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Supplementary files
Supplementary file 1 Clinicopathological data of samples (XLSX 16 kb)

Supplementary file 2 Clustering dendrograms with varying gene numbers and sizes. These ranged from 9487 genes containing ≥2 probes to 370 genes containing ≥10 probes. Red horizontal lines indicate the border of 2 major clusters. (PDF 159 kb)

Supplementary file 3 a. The top 45 genes with highly different mean copy numbers between clusters A and B. The gene are arranged in a decreasing order of significance. b. A list of 44 breast cancer-related genes [32], which showed significantly different mean copy numbers between clusters A and B. The 9 genes above the horizontal line remain significant after Bonferroni correction. In a and b, the order of samples is the same as that in Fig. 2. The copy number of each gene is shown as the tumor/reference fluorescence ratio. The orange and moss green indicate copy-number gain and loss, respectively. In the columns of chromosome arms, pink and deep green indicate gain and loss respectively. Light pink and light green indicate slight changes. The column of concordance shows concordance or discordance of copy-number changes between gene and chromosome levels. The column of relevance shows whether the copy-number changes are concordant to gene function for the expression of malignant phenotype. (PDF 1062 kb)
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