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Supplementary Table S1 

 

Primer sequences used in qPCR verification of 19 DEGS 

Gene ID Forward primer (5'-3') Reverse primer (5'-3') 

Aco017803 GCCTCCTCCTACCCTGACCTAATCCA GCTGCTGCTGCTTCCACTGGTGT 

Aco001844 GACGAGGATGAGAAGGAGGAGGAGC CAGCGCAATGGAAGAAATGTGGG 

Aco012860 GGCGAAGGGGAAGCACTACAGAGGG TCTCGAAGGTCCCGAGCCAAACC 

Aco015240 TCGCTAGGACGTTCGGCGGTGCTGT TCGGGAAGGTCACTGAGGTTGGA 

Aco007595 ATCTGTCTCGCCAATCATACAATCC GTCACGCTCCTCCTCGTATCCTC 

Aco004004 CTCCCAGTCAGTTTAAGGTATTGC TCTTCACTTCGCTGAGATGTCCC 

Aco009790 CACCGCTCCTTCTGCGACGTAATT GCCTCCCGGCTAGATCCCTCATT 

Aco003244 TGTATGAAGGCATCGAGGAAGAA GAGTTCGCAGGTTAGCATAGCAG 

Aco016265 CCGAACTTATCCGCCTGCGTGAA GATCGGTCCGGTGAGCTGGTTTT 

Aco021039 GCACCCAGTCTATGTCGGCAAGTCC TGCTCGAACAGCACCACCTCGCACC 

Aco004375 TTTGTGAGTAGATGCGTGGTGCG AGTTCCAATCTTTCGGTGCTCGTAG 

Aco017378 GGTGATTGTGAAAGGAGTGGTGGAG CGCCGTTGGTGTAGACGATGAGTG 

Aco004839 ATGGGTCGAGGGAGGGTGCAGCTGA TCAGCTGCACCCTCCCTCGACCCAT 

Aco012428 ACGCCAACGCTCTGACCCAACAT GCGTCGGTAAACACGAACGGGAG 

Aco014489 CTCGCAATCCTCGCATCCACTCT GGACAGGTTCTCGTCACCGTCAAA 

Aco016718 GCACCTGCACTGGATTGTAACCG TGCTTGAAGAGGACGAAGATGAAC 

Aco003470 GGATTGAAATTGGAGGGCGTGAT TGGCGTTAGTTGTTTCTGGTATGTCTG 

Aco003845 CCTCCGCTATCTCAATATCTCGCACAA CCAGAATCTCCAAATTCGCCAATCC 

Aco001423 GTATCGGATGCGGAGAAGAAAGA GTATCGGATGCGGAGAAGAAAGA 

 


