Supplemental Table 1 Information of the isolated P. stipifolia sequences (>200bp)

Clone No.  GenBank accession number Length (bp) Type Clone No. GenBank accession number Length (bp) Type

S2 MNS587532 224 Retrotransposon (LTR/Copia) S9 MN587533 528 Retrotransposon (LTR/Gypsy)
S10 MNS587534 224 Retrotransposon (LTR/Gypsy) S12 MN587536 457 Retrotransposon (LTR/Copia)
S13 MNS587537 228 Retrotransposon (LTR/Gypsy) S15 MN587538 346 Retrotransposon (LTR/Copia)
S16 MNS587539 299 Retrotransposon (LTR/Gypsy) S17 MN587540 255 Retrotransposon (LTR/Copia)
S19 MN587541 397 Retrotransposon (LTR/Copia) S20 MN587542 203 Retrotransposon (LINE/LT)
S21 MN587543 308 Retrotransposon (LTR/Copia) S22 MN587544 349 Transposon (TIR/CACTA)
S26 MNS587545 301 Retrotransposon (LTR/Gypsy) S31 MN587546 610 Retrotransposon (LTR/Copia)
S32 MNS587547 605 Retrotransposon (LTR/Copia) S33 MNS587548 479 Retrotransposon (LTR/Gypsy)
S37 MNS587549 228 Chloroplast sequence S41 MNS587550 283 Transposon (MuDR)

S43 MNS587551 431 Retrotransposon (LTR/Gypsy) S44 MN587552 461 Retrotransposon (LINE/LT)
S46 MNS587553 329 Retrotransposon (PLE/Penelope) S47 MN587554 455 Retrotransposon (LTR/Gypsy)
S48 MNS587555 235 Transposon (TIR/CACTA) S52 MN587556 306 mRNA

S53 MNS587557 466 Retrotransposon (LTR/Gypsy) S57 MNS587558 553 Retrotransposon (LTR/Gypsy)
S67 MNS587559 238 Transposon (TIR/AAT) S70 MNS587560 403 Transposon (TIR/AAT)

S71 MN587561 431 Tandem repeat S82 MNS587562 304 Transposon (TIR/CACTA)
S84 MNS587563 355 Retrotransposon (LTR/Copia) S85 MN587564 458 Retrotransposon (LTR/Gypsy)
S90 MNS587565 290 Tandem repeat S93 MN587566 272 Retrotransposon (LTR/Gypsy)
S99 MNS587567 264 Chloroplast sequence S112 MNS587568 586 Retrotransposon (LTR/Copia)
S125 MNS587569 411 Transposon (TIR/CACTA) S126 MN587570 270 Retrotransposon (LTR/Copia)
S130 MNS587571 215 Retrotransposon (LTR/Gypsy) S133 MNS587572 330 Retrotransposon (LTR/Copia)
S134 MNS587573 308 Chloroplast sequence S140 MNS587574 454 Retrotransposon (LTR/Copia)
S143 MNS587575 772 Retrotransposon (LTR/Gypsy) S147 MNS587576 257 Chloroplast sequence
S151 MNS587577 628 Retrotransposon (LTR/Gypsy) S155 MNS587578 589 Retrotransposon (LTR/Gypsy)
S157 MNS587579 309 Retrotransposon (LTR/Copia) S158 MN587580 537 Retrotransposon (LTR/Copia)
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MN587633 399 Transposon (TIR/CACTA) L136 MN587634 461
MN587635 1042 Retrotransposon (LINE/LT) L146 MN587636 738
MN587637 458 Transposon (TIR) L148 MN587638 749
MNS587639 570 Retrotransposon (LTR/Gypsy) L154 MN587640 446
MN587641 338 Retrotransposon (LTR/Gypsy) L159 MNS587642 260
MN587643 254 Retrotransposon (LTR/Gypsy) L165 MN587644 443
MN587645 508 Retrotransposon (LTR/Copia) L168 MN587646 873
MN587647 840 Retrotransposon (LTR/Gypsy) L172 MN587648 338
MN587649 883 Tandem repeat

Supplemental Table 2 Information of the isolated P. stipifolia sequences (<200bp) *

Clone No. Sequence Length (bp) Type

S5 TCAACTTTTTAGCACATGCTATGTGGGTGAAATGATGATACCATGCCAACTTTCAACCTTTTCAGAGTTCATTTGAAGTGCTTTT 125 Transposon
CAATTTCAGGGTCATTTAGCTCAAAAAAATCAGTAAGTGA (TIR/CACTA)

S7 AGCCCGGGCTTCGACGGAGAACTCCGCACCGAGTGACAACACCGTAAACCTTGGTGACCTAATACATGACACGTTCGACTATC 156 mRNA
TAAGGGATCTGTTTATGAGAAAATCAAAGTTTTGCTCGGGTCCAAGCTTGAGGTACATATTCATGCTCAACAA

S23 AGAGGGGGAGAGGGCCTAGCCTATCGAAGACTAGCATCTTCAAGCAGTCTTGCAGCATCAGAAGAGAGTAGAGTATAGCAGC 173 Retrotransposon
ATATAATGTTGGTTGTATTATAGCAACTCCCCGAGATCCTTCCTCGACTATCCCGCGAGAAGGCGATCCCGAGAGCAGAAGTAA (LTR/Gypsy)
CAGTTAA

S30 CAAATGCCGAGCAAAATGGCAATTCTGATGGAAGTAGCAATGCGAATGCAAATCCAGATGCTGATACTGAAGAAAATGATCAT 132 Tandem repeat
TCGGAAGGAAATCCTCATCCTCGAGTTGCAAATCGAGTTGATCCTACAA

S36 TCTCCGGCGCGTCAGCTGTCTCCGCCGCGTCAGCTGTCTCCGTCGCGTCAGCCGACTCCGGCGGAGGAGGCCCCTCAGCAGA 88 mRNA
ATCCTA

S51 AATAGTCCACGAAACGTGTCAGAATCGGCCAAAACCGCGAGTGTTGATGACCGACATGTAAACGCACCCCGGGGTTCGTCAA 90 Tandem repeat
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CCCTCGAATCTAGAGCTGTTTGGCGTTCCAATCCAGTTCCAACAATGCATTTCTCGGACCGAGAAAGCGGAACTGCTTGGCGC
TGCATATTAGAACTCATTAAAGCCCGATTCGCATCATTGTGCTCAATAAA
AGTCTAACTCTCTTCCTATGCATCGGCATGTCATAAAAGAACAATTCATGCACATCAAGTAAAGGCCAATGCATAGTATAAATAG
TTTCTTGCAATTTTATCGTATTGGAAACATAGAGAGGTGGAGATGTAGTTCCTCTCTCATAATAATTGCAAGTAGGAGCAGCAAG
CACATGCATATTAA
CTGGCATCGGTCAATATATATGTGGAAAAAATATTTCCAGTATCGAGGACACAAAATTTCATGGCATTCCGGAGAAAAGCATCA
CGGGAAAGTGAAATTCTTTGAAGGAGTGCCATATAATGGACCCGTGTTCA
CAAAAGACTTCCACCCCCGCTTCAGGAACATGAAGCCAGCGGGGAGAACTCGGTCGCCACCCAGGAGGGGCCGTTGCAGCA
GCCGTCTGCA
CCAATTGTTCCAAAGGTAGAATTGATGGCTTAAAATGATGTTTCTTGTTAATTCTGCTGTTAATGCTCATGCTTCTTTACTCAACT
CTTCTGCTTCTTTCTCTGTTATTCAGAACCTGGAGAATGGCTATCATGAGGCTGAAGAGCCAAAGGTTTGGATTTGACACCTTT
ATATTTCTATTTAGTCTCTA
TTTTGCAAACGATTTGTTGGATTGATGCAAGTGATACGGCATTGGAAAACTATGGAAAACGCCTAACTTTTGCGTATAGAAAGT
TTTTTCTAATTTCTTCTGGTTTAAATTCAAATTCGAATATGGTGAAAGTTGGTTTCAAACGCGATTTTTTTTAAAGTTTGTCGA
GACCAAGCAACCACGAAGGTCAGAAGAAATGAAAGTGCAAGTACGGAAGTGAAATGAAAGGGGCTAAACTAACCGCCATCA
TGCGATTGGAGTGCTCTGACTGCAGCAAGGCAGCTCTCGTCTGCCACGCCATGTTCTCCTGGCGTGTGTA
CCCAAGGGGAGGACAGCTTGTGCTGGCCGGTTGTCCGCTGGACCAGCCGGAGCACGAGGTCGCCCTCTCAAAATGCGAGAG
GGTGGATCTTCTTGCTGTGGTAGCGACGCAGGA
TGAGGGAAAATTGCTACTGTCCTACAAAACTCTGCGCTTGGAGGCCCAACAACGTCTACAAGAAGAAGGTTGCGTAGTAGAC
ATCAAGCTCTTTTCTGGCGCCGTTGCCGGGGAGGTGAGTGCTTGAAGGTATATCTTTAGATCTA
AAAACCTTTGGGATAGTGTGGATACTTGTTGATTCAATTCTGTGCAAAAACAGAAACTTTTGCCTCCAGTGTTTAATTTCCCAG
ATTTTACTGGGGCGTAAAAAAATTCTGAAATTTTTACACAGTATTTATATGAAATTTTTTGACGTTGTCCTAATTTTTCAGAATTT
TTAGAGTTCCATAAGTATGGTAGTA
TGTGCTAAGCAGAAATACTGCTTGTGCATCCAAAATCCTTAAACCCAGTTTTGCCTTATGAGTCCACTATATCTACCTATATGCG
GTATTTCAATGCCGTTCCAAGTAAATTTGCGTGTGCCAACTCTAAATTTCAAAATAATTTTTCCGTTTTGTGTGCCCGTACCGCT
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CATGAAGTGGCA

S156 CGTGGCTCCTTCTGACCTATTTCCAACGCTATAAATTCATTTTCATGGAGAAAAAATAGGAGAGGAAGTTTTATTGCGTTTCACG 182 Retrotransposon
ATACGGAGCCGCTGCCACCTCCTGTTCTTCATCGGGAGGCCAGATCTGGAGTCCGTTCAGGGCTCCGGAGAGGGGGATCTTCC (LTR/Gypsy)
GGCATCGTCATCAA

S163 CCCGCCAGCCACTGTTCCCGCCTTCTCTCTCTCTCGTTTAAACAGAAGGGGCCCCACCTGTCATTCTCTCTCTCGCTCCCGAAC 89 Retrotransposon
CGGTA (LTR/Gypsy)

L26 GTTTGAATTTTGAAGGCGGGAAGATAGTAATGGCGCACCATGGGCAGGTGCGCCATTACTGAGTTTGATTTTTTTTGAATTTTTT 188 Tandem repeat
TGCCTCTCCAGATCTTGAAAGCCCCGTAACTTTTTTTCTGTTAGGTTTTTGAGGATTCTAAAAATCTTCAACGGGTTCCCCCGGT
TGAATTCGGATATAACTA

L47 TGTTTGTTTGCCGTCCGCAGGCAGACGGCAAAGTCTGCCGTTAGCCACCTAACGGGGCTAACAGCTATACTTTGCCGTCCAGA 134 Transposon
ACCTTTGCCGTCAGCTTAGCCAGGAAGGAGGACGGTAAACGTCTTTGCCGA (TIR/CACTA)

* Sequence with length less than 200 nucleotides is not accepted by GenBank.
Supplemental Table 3. List of 11 FISH-positive clones identified in this study in P. stipifolia
Clone No. LS (bp) Sequence Superfamily
S5 125 TCAACTTTTTAGCACATGCTATGTGGGTGAAATGATGATACCATGCCAACTTTCAACCTTTTCAGAGTTCATTTGAAGTGCTTTTCAATT  TIR/CACTA
TCAGGGTCATTTAGCTCAAAAAAATCAGTAAGTGA
S13 228 TCTCTGTTGAGCCTAGGTAGGACTACGTCGTGTCGATCAGCCGAGGCCAGGCATGACCCGAAAAAGTGTGTCCGGCCAGAGTTAATC  LTR/Gypsy
GAGCGTGTTGGGTAAGTTGGTGCACCCCTGCAGGGAAGTTATCTATTCGTATAGCCGTGTCCACGGTAACGGACGCTCAGAGAGTATC
CCGATCTACTACAACTAGAACTGGATACCTGTGTTACTTAATTAATATGTTAA
S17 255 CGAAGGACTAGCCTCACTCGGGCAGATCTTCAAGAAGTAGGCGATCTCCTTGCCCATACAAACTCCTTGGTTCAACTCCACATCATGT  LTR/Copia

S21

CGGAGGCTCCCAAGTGACACCTAACCAATATAGGAGACACCACTCTCCAAAAGGTAATAGACGGTGTGTTGTTGATGAACTCCTTGCT
CTTGTGCTTCAAATGATAGTCTTCCCAACACTCAAACAACTCCTCACAGATTTGGCTATGGTGGAAGAAGGATTTGAGA
308 CCTTTTTATGGCTGAAATTTCAGCCCCTCCACCCCTCCTTCTCCTATAAATAGAGGTGGAGAGGAGCTCTCCACACTCACTCCAACTCT

LTR/Copia
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CTCACCAAATGGCATGCATGATCTGCCTTTCTTCTCTCCCTCACACGAAACTGTTTCGTAAAGCCGAAAGGCTGTCTGGGTTTCGGTG
GGAACTAGTTCTGGACGGCGAAGCCCTGCCGGATAGCTGACACCGTATGTGTGCAACCCCGTAGAGATGTCGTAGTTTCGATCCTTTT
TGCCCGAGGGACTATTCGAGTGCCCTCCCGAAGGGCTGTCCGA
AGAGGGGGAGAGGGCCTAGCCTATCGAAGACTAGCATCTTCAAGCAGTCTTGCAGCATCAGAAGAGAGTAGAGTATAGCAGCATATA
ATGTTGGTTGTATTATAGCAACTCCCCGAGATCCTTCCTCGACTATCCCGCGAGAAGGCGATCCCGAGAGCAGAAGTAACAGTTAA
GGTGAAGTGTCATGTAGTCGACGTTGTTAGGACCGAGAGTATATCGACCAGAGGGGGGGTGAATGGGAGATTCAAAATTTCTTTCGAA
AGTTTTGAACTGATCTCAATCACAGCAGCGGAATAATGTAAAGAATGAAATGTACTGAATCAATTTTCGTCATCAGAAGCATATTCCTT
GATGAAAGAAGTAATGACAGCGCGAGCTAGGGAAATCACAGGTTTAACTACGATGAGAGTAATGCAACATGCAACCAGATGCAGTAG
TACGAGGCCGAACATACCCCATCGAGCTGAACATGTGCTAATCTCGGAAGTGTTGTCCGTTCGGCGCTAGATCGGAATGGATCATGATT
GGATCGCGAAGAGTACGACTACATCAACCGCGTTACATACACTAACGCTTTCGATCTACAAGGGTATGTGGATCCAACTCTCCTCTCGT
AGATGTGCATCTCCTAGATTGATCTTGGTGAGCGTAGGAAATTTTTTGTTTCCCATGCAACGTTCCCCAACAGTGGTATCAGAGCTAGG
TCTTGA
TAACAGGGTGCTTGGGTCAGCCTTGACTTTGAAGGGAGGAATTTCATGAAACTTTTCATAATCTTCGGACATGTCTGTCTTGCCCTCCA
CTCCCACGATGTCTCTTTTTCCTGAAAGAACTATGTGGCGCTTTGGCTCATCGTATGATGTATTCGCTTCCTTATCTTTTCTTTTTCTCGG
TTTGGTAGACATGTCCTTCACATAGAAAACCTACGCCACATCATTGGCTAGGACGAATGGTTCGTCTGTGTACCCAAGATTGTTCAGAT
CCACTGTTGTCATTCCGTACTGTGA
GAATAAGATCCTTCAAGTAAGTTGTCATCGGTGCAAAAAGCAATAAAAATTCCTCCTAAAATATGTGTGATCTTTTATTGCAAGGGAAA
ATAAGCATTGTACGAACTTGTGATGGTAAAGAAATAAAAGCGACGGACTGCATAATAAAGGTTGCTATCACAAGGGGCAATATAACGT
GATGTTCCTTTGCATTAAGAGCTTATGTATCCAACAACAAAAAGCGCATGACAACCTCTGCTTCCCTCTGCGAAGGGCCTATCTTTTAC
TTTTATGCATTTACTTTTCTGTATTTACTTTTATGCAAGAGTCATTAATGTTCATCCCTATTCCACCCTATTTATTCTTTA
AGCCCTCCGTGATCGATTCCCCCTCCAGCAGAGTGCCAGAACAGGGCTCCAGATGGGATCGCTTCGGAACAGAGGCTTGTGGCGGCG
ATAAAATTGTTTTGGGTCTCACTCTGAGGGTTTCAGGATTTATGGGAATTTATAGGCCAAGAATTAGGGCAAATGGAGCCACAGGGGG
CCCACAAGCTAGGGTGGCGCGCCCTACCCCCAGGGCAGGCCCCCTGCCTTGTGA
TGATCACCGGCAGCACCACCATCTGGCCTTCCGGGAACAAGCCGGGCTTCGCCTAGGCGCCCCTTTTGCCCTCCTTGCACTCGATGTA
AACCCTGGGGAAGGGCCAATAAAATGTAACCGAGTACTTTTTTAATGAATATCTATTGTTTGCCAGGCTTAGATGAATGCATGCCGTTC
CCCCTTGTTTTATTTTGCCTTTGTATGATTACGTTCCCTACGCTGTTTGGAAACTTGCCGGTGCCCACACTTGACGCGAGCGCTTTGAG
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GAACAGGTCCTTAGCAGCCTGCTGGAAGTGCCACCGCTGGCAAGGTAACTTGCCGA

S175 282 TCAAATCATTCAAGCATTCAATCATAATAGCATTATGTTTCAATTGATCACTTGTCTATTAAAGTTTTCTTGCTTAACGATAAAATTATCAA  LTR/Gypsy
ATTCATCTAAGCACCAACTTGGAGATTTATTATAAGGAATATCACCCTCATCAAACCTATAAAGAGAGTCTACCTCTACTCCCTGTGATT
GATAACCCACAAGTATAGGGGATCAATTGTAGCTTTTTCGATAAATAAGAGTGTCGAACCCAACGAGGAGCTAAAGGTAGAATTAATAT
TCCCTTCAAGA

LS: Length of the sequence




