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Supplementary table 1: Oligonucleotides used for amplification of 16S rRNA gene.
	Name
	Sequence 
(5´3´)
	Organism and fragment size [bp]
	Temperature profile
	Reference

	Nadkarni-F
	TCCTACGGGAGGCAGCAGT
	All bacteria
	95 °C, 10 min
95 °C, 10 s
60 °C, 10 s
72 °C, 25 s
40 cycles
	Nadkarni et al. 2002

	Nadkarni-R
	GGACTACCAGGGTATCTAATCCTGTT
	
	
	

	Smut16S-81-F
	CTTGCACACCGTGTTTTCT
	S. mutans
519
	95 °C, 10 min
95 °C, 10 s
55 °C, 10 s
72 °C, 25 s
50 cycles
	this work

	Smut16S-600-R
	TTTTACTCCAGACTTTCCTG
	
	
	

	SD-Lab-158a
	GGAAACAGRTGCTAATACCG
	Lactobacilli (genus)
549
	95 °C, 10 min
95 °C, 10 s
55 °C, 10 s
72 °C, 25 s
50 cycles
	Heilig et al. 2002

	SD-Lab-Re
	CACCGCTACACATGGAG
	
	
	

	Bifdent591F
	AGCCCATCGCTTAACGGTGGGTC
	B. dentium
418
	95 °C, 10 min
95 °C, 10 s
60 °C, 10 s
72 °C, 25 s
50 cycles
	Henne et al. 2015

	Bifdent1009R
	GGCCRTATCTCTACGGC
	
	
	

	Scar448F
	GTGGACTTTATGAATAAGC
	S. wiggsiae
146
	95 °C, 10 min
95 °C, 30 s
51 °C, 30 s
72 °C, 30 s
50 cycles
	Tanner et al. 2011

	Scar619R
	CTACCGTTAAGCAGTAAG
	
	
	

	pF1 (27F)
	AGAGTTTGATCCTGGCTCAG
	Fusobacteria  (genus)
	95 °C, 10 min
95 °C, 10 s
60 °C, 10 s
72 °C, 20 s
40 cycles
	Edwards et al., 1989
Dix et al., 1990

	Fn-1
	GTCATCGTGCACACAGAATTGCTG
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Supplementary Fig. 1:
Single values of relative metabolic activity for four aciduric caries-associated taxa and asaccharolytic fusobacteria were built for CAC, CAS (A) and CFS (B) plaque sites. Absence of a bar indicates no results for DNA- or RNA-based q-PCR in the respective sample. Among caries-associated bacteria, the relative metabolic activity of lactobacilli increases from CFS<CAS<CAC and exceeds 100% in most caries lesions whereas the fusobacterial activity decreases in the same sequence.
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