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Supplementary fig. 1. Correlation of global gene expression profiles of hiPSC-derived hematopoietic progenitors and 
HSCs. Global gene expression data from hESC and hiPSC-derived d21 EB cells as well as sorted CD43hi cells were 
obtained from microarray data analysis (C) and compared to PB (A) and CB-HSCs (B). Correlation was determined by 
Pearson coefficient. Expression of HSC-specific markers was additionally obtained through microarray data analysis.  

 


