	0.264 

	Cntfr
	Mus musculus ciliary neurotrophic factor receptor (Cntfr), transcript variant 2, mRNA [NM_001136056]
	NM_001136056
	63.09759102
	205.6777268
	0.264 

	Usp20
	Mus musculus ubiquitin specific peptidase 20 (Usp20), mRNA [NM_028846]
	NM_028846
	9317.423171
	4529.961858
	0.264 

	Cyp4a14
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 14 (Cyp4a14), mRNA [NM_007822]
	NM_007822
	212497.9457
	432892.7702
	0.264 

	Olfr1031
	Mus musculus olfactory receptor 1031 (Olfr1031), mRNA [NM_001011759]
	NM_001011759
	14.71509266
	32.53985566
	0.264 

	Cap2
	Mus musculus CAP, adenylate cyclase-associated protein, 2 (yeast) (Cap2), mRNA [NM_026056]
	NM_026056
	80.10519536
	23.90943654
	0.264 

	Pak6
	Mus musculus p21 protein (Cdc42/Rac)-activated kinase 6 (Pak6), transcript variant 1, mRNA [NM_001033254]
	NM_001033254
	388.4773526
	178.332168
	0.264 

	
	lincRNA:chr5:112220574-112234709 forward strand
	
	26.31652112
	65.68588806
	0.264 

	
	lincRNA:chr5:143196275-143207575 reverse strand
	
	15.29244362
	54.61470654
	0.264 

	Krt36
	Mus musculus keratin 36 (Krt36), mRNA [NM_001174099]
	NM_001174099
	15.10462819
	43.63892738
	0.264 

	4.93E+23
	PREDICTED: Mus musculus uncharacterized protein 4932416E17 (4932416E17), ncRNA [XR_381064]
	XR_381064
	39.16858733
	78.48733546
	0.264 

	
	lincRNA:chr10:92547995-92556102 forward strand
	
	49.00105371
	116.94393
	0.264 

	Cxcr4
	Mus musculus chemokine (C-X-C motif) receptor 4 (Cxcr4), mRNA [NM_009911]
	NM_009911
	168.4880679
	78.0325863
	0.265 

	
	lincRNA:chr7:129294166-129301366 reverse strand
	
	29.0178012
	65.15752247
	0.265 

	
	
	
	74.43978783
	231.1657721
	0.265 

	
	lincRNA:chr6:39266990-39267508 reverse strand
	
	17.99983098
	39.20242586
	0.265 

	
	lincRNA:chr11:60728207-60745369 forward strand
	
	24.06746224
	48.5506922
	0.265 

	Plch1
	Mus musculus phospholipase C, eta 1 (Plch1), transcript variant 3, mRNA [NM_001177732]
	NM_001177732
	89.22645831
	27.54265944
	0.265 

	Cyp4a10
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 10 (Cyp4a10), mRNA [NM_010011]
	NM_010011
	19739.48914
	67091.71448
	0.265 

	Lrriq4
	Mus musculus leucine-rich repeats and IQ motif containing 4 (Lrriq4), transcript variant 1, mRNA [NM_026668]
	NM_026668
	24.73180013
	62.32484327
	0.265 

	
	lincRNA:chr15:32708654-32725622 forward strand
	
	21.22973796
	47.17407396
	0.265 

	Mmp24
	Mus musculus matrix metallopeptidase 24 (Mmp24), mRNA [NM_010808]
	NM_010808
	104.6713608
	20.17069887
	0.265 

	Gm6756
	Mus musculus predicted gene 6756 (Gm6756), non-coding RNA [NR_076393]
	NR_076393
	1031.990283
	182.6479069
	0.265 

	
	lincRNA:chr2:65240793-65292293 forward strand
	
	32.08914146
	76.60003871
	0.265 

	
	lincRNA:chr4:88542373-88589148 forward strand
	
	13.54861744
	80.33368326
	0.265 

	Dusp4
	Mus musculus dual specificity phosphatase 4 (Dusp4), mRNA [NM_176933]
	NM_176933
	434.909698
	141.7968357
	0.265 

	Lgr5
	Mus musculus leucine rich repeat containing G protein coupled receptor 5 (Lgr5), mRNA [NM_010195]
	NM_010195
	2970.685794
	1212.303615
	0.265 

	
	lincRNA:chr13:53100475-53113850 reverse strand
	
	19.10296148
	41.18810111
	0.265 

	
	lincRNA:chr11:99048975-99062425 reverse strand
	
	22.44033642
	47.64781189
	0.265 

	
	lincRNA:chr9:58301467-58323783 forward strand
	
	46.77690682
	109.0262893
	0.265 

	
	lincRNA:chr4:97144314-97144755 reverse strand
	
	16.47433374
	40.65228806
	0.265 

	Olfr95
	Mus musculus olfactory receptor 95 (Olfr95), mRNA [NM_146513]
	NM_146513
	18.6120548
	57.42397962
	0.265 

	
	lincRNA:chr4:132897264-132910714 reverse strand
	
	16.5631736
	46.00794516
	0.265 

	
	lincRNA:chr7:30645026-30667034 forward strand
	
	39.61885474
	89.38219411
	0.265 

	St14
	Mus musculus suppression of tumorigenicity 14 (colon carcinoma) (St14), mRNA [NM_011176]
	NM_011176
	1775.830802
	301.4197778
	0.265 

	
	lincRNA:chr13:98571741-98603323 forward strand
	
	22.88698122
	64.32028896
	0.265 

	Usp20
	Mus musculus ubiquitin specific peptidase 20 (Usp20), mRNA [NM_028846]
	NM_028846
	9278.706837
	4622.908897
	0.266 

	
	lincRNA:chr9:41137539-41353289 reverse strand
	
	15.89965975
	50.97758571
	0.266 

	
	lincRNA:chr13:98221098-98480773 forward strand
	
	21.72882809
	69.44055806
	0.266 

	Dct
	Mus musculus dopachrome tautomerase (Dct), mRNA [NM_010024]
	NM_010024
	373.1873484
	1099.454576
	0.266 

	
	lincRNA:chr15:41486232-41499767 reverse strand
	
	24.81138988
	68.7129445
	0.266 

	
	lincRNA:chr11:96111499-96126224 forward strand
	
	16.93784207
	46.8105189
	0.266 

	Cpt1b
	Mus musculus carnitine palmitoyltransferase 1b, muscle (Cpt1b), mRNA [NM_009948]
	NM_009948
	824.0855626
	370.4579099
	0.267 

	G6pd2
	Mus musculus glucose-6-phosphate dehydrogenase 2 (G6pd2), mRNA [NM_019468]
	NM_019468
	59.51129555
	26.0498639
	0.267 

	1100001G20Rik
	Mus musculus RIKEN cDNA 1100001G20 gene (1100001G20Rik), mRNA [NM_183249]
	NM_183249
	118611.4554
	241598.5609
	0.267 

	Plet1
	Mus musculus placenta expressed transcript 1 (Plet1), mRNA [NM_029639]
	NM_029639
	104.0993839
	44.1674084
	0.267 

	
	lincRNA:chr2:129416848-129417413 reverse strand
	
	31.71775856
	76.74980842
	0.267 

	
	
	
	250.3380799
	560.9369716
	0.267 

	
	lincRNA:chr6:82608223-82669023 forward strand
	
	25.09425726
	55.56104333
	0.267 

	
	lincRNA:chr2:72818943-72826893 forward strand
	
	26.54652449
	70.39312222
	0.267 

	1700007F19Rik
	Mus musculus RIKEN cDNA 1700007F19 gene (1700007F19Rik), long non-coding RNA [NR_040538]
	NR_040538
	168.2408483
	49.97024036
	0.267 

	1100001G20Rik
	Mus musculus RIKEN cDNA 1100001G20 gene (1100001G20Rik), mRNA [NM_183249]
	NM_183249
	119805.6628
	246284.3833
	0.267 

	Tinag
	Mus musculus tubulointerstitial nephritis antigen (Tinag), mRNA [NM_012033]
	NM_012033
	287.0869901
	112.0361491
	0.267 

	
	lincRNA:chr12:33808493-33829143 forward strand
	
	11.96806181
	31.02108696
	0.267 

	Mirg
	Mus musculus miRNA containing gene (Mirg), long non-coding RNA [NR_028265]
	NR_028265
	123.347726
	304.0324416
	0.267 

	1100001G20Rik
	Mus musculus RIKEN cDNA 1100001G20 gene (1100001G20Rik), mRNA [NM_183249]
	NM_183249
	118343.2119
	243592.4641
	0.267 

	Tubb2b
	Mus musculus tubulin, beta 2B class IIB (Tubb2b), mRNA [NM_023716]
	NM_023716
	1845.327891
	298.8507086
	0.267 

	1100001G20Rik
	Mus musculus RIKEN cDNA 1100001G20 gene (1100001G20Rik), mRNA [NM_183249]
	NM_183249
	116684.4586
	236572.3227
	0.267 

	Phgdh
	Mus musculus 3-phosphoglycerate dehydrogenase (Phgdh), mRNA [NM_016966]
	NM_016966
	618.2065378
	150.7361812
	0.267 

	Gli1
	Mus musculus activated spleen cDNA, RIKEN full-length enriched library, clone:F830115E19 product:GLI-Kruppel family member GLI, full insert sequence. [AK157048]
	AK157048
	23.40090856
	54.65001335
	0.267 

	
	lincRNA:chr5:75186625-75186910 forward strand
	
	28.01078539
	78.44275548
	0.267 

	Gm5134
	Mus musculus predicted gene 5134 (Gm5134), mRNA [NM_198635]
	NM_198635
	21.4938696
	59.44846346
	0.267 

	Lrp2
	Mus musculus low density lipoprotein receptor-related protein 2 (Lrp2), mRNA [NM_001081088]
	NM_001081088
	19.82974196
	57.63683412
	0.267 

	Endod1
	Mus musculus endonuclease domain containing 1 (Endod1), mRNA [NM_028013]
	NM_028013
	4335.415929
	1605.234686
	0.267 

	1100001G20Rik
	Mus musculus RIKEN cDNA 1100001G20 gene (1100001G20Rik), mRNA [NM_183249]
	NM_183249
	117595.7337
	238259.3207
	0.267 

	Scn3a
	sodium channel, voltage-gated, type III, alpha [Source:MGI Symbol;Acc:MGI:98249] [ENSMUST00000155838]
	L42337
	15.72230289
	35.94129599
	0.267 

	
	lincRNA:chr6:11996975-12037300 reverse strand
	
	15.59904463
	31.37564664
	0.267 

	2900092C05Rik
	Mus musculus RIKEN cDNA 2900092C05 gene (2900092C05Rik), mRNA [NM_028434]
	NM_028434
	11.62962737
	84.89033828
	0.267 

	Slco1a1
	Mus musculus solute carrier organic anion transporter family, member 1a1 (Slco1a1), mRNA [NM_013797]
	NM_013797
	137.7666071
	1316.212881
	0.267 

	Ccl8
	Mus musculus chemokine (C-C motif) ligand 8 (Ccl8), mRNA [NM_021443]
	NM_021443
	693.87605
	124.3966968
	0.267 

	Abcc1
	Mus musculus ATP-binding cassette, sub-family C (CFTR/MRP), member 1 (Abcc1), mRNA [NM_008576]
	NM_008576
	510.6341748
	217.7494209
	0.267 

	B230319C09Rik
	Mus musculus RIKEN cDNA B230319C09 gene (B230319C09Rik), long non-coding RNA [NR_028382]
	NR_028382
	17.55548443
	35.16773487
	0.267 

	
	lincRNA:chr15:66684765-66685491 forward strand
	
	53.36182504
	16.30944081
	0.267 

	Fut10
	Mus musculus fucosyltransferase 10 (Fut10), transcript variant 3, mRNA [NM_134161]
	NM_134161
	157.9186693
	74.49170026
	0.267 

	
	lincRNA:chr5:22890322-22939119 reverse strand
	
	284.3128378
	111.0442712
	0.267 

	
	
	
	19.18181953
	45.80733281
	0.267 

	Aars
	alanyl-tRNA synthetase [Source:MGI Symbol;Acc:MGI:2384560] [ENSMUST00000034441]
	BC033273
	27.82923341
	57.6147195
	0.267 

	
	lincRNA:chr3:30032959-30079659 forward strand
	
	18.40202626
	49.52857783
	0.267 

	
	
	
	20.22643697
	59.50580489
	0.267 

	Bmp8b
	Mus musculus bone morphogenetic protein 8b (Bmp8b), mRNA [NM_007559]
	NM_007559
	1826.203781
	910.4134385
	0.267 

	Trim55
	Mus musculus tripartite motif-containing 55 (Trim55), mRNA [NM_001081281]
	NM_001081281
	18.96186086
	42.82497341
	0.267 

	1100001G20Rik
	Mus musculus RIKEN cDNA 1100001G20 gene (1100001G20Rik), mRNA [NM_183249]
	NM_183249
	120295.8184
	246518.7378
	0.267 

	9330179D12Rik
	Mus musculus RIKEN cDNA 9330179D12 gene (9330179D12Rik), transcript variant 1, long non-coding RNA [NR_040273]
	NR_040273
	69.45784845
	24.90849838
	0.267 

	Olfr557
	Mus musculus olfactory receptor 557 (Olfr557), mRNA [NM_146361]
	NM_146361
	13.26601851
	28.56726815
	0.268 

	Tgtp1
	Mus musculus T cell specific GTPase 1 (Tgtp1), mRNA [NM_011579]
	NM_011579
	63.64234987
	132.3746364
	0.268 

	
	lincRNA:chr11:95359115-95369547 forward strand
	
	22.63156094
	51.99943293
	0.269 

	
	lincRNA:chr8:35143801-35144482 forward strand
	
	21.70007855
	54.1106274
	0.269 

	Slpi
	Mus musculus secretory leukocyte peptidase inhibitor (Slpi), mRNA [NM_011414]
	NM_011414
	32241.71016
	8833.057805
	0.269 

	
	lincRNA:chr12:77544397-77564122 reverse strand
	
	14.22277145
	29.51083067
	0.269 

	BC107364
	Mus musculus cDNA sequence BC107364 (BC107364), transcript variant 2, mRNA [NM_001256181]
	NM_001256181
	17.40304736
	37.3217805
	0.269 

	
	lincRNA:chr2:130697320-130729670 forward strand
	
	15.73501468
	43.56242652
	0.270 

	Cd300e
	Mus musculus CD300e antigen (Cd300e), mRNA [NM_172050]
	NM_172050
	794.9261044
	1733.812829
	0.270 

	
	
	
	18.30636294
	47.88210748
	0.270 

	Foxl2os
	Mus musculus forkhead box L2, opposite strand (Foxl2os), long non-coding RNA [NR_003248]
	NR_003248
	11.36211399
	112.6410455
	0.270 

	Kbtbd12
	Mus musculus kelch repeat and BTB (POZ) domain containing 12 (Kbtbd12), mRNA [NM_001278671]
	NM_001278671
	37.85026471
	11.92220894
	0.271 

	
	lincRNA:chr15:86035939-86042539 reverse strand
	
	21.47486629
	54.75611889
	0.271 

	LOC102635514
	PREDICTED: Mus musculus serine palmitoyltransferase small subunit A-like (LOC102635514), mRNA [XM_006515307]
	XM_006515307
	24.81699471
	55.43900961
	0.271 

	Dlx6
	Mus musculus distal-less homeobox 6 (Dlx6), mRNA [NM_010057]
	NM_010057
	29.84481487
	88.25138281
	0.271 

	Chrnb1
	Mus musculus cholinergic receptor, nicotinic, beta polypeptide 1 (muscle) (Chrnb1), mRNA [NM_009601]
	NM_009601
	196.9820697
	26.48119009
	0.271 

	Cdkn2b
	Mus musculus cyclin-dependent kinase inhibitor 2B (p15, inhibits CDK4) (Cdkn2b), mRNA [NM_007670]
	NM_007670
	206.7521408
	60.63841629
	0.271 

	
	lincRNA:chr7:88668948-88678046 forward strand
	
	79.70997824
	11.53941589
	0.271 

	Ptf1a
	Mus musculus pancreas specific transcription factor, 1a (Ptf1a), mRNA [NM_018809]
	NM_018809
	13.84812404
	29.31500322
	0.271 

	Smr2
	Mus musculus submaxillary gland androgen regulated protein 2 (Smr2), transcript variant 2, mRNA [NM_001252679]
	NM_001252679
	15.56804237
	40.0785864
	0.271 

	Prss8
	Mus musculus protease, serine 8 (prostasin) (Prss8), mRNA [NM_133351]
	NM_133351
	2733.216145
	1079.887343
	0.271 

	
	
	
	33.42791891
	82.0547627
	0.271 

	Rdh9
	Mus musculus retinol dehydrogenase 9 (Rdh9), mRNA [NM_153133]
	NM_153133
	11576.28101
	4643.045206
	0.271 

	
	lincRNA:chr12:89519675-89533975 forward strand
	
	30.86370695
	61.87407844
	0.271 

	
	lincRNA:chr6:37732925-37784092 forward strand
	
	29.71696432
	61.00974359
	0.271 

	Ankrd36
	Mus musculus ankyrin repeat domain 36 (Ankrd36), mRNA [NM_023816]
	NM_023816
	29.67572881
	70.63013068
	0.271 

	Cap2
	Mus musculus CAP, adenylate cyclase-associated protein, 2 (yeast) (Cap2), mRNA [NM_026056]
	NM_026056
	52.29228138
	15.94901967
	0.271 

	Wnt8b
	Mus musculus wingless related MMTV integration site 8b (Wnt8b), mRNA [NM_011720]
	NM_011720
	9.174874827
	119.3252854
	0.271 

	BC030307
	Mus musculus cDNA sequence BC030307 (BC030307), transcript variant 3, mRNA [NM_001003910]
	NM_001003910
	106.8735594
	264.0296464
	0.271 

	Slc25a24
	Mus musculus solute carrier family 25 (mitochondrial carrier, phosphate carrier), member 24 (Slc25a24), mRNA [NM_172685]
	NM_172685
	3045.142349
	576.4447085
	0.271 

	
	lincRNA:chr9:106170918-106177894 reverse strand
	
	18.00432705
	46.56649087
	0.271 

	
	lincRNA:chr1:122655019-122660142 forward strand
	
	18.67908132
	38.0458735
	0.271 

	
	
	
	17.21320119
	43.32145554
	0.271 

	Fat1
	Mus musculus FAT tumor suppressor homolog 1 (Drosophila) (Fat1), mRNA [NM_001081286]
	NM_001081286
	11860.54963
	4638.472057
	0.271 

	Slc7a11
	Mus musculus solute carrier family 7 (cationic amino acid transporter, y+ system), member 11 (Slc7a11), mRNA [NM_011990]
	NM_011990
	969.8232477
	20.3292284
	0.271 

	Actc1
	Mus musculus actin, alpha, cardiac muscle 1 (Actc1), mRNA [NM_009608]
	NM_009608
	156.2581236
	37.82421333
	0.272 

	E030018B13Rik
	Mus musculus RIKEN cDNA E030018B13 gene (E030018B13Rik), mRNA [NM_001256311]
	NM_001256311
	24.99194563
	166.7488545
	0.272 

	
	Mus musculus mRNA for T-Cell receptor alpha chain (TRAV gene), 5'UTR. [AJ311366]
	AJ311366
	13.71792858
	29.65945308
	0.272 

	Lax1
	Mus musculus lymphocyte transmembrane adaptor 1 (Lax1), transcript variant 2, mRNA [NM_172842]
	NM_172842
	14.95229515
	34.87546661
	0.272 

	Trip13
	Mus musculus thyroid hormone receptor interactor 13 (Trip13), mRNA [NM_027182]
	NM_027182
	740.4713199
	328.6186557
	0.272 

	
	lincRNA:chr7:3309825-3331151 reverse strand
	
	14.51316935
	30.95138008
	0.272 

	
	lincRNA:chr4:128207615-128242898 forward strand
	
	34.68990317
	72.65665793
	0.272 

	
	lincRNA:chr6:90745692-90777977 reverse strand
	
	26.78233747
	55.19034931
	0.272 

	Xpr1
	xenotropic and polytropic retrovirus receptor 1 [Source:MGI Symbol;Acc:MGI:97932] [ENSMUST00000129271]
	BC075721
	185.2027362
	73.54672072
	0.272 

	
	lincRNA:chr6:129151512-129208737 forward strand
	
	15.66077195
	43.31507501
	0.272 

	
	immunoglobulin heavy constant mu [Source:MGI Symbol;Acc:MGI:96448] [ENSMUST00000103426]
	AK088666
	396.7783866
	189.6890918
	0.273 

	Vash1
	Mus musculus vasohibin 1 (Vash1), mRNA [NM_177354]
	NM_177354
	851.1140324
	398.7948848
	0.273 

	
	lincRNA:chr4:119967625-119978325 forward strand
	
	38.83128116
	122.6454098
	0.273 

	1100001G20Rik
	Mus musculus RIKEN cDNA 1100001G20 gene (1100001G20Rik), mRNA [NM_183249]
	NM_183249
	115390.5258
	234560.1468
	0.273 

	LOC102642086
	PREDICTED: Mus musculus h-2 class I histocompatibility antigen, D-37 alpha chain-like (LOC102642086), partial mRNA [XM_006544721]
	XM_006544721
	18.41700594
	82.1688573
	0.273 

	Pabpc6
	Mus musculus poly(A) binding protein, cytoplasmic 6 (Pabpc6), mRNA [NM_001163836]
	NM_001163836
	19.38768985
	66.13842716
	0.273 

	
	lincRNA:chr7:3338500-3360725 forward strand
	
	18.98308744
	40.51456888
	0.273 

	Abhd11os
	AGENCOURT_10254293 NIH_MGC_143 Mus musculus cDNA clone IMAGE:6582219 5', mRNA sequence [BU554875]
	BU554875
	15.6585501
	34.66613337
	0.273 

	Cacna1d
	Mus musculus calcium channel, voltage-dependent, L type, alpha 1D subunit (Cacna1d), transcript variant 2, mRNA [NM_001083616]
	NM_001083616
	35.61824368
	80.74446695
	0.273 

	Ncr1
	Mus musculus natural cytotoxicity triggering receptor 1 (Ncr1), mRNA [NM_010746]
	NM_010746
	23.70049479
	51.44510997
	0.273 

	LOC101056136
	Mus musculus disks large homolog 5-like (LOC101056136), long non-coding RNA [NR_105055]
	NR_105055
	15.7763547
	35.7578989
	0.273 

	
	lincRNA:chr5:112205091-112240992 forward strand
	
	18.19934085
	42.43356946
	0.273 

	
	lincRNA:chr7:3338500-3360725 reverse strand
	
	16.58793523
	36.28521437
	0.273 

	
	lincRNA:chr3:58118325-58136550 reverse strand
	
	29.77685004
	72.54523018
	0.273 

	Tmem246
	Mus musculus transmembrane protein 246 (Tmem246), mRNA [NM_025944]
	NM_025944
	969.9586085
	172.2178047
	0.273 

	Sema7a
	Mus musculus sema domain, immunoglobulin domain (Ig), and GPI membrane anchor, (semaphorin) 7A (Sema7a), mRNA [NM_011352]
	NM_011352
	692.9568122
	94.26534406
	0.274 

	
	Mus musculus 9 days embryo whole body cDNA, RIKEN full-length enriched library, clone:D030030M01 product:unclassifiable, full insert sequence. [AK083495]
	AK083495
	42.21632208
	15.92750237
	0.274 

	Clec12b
	Mus musculus C-type lectin domain family 12, member B (Clec12b), transcript variant 1, mRNA [NM_001204223]
	NM_001204223
	92.70340105
	12.81502369
	0.274 

	Frrs1
	PREDICTED: Mus musculus ferric-chelate reductase 1 (Frrs1), transcript variant X1, mRNA [XM_006501184]
	XM_006501184
	39.40528608
	17.30281847
	0.274 

	
	lincRNA:chr7:31993375-31999171 forward strand
	
	32.62652654
	14.92661342
	0.274 

	
	lincRNA:chr9:55921147-55921563 forward strand
	
	25.50718544
	63.03941671
	0.274 

	
	
	
	14.52332391
	34.44985949
	0.274 

	Ccl24
	Mus musculus chemokine (C-C motif) ligand 24 (Ccl24), mRNA [NM_019577]
	NM_019577
	530.2079731
	1937.963201
	0.275 

	Trip13
	Mus musculus thyroid hormone receptor interactor 13 (Trip13), mRNA [NM_027182]
	NM_027182
	698.9157302
	317.5242859
	0.275 

	Rragd
	Mus musculus Ras-related GTP binding D (Rragd), mRNA [NM_027491]
	NM_027491
	320.5925883
	66.60345802
	0.275 

	Copg2os2
	Mus musculus coatomer protein complex, subunit gamma 2, opposite strand 2 (Copg2os2), long non-coding RNA [NR_002845]
	NR_002845
	108.405022
	42.78098775
	0.275 

	H1fx
	Mus musculus H1 histone family, member X (H1fx), mRNA [NM_198622]
	NM_198622
	86.743542
	38.58656954
	0.275 

	
	lincRNA:chr14:20893694-20903726 reverse strand
	
	33.0595187
	82.23315061
	0.275 

	
	lincRNA:chr4:155585650-155608700 forward strand
	
	22.07389076
	48.75118978
	0.275 

	
	lincRNA:chr15:79284348-79284948 reverse strand
	
	18.41266441
	41.82839706
	0.275 

	Nell1
	Mus musculus NEL-like 1 (Nell1), mRNA [NM_001037906]
	NM_001037906
	75.43476037
	152.1798725
	0.275 

	
	lincRNA:chr5:105032961-105037248 forward strand
	
	53.96223787
	118.751819
	0.275 

	
	
	
	24.39355128
	48.79633773
	0.275 

	
	lincRNA:chr6:86776350-86799450 forward strand
	
	12.54200539
	28.95368195
	0.275 

	Sytl3
	Mus musculus synaptotagmin-like 3 (Sytl3), transcript variant 1, mRNA [NM_031395]
	NM_031395
	164.676098
	58.72316254
	0.275 

	
	lincRNA:chr18:35974770-35975091 forward strand
	
	30.63601059
	65.86463642
	0.275 

	
	
	
	164.0582654
	339.4255016
	0.275 

	Trip13
	Mus musculus thyroid hormone receptor interactor 13 (Trip13), mRNA [NM_027182]
	NM_027182
	669.4444375
	301.3978794
	0.275 

	
	
	
	574.1922128
	110.857837
	0.277 

	Drd4
	Mus musculus dopamine receptor D4 (Drd4), mRNA [NM_007878]
	NM_007878
	44.34502438
	141.2138531
	0.277 

	Cbx7
	Mus musculus chromobox 7 (Cbx7), mRNA [NM_144811]
	NM_144811
	18.74920293
	47.45144314
	0.277 

	4930474H20Rik
	Mus musculus RIKEN cDNA 4930474H20 gene (4930474H20Rik), long non-coding RNA [NR_045712]
	NR_045712
	62.81882086
	22.8162216
	0.277 

	LOC102641688
	PREDICTED: Mus musculus interferon-activable protein 204-like (LOC102641688), mRNA [XM_006544649]
	XM_006544649
	91.15608492
	201.2098628
	0.277 

	Axin2
	Mus musculus axin2 (Axin2), mRNA [NM_015732]
	NM_015732
	172.2849028
	82.21737672
	0.277 

	Tcf15
	Mus musculus transcription factor 15 (Tcf15), mRNA [NM_009328]
	NM_009328
	217.3003585
	29.65863767
	0.277 

	Degs2
	Mus musculus degenerative spermatocyte homolog 2 (Drosophila), lipid desaturase (Degs2), transcript variant 1, mRNA [NM_027299]
	NM_027299
	817.3153217
	112.1709874
	0.277 

	
	lincRNA:chr19:36699712-36763966 reverse strand
	
	286.7295336
	835.1371652
	0.277 

	Scube3
	signal peptide, CUB domain, EGF-like 3 [Source:MGI Symbol;Acc:MGI:3045253] [ENSMUST00000043503]
	XM_006524323
	865.6038906
	113.1694806
	0.277 

	
	lincRNA:chr6:28164118-28165468 forward strand
	
	26.27678473
	103.2253125
	0.277 

	Plekhs1
	Mus musculus pleckstrin homology domain containing, family S member 1 (Plekhs1), transcript variant 1, mRNA [NM_172641]
	NM_172641
	164.2477819
	64.77266379
	0.277 

	
	
	
	22.56036113
	45.98425206
	0.277 

	Ccdc11
	Mus musculus coiled-coil domain containing 11 (Ccdc11), transcript variant 1, mRNA [NM_028948]
	NM_028948
	58.8871973
	146.0808532
	0.278 

	
	lincRNA:chr3:121997064-122031218 forward strand
	
	31.75792654
	76.68025037
	0.278 

	Brip1
	Mus musculus BRCA1 interacting protein C-terminal helicase 1 (Brip1), mRNA [NM_178309]
	NM_178309
	108.4892375
	47.88149071
	0.278 

	Olfm3
	Mus musculus olfactomedin 3 (Olfm3), transcript variant 2, mRNA [NM_153157]
	NM_153157
	106.2096421
	217.4078151
	0.278 

	Lta
	Mus musculus lymphotoxin A (Lta), mRNA [NM_010735]
	NM_010735
	15.96315808
	38.30637076
	0.278 

	Slc25a30
	Mus musculus solute carrier family 25, member 30 (Slc25a30), mRNA [NM_026232]
	NM_026232
	1215.217046
	476.5273548
	0.278 

	Aoc3
	Mus musculus amine oxidase, copper containing 3 (Aoc3), mRNA [NM_009675]
	NM_009675
	110.9086904
	45.87736748
	0.278 

	
	lincRNA:chr4:11893711-11921443 forward strand
	
	48.18329431
	13.48222563
	0.278 

	Degs2
	Mus musculus degenerative spermatocyte homolog 2 (Drosophila), lipid desaturase (Degs2), transcript variant 1, mRNA [NM_027299]
	NM_027299
	949.5461206
	130.385834
	0.279 

	
	lincRNA:chr9:78107225-78118850 forward strand
	
	72285.69845
	12353.9712
	0.279 

	Srxn1
	Mus musculus sulfiredoxin 1 homolog (S. cerevisiae) (Srxn1), mRNA [NM_029688]
	NM_029688
	84904.36206
	27559.16185
	0.279 

	Plet1
	Mus musculus placenta expressed transcript 1 (Plet1), mRNA [NM_029639]
	NM_029639
	2116.090072
	915.0205696
	0.280 

	
	lincRNA:chr2:156654675-156665430 forward strand
	
	35.48148644
	144.9552191
	0.280 

	
	lincRNA:chr9:56391562-56392142 forward strand
	
	624.0093968
	304.6471361
	0.280 

	
	lincRNA:chr14:64735748-64736349 reverse strand
	
	16.09903404
	32.93161842
	0.280 

	
	lincRNA:chr18:5808025-5818625 forward strand
	
	17.74717939
	46.6763178
	0.281 

	Degs2
	Mus musculus degenerative spermatocyte homolog 2 (Drosophila), lipid desaturase (Degs2), transcript variant 1, mRNA [NM_027299]
	NM_027299
	831.2462185
	106.013976
	0.281 

	
	lincRNA:chr5:33174092-33200792 forward strand
	
	56.24703821
	125.6379407
	0.281 

	Fgf13
	Mus musculus fibroblast growth factor 13 (Fgf13), transcript variant 2, mRNA [NM_001290414]
	NM_001290414
	44.04005003
	16.38993072
	0.281 

	Ltbp2
	Mus musculus latent transforming growth factor beta binding protein 2 (Ltbp2), mRNA [NM_013589]
	NM_013589
	907.5591087
	439.4274269
	0.281 

	
	lincRNA:chr6:52032838-52033444 forward strand
	
	20.97736979
	44.21280045
	0.281 

	
	immunoglobulin heavy constant mu [Source:MGI Symbol;Acc:MGI:96448] [ENSMUST00000103426]
	AK088666
	394.6780372
	181.3471144
	0.281 

	
	lincRNA:chr15:102994998-102995947 reverse strand
	
	21.92400298
	46.92743756
	0.281 

	Smad3
	Mus musculus SMAD family member 3 (Smad3), mRNA [NM_016769]
	NM_016769
	64.31113971
	31.84515203
	0.281 

	
	lincRNA:chr4:123572090-123581365 forward strand
	
	30.89309753
	61.96355531
	0.281 

	Clec2h
	Mus musculus C-type lectin domain family 2, member h (Clec2h), mRNA [NM_053165]
	NM_053165
	139.6816784
	529.2377616
	0.281 

	
	lincRNA:chr4:132897264-132910714 reverse strand
	
	18.73055285
	38.81802773
	0.282 

	Trpm6
	Mus musculus transient receptor potential cation channel, subfamily M, member 6 (Trpm6), mRNA [NM_153417]
	NM_153417
	725.0403958
	115.764236
	0.282 

	Cyp3a59
	Mus musculus cytochrome P450, family 3, subfamily a, polypeptide 59 (Cyp3a59), mRNA [NM_001105160]
	NM_001105160
	3340.66195
	1536.007976
	0.282 

	Ptpn14
	Mus musculus protein tyrosine phosphatase, non-receptor type 14 (Ptpn14), mRNA [NM_008976]
	NM_008976
	492.9386557
	96.92909994
	0.282 

	Slc25a43
	Mus musculus solute carrier family 25, member 43 (Slc25a43), transcript variant 1, mRNA [NM_001085497]
	NM_001085497
	63.56694017
	16.05139975
	0.282 

	Enpp6
	Mus musculus ectonucleotide pyrophosphatase/phosphodiesterase 6 (Enpp6), mRNA [NM_177304]
	NM_177304
	20.88585763
	52.1909699
	0.282 

	
	predicted gene, 17641 [Source:MGI Symbol;Acc:MGI:4937275] [ENSMUST00000166328]
	AK033123
	27.99759571
	58.88730227
	0.282 

	Syde1
	Mus musculus synapse defective 1, Rho GTPase, homolog 1 (C. elegans) (Syde1), mRNA [NM_027875]
	NM_027875
	970.0328957
	419.0928893
	0.282 

	
	immunoglobulin heavy constant mu [Source:MGI Symbol;Acc:MGI:96448] [ENSMUST00000103426]
	AK088666
	386.1201062
	182.1289289
	0.283 

	
	lincRNA:chr13:78341864-78375825 reverse strand
	
	22.89349373
	58.42485727
	0.283 

	Cyp4a31
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 31 (Cyp4a31), transcript variant 1, mRNA [NM_201640]
	NM_201640
	79710.06791
	217287.835
	0.283 

	
	lincRNA:chr5:22890322-22939119 reverse strand
	
	280.2786434
	124.1706601
	0.283 

	Cyp4a10
	Mus musculus cytochrome P450, family 4, subfamily a, polypeptide 10 (Cyp4a10), mRNA [NM_010011]
	NM_010011
	91906.91989
	264372.0426
	0.283 

	LOC102635284
	PREDICTED: Mus musculus 60S ribosomal protein L23a-like (LOC102635284), mRNA [XM_006540488]
	XM_006540488
	49.40526768
	101.9823305
	0.283 

	Degs2
	Mus musculus degenerative spermatocyte homolog 2 (Drosophila), lipid desaturase (Degs2), transcript variant 1, mRNA [NM_027299]
	NM_027299
	917.6539242
	126.6348208
	0.283 

	
	K0240B01-3 NIA Mouse Unfertilized Egg cDNA Library (Long) Mus musculus cDNA clone NIA:K0240B01 IMAGE:30048492 3', mRNA sequence [BM227205]
	BM227205
	33.75975001
	79.85519656
	0.283 

	
	immunoglobulin heavy variable 9-4 [Source:MGI Symbol;Acc:MGI:3646379] [ENSMUST00000103482]
	AF113109
	16.47029678
	42.85093024
	0.283 

	
	lincRNA:chr9:20313342-20323517 forward strand
	
	68.36998305
	16.4333833
	0.283 

	Degs2
	Mus musculus degenerative spermatocyte homolog 2 (Drosophila), lipid desaturase (Degs2), transcript variant 1, mRNA [NM_027299]
	NM_027299
	912.9419624
	109.1170249
	0.283 

	
	lincRNA:chr9:36509939-36515389 forward strand
	
	13.98275352
	30.30368726
	0.283 

	
	
	
	17.80343191
	36.62083714
	0.283 

	
	lincRNA:chr9:65368908-65377592 reverse strand
	
	18.37423429
	102.6910349
	0.283 

	Rnaseh2a
	ribonuclease H2, large subunit [Source:MGI Symbol;Acc:MGI:1916974] [ENSMUST00000140561]
	XM_006544348
	129.245045
	61.56645176
	0.283 

	
	lincRNA:chr17:79042382-79051807 reverse strand
	
	21.9255607
	93.14757044
	0.283 

	
	lincRNA:chr5:22801058-22939737 reverse strand
	
	14.59354204
	31.70248329
	0.283 

	
	lincRNA:chr13:44217172-44224947 reverse strand
	
	16.91763294
	39.00267459
	0.283 

	Raet1a
	Mus musculus retinoic acid early transcript 1, alpha (Raet1a), mRNA [NM_009016]
	NM_009016
	44.77421128
	99.95192875
	0.283 

	Hyls1
	Mus musculus hydrolethalus syndrome 1 (Hyls1), mRNA [NM_029762]
	NM_029762
	146.8252953
	67.70755196
	0.283 

	Olfr713
	Mus musculus olfactory receptor 713 (Olfr713), mRNA [NM_147034]
	NM_147034
	20.90653116
	52.32337973
	0.284 

	Degs2
	Mus musculus degenerative spermatocyte homolog 2 (Drosophila), lipid desaturase (Degs2), transcript variant 1, mRNA [NM_027299]
	NM_027299
	816.3262729
	113.3097963
	0.284 

	Gm6614
	Mus musculus predicted gene 6614 (Gm6614), mRNA [NM_001081318]
	NM_001081318
	14.73003668
	34.31156364
	0.284 

	6-Sep
	Mus musculus septin 6 (Sept6), transcript variant 2, mRNA [NM_019942]
	NM_019942
	91.92394088
	37.17971847
	0.284 

	
	lincRNA:chr11:95483973-95490751 forward strand
	
	25.44481796
	55.50207281
	0.284 

	Btc
	Mus musculus betacellulin, epidermal growth factor family member (Btc), mRNA [NM_007568]
	NM_007568
	270.0268965
	103.7239688
	0.284 

	
	immunoglobulin kappa variable 2-116 [Source:MGI Symbol;Acc:MGI:3647785] [ENSMUST00000103318]
	S74547
	23.15216987
	47.19358534
	0.284 

	Fgd3
	Mus musculus FYVE, RhoGEF and PH domain containing 3 (Fgd3), mRNA [NM_015759]
	NM_015759
	271.6717862
	76.20512092
	0.284 

	Fcer1a
	Mus musculus Fc receptor, IgE, high affinity I, alpha polypeptide (Fcer1a), mRNA [NM_010184]
	NM_010184
	90.78134845
	43.09635723
	0.284 

	Nrg4
	Mus musculus neuregulin 4 (Nrg4), mRNA [NM_032002]
	NM_032002
	2855.842541
	5749.760377
	0.284 

	Foxe1
	Mus musculus forkhead box E1 (Foxe1), mRNA [NM_183298]
	NM_183298
	16.6894786
	37.96269846
	0.284 

	Xlr
	Mus musculus X-linked lymphocyte-regulated (Xlr), transcript variant 1, mRNA [NM_011725]
	NM_011725
	14.03044208
	76.2753088
	0.284 

	Hmx2
	Mus musculus H6 homeobox 2 (Hmx2), mRNA [NM_145998]
	NM_145998
	14.44920766
	32.30782122
	0.284 

	Gm13205
	C0158F04-3 NIA Mouse E7.5 Extraembryonic Portion cDNA Library Mus musculus cDNA clone C0158F04 3', mRNA sequence [AW542521]
	AW542521
	30.63227496
	71.00775534
	0.284 

	Dock10
	PREDICTED: Mus musculus dedicator of cytokinesis 10 (Dock10), transcript variant X5, mRNA [XM_006496467]
	XM_006496467
	17.91451509
	36.98000334
	0.284 

	Esr1
	PREDICTED: Mus musculus estrogen receptor 1 (alpha) (Esr1), transcript variant X5, mRNA [XM_006512436]
	XM_006512436
	33.62196719
	88.75527843
	0.284 

	
	lincRNA:chr10:62347876-62374346 forward strand
	
	19.12217773
	57.7620328
	0.284 

	Piezo2
	Mus musculus piezo-type mechanosensitive ion channel component 2 (Piezo2), mRNA [NM_001039485]
	NM_001039485
	95.86959967
	45.5107902
	0.284 

	
	lincRNA:chr2:132079092-132086642 forward strand
	
	25.78999886
	109.5054191
	0.285 

	
	
	
	14.81041001
	35.9670803
	0.285 

	Lax1
	Mus musculus lymphocyte transmembrane adaptor 1 (Lax1), transcript variant 2, mRNA [NM_172842]
	NM_172842
	15.70687789
	37.78906416
	0.285 

	
	
	
	119.8607433
	293.0914396
	0.285 

	Shank2
	Mus musculus SH3/ankyrin domain gene 2 (Shank2), transcript variant 2, mRNA [NM_001113373]
	NM_001113373
	167.7589243
	65.39953317
	0.285 

	Lrch2
	Mus musculus leucine-rich repeats and calponin homology (CH) domain containing 2 (Lrch2), mRNA [NM_001081173]
	NM_001081173
	154.2053434
	13.83581411
	0.285 

	
	lincRNA:chr6:83841733-83842297 forward strand
	
	8.65032655
	72.64340575
	0.285 

	Mybl1
	Mus musculus myeloblastosis oncogene-like 1 (Mybl1), transcript variant 1, mRNA [NM_008651]
	NM_008651
	211.2938296
	65.2071553
	0.285 

	Hsd3b5
	Mus musculus hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 5 (Hsd3b5), mRNA [NM_008295]
	NM_008295
	31.56733529
	549.9161832
	0.286 

	Lpin1
	Mus musculus lipin 1 (Lpin1), transcript variant 3, mRNA [NM_001130412]
	NM_001130412
	53.98057548
	132.1394609
	0.286 

	
	lincRNA:chr14:75770673-75771326 forward strand
	
	14.54561237
	34.15548869
	0.286 

	Pfkp
	Mus musculus phosphofructokinase, platelet (Pfkp), transcript variant 1, mRNA [NM_019703]
	NM_019703
	709.8772857
	351.6737301
	0.287 

	Pigu
	Mus musculus adult male spinal cord cDNA, RIKEN full-length enriched library, clone:A330029E17 product:PIG-U homolog [Rattus norvegicus], full insert sequence. [AK162913]
	AK162913
	21.83695421
	55.83270064
	0.287 

	
	lincRNA:chr2:116798318-116802164 reverse strand
	
	41.90011268
	122.4061582
	0.287 

	Trip13
	Mus musculus thyroid hormone receptor interactor 13 (Trip13), mRNA [NM_027182]
	NM_027182
	680.6276216
	292.4439458
	0.287 

	Olfr1362
	Mus musculus olfactory receptor 1362 (Olfr1362), mRNA [NM_146744]
	NM_146744
	20.30972779
	56.21302863
	0.287 

	Inhba
	Mus musculus inhibin beta-A (Inhba), mRNA [NM_008380]
	NM_008380
	2700.990754
	1293.347606
	0.287 

	Gm4131
	PREDICTED: Mus musculus predicted gene 4131 (Gm4131), mRNA [XM_006519924]
	XM_006519924
	105.7167672
	276.4778488
	0.287 

	Hspb7
	Mus musculus heat shock protein family, member 7 (cardiovascular) (Hspb7), mRNA [NM_013868]
	NM_013868
	19.67739463
	40.86654342
	0.287 

	
	lincRNA:chr12:110944403-110988678 forward strand
	
	9.764575636
	133.4989374
	0.287 

	Hist2h3c2
	Mus musculus histone cluster 2, H3c2, mRNA (cDNA clone MGC:18559 IMAGE:4240748), complete cds. [BC015270]
	BC015270
	1982.632933
	983.1919815
	0.287 

	Lrrc8e
	Mus musculus leucine rich repeat containing 8 family, member E (Lrrc8e), mRNA [NM_028175]
	NM_028175
	561.3391482
	120.5597879
	0.287 

	
	lincRNA:chr9:46894029-46973977 reverse strand
	
	17.3964353
	35.67462291
	0.287 

	
	lincRNA:chr10:24269165-24276690 reverse strand
	
	27.79492745
	59.92225459
	0.287 

	Atf3
	Mus musculus activating transcription factor 3 (Atf3), mRNA [NM_007498]
	NM_007498
	2565.597549
	999.2142879
	0.287 

	Scarletltr
	Mus musculus Scarletltr, erythroid developmental long intergenic non-protein coding transcript (Scarletltr), long non-coding RNA [NR_040743]
	NR_040743
	29.24521797
	75.49785373
	0.287 

	Gm3776
	Mus musculus predicted gene 3776 (Gm3776), mRNA [NM_001243092]
	NM_001243092
	85580.82471
	16661.56922
	0.288 

	Hspa1a
	Mus musculus heat shock protein 1A (Hspa1a), mRNA [NM_010479]
	NM_010479
	200.2404237
	431.990557
	0.288 

	
	lincRNA:chr4:155560050-155570900 forward strand
	
	31.35062148
	77.71486659
	0.288 

	
	lincRNA:chr14:33895294-33923644 reverse strand
	
	17.06242279
	46.99359237
	0.289 

	Raet1b
	Mus musculus retinoic acid early transcript beta (Raet1b), mRNA [NM_009017]
	NM_009017
	2772.132255
	6004.928246
	0.289 

	Trip13
	Mus musculus thyroid hormone receptor interactor 13 (Trip13), mRNA [NM_027182]
	NM_027182
	657.5917948
	289.5031508
	0.289 

	Degs2
	Mus musculus degenerative spermatocyte homolog 2 (Drosophila), lipid desaturase (Degs2), transcript variant 1, mRNA [NM_027299]
	NM_027299
	853.5042535
	95.47997007
	0.289 

	Ctxn2
	Mus musculus cortexin 2 (Ctxn2), mRNA [NM_001162934]
	NM_001162934
	47.04765202
	117.3815252
	0.290 

	Cyp26b1
	Mus musculus cytochrome P450, family 26, subfamily b, polypeptide 1 (Cyp26b1), transcript variant 1, mRNA [NM_175475]
	NM_175475
	1104.429011
	2723.613087
	0.290 

	
	lincRNA:chr5:15176325-15223375 reverse strand
	
	35.93566414
	159.7396506
	0.290 

	Prdm16
	Mus musculus PR domain containing 16 (Prdm16), transcript variant 1, mRNA [NM_027504]
	NM_027504
	170.6148241
	68.83044904
	0.290 

	Il7
	Mus musculus interleukin 7 (Il7), mRNA [NM_008371]
	NM_008371
	130.1269887
	15.75208559
	0.290 

	
	lincRNA:chr9:113648970-113715170 forward strand
	
	22.15811544
	48.99854464
	0.290 

	
	
	
	19.11463689
	40.32738409
	0.290 

	
	lincRNA:chr9:78107225-78118850 reverse strand
	
	731.0314705
	242.5040794
	0.290 

	
	lincRNA:chr12:111287772-111333890 forward strand
	
	57.91626362
	132.4145097
	0.290 

	Degs2
	Mus musculus degenerative spermatocyte homolog 2 (Drosophila), lipid desaturase (Degs2), transcript variant 1, mRNA [NM_027299]
	NM_027299
	881.6868519
	105.6992323
	0.290 

	Gm10639
	Mus musculus predicted gene 10639 (Gm10639), mRNA [NM_001122660]
	NM_001122660
	117712.5849
	30397.63028
	0.290 

	
	
	
	20.72863903
	54.98288985
	0.290 

	Degs2
	Mus musculus degenerative spermatocyte homolog 2 (Drosophila), lipid desaturase (Degs2), transcript variant 1, mRNA [NM_027299]
	NM_027299
	880.8372731
	132.2902906
	0.290 

	4933430A20Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4933430A20 product:unclassifiable, full insert sequence. [AK016987]
	AK016987
	14.3579502
	105.1455633
	0.290 

	
	
	
	239.9127684
	598.5573989
	0.290 

	3110007F17Rik
	Mus musculus RIKEN cDNA 3110007F17 gene (3110007F17Rik), mRNA [NM_028426]
	NM_028426
	68.02541917
	23.11457931
	0.290 

	
	lincRNA:chr6:86480265-86481192 forward strand
	
	21.24466997
	42.81154232
	0.290 

	Ppp1r3g
	Mus musculus protein phosphatase 1, regulatory (inhibitor) subunit 3G (Ppp1r3g), mRNA [NM_029628]
	NM_029628
	1827.619702
	6828.475193
	0.290 

	Ttll7
	Mus musculus tubulin tyrosine ligase-like family, member 7 (Ttll7), mRNA [NM_027594]
	NM_027594
	119.7972079
	42.54918644
	0.291 

	Sbk2
	Mus musculus SH3-binding domain kinase family, member 2 (Sbk2), mRNA [NM_001146329]
	NM_001146329
	19.96360388
	45.94526137
	0.291 

	Sdk1
	Mus musculus sidekick homolog 1 (chicken) (Sdk1), mRNA [NM_177879]
	NM_177879
	293.8428462
	72.06023679
	0.291 

	
	lincRNA:chr9:58301467-58323783 reverse strand
	
	44.49205775
	96.83844573
	0.291 

	Phgdh
	Mus musculus cDNA, clone:Y1G0118H07, strand:plus, reference:ENSEMBL:Mouse-Transcript-ENST:ENSMUST00000061100, based on BLAT search. [AK195427]
	AK195427
	981.8366168
	241.0434616
	0.292 

	Lrrc23
	Mus musculus leucine rich repeat containing 23 (Lrrc23), mRNA [NM_013588]
	NM_013588
	22.8434747
	51.86453997
	0.292 

	
	
	
	92.57627394
	32.59381846
	0.292 

	Degs2
	Mus musculus degenerative spermatocyte homolog 2 (Drosophila), lipid desaturase (Degs2), transcript variant 1, mRNA [NM_027299]
	NM_027299
	825.0225734
	111.7541018
	0.292 

	
	
	
	53.95813741
	119.1882574
	0.292 

	
	
	
	18.20301677
	39.84885241
	0.292 

	Cldn7
	claudin 7 [Source:MGI Symbol;Acc:MGI:1859285] [ENSMUST00000060651]
	BI525552
	16.92619334
	59.44687226
	0.292 

	Ccnb1
	Mus musculus cyclin B1 (Ccnb1), mRNA [NM_172301]
	NM_172301
	1499.926582
	440.1553181
	0.292 

	
	lincRNA:chr10:3227840-3233588 forward strand
	
	44.09886036
	93.35364668
	0.292 

	Kcnj9
	Mus musculus potassium inwardly-rectifying channel, subfamily J, member 9 (Kcnj9), mRNA [NM_008429]
	NM_008429
	25.89564451
	60.79606809
	0.292 

	
	lincRNA:chr5:31856417-31916317 forward strand
	
	18.99570232
	45.98301595
	0.292 

	
	lincRNA:chr9:122481619-122588714 forward strand
	
	21.80982318
	45.64380804
	0.292 

	
	lincRNA:chr9:78107225-78118850 forward strand
	
	87181.47446
	17355.12012
	0.292 

	
	membrane associated guanylate kinase, WW and PDZ domain containing 2 [Source:MGI Symbol;Acc:MGI:1354953] [ENSMUST00000101556]
	AK028130
	23.80327415
	58.66557843
	0.292 

	Slc22a27
	Mus musculus solute carrier family 22, member 27 (Slc22a27), mRNA [NM_134256]
	NM_134256
	1806.829919
	832.6539382
	0.292 

	Axin2
	Mus musculus axin2 (Axin2), mRNA [NM_015732]
	NM_015732
	1173.581702
	512.2012963
	0.292 

	Trim59
	Mus musculus tripartite motif-containing 59 (Trim59), mRNA [NM_025863]
	NM_025863
	526.2036982
	226.7440358
	0.292 

	2310007B03Rik
	Mus musculus RIKEN cDNA 2310007B03 gene (2310007B03Rik), transcript variant 1, mRNA [NM_172411]
	NM_172411
	294.3383077
	25.52830188
	0.293 

	Zc3h6
	Mus musculus zinc finger CCCH type containing 6 (Zc3h6), mRNA [NM_178404]
	NM_178404
	41.49831545
	16.7057292
	0.293 

	
	lincRNA:chr1:87419050-87452625 forward strand
	
	52.95204219
	21.66964935
	0.293 

	Trip13
	Mus musculus thyroid hormone receptor interactor 13 (Trip13), mRNA [NM_027182]
	NM_027182
	663.9395108
	284.5063362
	0.293 

	Gclc
	Mus musculus glutamate-cysteine ligase, catalytic subunit (Gclc), mRNA [NM_010295]
	NM_010295
	64332.63712
	30821.35982
	0.293 

	
	lincRNA:chr5:106982442-107045717 forward strand
	
	73.79632217
	148.142179
	0.293 

	Serpinb6c
	Mus musculus serine (or cysteine) peptidase inhibitor, clade B, member 6c (Serpinb6c), mRNA [NM_148942]
	NM_148942
	11739.05807
	5502.190854
	0.293 

	
	lincRNA:chr4:136735305-136735523 forward strand
	
	19.96670314
	48.93794313
	0.293 

	
	lincRNA:chr3:58730418-58742493 forward strand
	
	14.91884381
	35.34006853
	0.293 

	Iqck
	Mus musculus IQ motif containing K (Iqck), mRNA [NM_001081446]
	NM_001081446
	29.0510794
	95.63030941
	0.293 

	
	lincRNA:chr10:83181374-83249774 forward strand
	
	54.00259724
	18.59064223
	0.294 

	
	GB
	
	19.87193511
	61.54855143
	0.294 

	Fgd3
	FYVE, RhoGEF and PH domain containing 3 [Source:MGI Symbol;Acc:MGI:1353657] [ENSMUST00000110087]
	AK157835
	1796.839356
	746.4883947
	0.294 

	
	Q7TPA6_RAT (Q7TPA6) Ab1-042, partial (27%) [TC1680289]
	
	23.72851825
	49.78562869
	0.294 

	4930434F21Rik
	Mus musculus adult male urinary bladder cDNA, RIKEN full-length enriched library, clone:9530027M24 product:unclassifiable, full insert sequence. [AK035383]
	AK035383
	104.6466908
	30.29224167
	0.294 

	Unkl
	unkempt-like (Drosophila) [Source:MGI Symbol;Acc:MGI:1921404] [ENSMUST00000162498]
	XM_006525024
	31.37703219
	80.29173459
	0.294 

	
	lincRNA:chr5:22905597-22939154 reverse strand
	
	140.4656305
	65.15882666
	0.294 

	Cd34
	Mus musculus CD34 antigen (Cd34), transcript variant 2, mRNA [NM_133654]
	NM_133654
	4161.487083
	1678.387094
	0.295 

	Dab1
	Mus musculus disabled 1 (Dab1), transcript variant 2, mRNA [NM_177259]
	NM_177259
	109.8623128
	15.34172425
	0.295 

	Zan
	Mus musculus zonadhesin (Zan), mRNA [NM_011741]
	NM_011741
	23.96627344
	51.29906414
	0.295 

	
	lincRNA:chr9:78104935-78116974 forward strand
	
	77558.04699
	26495.32578
	0.295 

	
	lincRNA:chr1:138518674-138521227 reverse strand
	
	23.57545473
	53.56620228
	0.295 

	Akr1cl
	Mus musculus aldo-keto reductase family 1, member C-like (Akr1cl), mRNA [NM_027582]
	NM_027582
	37.04741324
	9.075448777
	0.295 

	Pfn4
	Mus musculus profilin family, member 4 (Pfn4), mRNA [NM_028376]
	NM_028376
	24.80735887
	52.10687906
	0.295 

	
	lincRNA:chr5:137392195-137426421 reverse strand
	
	16.10637802
	39.90189287
	0.296 

	
	
	
	17.71944038
	37.6085402
	0.296 

	
	lincRNA:chr4:135138014-135174889 reverse strand
	
	21.71077361
	51.6090959
	0.296 

	
	lincRNA:chr17:34003823-34011015 forward strand
	
	8.819506065
	69.31386169
	0.296 

	
	lincRNA:chr7:150399015-150482452 forward strand
	
	17.8507418
	42.51922931
	0.296 

	Gm13011
	Mus musculus predicted gene 13011 (Gm13011), mRNA [NM_001126318]
	NM_001126318
	68.25397582
	13.12735623
	0.296 

	Yy2
	Mus musculus Yy2 transcription factor (Yy2), mRNA [NM_001098723]
	NM_001098723
	31.9432898
	15.91803353
	0.296 

	Prph
	Mus musculus peripherin (Prph), transcript variant 1, mRNA [NM_013639]
	NM_013639
	119.1504349
	43.88487445
	0.297 

	Atp2b2
	Mus musculus ATPase, Ca++ transporting, plasma membrane 2 (Atp2b2), transcript variant 1, mRNA [NM_009723]
	NM_009723
	752.8995967
	351.0972471
	0.297 

	
	lincRNA:chr19:61226425-61270975 forward strand
	
	154.9739239
	28.33035471
	0.297 

	Fchsd1
	Mus musculus FCH and double SH3 domains 1 (Fchsd1), mRNA [NM_175684]
	NM_175684
	1950.710974
	790.0461872
	0.297 

	
	lincRNA:chr12:25852471-25852681 forward strand
	
	34.20763697
	136.9311861
	0.297 

	Olfr1107
	Mus musculus olfactory receptor 1107 (Olfr1107), mRNA [NM_146844]
	NM_146844
	17.62455928
	42.50265617
	0.297 

	
	lincRNA:chr9:78107225-78118850 reverse strand
	
	213.027751
	82.29456276
	0.297 

	B4galt2
	Mus musculus UDP-Gal:betaGlcNAc beta 1,4- galactosyltransferase, polypeptide 2 (B4galt2), transcript variant 2, mRNA [NM_017377]
	NM_017377
	285.6054241
	80.31515955
	0.297 

	Foxm1
	Mus musculus forkhead box M1 (Foxm1), mRNA [NM_008021]
	NM_008021
	661.4215213
	241.8061338
	0.297 

	Gm10406
	Mus musculus predicted gene 10406 (Gm10406), mRNA [NM_001164727]
	NM_001164727
	93.58438651
	46.11771975
	0.297 

	Smox
	Mus musculus spermine oxidase (Smox), transcript variant 1, mRNA [NM_001177833]
	NM_001177833
	4444.604233
	2215.580422
	0.297 

	Fam84b
	Mus musculus family with sequence similarity 84, member B (Fam84b), mRNA [NM_001162926]
	NM_001162926
	45.41371353
	19.91539274
	0.298 

	
	lincRNA:chr12:21380896-21387071 forward strand
	
	16.36406535
	77.4625928
	0.298 

	Sin3b
	Mus musculus transcriptional regulator, SIN3B (yeast) (Sin3b), transcript variant 1, mRNA [NM_009188]
	NM_009188
	26.4284562
	83.0198215
	0.298 

	Gm4841
	Mus musculus predicted gene 4841 (Gm4841), mRNA [NM_001034859]
	NM_001034859
	23.3983939
	53.36326498
	0.298 

	Lgals3
	Mus musculus lectin, galactose binding, soluble 3 (Lgals3), transcript variant 1, mRNA [NM_001145953]
	NM_001145953
	36669.08352
	12771.24211
	0.298 

	Inpp5j
	Mus musculus inositol polyphosphate 5-phosphatase J (Inpp5j), mRNA [NM_172439]
	NM_172439
	1252.76348
	402.501383
	0.298 

	
	lincRNA:chr5:149751979-149808240 reverse strand
	
	65.61089106
	25.01980712
	0.298 

	Pldi
	Mus musculus polymorphic derived intron containing (Pldi), long non-coding RNA [NR_033616]
	NR_033616
	13.72605828
	37.21423465
	0.299 

	
	lincRNA:chr1:195327945-195336595 forward strand
	
	24.12472418
	55.41899865
	0.299 

	Bnip2
	Mus musculus 0 day neonate head cDNA, RIKEN full-length enriched library, clone:4833407C03 product:BCL2/adenovirus E1B 19 kDa-interacting protein 1, NIP2, full insert sequence. [AK014659]
	AK014659
	67.91996813
	32.13804854
	0.299 

	Fut4
	Mus musculus fucosyltransferase 4 (Fut4), mRNA [NM_010242]
	NM_010242
	99.23799342
	35.85484002
	0.299 

	Depdc1b
	Mus musculus DEP domain containing 1B (Depdc1b), mRNA [NM_178683]
	NM_178683
	242.3503045
	83.93611896
	0.300 

	
	lincRNA:chr1:94655789-94657057 reverse strand
	
	20.75210078
	43.01589944
	0.300 

	Raet1e
	Mus musculus retinoic acid early transcript 1E (Raet1e), mRNA [NM_198193]
	NM_198193
	2925.553725
	6270.68806
	0.300 

	
	lincRNA:chr6:86776350-86799450 forward strand
	
	13.72148576
	33.1426349
	0.300 

	Fxyd3
	Mus musculus FXYD domain-containing ion transport regulator 3 (Fxyd3), mRNA [NM_008557]
	NM_008557
	694.5530075
	174.9103534
	0.300 

	Tuba1a
	Mus musculus tubulin, alpha 1A (Tuba1a), mRNA [NM_011653]
	NM_011653
	8831.0895
	2871.818595
	0.300 

	Hdgfl1
	Mus musculus hepatoma derived growth factor-like 1 (Hdgfl1), mRNA [NM_008232]
	NM_008232
	23.77732052
	63.2856236
	0.300 

	Nek2
	Mus musculus NIMA (never in mitosis gene a)-related expressed kinase 2 (Nek2), mRNA [NM_010892]
	NM_010892
	479.7112295
	205.9518949
	0.300 

	Tcf24
	Mus musculus transcription factor 24 (Tcf24), mRNA [NM_001285425]
	NM_001285425
	201.0708297
	79.08860078
	0.300 

	
	
	
	112.997989
	31.42606861
	0.300 

	Asns
	Mus musculus asparagine synthetase (Asns), mRNA [NM_012055]
	NM_012055
	8299.990293
	3020.722933
	0.301 

	Mgarp
	Mus musculus mitochondria localized glutamic acid rich protein (Mgarp), transcript variant 1, mRNA [NM_026358]
	NM_026358
	483.4664154
	29.81062659
	0.301 

	
	lincRNA:chr13:34240528-34240965 reverse strand
	
	21.25661771
	49.25007352
	0.301 

	AU019176
	K0255B03-3 NIA Mouse Unfertilized Egg cDNA Library (Long) Mus musculus cDNA clone NIA:K0255B03 IMAGE:30049934 3', mRNA sequence [BM228091]
	BM228091
	18.0946388
	38.40034527
	0.302 

	Hamp2
	Mus musculus hepcidin antimicrobial peptide 2 (Hamp2), mRNA [NM_183257]
	NM_183257
	117.9423892
	281.0947688
	0.302 

	Vmn2r67
	Mus musculus vomeronasal 2, receptor 67 (Vmn2r67), mRNA [NM_001102579]
	NM_001102579
	15.70299253
	136.8196161
	0.302 

	Fgd3
	Mus musculus FYVE, RhoGEF and PH domain containing 3 (Fgd3), mRNA [NM_015759]
	NM_015759
	224.7585626
	99.70294242
	0.302 

	Wdr78
	Mus musculus WD repeat domain 78 (Wdr78), mRNA [NM_146254]
	NM_146254
	288.3894271
	127.3338165
	0.302 

	Snhg11
	Mus musculus small nucleolar RNA host gene 11 (Snhg11), mRNA [NM_175692]
	NM_175692
	476.6257279
	1059.265691
	0.302 

	Fbxl20
	PREDICTED: Mus musculus F-box and leucine-rich repeat protein 20 (Fbxl20), transcript variant X2, mRNA [XM_006534299]
	XM_006534299
	42.06308695
	99.19205621
	0.302 

	
	lincRNA:chrX:93154123-93164481 reverse strand
	
	16.37658658
	40.93966228
	0.302 

	
	immunoglobulin heavy variable 1-83 [Source:MGI Symbol;Acc:MGI:3648939] [ENSMUST00000103550]
	AF296437
	13.83745725
	28.45066624
	0.302 

	
	lincRNA:chr13:74712805-74729233 reverse strand
	
	26.27843219
	55.56446533
	0.302 

	
	lincRNA:chr12:117623500-117643575 reverse strand
	
	42.27318654
	11.98435525
	0.303 

	AA066038
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4931402P21 product:hypothetical protein, full insert sequence. [AK133147]
	AK133147
	19.62044852
	48.93373873
	0.303 

	
	
	
	18.33642822
	43.82227141
	0.303 

	Ssty1
	Mus musculus spermiogenesis specific transcript on the Y 1 (Ssty1), mRNA [NM_009220]
	NM_009220
	24.92320454
	64.71906446
	0.303 

	
	lincRNA:chr5:22905597-22939154 reverse strand
	
	145.6805018
	63.73287162
	0.303 

	Ikzf2
	Mus musculus IKAROS family zinc finger 2 (Ikzf2), mRNA [NM_011770]
	NM_011770
	92.46787922
	45.42446387
	0.303 

	
	lincRNA:chr6:67155508-67216941 forward strand
	
	56.43715479
	121.7780432
	0.303 

	
	lincRNA:chr8:122920901-123008463 reverse strand
	
	26.6472861
	63.81557003
	0.303 

	2410017I17Rik
	Mus musculus ES cells cDNA, RIKEN full-length enriched library, clone:C330041H23 product:hypothetical protein, full insert sequence. [AK082845]
	AK082845
	17.80144977
	41.25122661
	0.304 

	
	lincRNA:chr12:110944403-110988678 reverse strand
	
	25.52766739
	53.17410065
	0.304 

	
	predicted gene 8074 [Source:MGI Symbol;Acc:MGI:3643195] [ENSMUST00000095071]
	
	4355.928873
	695.7456635
	0.304 

	
	lincRNA:chr4:8606650-8614031 reverse strand
	
	14.33001537
	38.02816875
	0.304 

	
	lincRNA:chr16:89961600-89971725 forward strand
	
	26.22945399
	58.40176346
	0.304 

	Gm5782
	PREDICTED: Mus musculus predicted gene 5782 (Gm5782), misc_RNA [XR_393956]
	XR_393956
	19.38669631
	40.38343975
	0.304 

	Ugt1a10
	Mus musculus UDP glycosyltransferase 1 family, polypeptide A10 (Ugt1a10), mRNA [NM_201641]
	NM_201641
	1656.90266
	4080.066866
	0.304 

	Themis
	Mus musculus thymocyte selection associated (Themis), mRNA [NM_178666]
	NM_178666
	71.77628507
	33.94948915
	0.305 

	Fa2h
	Mus musculus fatty acid 2-hydroxylase (Fa2h), mRNA [NM_178086]
	NM_178086
	378.5984526
	76.96649715
	0.305 

	Olfr281
	Mus musculus olfactory receptor 281 (Olfr281), mRNA [NM_146280]
	NM_146280
	18.5728599
	49.53319788
	0.306 

	Gsta2
	Mus musculus glutathione S-transferase, alpha 2 (Yc2) (Gsta2), mRNA [NM_008182]
	NM_008182
	91163.48255
	28329.51812
	0.306 

	
	RIKEN cDNA 1700010L04 gene [Source:MGI Symbol;Acc:MGI:1916583] [ENSMUST00000032872]
	XR_378288
	23.05406693
	56.15471581
	0.307 

	Slc22a12
	Mus musculus solute carrier family 22 (organic anion/cation transporter), member 12 (Slc22a12), mRNA [NM_009203]
	NM_009203
	58.43539066
	28.32230953
	0.307 

	Ppp1r10
	Mus musculus 13 days embryo male testis cDNA, RIKEN full-length enriched library, clone:6030473A16 product:unclassifiable, full insert sequence. [AK031654]
	AK031654
	53.87853048
	24.75969678
	0.307 

	Tcf24
	Mus musculus transcription factor 24 (Tcf24), mRNA [NM_001285425]
	NM_001285425
	165.5979663
	76.28468648
	0.307 

	4930415C11Rik
	mr62b05.y1 Stratagene mouse testis (#937308) Mus musculus cDNA clone IMAGE:602001 5' similar to gb:J03952 Mouse, glutathione transferase GT8.7 mRNA, complete cds (MOUSE);. [AI606402]
	AI606402
	8514.60831
	4209.469731
	0.307 

	
	lincRNA:chr7:140081171-140123058 reverse strand
	
	29.82901027
	122.6444735
	0.307 

	Ggt1
	Mus musculus gamma-glutamyltransferase 1 (Ggt1), mRNA [NM_008116]
	NM_008116
	69.72849549
	22.07349531
	0.308 

	
	
	
	1782.542743
	635.8037709
	0.308 

	
	lincRNA:chr12:111617728-111665403 reverse strand
	
	35.29799474
	119.3149826
	0.308 

	
	lincRNA:chr6:54591416-54597566 reverse strand
	
	52.78328269
	142.2304399
	0.308 

	Tff3
	Mus musculus trefoil factor 3, intestinal (Tff3), mRNA [NM_011575]
	NM_011575
	35806.99683
	11499.03392
	0.308 

	Agrp
	Mus musculus agouti related protein (Agrp), transcript variant 2, mRNA [NM_001271806]
	NM_001271806
	27.35071187
	71.87653202
	0.309 

	Tnf
	Mus musculus tumor necrosis factor (Tnf), transcript variant 1, mRNA [NM_013693]
	NM_013693
	160.5945426
	44.55886169
	0.309 

	2600006K01Rik
	Mus musculus 10 days embryo whole body cDNA, RIKEN full-length enriched library, clone:2600006K01 product:hypothetical Lipocalin-related protein and Bos/Can/Equ allergen containing protein, full insert sequence. [AK011165]
	AK011165
	14.93317567
	34.67784818
	0.309 

	Gm8096
	Mus musculus predicted gene 8096 (Gm8096), non-coding RNA [NR_033590]
	NR_033590
	123.5180673
	46.37900658
	0.309 

	Cga
	Mus musculus glycoprotein hormones, alpha subunit (Cga), mRNA [NM_009889]
	NM_009889
	74.78131514
	12.13083963
	0.309 

	
	lincRNA:chr3:26975624-26988699 reverse strand
	
	34.79252097
	91.17899161
	0.309 

	Tm4sf20
	Mus musculus transmembrane 4 L six family member 20 (Tm4sf20), mRNA [NM_025453]
	NM_025453
	37.87192293
	100.2146359
	0.309 

	Sez6l2
	Mus musculus seizure related 6 homolog like 2 (Sez6l2), transcript variant 1, mRNA [NM_144926]
	NM_144926
	339.1795031
	132.5028356
	0.309 

	D830044D21Rik
	Mus musculus 13 days embryo male testis cDNA, RIKEN full-length enriched library, clone:6030488O21 product:unclassifiable, full insert sequence. [AK077973]
	AK077973
	1106.589299
	540.7982502
	0.309 

	1810046K07Rik
	Mus musculus RIKEN cDNA 1810046K07 gene (1810046K07Rik), mRNA [NM_027217]
	NM_027217
	23.52208056
	293.9054348
	0.309 

	
	lincRNA:chr8:73663222-73695355 forward strand
	
	17.43066168
	38.63698343
	0.309 

	Trex2
	Mus musculus three prime repair exonuclease 2 (Trex2), mRNA [NM_011907]
	NM_011907
	21.67114817
	46.94228904
	0.309 

	
	lincRNA:chr6:126502067-126507755 reverse strand
	
	18.61967391
	48.56832862
	0.309 

	
	lincRNA:chr18:35204950-35216650 reverse strand
	
	156.6609723
	9.088110725
	0.309 

	11-Mar
	membrane-associated ring finger (C3HC4) 11 [Source:MGI Symbol;Acc:MGI:3608327] [ENSMUST00000126304]
	AK035990
	16.85840575
	38.08999583
	0.309 

	
	lincRNA:chr2:175908275-175927625 forward strand
	
	24.5968821
	50.92031654
	0.309 

	
	lincRNA:chr5:121759042-121789992 forward strand
	
	35.55855963
	90.69897511
	0.310 

	Tuba1a
	Mus musculus tubulin, alpha 1A, mRNA (cDNA clone MGC:67012 IMAGE:5715646), complete cds. [BC056169]
	BC056169
	9701.291365
	3154.91985
	0.310 

	Clip4
	Mus musculus CAP-GLY domain containing linker protein family, member 4 (Clip4), transcript variant 4, mRNA [NM_001271484]
	NM_001271484
	21.25407582
	140.2406893
	0.310 

	Slco1a4
	Mus musculus solute carrier organic anion transporter family, member 1a4 (Slco1a4), mRNA [NM_030687]
	NM_030687
	2766.351895
	1021.580914
	0.310 

	Veph1
	Mus musculus ventricular zone expressed PH domain-containing 1 (Veph1), mRNA [NM_145820]
	NM_145820
	124.09073
	57.53186937
	0.310 

	Ces2c
	Mus musculus carboxylesterase 2C (Ces2c), mRNA [NM_145603]
	NM_145603
	39545.8587
	16858.6196
	0.310 

	
	lincRNA:chr2:157236070-157249445 forward strand
	
	29.32829186
	137.7204666
	0.310 

	Crct1
	Mus musculus cysteine-rich C-terminal 1 (Crct1), mRNA [NM_028798]
	NM_028798
	20.36639468
	44.49826743
	0.310 

	Sorcs2
	Mus musculus sortilin-related VPS10 domain containing receptor 2 (Sorcs2), mRNA [NM_030889]
	NM_030889
	125.6447956
	54.02984056
	0.311 

	
	lincRNA:chr19:29969050-29980675 forward strand
	
	19.43033413
	45.58950024
	0.311 

	
	lincRNA:chr9:96632664-96653249 reverse strand
	
	196.7804558
	43.70576441
	0.311 

	Tnnc1
	Mus musculus troponin C, cardiac/slow skeletal (Tnnc1), mRNA [NM_009393]
	NM_009393
	118.3863618
	264.699472
	0.311 

	Akr1b7
	Mus musculus aldo-keto reductase family 1, member B7 (Akr1b7), mRNA [NM_009731]
	NM_009731
	7490.740009
	1068.596396
	0.311 

	
	lincRNA:chr2:67834535-67834914 forward strand
	
	65.28945636
	130.7338993
	0.311 

	Sox4
	Mus musculus SRY (sex determining region Y)-box 4 (Sox4), mRNA [NM_009238]
	NM_009238
	358.5531664
	170.4983681
	0.311 

	Calm4
	Mus musculus calmodulin 4 (Calm4), mRNA [NM_020036]
	NM_020036
	19.00215716
	38.75378656
	0.312 

	
	lincRNA:chr16:3337275-3355950 forward strand
	
	23.22586077
	58.92003913
	0.312 

	4930415O20Rik
	Mus musculus RIKEN cDNA 4930415O20 gene (4930415O20Rik), mRNA [NM_001201322]
	NM_001201322
	370.2073684
	53.09456487
	0.312 

	
	lincRNA:chr6:128389484-128403407 reverse strand
	
	76.07757619
	29.24109325
	0.312 

	Meis3
	Mus musculus Meis homeobox 3 (Meis3), transcript variant 1, mRNA [NM_008627]
	NM_008627
	26.53244116
	59.25319566
	0.312 

	Serpina4-ps1
	Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 4, pseudogene 1, mRNA (cDNA clone IMAGE:5123840). [BC031891]
	BC031891
	224.9772523
	2340.05916
	0.312 

	
	lincRNA:chr11:63054652-63131714 reverse strand
	
	25.98298172
	65.76524303
	0.313 

	Angptl7
	Mus musculus angiopoietin-like 7 (Angptl7), mRNA [NM_001039554]
	NM_001039554
	34.93374148
	83.52812658
	0.313 

	Pkd1l1
	polycystic kidney disease 1 like 1 [Source:MGI Symbol;Acc:MGI:2156538] [ENSMUST00000178195]
	XM_006542939
	17.88103103
	41.78876463
	0.313 

	Eid2
	Mus musculus EP300 interacting inhibitor of differentiation 2 (Eid2), mRNA [NM_198425]
	NM_198425
	269.9219278
	119.6519608
	0.314 

	Adamts14
	Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 14 (Adamts14), mRNA [NM_001081127]
	NM_001081127
	2967.852329
	580.448586
	0.314 

	Fam115a
	family with sequence similarity 115, member A [Source:MGI Symbol;Acc:MGI:1914665] [ENSMUST00000151021]
	AK020704
	63.74099709
	23.0625998
	0.314 

	Dnase1
	Mus musculus deoxyribonuclease I (Dnase1), mRNA [NM_010061]
	NM_010061
	209.5739797
	700.5602804
	0.314 

	Znrf4
	Mus musculus zinc and ring finger 4 (Znrf4), mRNA [NM_011483]
	NM_011483
	17.16057154
	38.64521484
	0.314 

	
	lincRNA:chr2:174088550-174109425 reverse strand
	
	97.94486093
	44.54482805
	0.314 

	Slc22a29
	Mus musculus solute carrier family 22. member 29 (Slc22a29), mRNA [NM_172776]
	NM_172776
	911.2547207
	339.7169183
	0.314 

	Aspn
	Mus musculus asporin (Aspn), transcript variant 1, mRNA [NM_025711]
	NM_025711
	20.37075912
	47.36807497
	0.314 

	
	lincRNA:chr12:76744947-76778372 forward strand
	
	19.59427605
	88.0203739
	0.315 

	Efcab3
	PREDICTED: Mus musculus EF-hand calcium binding domain 3 (Efcab3), mRNA [XM_006542925]
	XM_006542925
	21.52464236
	49.29350694
	0.315 

	
	lincRNA:chr17:3198868-3394643 reverse strand
	
	25.08586838
	50.29713406
	0.315 

	
	lincRNA:chr15:3230734-3251196 reverse strand
	
	21.53232499
	44.17145537
	0.315 

	
	lincRNA:chr15:12126433-12126745 reverse strand
	
	9.017024093
	163.0194918
	0.315 

	Vmn1r209
	Mus musculus vomeronasal 1 receptor 209 (Vmn1r209), mRNA [NM_001013787]
	NM_001013787
	27.46904928
	57.17469842
	0.315 

	Prss58
	Mus musculus protease, serine 58 (Prss58), mRNA [NM_175020]
	NM_175020
	18.08035117
	92.9033103
	0.315 

	
	lincRNA:chr11:116936834-116948799 reverse strand
	
	116.6342739
	260.9536682
	0.317 

	Diap3
	Mus musculus diaphanous homolog 3 (Drosophila) (Diap3), mRNA [NM_019670]
	NM_019670
	821.1409422
	139.3188742
	0.318 

	Fut1
	Mus musculus fucosyltransferase 1 (Fut1), transcript variant 1, mRNA [NM_008051]
	NM_008051
	873.3140372
	242.2499495
	0.318 

	Trip13
	Mus musculus thyroid hormone receptor interactor 13 (Trip13), mRNA [NM_027182]
	NM_027182
	590.9031975
	290.5436028
	0.318 

	Tbx20
	Mus musculus T-box 20 (Tbx20), transcript variant 2, mRNA [NM_020496]
	NM_020496
	24.91948588
	197.1941874
	0.318 

	
	
	
	16.04038212
	122.0148042
	0.318 

	Fbp2
	Mus musculus fructose bisphosphatase 2 (Fbp2), mRNA [NM_007994]
	NM_007994
	288.851105
	134.0731153
	0.318 

	Maoa
	Mus musculus monoamine oxidase A (Maoa), mRNA [NM_173740]
	NM_173740
	1858.29086
	461.7091842
	0.318 

	Gm10503
	Mus musculus adult male hypothalamus cDNA, RIKEN full-length enriched library, clone:A230018F22 product:hypothetical protein, full insert sequence. [AK138161]
	AK138161
	17.52629487
	40.04258321
	0.318 

	Tpm3
	Mus musculus tropomyosin 3, gamma (Tpm3), transcript variant 1, mRNA [NM_022314]
	NM_022314
	18.07551106
	40.34736539
	0.318 

	Lzts1
	Mus musculus leucine zipper, putative tumor suppressor 1 (Lzts1), mRNA [NM_199364]
	NM_199364
	14.90509356
	34.65239553
	0.319 

	Trim59
	Mus musculus tripartite motif-containing 59 (Trim59), mRNA [NM_025863]
	NM_025863
	834.3683638
	334.7296931
	0.319 

	
	
	
	25.63911327
	59.53873105
	0.319 

	Spopl
	Mus musculus activated spleen cDNA, RIKEN full-length enriched library, clone:F830209F04 product:unclassifiable, full insert sequence. [AK157283]
	AK157283
	19.47054946
	42.26802104
	0.319 

	Olfr1451
	Mus musculus olfactory receptor 1451 (Olfr1451), mRNA [NM_146705]
	NM_146705
	20.4429432
	42.74815156
	0.319 

	Cpt1b
	Mus musculus carnitine palmitoyltransferase 1b, muscle (Cpt1b), mRNA [NM_009948]
	NM_009948
	759.8795758
	328.0108923
	0.320 

	Csad
	Mus musculus cysteine sulfinic acid decarboxylase (Csad), mRNA [NM_144942]
	NM_144942
	35093.25249
	14998.05499
	0.320 

	Gm9908
	Mus musculus adult male epididymis cDNA, RIKEN full-length enriched library, clone:9230119M08 product:hypothetical protein, full insert sequence. [AK079043]
	AK079043
	442.6568232
	93.00008559
	0.320 

	
	
	
	49.32273595
	113.6562454
	0.320 

	Mall
	Mus musculus mal, T cell differentiation protein-like (Mall), mRNA [NM_145532]
	NM_145532
	122.8007134
	28.98924048
	0.320 

	Tdrkh
	Mus musculus tudor and KH domain containing protein (Tdrkh), mRNA [NM_028307]
	NM_028307
	221.9218278
	76.14480262
	0.320 

	
	Q9QUI2_MOUSE (Q9QUI2) ORF2, partial (54%) [TC1626283]
	
	24.99200053
	178.7258197
	0.320 

	
	lincRNA:chr12:117623500-117643575 reverse strand
	
	125.3102433
	46.62310352
	0.320 

	Serpina4-ps1
	Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 4, pseudogene 1 (Serpina4-ps1), non-coding RNA [NR_002861]
	NR_002861
	355.6796158
	3386.676166
	0.320 

	
	lincRNA:chr14:21437920-21464655 reverse strand
	
	18.69722432
	40.356665
	0.321 

	Apoa4
	Mus musculus apolipoprotein A-IV (Apoa4), mRNA [NM_007468]
	NM_007468
	153410.5328
	73078.38853
	0.321 

	Slc51b
	Mus musculus solute carrier family 51, beta subunit (Slc51b), mRNA [NM_178933]
	NM_178933
	1922.004825
	526.0998846
	0.321 

	Bend6
	Mus musculus BEN domain containing 6 (Bend6), mRNA [NM_177235]
	NM_177235
	93.56194147
	46.32993597
	0.321 

	
	lincRNA:chrX:148720661-148763177 reverse strand
	
	23.49409251
	95.17726657
	0.322 

	
	lincRNA:chr1:122980883-123017009 forward strand
	
	30.18089219
	84.67697127
	0.322 

	Gm15441
	Mus musculus predicted gene 15441 (Gm15441), long non-coding RNA [NR_040409]
	NR_040409
	33.71742385
	73.93927088
	0.323 

	Ces2c
	Mus musculus carboxylesterase 2C (Ces2c), mRNA [NM_145603]
	NM_145603
	18302.58384
	7963.709682
	0.323 

	Aurka
	Mus musculus aurora kinase A (Aurka), transcript variant 1, mRNA [NM_011497]
	NM_011497
	2010.551349
	757.0771656
	0.323 

	
	lincRNA:chr12:4133875-4243375 reverse strand
	
	16.2148369
	82.50100545
	0.323 

	Ms4a8a
	Mus musculus membrane-spanning 4-domains, subfamily A, member 8A (Ms4a8a), mRNA [NM_022430]
	NM_022430
	145.138014
	373.4730512
	0.324 

	Trip13
	Mus musculus thyroid hormone receptor interactor 13 (Trip13), mRNA [NM_027182]
	NM_027182
	699.551163
	338.646865
	0.324 

	E130104P22Rik
	Mus musculus 0 day neonate eyeball cDNA, RIKEN full-length enriched library, clone:E130104P22 product:unclassifiable, full insert sequence. [AK053520]
	AK053520
	100.2089081
	48.49370118
	0.324 

	Cacna1c
	Mus musculus calcium channel, voltage-dependent, L type, alpha 1C subunit (Cacna1c), transcript variant 10, mRNA [NM_001256002]
	NM_001256002
	20.85006878
	45.66017699
	0.324 

	Camk2d
	Mus musculus calcium/calmodulin-dependent protein kinase II, delta (Camk2d), transcript variant 1, mRNA [NM_001025439]
	NM_001025439
	712.4465851
	355.6495251
	0.324 

	
	lincRNA:chr2:143988645-143993945 forward strand
	
	19.74174844
	48.27467551
	0.324 

	Birc5
	Mus musculus baculoviral IAP repeat-containing 5 (Birc5), transcript variant 3, mRNA [NM_001012273]
	NM_001012273
	317.5701656
	147.3059139
	0.324 

	Camk2d
	Mus musculus 13 days embryo stomach cDNA, RIKEN full-length enriched library, clone:D530006I24 product:calcium/calmodulin-dependent protein kinase II, delta, full insert sequence. [AK142435]
	AK142435
	116.2042543
	49.55616178
	0.324 

	
	lincRNA:chr6:129151512-129208737 forward strand
	
	18.96042371
	114.8407841
	0.324 

	
	
	
	48.30804516
	98.25551939
	0.324 

	Nkain4
	Mus musculus Na+/K+ transporting ATPase interacting 4 (Nkain4), transcript variant 1, mRNA [NM_021426]
	NM_021426
	57.34428473
	126.3830593
	0.325 

	4930427A07Rik
	Mus musculus RIKEN cDNA 4930427A07 gene (4930427A07Rik), mRNA [NM_134041]
	NM_134041
	245.1479666
	112.8345205
	0.325 

	Anxa9
	Mus musculus annexin A9 (Anxa9), transcript variant 1, mRNA [NM_001085383]
	NM_001085383
	974.2751633
	479.5861863
	0.325 

	AA467197
	Mus musculus expressed sequence AA467197 (AA467197), mRNA [NM_001004174]
	NM_001004174
	236.4262532
	50.24064959
	0.326 

	Myo7b
	Mus musculus myosin VIIB (Myo7b), mRNA [NM_032394]
	NM_032394
	118.7540019
	53.29427415
	0.326 

	Trip13
	Mus musculus thyroid hormone receptor interactor 13 (Trip13), mRNA [NM_027182]
	NM_027182
	603.6739739
	296.622392
	0.326 

	Aqp3
	Mus musculus aquaporin 3 (Aqp3), mRNA [NM_016689]
	NM_016689
	50.69255748
	114.5789996
	0.326 

	Snhg11
	Mus musculus small nucleolar RNA host gene 11 (Snhg11), mRNA [NM_175692]
	NM_175692
	104.9240023
	221.565127
	0.327 

	Rec114
	Mus musculus REC114 meiotic recombination protein (Rec114), mRNA [NM_028598]
	NM_028598
	26.7043467
	55.04452603
	0.327 

	Olfr1036
	Mus musculus olfactory receptor 1036 (Olfr1036), mRNA [NM_207142]
	NM_207142
	183.1521125
	85.46171655
	0.327 

	
	lincRNA:chr9:106170918-106177894 reverse strand
	
	19.11024081
	49.81201863
	0.328 

	Ak8
	Mus musculus adenylate kinase 8 (Ak8), mRNA [NM_001033874]
	NM_001033874
	30.57181267
	104.252899
	0.328 

	
	lincRNA:chr9:96632664-96653249 reverse strand
	
	80.00206264
	25.20247571
	0.328 

	
	lincRNA:chr19:4209657-4210475 reverse strand
	
	69.0392104
	183.8092066
	0.328 

	Ect2
	Mus musculus ect2 oncogene (Ect2), transcript variant 1, mRNA [NM_007900]
	NM_007900
	762.2541408
	322.5682135
	0.328 

	
	
	
	416.4376525
	95.64245923
	0.328 

	Ccnb1
	Mus musculus cyclin B1 (Ccnb1), mRNA [NM_172301]
	NM_172301
	237.2571255
	73.1745901
	0.328 

	Ces2b
	Mus musculus carboxyesterase 2B (Ces2b), mRNA [NM_198171]
	NM_198171
	25988.23934
	11926.20668
	0.329 

	
	lincRNA:chr4:119811853-119832606 forward strand
	
	23.30308625
	58.92525164
	0.329 

	
	lincRNA:chr2:158169020-158191295 forward strand
	
	35.63521459
	79.1646822
	0.329 

	Kif26b
	Mus musculus kinesin family member 26B (Kif26b), mRNA [NM_001161665]
	NM_001161665
	413.4555437
	173.4490608
	0.329 

	Ube2c
	Mus musculus ubiquitin-conjugating enzyme E2C (Ube2c), mRNA [NM_026785]
	NM_026785
	1287.697906
	492.614858
	0.330 

	
	predicted gene 10647 [Source:MGI Symbol;Acc:MGI:3642036] [ENSMUST00000098612]
	AK149255
	58.32037962
	28.8344815
	0.330 

	Wfdc2
	Mus musculus WAP four-disulfide core domain 2 (Wfdc2), mRNA [NM_026323]
	NM_026323
	2816.692016
	1392.170238
	0.330 

	Cpe
	Mus musculus carboxypeptidase E (Cpe), mRNA [NM_013494]
	NM_013494
	5913.227725
	1377.447837
	0.330 

	Scube3
	Mus musculus signal peptide, CUB domain, EGF-like 3 (Scube3), mRNA [NM_001004366]
	NM_001004366
	231.4192169
	32.64421779
	0.331 

	Trim35
	Mus musculus tripartite motif-containing 35 (Trim35), mRNA [NM_029979]
	NM_029979
	95.3360126
	36.74571088
	0.331 

	Cacna2d4
	Mus musculus calcium channel, voltage-dependent, alpha 2/delta subunit 4 (Cacna2d4), mRNA [NM_001033382]
	NM_001033382
	42.92964918
	103.8751462
	0.331 

	Atp10a
	Mus musculus ATPase, class V, type 10A (Atp10a), mRNA [NM_009728]
	NM_009728
	98.25959826
	47.85202879
	0.332 

	Pycr1
	pyrroline-5-carboxylate reductase 1 [Source:MGI Symbol;Acc:MGI:2384795] [ENSMUST00000026133]
	XM_006532735
	95.8220563
	15.95900878
	0.332 

	Wfdc2
	Mus musculus WAP four-disulfide core domain 2 (Wfdc2), mRNA [NM_026323]
	NM_026323
	7877.123358
	3747.92222
	0.332 

	Gnai1
	Mus musculus guanine nucleotide binding protein (G protein), alpha inhibiting 1 (Gnai1), mRNA [NM_010305]
	NM_010305
	1781.593389
	541.135453
	0.332 

	Nkain1
	Mus musculus Na+/K+ transporting ATPase interacting 1 (Nkain1), mRNA [NM_025998]
	NM_025998
	103.5133371
	49.00385257
	0.332 

	
	
	
	21.93564428
	45.19343891
	0.332 

	4930455H04Rik
	Mus musculus RIKEN cDNA 4930455H04 gene (4930455H04Rik), long non-coding RNA [NR_040596]
	NR_040596
	29.03733696
	59.59087128
	0.332 

	Prc1
	Mus musculus protein regulator of cytokinesis 1 (Prc1), transcript variant 1, mRNA [NM_145150]
	NM_145150
	2433.601794
	736.1212448
	0.332 

	Racgap1
	Mus musculus Rac GTPase-activating protein 1 (Racgap1), transcript variant 3, mRNA [NM_001253809]
	NM_001253809
	1441.528179
	475.6729691
	0.332 

	Hoxa13
	Mus musculus homeobox A13 (Hoxa13), mRNA [NM_008264]
	NM_008264
	27.50416111
	55.55296669
	0.333 

	Ihh
	Mus musculus Indian hedgehog (Ihh), mRNA [NM_010544]
	NM_010544
	3443.508388
	1467.605578
	0.334 

	Cxcl1
	Mus musculus chemokine (C-X-C motif) ligand 1 (Cxcl1), mRNA [NM_008176]
	NM_008176
	2222.42031
	5940.006534
	0.335 

	
	lincRNA:chr12:89519675-89533975 forward strand
	
	238.6709317
	548.9979723
	0.335 

	Cpe
	Mus musculus carboxypeptidase E (Cpe), mRNA [NM_013494]
	NM_013494
	305.1133382
	86.55716606
	0.336 

	
	lincRNA:chr2:77807600-77836075 reverse strand
	
	17.04635003
	35.82745636
	0.336 

	Slc29a4
	Mus musculus solute carrier family 29 (nucleoside transporters), member 4 (Slc29a4), mRNA [NM_146257]
	NM_146257
	74.58385552
	32.3916075
	0.337 

	
	lincRNA:chr8:50456266-50587338 forward strand
	
	15.74392397
	33.48272402
	0.337 

	Reep1
	Mus musculus receptor accessory protein 1 (Reep1), mRNA [NM_178608]
	NM_178608
	1288.160949
	489.800746
	0.337 

	H2-Q1
	Mus musculus histocompatibility 2, Q region locus 1 (H2-Q1), mRNA [NM_010390]
	NM_010390
	18066.66987
	7410.265838
	0.337 

	
	lincRNA:chr12:86421771-86422222 forward strand
	
	32.13696478
	121.5267663
	0.337 

	
	lincRNA:chr15:92667158-93020682 reverse strand
	
	40.11697102
	86.57759839
	0.337 

	Tacc3
	Mus musculus transforming, acidic coiled-coil containing protein 3 (Tacc3), mRNA [NM_001040435]
	NM_001040435
	2234.913487
	1021.019714
	0.337 

	Cdc20
	Mus musculus cell division cycle 20 (Cdc20), mRNA [NM_023223]
	NM_023223
	4749.842684
	1460.546269
	0.337 

	
	lincRNA:chr17:88466300-88495175 reverse strand
	
	21.06886223
	51.46611392
	0.338 

	Olfr738
	Mus musculus olfactory receptor 738 (Olfr738), mRNA [NM_146420]
	NM_146420
	66.1407701
	168.2522644
	0.338 

	Racgap1
	Mus musculus Rac GTPase-activating protein 1 (Racgap1), transcript variant 3, mRNA [NM_001253809]
	NM_001253809
	776.0660767
	284.8171104
	0.338 

	Fzd10
	Mus musculus frizzled homolog 10 (Drosophila) (Fzd10), mRNA [NM_175284]
	NM_175284
	88.49633354
	29.36268821
	0.338 

	Rad51
	Mus musculus RAD51 homolog (Rad51), mRNA [NM_011234]
	NM_011234
	474.4238068
	195.8217867
	0.338 

	
	lincRNA:chr4:116790373-116797823 reverse strand
	
	38.23634013
	103.595035
	0.338 

	
	
	
	14.99504598
	127.0098121
	0.338 

	Tectb
	Mus musculus tectorin beta (Tectb), mRNA [NM_009348]
	NM_009348
	85.4223903
	26.27623284
	0.340 

	Gm10639
	Mus musculus predicted gene 10639 (Gm10639), mRNA [NM_001122660]
	NM_001122660
	11904.94363
	4199.341524
	0.340 

	Wnt4
	Mus musculus wingless-related MMTV integration site 4 (Wnt4), mRNA [NM_009523]
	NM_009523
	324.6329081
	126.0760667
	0.340 

	
	
	
	19.05412013
	42.35311055
	0.340 

	Klhdc4
	Mus musculus kelch domain containing 4 (Klhdc4), mRNA [NM_145605]
	NM_145605
	19129.73438
	7391.900978
	0.340 

	Igh-VJ558
	immunoglobulin heavy constant alpha [Source:MGI Symbol;Acc:MGI:96444] [ENSMUST00000178282]
	AK007826
	389.6935889
	901.0453468
	0.340 

	
	lincRNA:chr15:102032892-102033838 reverse strand
	
	60.02908273
	138.0462305
	0.340 

	
	lincRNA:chr15:82769917-82770296 reverse strand
	
	17.50327506
	35.6382543
	0.341 

	
	lincRNA:chr12:112223388-112223755 forward strand
	
	27.57614313
	57.92467209
	0.341 

	Col8a1
	Mus musculus collagen, type VIII, alpha 1 (Col8a1), mRNA [NM_007739]
	NM_007739
	164.2042787
	64.07969075
	0.341 

	Bspry
	Mus musculus B-box and SPRY domain containing (Bspry), mRNA [NM_138653]
	NM_138653
	585.3421048
	78.0044525
	0.342 

	Cenpe
	Mus musculus centromere protein E (Cenpe), mRNA [NM_173762]
	NM_173762
	1538.362565
	514.6159298
	0.342 

	Prima1
	Mus musculus proline rich membrane anchor 1 (Prima1), mRNA [NM_133364]
	NM_133364
	369.9322276
	61.88098933
	0.342 

	H2-T18
	PREDICTED: Mus musculus histocompatibility 2, T region locus 18 (H2-T18), mRNA [XM_006544513]
	XM_006544513
	27.67249753
	56.94889417
	0.342 

	Cdca8
	Mus musculus cell division cycle associated 8 (Cdca8), mRNA [NM_026560]
	NM_026560
	2359.234485
	992.1556442
	0.342 

	Ube2c
	Mus musculus ubiquitin-conjugating enzyme E2C (Ube2c), mRNA [NM_026785]
	NM_026785
	1177.143203
	435.0249374
	0.342 

	Gm5593
	PREDICTED: Mus musculus predicted gene 5593 (Gm5593), mRNA [XM_006544821]
	XM_006544821
	1752.458279
	445.3325306
	0.342 

	
	lincRNA:chr7:50403100-50418175 reverse strand
	
	22.82682155
	116.3053756
	0.343 

	Kif20a
	Mus musculus kinesin family member 20A (Kif20a), transcript variant 3, mRNA [NM_009004]
	NM_009004
	1227.733602
	431.2825808
	0.343 

	Cpe
	Mus musculus carboxypeptidase E (Cpe), mRNA [NM_013494]
	NM_013494
	5469.709644
	1384.600107
	0.343 

	
	lincRNA:chr6:112552041-112560067 reverse strand
	
	134.8847931
	21.26857853
	0.343 

	Spns3
	Mus musculus spinster homolog 3 (Spns3), mRNA [NM_029932]
	NM_029932
	109.2271956
	45.06163456
	0.343 

	Ier3
	Mus musculus immediate early response 3 (Ier3), mRNA [NM_133662]
	NM_133662
	1310.634787
	628.9466788
	0.343 

	Plk1
	Mus musculus polo-like kinase 1 (Plk1), mRNA [NM_011121]
	NM_011121
	2589.723772
	824.072946
	0.344 

	
	lincRNA:chr5:53931541-53945241 forward strand
	
	88.665769
	19.46652377
	0.344 

	
	
	
	990.7444094
	406.4405368
	0.344 

	E230025N22Rik
	Mus musculus Riken cDNA E230025N22 gene (E230025N22Rik), mRNA [NM_172831]
	NM_172831
	87.75385746
	32.0752807
	0.345 

	
	lincRNA:chr15:58981936-58982322 forward strand
	
	17.88244713
	216.4944481
	0.345 

	Tekt5
	Mus musculus tektin 5 (Tekt5), transcript variant 2, mRNA [NM_001099275]
	NM_001099275
	318.4475751
	67.78634413
	0.345 

	Igh-VJ558
	immunoglobulin heavy constant alpha [Source:MGI Symbol;Acc:MGI:96444] [ENSMUST00000178282]
	BC004786
	803.7968792
	1854.648942
	0.345 

	1700019L03Rik
	Mus musculus RIKEN cDNA 1700019L03 gene (1700019L03Rik), mRNA [NM_025619]
	NM_025619
	19.04711857
	45.96463132
	0.346 

	
	lincRNA:chr12:23420304-23420859 reverse strand
	
	79.74007818
	37.45983979
	0.346 

	Hivep3
	human immunodeficiency virus type I enhancer binding protein 3 [Source:MGI Symbol;Acc:MGI:106589] [ENSMUST00000123698]
	XM_006503500
	46.23671335
	118.6855112
	0.346 

	Capn6
	Mus musculus calpain 6 (Capn6), mRNA [NM_007603]
	NM_007603
	25.94140469
	54.87370944
	0.348 

	4930505N22Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930505N22 product:hypothetical protein, full insert sequence. [AK015708]
	AK015708
	36.20408839
	72.61972719
	0.348 

	Mlf1
	Mus musculus myeloid leukemia factor 1 (Mlf1), transcript variant 2, mRNA [NM_010801]
	NM_010801
	42.31130735
	93.5351662
	0.348 

	
	PREDICTED: Mus musculus predicted gene 6978 (Gm6978), misc_RNA [XR_141865]
	XR_141865
	48.13965044
	13.06255176
	0.348 

	Ckap2
	Mus musculus cytoskeleton associated protein 2 (Ckap2), mRNA [NM_001004140]
	NM_001004140
	327.5843733
	106.6062896
	0.348 

	
	Mus musculus 3 days neonate thymus cDNA, RIKEN full-length enriched library, clone:A630054F02 product:unclassifiable, full insert sequence. [AK080325]
	AK080325
	193.898858
	65.4431629
	0.348 

	Ccdc109b
	Mus musculus coiled-coil domain containing 109B (Ccdc109b), mRNA [NM_025779]
	NM_025779
	32.89466259
	144.1202239
	0.349 

	Ccnb1
	Mus musculus cyclin B1 (Ccnb1), mRNA [NM_172301]
	NM_172301
	266.5658606
	72.84291383
	0.349 

	Cdca8
	Mus musculus cell division cycle associated 8 (Cdca8), mRNA [NM_026560]
	NM_026560
	295.2916724
	123.8623587
	0.349 

	AW011738
	Mus musculus expressed sequence AW011738 (AW011738), long non-coding RNA [NR_030671]
	NR_030671
	82.59349925
	232.4047987
	0.349 

	Gm20837
	PREDICTED: Mus musculus predicted gene, 20837 (Gm20837), transcript variant X13, mRNA [XM_006542720]
	XM_006542720
	21.46867924
	48.00320151
	0.350 

	Cyr61
	Mus musculus cysteine rich protein 61 (Cyr61), mRNA [NM_010516]
	NM_010516
	1998.101069
	856.0773871
	0.350 

	Nusap1
	Mus musculus nucleolar and spindle associated protein 1 (Nusap1), transcript variant 1, mRNA [NM_133851]
	NM_133851
	579.6299264
	207.4773028
	0.350 

	
	lincRNA:chr6:148163559-148164253 forward strand
	
	25.38952801
	73.76043644
	0.350 

	Ddn
	Mus musculus dendrin (Ddn), mRNA [NM_001013741]
	NM_001013741
	1545.480714
	464.7005656
	0.350 

	Chchd7
	coiled-coil-helix-coiled-coil-helix domain containing 7 [Source:MGI Symbol;Acc:MGI:1913683] [ENSMUST00000121210]
	
	25.74387712
	51.70901073
	0.350 

	Ggact
	gamma-glutamylamine cyclotransferase [Source:MGI Symbol;Acc:MGI:2385008] [ENSMUST00000110679]
	BC080839
	39.68939913
	18.01735072
	0.350 

	
	lincRNA:chr7:100195448-100195894 reverse strand
	
	21.37009954
	44.35768212
	0.350 

	Zic4
	Mus musculus zinc finger protein of the cerebellum 4 (Zic4), mRNA [NM_009576]
	NM_009576
	43.30451221
	178.4569724
	0.351 

	Styk1
	Mus musculus serine/threonine/tyrosine kinase 1 (Styk1), mRNA [NM_172891]
	NM_172891
	51.80758414
	11.75208728
	0.351 

	
	lincRNA:chr3:84609788-84618062 reverse strand
	
	46.31715301
	150.0674683
	0.351 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	6960.022002
	19723.37161
	0.351 

	Lrtm2
	Mus musculus leucine-rich repeats and transmembrane domains 2 (Lrtm2), transcript variant 1, mRNA [NM_172492]
	NM_172492
	606.935026
	1294.489024
	0.351 

	
	lincRNA:chr1:137679100-137689925 reverse strand
	
	21.75837376
	606.8111465
	0.351 

	Cdkn3
	Mus musculus cyclin-dependent kinase inhibitor 3 (Cdkn3), mRNA [NM_028222]
	NM_028222
	662.163269
	234.7775778
	0.351 

	Kifc1
	Mus musculus kinesin family member C1 (Kifc1), mRNA [NM_001195298]
	NM_001195298
	586.2061941
	270.7846969
	0.351 

	
	lincRNA:chr4:8606650-8614031 reverse strand
	
	25.77273899
	53.3120458
	0.352 

	Rhof
	Mus musculus ras homolog gene family, member f (Rhof), mRNA [NM_175092]
	NM_175092
	586.7895736
	181.3830902
	0.352 

	Knstrn
	Mus musculus kinetochore-localized astrin/SPAG5 binding (Knstrn), mRNA [NM_026412]
	NM_026412
	471.3219076
	143.0316488
	0.352 

	
	lincRNA:chr11:97275905-97310538 forward strand
	
	26.41499902
	97.35729261
	0.353 

	Pogk
	Mus musculus pogo transposable element with KRAB domain (Pogk), transcript variant 1, mRNA [NM_175170]
	NM_175170
	97.46222211
	41.09113358
	0.353 

	Tescl
	Mus musculus tescalcin-like (Tescl), mRNA [NM_001163810]
	NM_001163810
	23.62617902
	99.42467783
	0.353 

	LOC102640584
	PREDICTED: Mus musculus uncharacterized LOC102640584 (LOC102640584), transcript variant X2, ncRNA [XR_394066]
	XR_394066
	25.62560288
	63.52207796
	0.353 

	Birc5
	Mus musculus baculoviral IAP repeat-containing 5 (Birc5), transcript variant 1, mRNA [NM_009689]
	NM_009689
	667.9433108
	299.6997722
	0.354 

	Gm5907
	PREDICTED: Mus musculus predicted gene 5907 (Gm5907), ncRNA [XR_378740]
	XR_378740
	21.00598593
	44.86781171
	0.354 

	Bex1
	Mus musculus brain expressed gene 1 (Bex1), mRNA [NM_009052]
	NM_009052
	359.3727255
	142.4457497
	0.354 

	Adamts15
	Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 15 (Adamts15), mRNA [NM_001024139]
	NM_001024139
	747.4319002
	255.8366852
	0.354 

	Chil1
	Mus musculus chitinase-like 1 (Chil1), mRNA [NM_007695]
	NM_007695
	71.79729309
	261.4269559
	0.354 

	Fam83d
	Mus musculus family with sequence similarity 83, member D (Fam83d), mRNA [NM_027975]
	NM_027975
	90.70841775
	22.89916667
	0.354 

	Ar
	Mus musculus androgen receptor (Ar), mRNA [NM_013476]
	NM_013476
	198.262932
	88.20224607
	0.354 

	Cyp3a44
	Mus musculus cytochrome P450, family 3, subfamily a, polypeptide 44 (Cyp3a44), mRNA [NM_177380]
	NM_177380
	809.6158157
	246.6049709
	0.354 

	
	lincRNA:chr3:41143423-41359623 reverse strand
	
	73.38405675
	206.1621605
	0.354 

	Olr1
	Mus musculus oxidized low density lipoprotein (lectin-like) receptor 1 (Olr1), mRNA [NM_138648]
	NM_138648
	50.52774887
	19.33781482
	0.354 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	6990.90434
	20219.52664
	0.355 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	6892.48402
	19083.72767
	0.356 

	Tfap2e
	Mus musculus transcription factor AP-2, epsilon (Tfap2e), mRNA [NM_198960]
	NM_198960
	240.8613538
	10.22616062
	0.357 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	7200.122005
	19502.57331
	0.357 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	7575.657998
	20784.0916
	0.357 

	Prss50
	Mus musculus protease, serine 50 (Prss50), mRNA [NM_146227]
	NM_146227
	53.57440027
	123.8815333
	0.358 

	
	lincRNA:chr17:34018371-34019394 reverse strand
	
	605.8096365
	282.3173826
	0.358 

	Bub1
	Mus musculus budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) (Bub1), transcript variant 2, mRNA [NM_009772]
	NM_009772
	170.7023598
	55.23396751
	0.358 

	Ankrd36
	PREDICTED: Mus musculus ankyrin repeat domain 36 (Ankrd36), transcript variant X8, mRNA [XM_006514890]
	XM_006514890
	26.09132446
	57.20343719
	0.358 

	Igf2bp3
	Mus musculus insulin-like growth factor 2 mRNA binding protein 3 (Igf2bp3), mRNA [NM_023670]
	NM_023670
	452.5767345
	102.2948882
	0.358 

	
	lincRNA:chr16:90038086-90127636 reverse strand
	
	37.90918372
	78.27910669
	0.358 

	Enho
	Mus musculus energy homeostasis associated (Enho), mRNA [NM_027147]
	NM_027147
	7290.900033
	15087.02773
	0.358 

	Kif2c
	Mus musculus kinesin family member 2C (Kif2c), transcript variant 2, mRNA [NM_001290662]
	NM_001290662
	127.9050953
	30.72817428
	0.358 

	Sfmbt2
	Mus musculus Scm-like with four mbt domains 2 (Sfmbt2), transcript variant 1, mRNA [NM_177386]
	NM_177386
	176.8129655
	31.77494742
	0.358 

	
	lincRNA:chr12:110845020-110850870 forward strand
	
	36.56598754
	81.71991866
	0.358 

	
	lincRNA:chr6:6499224-6499832 reverse strand
	
	16.371967
	32.74991754
	0.359 

	Entpd3
	Mus musculus ectonucleoside triphosphate diphosphohydrolase 3 (Entpd3), mRNA [NM_178676]
	NM_178676
	23.80326274
	50.35257438
	0.359 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	7334.345424
	20269.83037
	0.359 

	Bub1
	Mus musculus budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) (Bub1), transcript variant 2, mRNA [NM_009772]
	NM_009772
	164.9869565
	54.16688765
	0.359 

	Car3
	Mus musculus carbonic anhydrase 3 (Car3), mRNA [NM_007606]
	NM_007606
	48820.92416
	100566.945
	0.359 

	1700129C05Rik
	Mus musculus RIKEN cDNA 1700129C05 gene (1700129C05Rik), mRNA [NM_026461]
	NM_026461
	50.74062917
	15.08274929
	0.359 

	Tpx2
	Mus musculus TPX2, microtubule-associated protein homolog (Xenopus laevis) (Tpx2), transcript variant 2, mRNA [NM_028109]
	NM_028109
	546.1777272
	166.7960946
	0.359 

	Dclk1
	Mus musculus doublecortin-like kinase 1 (Dclk1), transcript variant 4, mRNA [NM_001111053]
	NM_001111053
	81.70459417
	34.87684173
	0.359 

	Fkbp1b
	Mus musculus FK506 binding protein 1b (Fkbp1b), mRNA [NM_016863]
	NM_016863
	718.8696867
	287.1891879
	0.359 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	4687.62152
	12105.73315
	0.360 

	Fam19a2
	Mus musculus family with sequence similarity 19, member A2 (Fam19a2), transcript variant 1, mRNA [NM_182807]
	NM_182807
	291.2229794
	132.5991975
	0.361 

	LOC101056136
	Mus musculus disks large homolog 5-like (LOC101056136), long non-coding RNA [NR_105055]
	NR_105055
	25.45894834
	82.66465027
	0.361 

	
	lincRNA:chr10:95772764-95825001 forward strand
	
	195.9951293
	10.62392552
	0.361 

	Wif1
	Mus musculus Wnt inhibitory factor 1 (Wif1), mRNA [NM_011915]
	NM_011915
	167.1649258
	20.08101685
	0.361 

	
	lincRNA:chrX:92149320-92151107 reverse strand
	
	145.3299268
	70.30435005
	0.362 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	7237.970343
	19651.64194
	0.362 

	
	lincRNA:chr1:71939741-71947891 reverse strand
	
	44.76224656
	20.06208582
	0.362 

	
	lincRNA:chr12:110738120-110769295 forward strand
	
	37.64899038
	104.0751611
	0.363 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	6577.936796
	18018.82076
	0.363 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	6931.599149
	18435.18389
	0.363 

	
	HSDJ447F3 match: proteins: C08G9.2 O44131 O62299 Q14508 Q28631 Q28894 Q62477 Q91450 Q98988 Q9IAR5 Q9N0L8 {Homo sapiens} (exp=0; wgp=1; cg=0), partial (37%) [TC1661613]
	
	196.9784198
	65.67138401
	0.363 

	Mastl
	Mus musculus microtubule associated serine/threonine kinase-like (Mastl), mRNA [NM_025979]
	NM_025979
	117.1096416
	55.20267247
	0.364 

	Wisp2
	Mus musculus WNT1 inducible signaling pathway protein 2 (Wisp2), mRNA [NM_016873]
	NM_016873
	4479.534548
	141.2286357
	0.364 

	
	T cell receptor alpha variable 6D-5 [Source:MGI Symbol;Acc:MGI:3649416] [ENSMUST00000180687]
	X02969
	18.26953228
	40.33192549
	0.364 

	Sgol1
	Mus musculus shugoshin-like 1 (S. pombe) (Sgol1), mRNA [NM_028232]
	NM_028232
	582.1416104
	239.383415
	0.364 

	Des
	Mus musculus desmin (Des), mRNA [NM_010043]
	NM_010043
	78.3527669
	193.9918146
	0.365 

	
	
	
	181.2371562
	52.43245822
	0.365 

	Kif22
	Mus musculus kinesin family member 22 (Kif22), mRNA [NM_145588]
	NM_145588
	1970.115346
	893.6509554
	0.365 

	Bub1
	Mus musculus budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) (Bub1), transcript variant 2, mRNA [NM_009772]
	NM_009772
	175.3548863
	56.14952208
	0.365 

	Nlrp3
	Mus musculus NLR family, pyrin domain containing 3 (Nlrp3), mRNA [NM_145827]
	NM_145827
	103.3404036
	50.44720513
	0.365 

	Cyp2b13
	Mus musculus cytochrome P450, family 2, subfamily b, polypeptide 13 (Cyp2b13), mRNA [NM_007813]
	NM_007813
	346.8269963
	1815.358874
	0.366 

	Plaur
	Mus musculus plasminogen activator, urokinase receptor (Plaur), mRNA [NM_011113]
	NM_011113
	1317.078418
	520.9067272
	0.366 

	Cdca3
	Mus musculus cell division cycle associated 3 (Cdca3), mRNA [NM_013538]
	NM_013538
	2872.888152
	1135.840221
	0.366 

	Stmn1
	Mus musculus stathmin 1 (Stmn1), mRNA [NM_019641]
	NM_019641
	6049.229786
	2983.830273
	0.366 

	Etl4
	PREDICTED: Mus musculus enhancer trap locus 4 (Etl4), transcript variant X23, mRNA [XM_006497430]
	XM_006497430
	290.5793393
	134.7094154
	0.367 

	Ckap2l
	Mus musculus cytoskeleton associated protein 2-like (Ckap2l), mRNA [NM_181589]
	NM_181589
	164.3389617
	57.2007463
	0.367 

	
	lincRNA:chr3:19179899-19216399 reverse strand
	
	57.27790683
	220.8086468
	0.367 

	
	lincRNA:chr2:145492995-145523670 forward strand
	
	18.36085446
	38.33748091
	0.367 

	
	Mus musculus adult male corpora quadrigemina cDNA, RIKEN full-length enriched library, clone:B230214C06 product:unclassifiable, full insert sequence. [AK140103]
	AK140103
	28.27508875
	64.07736978
	0.367 

	Defa-rs2
	Mus musculus defensin, alpha, related sequence 2 (Defa-rs2), mRNA [NM_007847]
	NM_007847
	29.58998271
	59.26509803
	0.367 

	
	
	
	140.4335775
	46.31878412
	0.368 

	Apcs
	Mus musculus serum amyloid P-component (Apcs), mRNA [NM_011318]
	NM_011318
	14531.19489
	7010.074711
	0.369 

	Hist1h4i
	Mus musculus histone cluster 1, H4i, mRNA (cDNA clone IMAGE:4205460), with apparent retained intron. [BC019757]
	BC019757
	4040.522329
	1391.471002
	0.369 

	Nipal2
	Mus musculus NIPA-like domain containing 2 (Nipal2), mRNA [NM_145469]
	NM_145469
	335.4116688
	27.93546997
	0.369 

	Birc5
	Mus musculus baculoviral IAP repeat-containing 5 (Birc5), transcript variant 3, mRNA [NM_001012273]
	NM_001012273
	5296.564067
	2599.443235
	0.369 

	9130221J18Rik
	Mus musculus adult male cecum cDNA, RIKEN full-length enriched library, clone:9130221J18 product:unclassifiable, full insert sequence. [AK033690]
	AK033690
	2645.251467
	1320.415875
	0.370 

	Bub1
	Mus musculus budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) (Bub1), transcript variant 2, mRNA [NM_009772]
	NM_009772
	172.9785502
	60.83115277
	0.370 

	Kif20b
	Mus musculus kinesin family member 20B (Kif20b), mRNA [NM_183046]
	NM_183046
	582.4584634
	289.415823
	0.371 

	
	lincRNA:chr9:96632664-96653249 reverse strand
	
	119.2438509
	43.41523312
	0.371 

	1190002F15Rik
	Mus musculus RIKEN cDNA 1190002F15 gene (1190002F15Rik), transcript variant 1, long non-coding RNA [NR_037956]
	NR_037956
	1069.742467
	507.6817531
	0.371 

	Far1
	Mus musculus fatty acyl CoA reductase 1 (Far1), transcript variant 2, mRNA [NM_001285831]
	NM_001285831
	67.59304844
	161.8618144
	0.372 

	Top2a
	Mus musculus topoisomerase (DNA) II alpha (Top2a), mRNA [NM_011623]
	NM_011623
	447.7807554
	186.2896643
	0.372 

	Il6
	Mus musculus interleukin 6 (Il6), mRNA [NM_031168]
	NM_031168
	50.48103972
	117.704391
	0.372 

	Med9os
	Mus musculus mediator complex subunit 9, opposite strand (Med9os), long non-coding RNA [NR_045273]
	NR_045273
	45.58373795
	20.50901697
	0.372 

	Cenpu
	Mus musculus centromere protein U (Cenpu), mRNA [NM_027973]
	NM_027973
	218.6638837
	105.9888898
	0.372 

	Oip5
	Mus musculus Opa interacting protein 5 (Oip5), mRNA [NM_001042653]
	NM_001042653
	211.3441169
	103.0954492
	0.372 

	
	lincRNA:chr10:5950116-5958250 reverse strand
	
	289.2498469
	107.8082019
	0.373 

	BC089597
	Mus musculus cDNA sequence BC089597 (BC089597), mRNA [NM_145424]
	NM_145424
	7092.438898
	18886.57854
	0.373 

	Lcn9
	Mus musculus lipocalin 9 (Lcn9), mRNA [NM_029959]
	NM_029959
	35.28739404
	12.56094586
	0.373 

	Chga
	Mus musculus chromogranin A (Chga), mRNA [NM_007693]
	NM_007693
	1327.334904
	25.42761484
	0.373 

	
	lincRNA:chr15:68172597-68194740 reverse strand
	
	43.53464486
	124.0808871
	0.373 

	
	lincRNA:chr17:34018371-34019394 reverse strand
	
	486.8565249
	235.5381473
	0.374 

	Ccnb2
	Mus musculus cyclin B2 (Ccnb2), mRNA [NM_007630]
	NM_007630
	3199.962642
	1337.650586
	0.374 

	S1pr5
	Mus musculus sphingosine-1-phosphate receptor 5 (S1pr5), mRNA [NM_053190]
	NM_053190
	624.7649831
	1424.220764
	0.374 

	Duoxa1
	Mus musculus dual oxidase maturation factor 1 (Duoxa1), mRNA [NM_145395]
	NM_145395
	337.7771452
	136.0613332
	0.374 

	Guca2b
	Mus musculus guanylate cyclase activator 2b (retina) (Guca2b), mRNA [NM_008191]
	NM_008191
	404.5915282
	50.4141813
	0.374 

	Cyp2b10
	Mus musculus cytochrome P450, family 2, subfamily b, polypeptide 10 (Cyp2b10), mRNA [NM_009999]
	NM_009999
	6340.302862
	37190.44606
	0.374 

	LOC102643057
	PREDICTED: Mus musculus renin-1-like (LOC102643057), transcript variant X2, mRNA [XM_006543568]
	XM_006543568
	21.31597124
	173.6119252
	0.374 

	Anln
	Mus musculus anillin, actin binding protein (Anln), mRNA [NM_028390]
	NM_028390
	790.4380743
	322.6006734
	0.374 

	Cenpp
	Mus musculus centromere protein P (Cenpp), mRNA [NM_025495]
	NM_025495
	334.4782514
	164.160323
	0.375 

	
	
	
	386.6919865
	2173.951057
	0.375 

	Rsrc2
	arginine/serine-rich coiled-coil 2 [Source:MGI Symbol;Acc:MGI:1913489] [ENSMUST00000111515]
	NM_001005523
	38.66505804
	115.8109838
	0.375 

	Sult2a2
	Mus musculus sulfotransferase family 2A, dehydroepiandrosterone (DHEA)-preferring, member 2 (Sult2a2), mRNA [NM_009286]
	NM_009286
	4981.439669
	426.6650717
	0.377 

	Gm1987
	Mus musculus predicted gene 1987 (Gm1987), mRNA [NM_001193667]
	NM_001193667
	1165.136906
	6541.579253
	0.377 

	Bub1
	Mus musculus budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) (Bub1), transcript variant 2, mRNA [NM_009772]
	NM_009772
	187.5904018
	64.6098205
	0.377 

	Bub1
	Mus musculus budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) (Bub1), transcript variant 2, mRNA [NM_009772]
	NM_009772
	166.9537995
	55.44497399
	0.377 

	Col23a1
	Mus musculus collagen, type XXIII, alpha 1 (Col23a1), mRNA [NM_153393]
	NM_153393
	124.0428511
	45.85470334
	0.378 

	Espl1
	Mus musculus extra spindle pole bodies 1 (S. cerevisiae) (Espl1), mRNA [NM_001014976]
	NM_001014976
	135.5236682
	62.00796784
	0.378 

	
	
	
	66.78563152
	29.5737047
	0.378 

	Plat
	Mus musculus plasminogen activator, tissue (Plat), mRNA [NM_008872]
	NM_008872
	1730.024754
	848.2698188
	0.378 

	Chst1
	Mus musculus carbohydrate (keratan sulfate Gal-6) sulfotransferase 1 (Chst1), mRNA [NM_023850]
	NM_023850
	1198.306473
	535.101147
	0.379 

	Bub1
	Mus musculus budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) (Bub1), transcript variant 2, mRNA [NM_009772]
	NM_009772
	176.0678103
	59.41380297
	0.380 

	Sspn
	Mus musculus sarcospan (Sspn), mRNA [NM_010656]
	NM_010656
	895.3032137
	421.0155034
	0.380 

	
	Mus musculus adult male cecum cDNA, RIKEN full-length enriched library, clone:9130211K07 product:unclassifiable, full insert sequence. [AK136555]
	AK136555
	382.5131923
	163.74259
	0.381 

	
	immunoglobulin heavy variable 5-9-1 [Source:MGI Symbol;Acc:MGI:4439810] [ENSMUST00000103452]
	XM_006535369
	94.36070165
	21.79437781
	0.382 

	Mcpt4
	Mus musculus mast cell protease 4 (Mcpt4), mRNA [NM_010779]
	NM_010779
	562.8965746
	38.7792833
	0.382 

	Col4a5
	Mus musculus collagen, type IV, alpha 5 (Col4a5), transcript variant 1, mRNA [NM_001163155]
	NM_001163155
	621.6564061
	183.5770171
	0.382 

	Dbh
	Mus musculus dopamine beta hydroxylase (Dbh), mRNA [NM_138942]
	NM_138942
	347.4322598
	16.88810479
	0.382 

	
	lincRNA:chr5:110182844-110228345 reverse strand
	
	50.75454617
	183.981353
	0.382 

	Gstt3
	Mus musculus glutathione S-transferase, theta 3 (Gstt3), mRNA [NM_133994]
	NM_133994
	9915.50116
	26424.76747
	0.383 

	
	lincRNA:chr1:183951156-183986156 forward strand
	
	27.92612767
	57.7340069
	0.383 

	Kif26b
	PREDICTED: Mus musculus kinesin family member 26B (Kif26b), transcript variant X1, mRNA [XM_006496865]
	XM_006496865
	112.3590254
	38.88962363
	0.383 

	Dach1
	Mus musculus dachshund 1 (Drosophila) (Dach1), transcript variant 1, mRNA [NM_007826]
	NM_007826
	89.65315025
	39.2633626
	0.383 

	Cd2
	Mus musculus CD2 antigen (Cd2), mRNA [NM_013486]
	NM_013486
	69.64791364
	29.49570737
	0.383 

	Cdkal1
	CDK5 regulatory subunit associated protein 1-like 1 [Source:MGI Symbol;Acc:MGI:1921765] [ENSMUST00000091674]
	AK045506
	30.06089497
	68.97401094
	0.384 

	Cyp2b9
	Mus musculus cytochrome P450, family 2, subfamily b, polypeptide 9 (Cyp2b9), mRNA [NM_010000]
	NM_010000
	563.0862825
	3046.534942
	0.384 

	Bpifb1
	Mus musculus BPI fold containing family B, member 1 (Bpifb1), transcript variant 1, mRNA [NM_001012392]
	NM_001012392
	39.23685864
	706.3466208
	0.384 

	Duoxa1
	Mus musculus dual oxidase maturation factor 1 (Duoxa1), mRNA [NM_145395]
	NM_145395
	2542.34994
	700.9902444
	0.385 

	
	lincRNA:chr7:117140887-117152562 forward strand
	
	64.5633649
	990.9214772
	0.385 

	Kif4
	Mus musculus kinesin family member 4 (Kif4), mRNA [NM_008446]
	NM_008446
	118.7708878
	56.13221382
	0.385 

	Cav1
	Mus musculus caveolin 1, caveolae protein (Cav1), transcript variant 2, mRNA [NM_001243064]
	NM_001243064
	86.23952503
	41.75277293
	0.386 

	B3galt1
	Mus musculus UDP-Gal:betaGlcNAc beta 1,3-galactosyltransferase, polypeptide 1 (B3galt1), mRNA [NM_020283]
	NM_020283
	1276.38857
	2874.014552
	0.386 

	Ccna2
	Mus musculus cyclin A2 (Ccna2), mRNA [NM_009828]
	NM_009828
	901.9115813
	450.5841667
	0.386 

	Bub1
	Mus musculus budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) (Bub1), transcript variant 2, mRNA [NM_009772]
	NM_009772
	182.1221429
	59.16374656
	0.386 

	
	mb59e12.r1 Soares mouse p3NMF19.5 Mus musculus cDNA clone IMAGE:333742 5'. [W17435]
	W17435
	26.61478641
	110.9939925
	0.386 

	Timp4
	Mus musculus tissue inhibitor of metalloproteinase 4 (Timp4), mRNA [NM_080639]
	NM_080639
	684.854861
	20.09183331
	0.387 

	Epdr1
	Mus musculus ependymin related protein 1 (zebrafish) (Epdr1), mRNA [NM_134065]
	NM_134065
	2411.621778
	838.4846678
	0.388 

	Il6
	Mus musculus interleukin 6 (Il6), mRNA [NM_031168]
	NM_031168
	57.59482889
	127.0086678
	0.388 

	Ttll11
	Mus musculus tubulin tyrosine ligase-like family, member 11 (Ttll11), mRNA [NM_029774]
	NM_029774
	67.63902008
	24.05625757
	0.388 

	Npnt
	Mus musculus nephronectin (Npnt), transcript variant 1, mRNA [NM_033525]
	NM_033525
	49.48878796
	107.3134117
	0.389 

	Cdca2
	Mus musculus cell division cycle associated 2 (Cdca2), transcript variant 2, mRNA [NM_175384]
	NM_175384
	209.4734012
	85.72969324
	0.389 

	Gm4432
	Mus musculus predicted gene 4432 (Gm4432), non-coding RNA [NR_102329]
	NR_102329
	34.2328968
	163.3545905
	0.389 

	
	lincRNA:chr12:110894095-110899517 forward strand
	
	71.54230173
	153.7658788
	0.389 

	
	
	
	591.9044762
	113.4979959
	0.389 

	Ren2
	Mus musculus renin 2 tandem duplication of Ren1 (Ren2), mRNA [NM_031193]
	NM_031193
	278.534219
	1417.73095
	0.389 

	4930572J10Rik
	Mus musculus adult male testis cDNA, RIKEN full-length enriched library, clone:4930572J10 product:unclassifiable, full insert sequence. [AK016280]
	AK016280
	49.82112763
	197.1945676
	0.390 

	
	lincRNA:chr9:68349343-68411643 forward strand
	
	24.42952249
	70.29068669
	0.390 

	Apela
	Mus musculus apelin receptor early endogenous ligand (Apela), long non-coding RNA [NR_040692]
	NR_040692
	1116.930113
	52.29105934
	0.390 

	Hsd3b1
	Mus musculus hydroxy-delta-5-steroid dehydrogenase, 3 beta- and steroid delta-isomerase 1 (Hsd3b1), mRNA [NM_008293]
	NM_008293
	4316.496929
	104.4428435
	0.390 

	Prom1
	Mus musculus prominin 1 (Prom1), transcript variant 2, mRNA [NM_001163577]
	NM_001163577
	4798.419447
	1139.880739
	0.390 

	Meg3
	Mus musculus maternally expressed 3 (Meg3), transcript variant 3, long non-coding RNA [NR_027652]
	NR_027652
	70.41766789
	267.8577745
	0.390 

	
	lincRNA:chr8:41475940-41476460 forward strand
	
	67.33608836
	25.04555476
	0.390 

	Bub1
	Mus musculus budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) (Bub1), transcript variant 2, mRNA [NM_009772]
	NM_009772
	162.2910224
	48.38209446
	0.390 

	Prom1
	Mus musculus prominin 1 (Prom1), transcript variant 1, mRNA [NM_008935]
	NM_008935
	234.218459
	56.14394715
	0.391 

	Iqgap3
	Mus musculus IQ motif containing GTPase activating protein 3 (Iqgap3), mRNA [NM_001033484]
	NM_001033484
	265.6309124
	83.7351633
	0.392 

	
	lincRNA:chr8:67552315-67561235 reverse strand
	
	2869.569777
	155.5370361
	0.392 

	Bglap3
	Mus musculus bone gamma-carboxyglutamate protein 3 (Bglap3), mRNA [NM_031368]
	NM_031368
	429.6697028
	81.80324767
	0.392 

	Slc6a20b
	Mus musculus solute carrier family 6 (neurotransmitter transporter), member 20B (Slc6a20b), mRNA [NM_011731]
	NM_011731
	70.11549363
	18.81716542
	0.392 

	
	lincRNA:chr1:64232564-64349617 reverse strand
	
	112.068124
	339.0827257
	0.393 

	Gxylt2
	glucoside xylosyltransferase 2 [Source:MGI Symbol;Acc:MGI:2682940] [ENSMUST00000141333]
	AK144790
	24.62126964
	85.2350531
	0.393 

	Sh3pxd2a
	Mus musculus SH3 and PX domains 2A (Sh3pxd2a), transcript variant 1, mRNA [NM_008018]
	NM_008018
	110.0857782
	54.87796431
	0.393 

	Dlgap5
	Mus musculus discs, large (Drosophila) homolog-associated protein 5 (Dlgap5), mRNA [NM_144553]
	NM_144553
	99.10424992
	45.52161954
	0.393 

	Fjx1
	Mus musculus four jointed box 1 (Drosophila) (Fjx1), mRNA [NM_010218]
	NM_010218
	126.9159486
	62.76513169
	0.393 

	Acsbg1
	Mus musculus acyl-CoA synthetase bubblegum family member 1 (Acsbg1), mRNA [NM_053178]
	NM_053178
	82.64932815
	35.60705821
	0.393 

	Bglap3
	Mus musculus bone gamma-carboxyglutamate protein 3 (Bglap3), mRNA [NM_031368]
	NM_031368
	3343.093521
	878.8394336
	0.394 

	
	lincRNA:chr19:23254618-23268776 reverse strand
	
	46.58724144
	22.24169203
	0.394 

	
	lincRNA:chr10:81615171-81615810 forward strand
	
	94.32769017
	470.0665234
	0.394 

	Spink4
	Mus musculus serine peptidase inhibitor, Kazal type 4 (Spink4), mRNA [NM_011463]
	NM_011463
	45.86135148
	100.4188624
	0.395 

	Slc10a2
	Mus musculus solute carrier family 10, member 2 (Slc10a2), mRNA [NM_011388]
	NM_011388
	4902.56083
	2378.052795
	0.395 

	
	lincRNA:chr17:95150800-95180650 forward strand
	
	617.4459227
	306.248491
	0.395 

	Bub1
	Mus musculus budding uninhibited by benzimidazoles 1 homolog (S. cerevisiae) (Bub1), transcript variant 2, mRNA [NM_009772]
	NM_009772
	165.2833023
	64.77644839
	0.395 

	
	
	
	90.25140821
	449.3261112
	0.396 

	
	
	
	27.13850239
	56.07945563
	0.400 

	
	lincRNA:chr12:77544397-77564122 forward strand
	
	111.3057654
	23.19457227
	0.400 

	Fkbp1b
	Mus musculus FK506 binding protein 1b (Fkbp1b), mRNA [NM_016863]
	NM_016863
	69.44209289
	30.33197776
	0.401 

	
	lincRNA:chr5:121669792-121732542 forward strand
	
	37.61439877
	127.2523482
	0.401 

	Bglap2
	Mus musculus bone gamma-carboxyglutamate protein 2 (Bglap2), mRNA [NM_001032298]
	NM_001032298
	1622.355025
	384.7157785
	0.401 

	Gsto2
	Mus musculus glutathione S-transferase omega 2 (Gsto2), transcript variant 1, mRNA [NM_026619]
	NM_026619
	53.44382784
	110.9368882
	0.402 

	
	lincRNA:chr3:93159107-93159613 forward strand
	
	48.41038126
	117.7528754
	0.403 

	Meg3
	Mus musculus maternally expressed 3 (Meg3), transcript variant 3, long non-coding RNA [NR_027652]
	NR_027652
	732.2572441
	2257.74561
	0.403 

	Meg3
	Mus musculus maternally expressed 3 (Meg3), transcript variant 1, long non-coding RNA [NR_003633]
	NR_003633
	28.98419193
	65.24138901
	0.404 

	Star
	Mus musculus steroidogenic acute regulatory protein (Star), mRNA [NM_011485]
	NM_011485
	435.522926
	85.28745692
	0.405 

	Galnt16
	Mus musculus UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 16 (Galnt16), mRNA [NM_001081421]
	NM_001081421
	101.5449349
	47.96279897
	0.405 

	Cyp1a2
	Mus musculus cytochrome P450, family 1, subfamily a, polypeptide 2 (Cyp1a2), mRNA [NM_009993]
	NM_009993
	7020.977974
	2837.056241
	0.406 

	Rbmx2
	Mus musculus RNA binding motif protein, X-linked 2 (Rbmx2), mRNA [NM_173376]
	NM_173376
	68.7994938
	358.2470138
	0.406 

	Wnt4
	Mus musculus wingless-related MMTV integration site 4 (Wnt4), mRNA [NM_009523]
	NM_009523
	2010.24914
	848.8314974
	0.406 

	Wdr52
	Mus musculus WD repeat domain 52 (Wdr52), mRNA [NM_001033247]
	NM_001033247
	49.19622906
	572.1125181
	0.406 

	
	lincRNA:chr7:99879368-99889978 reverse strand
	
	48.62126295
	100.6147449
	0.406 

	Prss36
	Mus musculus protease, serine 36 (Prss36), mRNA [NM_001081374]
	NM_001081374
	5231.572749
	1798.032162
	0.407 

	Syt12
	Mus musculus synaptotagmin XII (Syt12), mRNA [NM_134164]
	NM_134164
	45.15609631
	22.54503924
	0.407 

	
	lincRNA:chr8:18587198-18592948 reverse strand
	
	218.8125035
	56.64601479
	0.408 

	Sult2a1
	Mus musculus sulfotransferase family 2A, dehydroepiandrosterone (DHEA)-preferring, member 1 (Sult2a1), mRNA [NM_001111296]
	NM_001111296
	2921.056651
	397.8596158
	0.411 

	Bglap3
	Mus musculus bone gamma-carboxyglutamate protein 3 (Bglap3), mRNA [NM_031368]
	NM_031368
	2070.67866
	515.3937886
	0.411 

	Sgsm1
	Mus musculus small G protein signaling modulator 1 (Sgsm1), transcript variant 1, mRNA [NM_172718]
	NM_172718
	430.8823832
	198.4942949
	0.412 

	
	Q8R1U0_MOUSE (Q8R1U0) Cflar protein, partial (48%) [TC1622180]
	
	68.58046723
	32.36852636
	0.412 

	Igfbp6
	Mus musculus insulin-like growth factor binding protein 6 (Igfbp6), mRNA [NM_008344]
	NM_008344
	1994.84534
	530.2420485
	0.413 

	
	lincRNA:chr12:110894095-110899517 forward strand
	
	61.857342
	207.9704852
	0.413 

	Igfbp3
	Mus musculus insulin-like growth factor binding protein 3 (Igfbp3), mRNA [NM_008343]
	NM_008343
	1249.129683
	581.7130759
	0.414 

	
	lincRNA:chr8:67542714-67561694 forward strand
	
	330.6895548
	33.16921158
	0.415 

	Cux2
	cut-like homeobox 2 [Source:MGI Symbol;Acc:MGI:107321] [ENSMUST00000111752]
	XM_006530156
	580.2509235
	239.0264354
	0.416 

	Kif11
	Mus musculus kinesin family member 11 (Kif11), mRNA [NM_010615]
	NM_010615
	118.5218313
	52.31801116
	0.417 

	Bex4
	Mus musculus brain expressed gene 4 (Bex4), mRNA [NM_212457]
	NM_212457
	995.5585082
	231.3977063
	0.417 

	Pglyrp1
	Mus musculus peptidoglycan recognition protein 1 (Pglyrp1), mRNA [NM_009402]
	NM_009402
	430.6296179
	84.51317171
	0.419 

	Sult2a4
	Mus musculus sulfotransferase family 2A, dehydroepiandrosterone (DHEA)-preferring, member 4 (Sult2a4), mRNA [NM_001101534]
	NM_001101534
	887.6272121
	122.6754346
	0.419 

	Ptgfr
	Mus musculus prostaglandin F receptor (Ptgfr), mRNA [NM_008966]
	NM_008966
	37.55792041
	76.76992187
	0.419 

	Zscan29
	Mus musculus zinc finger SCAN domains 29 (Zscan29), transcript variant 1, mRNA [NM_001290819]
	NM_001290819
	99.69962583
	38.18437014
	0.419 

	Ska1
	Mus musculus spindle and kinetochore associated complex subunit 1 (Ska1), transcript variant 1, mRNA [NM_025581]
	NM_025581
	199.9335242
	79.31441313
	0.421 

	
	lincRNA:chr4:45079022-45096897 reverse strand
	
	55.07633947
	137.3357069
	0.421 

	Dlk1
	Mus musculus delta-like 1 homolog (Drosophila) (Dlk1), transcript variant 1, mRNA [NM_010052]
	NM_010052
	336.7050714
	75.80915788
	0.421 

	Fosl1
	Mus musculus fos-like antigen 1 (Fosl1), mRNA [NM_010235]
	NM_010235
	80.07318001
	32.31630151
	0.421 

	Mmrn1
	Mus musculus multimerin 1 (Mmrn1), transcript variant 1, mRNA [NM_027613]
	NM_027613
	76.3496255
	310.0304965
	0.421 

	
	lincRNA:chr5:92556322-92558910 forward strand
	
	364.7333537
	171.0710486
	0.422 

	Sipa1l2
	Mus musculus mRNA for mKIAA1389 protein. [AK122501]
	AK122501
	41.89653834
	95.75356725
	0.423 

	Sptbn5
	spectrin beta, non-erythrocytic 5 [Source:MGI Symbol;Acc:MGI:2685200] [ENSMUST00000134935]
	XM_006543703
	31.25399391
	71.22935487
	0.425 

	
	lincRNA:chr17:34018371-34019394 reverse strand
	
	245.6584495
	119.8564234
	0.425 

	Car4
	Mus musculus carbonic anhydrase 4 (Car4), mRNA [NM_007607]
	NM_007607
	67.2062008
	293.8265083
	0.425 

	Slc39a5
	Mus musculus solute carrier family 39 (metal ion transporter), member 5 (Slc39a5), transcript variant 1, mRNA [NM_028051]
	NM_028051
	400.1971592
	159.3137397
	0.425 

	Gsn
	Mus musculus gelsolin (Gsn), transcript variant 1, mRNA [NM_146120]
	NM_146120
	20308.3588
	5056.02461
	0.425 

	Melk
	Mus musculus maternal embryonic leucine zipper kinase (Melk), mRNA [NM_010790]
	NM_010790
	171.6655067
	67.27367626
	0.427 

	Sult2a6
	Mus musculus sulfotransferase family 2A, dehydroepiandrosterone (DHEA)-preferring, member 6 (Sult2a6), mRNA [NM_001081325]
	NM_001081325
	1272.640312
	219.9469126
	0.427 

	Cfd
	Mus musculus complement factor D (adipsin) (Cfd), transcript variant 1, mRNA [NM_013459]
	NM_013459
	2108.982488
	4706.587815
	0.427 

	Sult2a6
	Mus musculus sulfotransferase family 2A, dehydroepiandrosterone (DHEA)-preferring, member 6 (Sult2a6), mRNA [NM_001081325]
	NM_001081325
	698.5670658
	116.3718586
	0.428 

	Gsn
	Mus musculus gelsolin (Gsn), transcript variant 1, mRNA [NM_146120]
	NM_146120
	15976.15724
	3910.553125
	0.428 

	
	lincRNA:chr5:35893909-35899497 forward strand
	
	651.5956066
	291.5663927
	0.428 

	Bglap
	Mus musculus bone gamma carboxyglutamate protein (Bglap), transcript variant 1, mRNA [NM_007541]
	NM_007541
	190.5827473
	74.79508308
	0.428 

	
	lincRNA:chr11:87872568-87880978 reverse strand
	
	117.2583472
	53.41296381
	0.428 

	
	lincRNA:chr4:136856064-136875614 forward strand
	
	46.08040888
	106.7147911
	0.429 

	Serpina5
	Mus musculus serine (or cysteine) peptidase inhibitor, clade A, member 5 (Serpina5), mRNA [NM_172953]
	NM_172953
	41.23580585
	91.59247907
	0.430 

	Dusp27
	Mus musculus dual specificity phosphatase 27 (putative) (Dusp27), transcript variant 1, mRNA [NM_001033344]
	NM_001033344
	25.57682488
	70.51950652
	0.430 

	Ifitm6
	Mus musculus interferon induced transmembrane protein 6 (Ifitm6), mRNA [NM_001033632]
	NM_001033632
	330.1294484
	675.1359444
	0.432 

	Gm20556
	Mus musculus predicted gene, 20556 (Gm20556), long non-coding RNA [NR_040347]
	NR_040347
	114.6632449
	47.05179759
	0.433 

	Tnnt2
	Mus musculus troponin T2, cardiac (Tnnt2), transcript variant 9, mRNA [NM_011619]
	NM_011619
	40.75750183
	82.00228158
	0.433 

	Prr11
	Mus musculus proline rich 11 (Prr11), mRNA [NM_175563]
	NM_175563
	77.77256893
	37.16017736
	0.437 

	Nlrc4
	Mus musculus NLR family, CARD domain containing 4 (Nlrc4), mRNA [NM_001033367]
	NM_001033367
	151.2893608
	67.58727742
	0.438 

	Slc36a2
	Mus musculus solute carrier family 36 (proton/amino acid symporter), member 2 (Slc36a2), mRNA [NM_153170]
	NM_153170
	51.59922774
	23.26602772
	0.440 

	
	lincRNA:chr4:155602145-155602619 reverse strand
	
	40.26969257
	106.7306971
	0.441 

	Prokr2
	Mus musculus prokineticin receptor 2 (Prokr2), mRNA [NM_144944]
	NM_144944
	50.32647808
	303.7299761
	0.441 

	
	lincRNA:chr13:51248372-51259297 forward strand
	
	84.42109673
	33.47709912
	0.441 

	Prr18
	Mus musculus proline rich 18 (Prr18), transcript variant 1, mRNA [NM_178774]
	NM_178774
	118.5540023
	58.40058412
	0.441 

	Saa1
	Mus musculus serum amyloid A 1 (Saa1), mRNA [NM_009117]
	NM_009117
	100869.2785
	364058.9045
	0.442 

	Slc4a3
	Mus musculus solute carrier family 4 (anion exchanger), member 3 (Slc4a3), mRNA [NM_009208]
	NM_009208
	48.16107532
	97.70958025
	0.442 

	Med28
	Mus musculus mediator complex subunit 28 (Med28), mRNA [NM_025895]
	NM_025895
	193.17411
	82.62413861
	0.444 

	Galnt6
	Mus musculus UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalactosaminyltransferase 6 (Galnt6), transcript variant 1, mRNA [NM_001161767]
	NM_001161767
	3114.723363
	1121.565765
	0.445 

	Cep55
	Mus musculus centrosomal protein 55 (Cep55), transcript variant 2, mRNA [NM_028760]
	NM_028760
	126.1659818
	257.4009297
	0.445 

	Spag5
	Mus musculus sperm associated antigen 5 (Spag5), mRNA [NM_017407]
	NM_017407
	312.7799062
	149.2148927
	0.445 

	
	lincRNA:chr18:61783548-61783935 forward strand
	
	86.34536305
	35.83010184
	0.447 

	
	lincRNA:chr8:41934312-41945487 forward strand
	
	176.6073218
	73.66679668
	0.448 

	
	lincRNA:chr8:69416817-69417583 forward strand
	
	56.88042372
	28.0600336
	0.448 

	Plch2
	Mus musculus phospholipase C, eta 2 (Plch2), transcript variant 1, mRNA [NM_175556]
	NM_175556
	244.5357727
	79.0648064
	0.448 

	Rnf138rt1
	Mus musculus ring finger protein 138, retrogene 1 (Rnf138rt1), mRNA [NM_028842]
	NM_028842
	258.6456843
	104.4419242
	0.449 

	
	
	
	55.93911274
	117.7395395
	0.449 

	LOC100503048
	olfactory receptor 844 [Source:MGI Symbol;Acc:MGI:3030678] [ENSMUST00000054106]
	XM_006510725
	80.8476888
	25.59106458
	0.449 

	Wfdc16
	Mus musculus WAP four-disulfide core domain 16 (Wfdc16), mRNA [NM_001012723]
	NM_001012723
	335.9938364
	119.2999186
	0.450 

	Zfp715
	Mus musculus 10 days embryo whole body cDNA, RIKEN full-length enriched library, clone:2610041B18 product:weakly similar to BA162G10.3 (ZINC FINGER PROTEIN) (FRAGMENT) [Homo sapiens], full insert sequence. [AK011730]
	AK011730
	129.2778684
	51.60204084
	0.451 

	Gcsam
	Mus musculus germinal center associated, signaling and motility (Gcsam), transcript variant 1, mRNA [NM_001159297]
	NM_001159297
	94.77718462
	37.98440667
	0.451 

	Cux2
	Mus musculus cut-like homeobox 2 (Cux2), mRNA [NM_007804]
	NM_007804
	341.4695222
	126.0737533
	0.452 

	Gm5724
	PREDICTED: Mus musculus predicted gene 5724 (Gm5724), mRNA [XM_006544101]
	XM_006544101
	89.11564195
	41.54999019
	0.452 

	Gm1604b
	Mus musculus predicted gene 1604b (Gm1604b), mRNA [NM_001033442]
	NM_001033442
	83.9526031
	26.79216108
	0.452 

	Nsun3
	Mus musculus NOL1/NOP2/Sun domain family member 3 (Nsun3), mRNA [NM_178925]
	NM_178925
	67.40574385
	32.48803635
	0.452 

	Cxcl13
	Mus musculus chemokine (C-X-C motif) ligand 13 (Cxcl13), mRNA [NM_018866]
	NM_018866
	679.9011742
	247.0308998
	0.454 

	Sall4
	Mus musculus sal-like 4 (Drosophila) (Sall4), transcript variant a, mRNA [NM_175303]
	NM_175303
	113.0932312
	38.22330519
	0.455 

	Kcnj5
	Mus musculus potassium inwardly-rectifying channel, subfamily J, member 5 (Kcnj5), mRNA [NM_010605]
	NM_010605
	83.86256012
	36.03626331
	0.456 

	Eif4ebp3
	Mus musculus eukaryotic translation initiation factor 4E binding protein 3 (Eif4ebp3), mRNA [NM_201256]
	NM_201256
	8665.729432
	18181.96843
	0.458 

	D430040L24Rik
	Mus musculus 13 days embryo lung cDNA, RIKEN full-length enriched library, clone:D430040L24 product:unclassifiable, full insert sequence. [AK085126]
	AK085126
	347.1830585
	171.9361172
	0.460 

	Pbk
	Mus musculus PDZ binding kinase (Pbk), mRNA [NM_023209]
	NM_023209
	267.8305618
	130.5734345
	0.460 

	
	lincRNA:chr12:109994730-109995062 reverse strand
	
	26.64019369
	54.5731412
	0.461 

	
	lincRNA:chr9:56910620-56919495 forward strand
	
	60.38317683
	122.6330804
	0.461 

	
	lincRNA:chrX:146897133-146900197 reverse strand
	
	98.77115346
	47.3274122
	0.462 

	
	lincRNA:chr16:50715231-50841124 reverse strand
	
	199.7743816
	51.72522821
	0.464 

	Aspm
	Mus musculus asp (abnormal spindle)-like, microcephaly associated (Drosophila) (Aspm), mRNA [NM_009791]
	NM_009791
	407.9442838
	181.6002666
	0.469 

	Pnliprp1
	Mus musculus pancreatic lipase related protein 1 (Pnliprp1), mRNA [NM_018874]
	NM_018874
	222.0125291
	987.4437919
	0.469 

	Fut9
	fucosyltransferase 9 [Source:MGI Symbol;Acc:MGI:1330859] [ENSMUST00000149875]
	AK049167
	138.7232053
	68.38806428
	0.474 

	Fos
	Mus musculus FBJ osteosarcoma oncogene (Fos), mRNA [NM_010234]
	NM_010234
	445.9260889
	219.4031469
	0.476 

	
	lincRNA:chr12:77550684-77551505 forward strand
	
	149.5071412
	58.87949975
	0.478 

	Grm8
	Mus musculus glutamate receptor, metabotropic 8 (Grm8), mRNA [NM_008174]
	NM_008174
	218.1599567
	66.50349232
	0.480 

	Ces1a
	Mus musculus carboxylesterase 1A (Ces1a), mRNA [NM_001013764]
	NM_001013764
	286.9498303
	125.9368998
	0.482 

	Elavl3
	Mus musculus ELAV (embryonic lethal, abnormal vision, Drosophila)-like 3 (Hu antigen C) (Elavl3), mRNA [NM_010487]
	NM_010487
	225.6703772
	58.8430779
	0.484 

	Dmbt1
	Mus musculus deleted in malignant brain tumors 1 (Dmbt1), mRNA [NM_007769]
	NM_007769
	603.397309
	2697.970419
	0.485 

	Cox8b
	Mus musculus cytochrome c oxidase subunit VIIIb (Cox8b), mRNA [NM_007751]
	NM_007751
	634.4111469
	180.5516739
	0.491 

	Bhmt
	betaine-homocysteine methyltransferase [Source:MGI Symbol;Acc:MGI:1339972] [ENSMUST00000124193]
	AK149431
	178.7013262
	428.0143784
	0.491 

	Dcx
	Mus musculus doublecortin (Dcx), transcript variant 4, mRNA [NM_010025]
	NM_010025
	93.85807939
	32.8986207
	0.491 

	Krt20
	Mus musculus keratin 20 (Krt20), mRNA [NM_023256]
	NM_023256
	797.2249953
	337.7735743
	0.493 

	
	lincRNA:chr11:97275905-97310538 reverse strand
	
	150.6884796
	59.21195625
	0.493 

	Saa2
	Mus musculus serum amyloid A 2 (Saa2), mRNA [NM_011314]
	NM_011314
	130617.0245
	310608.6335
	0.493 

	Mfsd4
	Mus musculus major facilitator superfamily domain containing 4 (Mfsd4), transcript variant b, mRNA [NM_001114662]
	NM_001114662
	215.7437107
	76.92613409
	0.493 

	Gpc3
	Mus musculus glypican 3 (Gpc3), mRNA [NM_016697]
	NM_016697
	363.6625385
	180.1053183
	0.498 

	Akr1c18
	Mus musculus aldo-keto reductase family 1, member C18 (Akr1c18), mRNA [NM_134066]
	NM_134066
	3104.034503
	1529.083712
	0.500 

	Gm10778
	Mus musculus predicted gene 10778 (Gm10778), mRNA [NM_001142963]
	NM_001142963
	102.7950984
	46.22503874
	0.501 

	Fabp6
	Mus musculus fatty acid binding protein 6, ileal (gastrotropin) (Fabp6), mRNA [NM_008375]
	NM_008375
	143.545926
	41.30961423
	0.501 

	4631405J19Rik
	Mus musculus RIKEN cDNA 4631405J19 gene (4631405J19Rik), long non-coding RNA [NR_110333]
	NR_110333
	136.4893226
	53.89265662
	0.502 

	Gm5531
	Mus musculus predicted gene 5531 (Gm5531), mRNA [NM_001008426]
	NM_001008426
	142.8377029
	407.1047262
	0.515 

	
	
	
	1297.116298
	514.6027082
	0.519 

	Cxcl14
	Mus musculus chemokine (C-X-C motif) ligand 14 (Cxcl14), mRNA [NM_019568]
	NM_019568
	3292.29152
	1619.28774
	0.521 

	
	lincRNA:chr13:48576557-48581632 forward strand
	
	108.2340434
	53.57282399
	0.522 

	Vsig8
	Mus musculus V-set and immunoglobulin domain containing 8 (Vsig8), transcript variant 1, mRNA [NM_177723]
	NM_177723
	277.5126562
	127.2135548
	0.522 

	
	lincRNA:chr4:12159175-12175725 reverse strand
	
	81.23808448
	210.0763255
	0.524 

	Xlr3b
	Mus musculus X-linked lymphocyte-regulated 3B (Xlr3b), mRNA [NM_001081643]
	NM_001081643
	1032.113073
	398.9114439
	0.526 

	Hamp
	Mus musculus hepcidin antimicrobial peptide (Hamp), mRNA [NM_032541]
	NM_032541
	1566.898981
	3741.362557
	0.526 

	Adamts19
	Mus musculus a disintegrin-like and metallopeptidase (reprolysin type) with thrombospondin type 1 motif, 19 (Adamts19), mRNA [NM_175506]
	NM_175506
	94.19870902
	40.54289745
	0.526 

	Serpine1
	Mus musculus serine (or cysteine) peptidase inhibitor, clade E, member 1 (Serpine1), mRNA [NM_008871]
	NM_008871
	17323.42964
	7006.198078
	0.541 

	Mpo
	Mus musculus myeloperoxidase (Mpo), mRNA [NM_010824]
	NM_010824
	713.3749883
	300.5883515
	0.559 

	Skint1
	Mus musculus selection and upkeep of intraepithelial T cells 1 (Skint1), mRNA [NM_001102662]
	NM_001102662
	97.93402424
	48.34341999
	0.561 

	
	lincRNA:chr8:122920901-123008463 reverse strand
	
	146.4411348
	61.12909903
	0.583 

	Olfr1362
	Mus musculus olfactory receptor 1362, mRNA (cDNA clone MGC:155652 IMAGE:8734085), complete cds. [BC119336]
	BC119336
	139.8625697
	64.2694522
	0.584 

	Orm3
	Mus musculus orosomucoid 3 (Orm3), mRNA [NM_013623]
	NM_013623
	11270.60725
	23086.26675
	0.609 

	[bookmark: _GoBack]Rhd
	Mus musculus Rh blood group, D antigen (Rhd), mRNA [NM_011270]
	NM_011270
	99.10476728
	205.7592259
	0.615 



Note. DNA microarray is performed by using HCC tissue of the Control and DPP4i groups. Statistical analysis is performed by Aqua t-test according to manufactures’ instruction (TAKARA BIO INC., Kusatsu city, Shiga, Japan). False discovery rate is adjusted by Benjamini-Hochberg method and q-values of < 0.05 is defined as statistically significant.
