[bookmark: _GoBack]Figure S1: Flow cytometry analysis of the CD14 expression on GM-MΦ and M-MΦ.
Surface levels of CD14 on GM-MΦ (1x106/ml) and M-MΦ (1x106/ml) were measured by flow cytometry using following antibodies A) M5E2 (n=7) or B) MEM-18 (n=3).
Significances were calculated using the ● unpaired one-tailed t-test or the ▲ one-tailed Mann-Whitney U test. * p ≤ 0.05, **** p ≤ 0.0001.

Figure S2: Cellular TNF-α-, IL-6- and IL-10-mRNA expression of GM-MΦ and M-MΦ.
A) TNF-α-, IL-6- and IL-10-mRNA expression of unstimulated GM-MΦ (1x106/ml) and M-MΦ (1x106/ml) was quantified by qPCR (n=3). Significances were calculated to GM-MΦ (GM-MΦ = 1). B) GM-MΦ (1x106/ml) and M-MΦ (1x106/ml) were stimulated with 100 ng/ml LPS and after the indicated times TNF-α-, IL-6- and IL-10-mRNA expression was quantified by qPCR (GM-MΦ, 0 h = 1). Data represent means ± SD (GM-MΦ = grey line, M-MΦ = black line). Significances were calculated to GM-MΦ using the non-parametric ▲ one-tailed Mann-Whitney U test. * p ≤ 0.05.

Figure S3: ERK phosphorylation after treatment with MEM-18 and My4.
M-MΦ (1x106/ml) were incubated with MEM-18 (10 µg/ml) and My4 (10 µg/ml) and the corresponding isotypes for 15 min. Phosphorylated ERK was determined by Western blot analysis.

