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Table S1. Pathways linked to M-MDSC miRNAs differentially expressed between E. granulosus-

infected and uninfected Balb/c mice

KEGG pathway Number of P valuc Number of target
miRNAs genes
ECM-receptor interaction 22 8.97E-20 34
Fatty acid biosynthesis 6 2.78E-13 4
Prion diseases 17 6.51E-12 12
Axon guidance 23 6.39E-10 68
Proteoglycans in cancer 24 1.28E-09 82
MAPK signalling pathway 24 1.09E-07 108
Focal adhesion 23 3.34E-06 89
PI3K/Akt signalling pathway 23 3.88E-06 131
Renal cell carcinoma 23 3.88E-06 36
cAMP signalling pathway 22 8.24E-06 83
Ras signalling pathway 23 2.54E-05 84
Choline metabolism in cancer 22 2.73E-05 48
c¢GMP-PKG signalling pathway 23 2.73E-05 72
Pathways in cancer 24 2.73E-05 141
Phosphatidylinositol signalling 20 > T4E-05 3
system
Rapl signalling pathway 23 2.74E-05 85
Glutamatergic synapse 20 4.02E-05 45
Hippo signalling pathway 23 4.02E-05 61
Fatty acid metabolism 10 4.26E-05 13
Thyroid hormone signalling pathway 21 5.99E-05 48

Glioma 20 1.06E-04 28
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Table S2. Six angiogenesis-related signalling pathways linked to the deregulated miRNAs
expressed in M-MDSCs

KEGG Number miRNA Number of  Target genes
pathway of
. target genes
miRNAs
MAPK 24 mmu-miR-27b-3p 108 Mapk14 Rasgrpl Sos2 Rasa2
signalling Stmnl Mef2c Fgf14 Jun
-miR-150-5
pathway - P Map3k3 Pdgfrb Tnfrsfla

mmu-miR-200c-3p
mmu-miR-29a-3p
mmu-miR-29b-3p
mmu-miR-26a-5p
mmu-miR-26b-5p
mmu-miR-155-5p
mmu-miR-378d
mmu-miR-142a-5p
mmu-miR-350-3p
mmu-miR-532-5p
mmu-miR-7a-5p
mmu-miR-142a-3p
mmu-miR-181a-5p
mmu-miR-30b-5p
mmu-miR-30c-5p
mmu-miR-19a-3p
mmu-miR-342-3p
mmu-miR-34a-5p
mmu-miR-146a-5p

mmu-miR-17-3p

Map4k3 Rps6ka6 Rapla
Rps6ka5 Map4k4 Cacnb3 Fgf20
Map2k1 Fgf4 Fgf7 Cacna2d3
Ppp3r2 Fgfl Fos Map3kl
Rps6ka4 Map2k3 Mknk2 Dusp2
Cacna2dl Rps6ka3 Grb2 Nfatc3
Pakl Cacnbl Cacnb4 Rapgef2
NIk Ntrk2 Cacnalg Tgfbrl Nfl
Ppm1b Dusp16 Ppp3cb Il1a
Cacnald Cacnale Egfr Map2k4
Fgf13 Kras Braf Tgfbr2 Fgfl5
Mecom Nras Hspala Map3k14
Racl Sosl Cacng2 Raplb Mras
Mapkapk3 Map2k7 Rras2 Rasal
Map4k2 Dusp4 Pdgfb Chuk Crk
Cacng7 Dusp10 Tnf Elk4
Map3k5 Map3k13 Flna Cacnala
Stk4 Fgf9 Ppp3rl Traf6 Pla2gdc
Fgfr2 Ppp3ca Cacnalf Cacnalc
Arrbl Ntf3 Finc Rela Pak2 Atf2
Dusp5 Map3k2 Pdgfa Map3kl11
Tab2 Duspl Mapk8 Rras Zak
Srf Rps6ka2




mmu-miR-3535]

mmu-miR-378b

Focal 23 mmu-miR-142a-5p 89 Pxn Vav2 Sos2 Pip5Sklc
adhesion Ppplri2b Ppplri2a Pik3rl Ibsp
mmu-miR-19a-3p .
pathway Pdpk1 Jun Pik3r3 Col2al Gsk3b
mmu-miR-155-5p Pdgfrb Kdr Rapla Col3al
Mylk2 Map2k1 Col6a6 Thbsl
mmu-miR-29a-3p Col6a3 Vegfb Reln Rockl
mmu-miR-29b-3p Arhgap35 Igfl Itgb3 Grb2
Collal Pakl Col27al Itga5
mmu-miR-532-5p Rhoa Pdgfd Hgf Vegfa Egfr
Col4a4 Braf 4930544G11Rik
mmu-miR-150-5p
Parva Ccndl Racl Lamc3
mmu-miR-342-3p Rock2 Sosl Arhgap5 Raplb
Itga8 Bcl2 Col5a2 Actn4 Vegfc
mmu-miR-378d .
Col4a6 Shc2 Actnl Pik3cb Vwf
mmu-miR-30b-5p Col5a3 Pdgfb Itgav Tnxb Crk
Colla2 Flna Lamc1 Col4al
mmu-miR-30c-5p Vasp Fyn Col4a3 Itgbl Colllal
mmu-miR-34a-5p Pten Flnc Pik3cd Pik3r5 Itgb8
Pak2 Met Col4a2 Col5al Shc4
mmu-miR-142a-3p Pdgfa TInl Cav2 Mapk8 Itga9
Ppplcc
mmu-miR-17-3p
mmu-miR-181a-5p
mmu-miR-26a-5p
mmu-miR-26b-5p
mmu-miR-27b-3p
mmu-miR-146a-5p
mmu-miR-7a-5p
mmu-miR-200c-3p
mmu-miR-350-3p
PI3K/Akt 23 mmu-miR-200c-3p 131 Prkaa2 Tscl Sos2 Creb312 Gépce



signalling

mmu-miR-29a-3p

Ywhae Pik3r1 Ibsp Tcllbl

pathway Ppp2rlb Pdpkl1 Fgf14 Pik3r3
-miR-29b-3
- P Col2al Gsk3b Eif4e2 Efnas
mmu-miR-142a-5p Pdgfrb Bcel2l1 Rps6kbl Kdr
Ywhag Col3al Ppp2r3a Ddit4
mmu-miR-34a-5p 117r Fgf20 Map2k! Fgf4 Fgf7
mmu-miR-150-5p Col6a6 Fgfl Thbsl Col6a3 117
Vegfb Insr Reln Lpar6 Igfl
mmu-miR-142a-3p Itgb3 Ccene2 Crebl Rxra Grb2
) Collal Ppp2r5e Col27al Phlpp2
mmu-miR-17-3p
Itga5 I12ra Irs1 Ywhab Them4
mmu-miR-181a-5p Ifnar2 Prlr Tcl1b3 Pdgfd Hgf
Vegfa Egfr Ppp2ca Ghr Col4a4
mmu-miR-19a-3p Fgfl3 Kras Cend1 Fgfl5 Kitl
mmu-miR-26a-5p Nras Racl Lamc3 Sos1 Gnb4
Itga8 Bcl2 Col5a2 Pkn3 Jakl
mmu-miR-26b-5p Rheb Vegfc Cold4ab Mtcpl
mmu-miR-342-3p Ywhaq Pik3cb Osmr Vwf
Col5a3 Pdgfb Efna3 Itgav Tnxb
mmu-miR-27b-3p Chuk Ngfr Ppp2r5a Colla2
Lamcl Col4al Prkcz Fgf9
mmu-miR-30b-5p
Col4a3 Fgfr2 Itgb1 Colllal
mmu-miR-30c-5p Bcl2111 Ppp2r2c Csfl Mcll
Sgkl 116 Epha2 Rps6kb2 Pten
mmu-miR-350-3p Pik3cd Pik3rs Myb Rela Ttgb8
mmu-miR-146a-5p Atf2 Met Ppp2r5c Col4a2
Col5al Pkn2 Kit Pdgfa Itga9
mmu-miR-378d Hsp90aal Efnal Hsp90bl Gnb2
mmu-miR-7a-5p
mmu-miR-155-5p
mmu-miR-532-5p
mmu-miR-378b
cAMP 22 mmu-miR-26a-5p 83 Ghsr Vav2 Calml Creb312
signalling Ppplrl2a Pde4d Pik3rl Jun
-miR-26b-5
pathway - P Pik3r3 Ep300 Pld1 Adcy2 Pdedb

mmu-miR-181a-5p

Calm3 Fshb Htrla Atpla2 Gnai3




mmu-miR-19a-3p
mmu-miR-27b-3p
mmu-miR-350-3p
mmu-miR-29a-3p
mmu-miR-29b-3p
mmu-miR-34a-5p
mmu-miR-30b-5p
mmu-miR-30c-5p
mmu-miR-342-3p
mmu-miR-200c-3p
mmu-miR-378b
mmu-miR-142a-5p
mmu-miR-155-5p
mmu-miR-142a-3p
mmu-miR-7a-5p
mmu-miR-146a-5p
mmu-miR-150-5p
mmu-miR-378d

mmu-miR-3535

Rapla Atp2b4 Gnail Htrlb
Atpl1b2 Map2kl Pde3a Camk2g
Fos Rockl Ednra Hhip Atp2bl
Crebl Pakl Gpr119 Drdla Rhoa
Sox9 Ryr2 Pded4a Htr4 Cacnald
Adcyl Rapgef4 Braf
4930544G11Rik Atp2a2 Racl
Rock2 Gria4 Mlit4 Raplb
Camk4 Rras2 Camk2a Pik3cb
Tiaml dcyl0 Cnga2 Atpla4
Adrb2 Gli3 Atp1b3 Hen4 Hearl
Adrb1 Oxtr Cacnalf Grin2d
Cacnalc Pik3cd Pik3r5 RelaCftr
Atplb4 Adcy6 Orail Mapk8
Rras Acox3 Abcc4 Atplbl
Ppplcc Crebbp
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Zftyvel6 E2f5 Bmprla Bmpr2
Ppp2r1b Ep300 Smad9 Rps6kbl
Gdf6 Thbsl Pitx2 Rock] Nog
Chrd Rhoa Tgfbrl Ppp2ca
Acvr2a Bmp5 Zfyve9
4930544G11Rik Tgfbr2 1d4 1d2
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