Table 1 - Primers used in this study

Name

tefl-tl

tefl-t2

HPT-t1

HPT-t2

18S-se

18S-an

tefl-se

tefl-an

t1

t2

t3

t4

Sequences

5’\GGATCCICGACAGTTGGCTCATCATCCGT-3’ (The boxed bases encode BamHI)

5-GTTCAGGCTTTTTCATGTTTGACGGTGATGTATGGAAG-3’ ( The underlined

bases are the shared bases )

5-TCACCGTCAAACATGAAAAAGCCTGAACTCACCG-3> ( The underlined bases

are the shared bases )
5-GTCGACTAATTCGGGGGATCTGGATTTTAGT-3’ (The boxed bases encode Sall)
5’.GCATGCIGCTAAAAACCCCAACTTCGGAAGG-3’ (The boxed bases encode Sphl)

5-GGATGATGAGCCAACTGTCGGTTCAACTACGAGCT-3’ ( The underlined bases

are the shared bases )

5-TAAAAAGCTCGTAGTTGAACCGACAGTTGGCTCATCAT-3" ( The underlined

bases are the shared bases )

S’-GTTTGACGGTGATGTATGGAAGATTGAGTGAAGTACGG-3’

5-AACACTCTTCTTCCACATGTTTGACGGTGATGTATGGA-3’ ( The underlined

bases are extended by PCR and the bold bases are the shared bases )

5-AATAGCACTTAGAACGGCAACACTCTTCTTCCACATGTTT-3* (The

underlined bases are extended by PCR and the bold bases are the shared bases )

5-AGCCATTGCCAGACCGGCAATAGCACTTAGAACGG-3’ ( The underlined

bases are extended by PCR and the bold bases are the shared bases )

5-CTGCAGGAGCTCTCTAGAAGCCATTGCCAGACCG-3’ ( The underlined bases




t5

t6

26S-se

26S-an

INU1-se

INU1-an

YIR

INU RAse

INU RAan

AP26S

AP26X

Al

A2

are extended by PCR and the bold bases are the shared bases )

5’-CTCGAGGGTACCAAGCTTCTGCAGGAGCTCTCTAGA-3" ( The underlined

bases are extended by PCR and the bold bases are the shared bases )

5’{GTCGACIGATATCCCATGGCTCGAGGGTACCAAG-3’ ( The boxed bases

encode Sall, The underlined bases are extended by PCR and the bold bases are the shared
bases )

5" /GGATCCICCAACAGGGATTGC-3’ (The boxed bases encode BamHI)

5" /GAATTCICAACCATTACGCCAGC-3’ (The boxed bases encode EcoRI)

5 {GAGCTCITCAGTGATCAATTACAAGAGAGATGG-3" (The boxed bases encode
Sacl)

5 {GTCGACITCAAACGTTAAATTGGGTAACGTTA-3’ (The boxed bases encode Sall)
5' ~ACTCTATCAGAGCTTGGTTGACGGC-3'

5-CACCGTCACCTCCGAAAAC-3’

5-GTTGTCGTCGTTGTTACCCTTG-3’

5°- AGCCTTCGGGTTCGCATTG-3’

5°-CCAGTCACATACGGGATTCTCAC-3’
5-GCTAAAAACCCCAACTTCGGAAAGGGGTGTA-3’

5’-CAACCATTACGCCAGCATCCTAGCCGAAGC-3’




