
Supplementary Figure Legends 

Supplementary Fig. 1. Spectral karyotyping analysis (SKY) in the present case. Reverse 

DAPI (4',6-Diamidino-2-phenylindole) banding (a), spectral image (b), and 

comprehensive karyotyping (c) (left, reverse DAPI; right, SKY). Five cells were analyzed, 

of which two showed representative karyotype. The SKY analysis yielded the following: 

44,XY,der(5)t(5;17)(q13;q11.2), der(18)t(7;18)(q11.2;p11.2), der(?)t(?;3)(?;?) t(?;6)(?;?), 

der(6)t(6;14)(p21;q11.2)del(6)(q?), del(17)(q11.2)[2]. 
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Supplementary Table 1  Primers used for PCR analysis 
Primers for RT-PC 
 RUNX1_401F TCGGTCGAAGTGGAAGAGGGAAAA 
 RUNX1_996R CGGCGTCGGGGAGTAGGTGAAGG 
 GRIK2_1598F TATTCTGCTGGCTTACTTGGGTGTC 
 GRIK2_2054R CTGGATTCCTTCTTCATTACTTTTG 
 GRIK2_inta AATAGACTTCAAAGCCAGTTGTGGA 
 GRIK2_intb ACCCAGCGGAACTGTAACCTGACAC 
 GRIK2_intc AAGCTTTCTGGGCAGGGTTGAACAT 
 GRIK2_intd GTGCCACTGCATTCCAGCCCGTGTG 
 GRIK2_inte ACACAGGAGGCTGAGGTGGGAGGAT 
 CBFB_316F GTCTGTGTTATCTGGAAAGGCTG 
 MYH11_670R CCTCTTCTCCTCATTCTGCTC 
 G−CSFR_1667F AGAGCCCCCTTACCCACTACACCA 
 G−CSFR_2422R GGCCCAAAGACACAGTCGTCCTC 
Primers for Genomic PCR   
 RUNX1_int6F TTGACACTTTAGGGCACGCTTGA 
 GRIK2_int15F AATAGTATAGTTTCTTTTTGCCATTTA 
 RUNX1_int6R ACCTATGGAAGACAGGAATGCT 
 GRIK2_int15R TGAGGTGACAAACTTTTCAAGGAT 
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Supplementary Table 2  Mutation profile of initial diagnosis and relapse 

Gene Mutation 
Allele frequency (%) FATHMM prediction 

pathogenic score* Initial diagnosis Relapse 

MTMR9 R409H 60.0 41.7 0.98 

GPBAR1 R43C 58.6 52.6 0.95 

ITFG3 P71L 55.3 51.8 0.98 

HDAC9 Q122H 52.7 83.3 0.80 

TNS1 R970W 45.5 51.4 0.98 

DYSF R345W 45.5 25.0 0.91 

NOTCH1 Q1134R 36.2 61.1 0.94 

NCOA3 E163K 34.5 30.8 0.98 

TP53 G245S 0.0 93.5 0.99 

*FATHMM (Functional Analysis through Hidden Markov Models) prediction pathogenic score is cited 
from COSMIC (Catalogue of Somatic Mutations in Cancer) web site (https://cancer.sanger.ac.uk/cosmic). 
 


