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Supplementary Table

Table S1. The mean dice similarity coefficient of OCT image segmentations
between CNN and observers.

mDSC (%) Ai segmentation Aw% segmentation
Between CNN and Observer 1 98.101+6.245 96.072+8.131
Between CNN and Observe 2 08.481+5.845 96.668+7.676
Between Observer 1 and Observer 2 97.693+6.819 05.816+9.121

Data in the blank are shown as: Mean+SD.

Abbreviation: mDSC: mean dice similarity coefficient; CNN: convolutional neural network,
mDSC was calculated between ResUNet and observers for Ai segmentation, and between
MultiResUNet and observers for Aw% segmentation.
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Figure S1. The Pearson correlations among the two observers and CNN segmentations for
Aiand Aw. A-C. There was a significant correlation between ResUNet and observer 1 (r=0.999,
P < 0.001), between between ResUNet and observer 2 (r=0.999, P < 0.001) and between two
observers (r=0.999, P < 0.001), for Ai segmentation. D-F. A significant correlation was found
between MultiResUNet and observer 1 (r=0.996, P < 0.001), between MultiResUNet and
observer 2 (r=0.997, P < 0.001) and between two observers (r=0.995, P < 0.001), for Aw%
segmentation. There was more variability between the two observers compared to the

variability between the manual and automatic segmentations of Aw%.
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Figure S2. Bland-Altman analysis for two observers and ResUNet segmentations for Ai. A-C.
Bland-Altman analysis indicates a small bias between ResUNet and observer 1 (bias=-0.02mm?,
95%Cl=-0.12mm?-0.09mm?), between ResUNet and observer 2 (bias=0 95%Cl=-0.09mm?-
0.08mm?) and between two observers (bias=0.01mm? 95%Cl=-0.11mm?2-0.14mm?) for Ai
segmentation from 3™ to 6™ generations of bronchi. D-F. Bland-Altman analysis indicates a
small bias between ResUNet and observer 1 (bias=-0.02mm? 95%Cl=-0.09mm?-0.06mm?),
between ResUNet and observer 2 (bias=-0.01mm? 95%CI=-0.10mm?2-0.08mm?) and between
two observers (bias=0.01mm? 95%Cl=-0.08mm?-0.10mm?) for Ai segmentation from 7" to 9*"
generations of bronchi. Solid lines represent the bias and dotted lines represent the 95%

confidence intervals.
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Figure S3. Bland-Altman analysis for two observers and MultiResUNet segmentations for
Aw%. A-C. Bland-Altman analysis indicates a small bias between MultiResUNet and observer
1 (bias=-0.01% 95%Cl=-1.48%-1.45%), between MultiResUNet and observer 2 (bias=0 95%Cl=-
0.90%-0.91%) and between two observers (bias=0.02% 95%Cl=-1.69%-1.72%) for Aw%
segmentation from 3™ to 6™ generations of bronchi. D-F. Bland-Altman analysis indicates a
small bias between MultiResUNet and observer 1 (bias=0.12% 95%Cl=-1.91%-2.14%),
between MultiResUNet and observer 2 (bias=0.06% 95%Cl=-1.86%-1.99%) and between two
observers (bias=-0.06% 95%Cl=-1.98%-1.87%) for Aw% segmentation from 7" to 9
generations of bronchi. Solid lines represent the bias and dotted lines represent the 95%

confidence intervals.



