
Supplementary Fig. 1: CLUSTALW result summary 

 

  



Supplementary Fig. 2: EPO interaction (Biogrid 3.4) 

 

  



Supplementary Fig. 3: Rosetta Docking (EPO-adhesin) 

X axis: RMSD score; Y axis: Interface score 

 

  



Supplementary Fig. 4: Rosetta Docking (EPO-EPOR) 

X axis: RMSD score; Y axis: Interface score 

 

 

 

 

 

 



Supplementary Fig. 5: Molecular Dynamics simulation between EPO and E. coli Adhesin 

 

 
 

The png file of the complex structure after dynamics is attached. The green and cyan cartoons represent the 

EPO and adhesin, respectively. The interface residues in between the complex are represented in stick. 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 

 



Supplementary Fig. 6: Growth curves of different bacteria in presence and absence of rhuEPO repeated 6 

times. 

 
 

Growth curve of bacteria repeated 6 times are shown. The growth curve of P. aeruginosa in presence of 10% 

serum is also shown. Experiments of S. aureus and E. coli in presence of 10% serum in our experimental 

conditions did not yield any growth (data not shown). 

 

Supplementary Fig. 7: Absorbance spectra of membrane protein at 280nm   

 

 
 

 

 

 

 

 

 

 



 

Supplementary Fig. 8: Fluorescence emission spectra of phosphate buffer (3ml) when excited at 240nm. 

 
Supplementary Fig. 9: Fluorescence emission spectra of phosphate buffer after addition of membrane protein 

(0.025mg/3ml) 
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