Gene ID Gene Name _Ge_ng Ratio Direction p-value control | Control DS Mean | DS SEM Other ID Chromosome
Identifier Mean SEM
ATP1B4 ESTs Al082610 | 77.56 Up 0.003 3.201 0.069 9.478 0.352 243737 at X
DACH1 ESTs AI650353 | 20.58 Up 0.020 4.745 0.441 9.109 0.453 228915 at 13
Homo sapiens cDNA FLJ11820 fis, clone
HEMBA1006445, highly similar to Homo sapiens
DIRAS3 putative tumor supressor NOEY2 mRNA. AK021882 | 17.12 Up 0.008 4.268 0.358 8.365 0.039 215506 _s_at 1
dachshund (Drosophila) homolog /FL=gb:AF102546.1
DACH1 gb:NM 004392.1 AW772082 | 16.58 Up 0.024 4.432 0.397 8.483 0.509 205471 s at 13
Homo sapiens ATPase, (Na+)K+ transporting, beta 4
polypeptide (ATP1B4), mRNA. /PROD=ATPase,
(Na+)K+ transporting, beta 4polypeptide
ATP1B4 e i e e e NM_012069| 14.9 Up 0.002 3.148 0.011 7.045 0.170 220556_at X
MGST1 microsomal glutathione S-transferase 1 Al220117 12.22 Up 0.016 5.152 0.139 8.763 0.436 224918 x at 12
MGST1 Human HepG2 3 region cDNA, clone hmd6b10. D16947 10.9 Up 0.022 3.746 0.278 7.192 0.445 | 1565162 s at 12
Homo sapiens microsomal glutathione S-transferase 1
(MGST1), mRNA. /PROD=microsomal glutathione S-
MGST1 lirzinenstiEse 4= =gk S NM_020300| 10.81 Up 0022 | 5078 | 0014 | 8512 | 0517 | 231736 x at 12
Homo sapiens hypothetical protein FLJ23516
(FLJ23516), mRNA. /PROD=hypothetical protein
RNF128 FLJ23516 /FL=gb:NM_024539.1 NM_024539| 10.51 Up 0.008 4.693 0.117 8.088 0.285 219263 at X
Homo sapiens neuropeptide Y (NPY), mRNA.
/PROD=neuropeptide Y /FL=gb:NM_000905.1
NPY gh:M15789.1 gh:K01911.1 NM_000905| 10.36 Up 0.015 6.307 0.325 9.680 0.267 206001 at 7
Homo sapiens apolipoprotein D (APOD), mRNA.
/PROD=apolipoprotein D precursor /FL=gb:J02611.1
APOD gh:NM 001647.1 NM_001647| 10.27 Up 0.001 4.251 0.020 7.611 0.101 201525 at 3
Homo sapiens G protein-coupled receptor 17 (GPR17),
MRNA. /PROD=G protein-coupled receptor 17
GPR17 /FL=gb:NM 005291.1 NM_005291| 10.06 Up 0.046 3.494 0.261 6.825 0.693 206190 at 2
ESTs, Weakly similar to putative type Il alcohol
C8orf46 dehydrogenase (D.melanogaster) H17349 9.88 Up 0.005 4.450 0.232 7.754 0.068 228695 _at 8
transmembrane 4 superfamily member 1
TM4SF1 /FL=gb:M90657.1 Al346835 9.55 Up 0.008 4.295 0.020 7.551 0.287 209386_at 3
Homo sapiens gamma-aminobutyric acid (GABA) A
receptor, alpha 2 (GABRA2), mRNA. /PROD=gamma-
aminobutyric acid A receptor, alpha 2precursor
GABRA2 /FL=gb:NM 000807.1 NM_000807| 9.19 Up 0.046 4.590 0.473 7.790 0.535 207014 at 4
Homo sapiens dachshund (Drosophila) homolog
(DACH), mRNA. /PROD=dachshund (Drosophila)
DACH1 homolog /FL=gb:AF102546.1 gb:NM_004392.1 NM_004392| 9.16 Up 0.006 3.558 0.187 6.753 0.160 205472 s at 13
Homo sapiens secretory granule, neuroendocrine
protein 1 (7B2 protein) (SGNE1), mRNA.
/PROD=secretory granule, neuroendocrine protein 1
SCG5 (7B2protein) /FL=gh:BC005349.1 gh:NM_003020.1 [ NM_003020| 8.84 Up 0.004 3.549 0.005 6.693 0.192 203889 at 15
ARHGAP20 KIAA1391 protein Al936560 7.85 Up 0.017 4.241 0.097 7.214 0.385 228368 at 11
Homo sapiens oligodendrocyte myelin glycoprotein
(OMG), mRNA. /PROD=0ligodendrocyte myelin
OMG glycoprotein /FL=gb:NM_002544.1 NM_002544| 7.71 Up 0.043 6.890 0.424 9.836 0.465 207093 s at 17
ESTs, Weakly similar to putative type Il alcohol
C8orf46 dehydrogenase (D.melanogaster) Al421311 7.66 Up 0.004 4.992 0.048 7.929 0.182 229430 at 8




Homo sapiens corticotropin releasing hormone (CRH),
MRNA. /PROD=corticotropin releasing hormone
precursor /FL=gh:BC002599.1 gh:NM_000756.1

CRH NM_000756| 7.33 Up 0.003 4.873 0.121 7.747 0.080 205630_at 8
Human nephropontin mRNA, complete cds.
SPP1 /PROD=nephropontin /FL=gh:M83248.1 M83248 7.29 Up 0.007 4.400 0.015 7.266 0.240 209875 s _at 4
CTBP1 C-terminal binding protein 1 BF984434 7.1 Up 0.017 6.599 0.246 9.428 0.276 213979 s at 4
Homo sapiens protein tyrosine phosphatase, receptor
type, K (PTPRK), mRNA. /PROD=protein tyrosine
phosphatase, receptor type, K /FL=gb:L77886.1
PTPRK gh:NM 002844.1 NM_002844| 7.08 Up 0.022 5.236 0.145 8.059 0.396 203038 at 6
nuclear receptor subfamily 2, group F, member 1
NR2F1 /FL=gh:BC004154.1 gb:NM_005654.1 Al951185 6.39 Up 0.013 7.254 0.307 9.930 0.036 209505 at 5
LOC284033 ESTs Al138603 6.05 Up 0.030 6.820 0.137 9.418 0.441 229266 _at 17
Cluster Incl. R61374:yh15e02.s1 Homo sapiens cDNA,
3 end /clone=IMAGE-37665 /clone_end=3
HEY1 /gh=R61374 /gi=832069 /ug=Hs.234434 /len=434 R61374 5.91 Up 0.018 9.001 0.240 11.563 0.248 44783 s_at 8
Homo sapiens interleukin 13 receptor, alpha 2
(IL213RA2), mRNA. /PROD=interleukin 13 receptor,
IL13RA2 alpha 2 /FL=gh:U70981.1 gh:NM_000640.1 NM_000640| 5.88 Up 0.039 5.198 0.455 7.753 0.252 206172 _at X
fibronectin leucine rich transmembrane protein 3
- [FL=gh:AF169677.1 gb:NM_013281.1 N71923 5.74 Up 0.008 6.107 0.049 8.627 0.224 222853 at -
Homo sapiens fibronectin leucine rich transmembrane
protein 3 (FLRT3), mRNA. /PROD=fibronectin leucine
rich transmembrane protein3 /FL=gb:AF169677.1
FLRT3 gh:NM 013281.1 NM_013281| 5.68 Up 0.011 5.274 0.034 7.780 0.267 219250 s at 20
Homo sapiens cDNA FLJ13302 fis, clone
TM4SF1 OVARC1001357 Al189753 5.66 Up 0.002 3.351 0.103 5.852 0.010 215034 s _at 3
Human tumor antigen (L6) mRNA, complete cds.
- [FL=gh:M90657.1 M90657 5.66 Up 0.023 3.362 0.010 5.863 0.386 209387_s_at -
Homo sapiens hairyenhancer-of-split related with
YRPW motif 1 (HEY1), mRNA. /PROD=hairyenhancer-|
of-split related with YRPW motifl /FL=gb:AF151522.1
gb:NM_012258.1 gh:AF311883.1 gh:BC001873.1
HEY1 GEAFZASL, ot LR 22 L NM_012258| 5.48 Up 0.025 8.575 0.270 11.028 0.291 218839 at 8
- p53-induced protein AL565381 5.37 Up 0.008 5.047 0.008 7.472 0.216 227307_at 11
Homo sapiens KIAA0281 gene product (KIAA0281),
MRNA. /PROD=KIAA0281 gene product
ELMO1 /FL=gh:BC003051.1 gh:NM_014800.1 gh:D87457.1 | NM_014800( 5.36 Up 0.014 4971 0.170 7.394 0.236 204513 s at 7
EMX2 empty spiracles (Drosophila) homolog 2 Al478455 5.35 Up 0.009 6.878 0.208 9.297 0.103 221950 at 10
Homo sapiens chromosome 21 open reading frame 62
(C210RF62), mRNA. /PROD=chromosome 21 open
C2lorf62 reading frame 62 /FL=gb:NM_019596.1 NM_019596| 5.32 Up 0.019 7.898 0.310 10.308 0.130 220543 at 21
Homo sapiens serine (or cysteine) proteinase inhibitor,
clade A (alpha-1 antiproteinase, antitrypsin), member 8
(SERPINAS8), mRNA. /PROD=angiotensinogen
AGT precursor /FL=gb:K02215.1 gb:NM_000029.1 | \1 0o0029| 5.22 Up 0031 | 7582 | 0125 | 9.966 | 0409 | 202834 at 1
KIAA1904 Homo sapiens, clone IMAGE:4938694, mRNA. BC032083 | 5.08 Up 0.000 3.631 0.036 5.976 0.021 | 1559072 a_at 22
OLIG2 protein kinase C binding protein 2 AI870776 5.02 Up 0.009 7.637 0.111 9.964 0.187 213824 at 21
Homo sapiens mRNA; cDNA DKFZp5471204 (from
- clone DKFZp5471204). AL390172 | 4.98 Up 0.014 7.049 0.129 9.364 0.240 226517 at -
- KIAAQ768 protein /FL=gb:AF307080.1 R50822 4.96 Up 0.035 5.307 0.290 7.616 0.336 209866 _s_at -
COBL KIAA0633 protein AA594937 | 4.88 Up 0.015 6.019 0.168 8.307 0.225 213050 at 7




Human DNA sequence from clone 287G14 on
chromosome 6023.1-24.3. Contains a novel seven
transmembrane domain protein gene, and an exon
similar to parts of BMP and Tolloid genes. Contains

- ESTs, an STS and GSSs AL033377 | 4.87 Up 0.000 4.331 0.026 6.616 0.044 213094 at -
Homo sapiens SPARC-like 1 (mast9, hevin)
(SPARCL1), mRNA. /PROD=SPARC-like 1
SPARCL1 /FL=gb:NM 004684.1 NM_004684| 4.78 Up 0.013 8.589 0.045 10.847 0.252 200795 at 4
OPCML Homo sapiens clone 24461 mRNA sequence. AF070577 | 4.69 Up 0.019 4.025 0.225 6.254 0.213 214111 at 11
Homo sapiens delta (Drosophila)-like 3 (DLL3), mRNA.
/PROD=delta-like 3 protein precursor
DLL3 /FL=gb:NM_016941.1 gh:BC000218.1 NM_016941| 4.65 Up 0.024 7.267 0.299 9.482 0.185 219537 x_at 19
Homo sapiens, nuclear receptor subfamily 2, group F,
member 1, clone MGC:2388, mRNA, complete cds.
/PROD=nuclear receptor subfamily 2, group F,
NR2F1 member 1 /FL=gb:BC004154.1 gb:NM_005654.1 BC004154 | 4.62 Up 0.034 6.784 0.192 8.991 0.369 209506 _s_at 5
Homo sapiens lectomedin-3 (LEC3) mRNA, complete
: R R s AF307080 | 4.59 Up 0025 | 5912 | 0138 | 8110 | 0328 | 209867 s at -
- Homo sapiens, clone IMAGE:5271039, mRNA. BC040605 | 4.58 Up 0.006 2.717 0.083 4.913 0.154 | 1569886 _a_at -
Homo sapiens KIAA0633 protein (COBL), mRNA.
COBL /PROD=KIAA0633 protein /FL=gh:NM_015198.1 NM_015198| 4.56 Up 0.010 4.745 0.225 6.934 0.006 | 1552496 a_at 7
LUZP2 H.sapiens GENX-5624 mRNA, 3 prime UTR. X81895 4.49 Up 0.031 5.669 0.392 7.835 0.008 215323 at 11
H.sapiens mRNA for P2Y-like G-protein coupled
cERy | CoERE PRODAFEIHILE e CRlpee BERpllr| —paqsn 4.4 Up 0011 | 3831 | 0106 | 5969 | 0.196 | 215225 s at 2
prostaglandin GH synthase {alternative splicing
product} (human, lung fibroblast, clone HCO-T9,
Pregn || RN EEES DL (FRODSHESEGENE D Rl SIEEE | aampaqg 4.4 Up 0.030 | 4384 | 0245 | 6521 | 0292 | 215813 s at 9
Human (dlk) mRNA, complete cds.
DLK1 /FL=gb:NM_003836.1 gh:U15979.1 U15979 4.32 Up 0.028 4.942 0.311 7.055 0.183 209560 _s_at 14
Homo sapiens hypothetical protein DKFZp761C07121
(DKFZp761C07121), mRNA. /PROD=hypothetical
DIRAS2 protein DKFZp761C07121 /FL=gb:NM_017594.1 |\, 017504| 4.29 Up 0.000 | 2724 | 0007 | 4825 | 0040 | 219619 at 9
Homo sapiens GL013 mRNA, complete cds.
- /PROD=GL013 /FL=gh:AF267859.1 AF267859 | 4.26 Up 0.014 5.641 0.185 7.732 0.174 221646 _s_at -
- ESTs AWA450420 | 4.18 Up 0.040 4.215 0.109 6.278 0.409 236373 at 7
. Human (clone CTG-A4) mRNA sequence H09780 4.18 Up 0.002 3.372 0.063 5.435 0.070 230869 at -
- ESTs Al970797 4.18 Up 0.033 3.995 0.278 6.057 0.265 229004 at -
OLIG1 Homo sapiens EST from clone 41214, full insert. AL355743 4.14 Up 0.049 10.563 0.458 12.614 0.107 228170 at 21
TBC1py | Homo sapiens cONA:FLI21028 fis, clone CAEO715S. | 54681 | 4.13 Up 0032 | 5339 | 008 | 7.385 | 0363 | 231972 at 6
Novel human gene on chromosome 20, similar to
GLUCOSAMINE-6-SULFATASES.
SULF2 /PROD=hypothetical protein AL133001 | 4.11 Up 0.018 6.203 0.262 8.243 0.102 224724 at 20
Human DNA sequence from clone RP5-1049G16 on
chromosome 20g12-13.2. Contains the 3 end of the
NCOAS3 gene for nuclear receptor coactivator 3
(thyroid hormone receptor activator molecule TRAM-1,
Receptor-Associated Coactivator RAC3, Amplified In
- Br... AL034418 | 4.05 Up 0.046 5.577 0.443 7.594 0.083 233555 s at -
- ESTs AA923289 | 4.03 Up 0.019 8.934 0.241 10.943 0.151 236666 _s_at 11
protein tyrosine phosphatase, receptor type, E
PTPRE /FL=gb:NM 006504.1 AA775177 | 4.01 Up 0.001 6.570 0.067 8.575 0.012 221840 at 10




delta (Drosophila)-like 3 /FL=gb:NM_016941.1

DLL3 gh:BC000218.1 BE350882 4 Up 0.036 7.056 0.293 9.058 0.254 222898 s at 19
Human insulin-like growth factor binding protein 5
IGFBP5 (IGFBP5) mRNA AWO007532 | 3.98 Up 0.006 5.967 0.094 7.961 0.131 211959 at 2
Homo sapiens growth hormone receptor (GHR),
MRNA. /PROD=growth hormone receptor
GHR /FL=gb:NM_000163.1 NM_000163| 3.97 Up 0.035 4.989 0.105 6.978 0.370 205498 at 5
BcaT1 | Homo sapiens cDNA: FLJ21962 fis, clone HEPOSS64. 1\ yo5615 | 3.92 Up 0.009 | 7948 | 0051 | 9.918 | 0178 | 225285 at 12
Homo sapiens Ric (Drosophila)-like, expressed in
neurons (RIN), mRNA. /PROD=Ric (Drosophila)-like,
expressed in neurons /FL=gh:U78164.1 gb:U71204.1
RIT2 ghb:NM 002930.1 NM_002930| 3.87 Up 0.002 6.105 0.077 8.056 0.053 206984 s _at 18
Homo sapiens galanin receptor 1 (GALR1), mRNA.
/PROD=galanin receptor 1 /FL=gb:NM_001480.2
GALR1 gh:U23854.1 gh:1.34339.1 gh:U53511.1 NM_001480| 3.86 Up 0.001 3.557 0.050 5.505 0.043 220821 at 18
CXCRY G protein-coupled receptor Al817041 3.83 Up 0.038 4.907 0.363 6.842 0.138 212977_at 2
erythrocyte membrane protein band 7.2 (stomatin)
STOM /FL=gh:M81635.1 gb:NM_004099.1 Al537887 3.77 Up 0.016 7.245 0.007 9.159 0.246 201060 x_at 9
Homo sapiens plasminogen activator, tissue (PLAT),
MRNA. /PROD=plasminogen activator, tissue
/FL=gb:NM_000930.1 ghb:NM_000931.1 gh:M15518.1
PLAT gh:M18182.1 NM_000930| 3.76 Up 0.002 6.728 0.053 8.637 0.068 201860 _s_at 8
Homo sapiens zinc finger, DHHC domain containing
11 (ZDHHC11), mRNA. /FL=gbh:BC032000.1
BRD9 gh:NM 024786.1 NM_024786| 3.7 Up 0.004 4.386 0.114 6.274 0.016 | 1552283 s at 5
MGC42367 ESTs AW249666 | 3.67 Up 0.007 6.926 0.009 8.802 0.156 228067 at 2
dihydropyrimidinase-like 3 /FL=gb:NM_001387.1
DPYSL3 gh:D78014.1 W72516 3.64 Up 0.037 5.804 0.265 7.668 0.260 201430 _s_at 5
NLF1 ESTs BE218239 | 3.64 Up 0.000 3.595 0.008 5.460 0.015 241031 at 15
Homo sapiens chromosome X protocadherin 11
(PCDH11) mRNA, complete cds, alternatively spliced.
PCDH11X e e i AF332218 | 3.64 Up 0.021 | 3036 | 0074 | 4900 | 0264 | 210292 s at X
GRAMD3 | Mypothetical protein FLJ21313 /FL=gb:NM_023927.1 | \\\575493 | 363 Up 0.044 | 6306 | 0304 | 8165 | 0.265 | 218706 s at 5
Homo sapiens, clone MGC:10954, mRNA, complete
cds. /PROD=Unknown (protein for MGC:10954)
- /FL=gh:BC004959.1 BC004959 | 3.62 Up 0.010 8.191 0.090 10.048 0.167 223923 at -
Homo sapiens spinal cord-derived growth factor-B
(SCDGF-B), mRNA. /PROD=spinal cord-derived
growth factor-B /FL=gb:AY027517.1 gb:NM_025208.1
PDGFD gbh:AB033832.1 gh:AF113216.1 NM_025208| 3.61 Up 0.035 8.031 0.152 9.882 0.322 219304 s at 11
Homo sapiens osf-2 mRNA for osteoblast specific
factor 2 (OSF-2p1), complete cds. /PROD=osteoblast
POSTN e D13665 | 3.59 Up 0.010 | 3334 | 0172 | 5177 | 0058 | 210809 s at 13
Human carbonic anhydrase Il mRNA, complete cds.
CA2 [FL=gh:M36532.1 gh:J03037.1 gh:NM _000067.1 M36532 3.57 Up 0.027 7.225 0.255 9.060 0.171 209301 at 8
TEeapp || NE0E EHEEns ERlty AR, Cons GRS | cemrem | gEa Up 0031 | 4777 | 0004 | 6599 | 0326 | 226397 s at 6
Homo sapiens hypothetical protein FLJ10052
(FLJ10052), mRNA. /PROD=hypothetical protein
SUSD4 FLJ10052 /FL=gb:NM_017982.1 NM_017982| 3.48 Up 0.000 6.992 0.022 8.790 0.006 219389 at 1
Homo sapiens clone 23767 and 23782 mRNA
ANGPTL2 seguences Al074333 3.44 Up 0.016 6.668 0.090 8.450 0.212 213004 at 9




RAB12

ESTs, Weakly similar to C34323 GTP-binding protein
Rab3A (H.sapiens)

BF574430

3.44

Up

0.003

6.428

0.093

8.212

0.042

235059 at

18

CXADR

Homo sapiens coxsackie-adenovirus-receptor isoform
CAR37 (CXADR) mRNA, complete cds; alternatively
spliced. /PROD=coxsackie-adenovirus-receptor
isoform CAR37 /FL=gbh:AY072911.1

AY072911

3.44

Up

0.021

6.344

0.260

8.126

0.010

1555716_a_at

21

TNFAIP6

tumor necrosis factor, alpha-induced protein 6
/FL=gb:NM_007115.1

AW188198

3.43

Up

0.011

6.267

0.119

8.044

0.144

206025 s _at

PDGFD

Homo sapiens hSCDGF-B mRNA for spinal cord-
derived growth factor-B, complete cds. /PROD=spinal
cord-derived growth factor-B /FL=gh:AY027517.1
gbh:NM_025208.1 gh:AB033832.1 gh:AF113216.1

AB033832

3.42

Up

0.042

6.516

0.185

8.291

0.329

222860 s _at

11

Homo sapiens erythrocyte membrane protein mRNA,
complete cds. /PROD=stomatin peptide
/FL=gh:M81635.1 ghb:NM_004099.1

M81635

3.42

Up

0.038

7.552

0.035

9.327

0.355

201061 s _at

SUSD4

Homo sapiens, Similar to hypothetical protein
FLJ10052, clone MGC:11193, mRNA, complete cds.
/PROD=Similar to hypothetical protein FLJ10052
/FL=gh:BC004888.1

BC004888

3.4

Up

0.005

6.773

0.127

8.538

0.021

223821 s at

TNFAIP6

Homo sapiens tumor necrosis factor, alpha-induced
protein 6 (TNFAIP6), mMRNA. /PROD=tumor necrosis
factor, alpha-induced protein 6 /FL=gb:NM_007115.1

NM_007115

3.37

Up

0.004

6.152

0.049

7.907

0.094

206026_s_at

C8orf46

ESTs, Weakly similar to putative type Il alcohol
dehydrogenase (D.melanogaster)

N22898

3.35

Up

0.010

4.574

0.134

6.320

0.108

228701 at

Homo sapiens PAC clone RP5-1137M13 from 7q33-
g35

AC005378

3.32

Up

0.030

6.338

0.270

8.069

0.147

215145 s _at

ESTs

Al700768

3.32

Up

0.002

5.001

0.024

6.730

0.081

240332_at

SOX3

Homo sapiens SRY (sex determining region Y)-box 3
(SOX3), MRNA. /PROD=SRY (sex determining region
Y)-box 3 /FL=ghb:NM_005634.1

NM_005634

3.32

Up

0.013

6.318

0.051

8.049

0.196

1553802_a_at

TMEM45A

Homo sapiens hypothetical protein FLJ10134
(FLJ10134), mRNA. /PROD=hypothetical protein
FLJ10134 /FL=gb:NM_018004.1

NM_018004

3.31

Up

0.034

6.043

0.183

7.771

0.269

219410 at

IL1IRAP

Homo sapiens interleukin 1 receptor accessory protein
(IL2RAP), mRNA. /PROD-=interleukin 1 receptor
accessory protein /FL=gb:NM_002182.1
gbh:AF029213.1 gh:AB006537.1

NM_002182

3.3

Up

0.004

5.159

0.036

6.882

0.101

205227 at

w

heat shock factor binding protein 1

Al703476

3.29

0.028

4.207

0.128

5.926

0.267

227769 at

KIAA1547 protein

BE967118

3.28

Up

0.031

5.438

0.049

7.153

0.304

228340 at

CALCRL

Human calcitonin-like receptor mRNA, complete cds.
/PROD-=calcitonin-like receptor /[FL=gb:U17473.1

Ul7473

3.22

Up

0.030

4.346

0.126

6.032

0.272

210815 s at

LBH

Homo sapiens hypothetical protein DKFZp566J091
(DKFZP566J091), mRNA. /PROD=hypothetical protein
DKFZp566J091 /FL=gh:NM_030915.1

NM_030915

3.21

Up

0.044

6.975

0.144

8.657

0.334

221011 s at

TIMP3

tissue inhibitor of metalloproteinase 3 (Sorsby fundus
dystrophy, pseudoinflammatory) /FL=gb:NM_000362.2
gb:U14394.1 ghb:U67195.1 gh:U02571.1

BF347089

3.21

Up

0.002

5.599

0.080

7.283

0.022

201147 s at

22

TIMP4

Homo sapiens tissue inhibitor of metalloproteinase 4
(TIMP4), mRNA. /PROD-=tissue inhibitor of
metalloproteinase 4precursor /FL=gb:NM_003256.1
gh:U76456.1

NM_003256

3.2

Up

0.012

8.810

0.124

10.489

0.139

206243 at




Homo sapiens complement C1r-like proteinase
precursor, (LOC51279), mRNA. /PROD=complement
C1r-like proteinase precursor, /[FL=gh:AF178985.1

C1RL gb:NM 016546.1 NM_016546| 3.2 Up 0.030 4.591 0.295 6.271 0.043 218983 at 12
- KIAA0493 protein AA863228 | 3.19 Up 0.032 7.290 0.113 8.962 0.287 229429 x_at 1
Homo sapiens prostaglandin-endoperoxide synthase 1
(prostaglandin GH synthase and cyclooxygenase)
(PTGS1), mRNA. /PROD=prostaglandin-endoperoxide
synthase 1(prostaglandin GH synthase and
pTGs1 | Syclooxygenase) /[FL=gb:NM_000962.1 gb:M59979.1 | \ 4 nooge2| 3.19 Up 0.033 | 5314 | 0081 | 6.988 | 0299 | 205128 x at 9
OLIG2 protein kinase C binding protein 2 AA757419 | 3.19 Up 0.013 9.864 0.189 11.535 0.049 213825 _at 21
CXADR ESTs BG260087 | 3.16 Up 0.006 8.871 0.128 10.530 0.011 226374 at 21
. poly(A)-binding protein, nuclear 1 Al492388 3.15 Up 0.017 4.730 0.185 6.386 0.118 228854 at -
Homo sapiens coxsackie virus and adenovirus
receptor (CXADR), mRNA. /PROD=coxsackie virus
and adenovirus receptor /FL=gb:U90716.1
CXADR gbh:NM_001338.1 gh:BC003684.1 NM_001338| 3.14 Up 0.037 9.721 0.280 11.374 0.169 203917 at 21
RNF182 ESTs Al884906 3.07 Up 0.030 5.302 0.284 6.919 0.011 230720_at 6
SYN2 ESTs BG054960 | 3.06 Up 0.023 7.440 0.038 9.053 0.246 230463 at 3
Homo sapiens cDNA FLJ10768 fis, clone
- NT2RP4000150 BE218980 | 3.04 Up 0.019 3.261 0.037 4.863 0.220 224833 at -
wingless-type MMTYV integration site family, member
WNT5A 5A Al968085 3.01 Up 0.016 3.378 0.048 4.970 0.200 213425 at 3
- Homo sapiens BAC clone RP11-187G20 from 2 AC009227 | 3.01 Up 0.006 3.201 0.117 4.791 0.034 234472 _at -
Homo sapiens mRNA; cDNA DKFZp761G0323 (from
- clone DKFZp761G0323). AL137425 | 2.96 Up 0.029 3.232 0.205 4.798 0.179 1564841 at 4
CNIH3 Homo sapiens clone 24453 mRNA sequence. AF070524 | 2.94 Up 0.003 5.368 0.077 6.923 0.017 214841 at 1
Homo sapiens IFI16b (IFI16b) mRNA, complete cds.
- /PROD=IFI16b /FL=gh:AF208043.1 AF208043 [ 2.93 Up 0.050 5.457 0.205 7.008 0.294 208966 _x_at -
Homo sapiens mRNA for FLJ00004 protein, partial
FGD3 cds. /PROD=FLJ00004 protein AKO000004 | 2.92 Up 0.041 5.559 0.199 7.103 0.253 227811 at 9
GPR177 hypothetical protein FLJ23091 AA775681 2.9 Up 0.029 7.073 0.237 8.609 0.124 221958 s at 1
GPR177 hypothetical protein FLJ23091 AL534095 | 2.89 Up 0.044 6.380 0.304 7.910 0.139 228950 _s_at 1
Homo sapiens potassium voltage-gated channel, Shal-
related subfamily, member 2 (KCND2), mRNA.
/PROD=potassium voltage-gated channel, Shal-
relatedsubfamily, member 2 /FL=gb:NM_012281.1
KCND2 gbh:AB028967.1 gh:AF121104.1 NM_012281| 2.88 Up 0.037 7.207 0.284 8.733 0.104 207103 at 7
SERPINE2 trinucleotide repeat containing 3 AL541302 2.87 Up 0.014 10.096 0.169 11.618 0.072 212190 at 2
FMNL3 ESTs AA481044 | 2.87 Up 0.010 5.618 0.081 7.140 0.130 238823 at 12
ESTs, Moderately similar to ALUC_HUMAN Il ALU
LOC285812 CLASS C WARNING ENTRY !ll (H.sapiens) N52572 2.85 Up 0.009 4.612 0.140 6.124 0.045 230179 at 6
Homo sapiens short-chain dehydrogenasereductase 1
(SDR1), mRNA. /PROD=short-chain
dehydrogenasereductase 1 /FL=gbh:BC002730.1
DHRS3 gbh:AF061741.1 gb:NM_004753.1 NM_004753| 2.83 Up 0.019 5.783 0.200 7.282 0.061 202481 at 1
TMEM178 ESTs AA058832 | 2.83 Up 0.030 7.036 0.086 8.536 0.251 229302_at 2
ESTs, Weakly similar to SYT5_HUMAN
SYT6 SYNAPTOTAGMIN V (H.sapiens) Al863338 2.82 Up 0.049 5.570 0.232 7.067 0.252 244227 at 1
Homo sapiens chondromodulin | precursor (CHM-I),
MRNA. /PROD=chondromodulin | precursor
LECT1 /FL=gb:NM_007015.1 gh:AB006000.1 NM_007015| 2.82 Up 0.016 5.533 0.175 7.027 0.075 206309 at 13
Homo sapiens, Similar to HSPC182 protein, clone
- IMAGE:4825606, mRNA Al301081 2.79 Up 0.042 4.784 0.094 6.266 0.300 | 1568807 a_at -




Homo sapiens mRNA; cDNA DKFZp564N2464 (from

EMX20S clone DKFZp564N2464). AL137578 | 2.78 Up 0.010 6.680 0.044 8.158 0.142 232531 at 10
- ESTs BE613133 | 2.77 Up 0.003 5.408 0.083 6.876 0.015 238669 at -
Homo sapiens transgelin 2 (TAGLNZ2), mRNA.
/PROD-=transgelin 2 /FL=gbh:D21261.1
TAGLN2 ghb:NM 003564.1 NM_003564| 2.76 Up 0.008 9.580 0.121 11.043 0.048 200916 at 1
ST8SIA4 ESTs Al422986 2.75 Up 0.018 3.867 0.188 5.326 0.060 230836_at 5
LYPD1 G protein-coupled receptor 39 AL567376 2.74 Up 0.039 5.825 0.274 7.277 0.108 212909 at 2
Homo sapiens v-erb-b2 avian erythroblastic leukemia
viral oncogene homolog 3 (ERBB3), mMRNA. /PROD=Vv-
erb-b2 avian erythroblastic leukemia viraloncogene
homolog 3 /FL=ghb:NM_001982.1 gh:M34309.1
ERBB3 gh:M29366.1 NM_001982| 2.73 Up 0.001 3.660 0.022 5.109 0.034 202454 s at 12
Homo sapiens, Similar to hypothetical protein
FLJ10052, clone MGC:11193, mRNA, complete cds.
/PROD=Similar to hypothetical protein FLJ10052
SUSD4 /FL=gb:BC004888.1 BC004888 | 2.72 Up 0.005 5.874 0.072 7.319 0.074 223822_at 1
Homo sapiens angiopoietin-like 2 (ANGPTL2), mRNA.
/PROD=angiopoietin-like 2 precursor
ANGPTL2 [FL=gb:NM_012098.1 gh:AF125175.1 NM_012098| 2.72 Up 0.016 5.972 0.028 7.418 0.182 219514 at 9
Homo sapiens gelsolin (amyloidosis, Finnish type)
(GSN), mRNA. /PROD=gelsolin (amyloidosis, Finnish
GSN type) /FL=gb:NM_000177.1 NM_000177| 2.71 Up 0.027 8.707 0.196 10.147 0.140 200696_s_at 9
Homo sapiens, clone IMAGE:4156795, mRNA, partial
C3orf50 cds. BC011266 2.7 Up 0.025 3.629 0.230 5.061 0.035 1558411 at 3
GSN gelsolin (amyloidosis, Finnish type) BE675337 | 2.69 Up 0.026 6.688 0.212 8.118 0.097 214040 s at 9
Homo sapiens mRNA; cDNA DKFZp564C1416 (from
MFSD4 clone DKFZp564C1416) BE550027 | 2.67 Up 0.017 6.048 0.042 7.464 0.182 229254 at 1
Homo sapiens integrin cytoplasmic domain-associated
protein 1 (ICAP-1A), transcript variant 1, mRNA.
/PROD-=integrin cytoplasmic domain-associated
proteinl, isoform 1 /FL=gb:AF012023.1
ITGB1BP1 ghb:NM 004763.1 NM_004763| 2.67 Up 0.007 6.835 0.049 8.252 0.110 203337 _x_at 2
SYN2 ESTs BG055027 | 2.67 Up 0.002 6.571 0.049 7.990 0.049 243879 at 3
- KIAA0493 protein AA532655 | 2.66 Up 0.023 7.519 0.054 8.931 0.212 229872 _s_at -
Homo sapiens mRNA; cDNA DKFZp586P1124 (from
LONRF2 clone DKFZp586P1124) AV709727 | 2.65 Up 0.013 7.914 0.077 9.321 0.145 225996 _at 2
Homo sapiens cDNA FLJ32997 fis, clone
ARPP-21 THYMU1000144. Al698023 2.65 Up 0.029 4.862 0.167 6.265 0.176 | 1556599 s at 3
Homo sapiens brain acid-soluble protein 1 (BASP1),
MRNA. /PROD=Dbrain acid-soluble protein 1
BASP1 e e T NM_006317| 2.65 Up 0.009 9.463 0.096 10.867 0.089 202391 at 5
Homo sapiens crystallin, zeta (quinone reductase)-like
1 (CRYZL1), transcript variant 2, mRNA.
/PROD-=crystallin, zeta-like 1 isoform b
- [FL=gh:NM_145311.1 NM_145311| 2.63 Up 0.016 6.435 0.073 7.832 0.162 1552347 _at -
ATPase, Ca++ transporting, plasma membrane 2
ATP2B2 /[FL=gb:NM_001683.1 gh:L.20977.1 R52647 2.62 Up 0.032 5.854 0.110 7.243 0.228 204685 s _at 3
Homo sapiens BK protein (LOC51760), mRNA.
/PROD=BK protein /FL=gb:NM_016524.1
SYT17 gh:BC004518.1 gh:AF220560.1 NM_016524| 2.62 Up 0.025 7.623 0.023 9.010 0.223 205613 at 16
FAM84A ESTs Al378035 2.61 Up 0.001 5.525 0.049 6.907 0.009 229546 at 2
SRY (sex determining region Y)-box 3
SOX3 [FL=gb:NM_005634.1 Al824954 2.6 Up 0.010 7.818 0.132 9.195 0.039 214633 at X




Homo sapiens cDNA FLJ32997 fis, clone

ARPP-21 THYMU1000144. Al698023 2.59 Up 0.036 3.397 0.232 4.770 0.131 1556598 _at 3
C21orf57 ESTs AW945538 | 2.59 Up 0.003 6.325 0.079 7.697 0.010 239208 s at 21
Homo sapiens, transgelin 2, clone MGC:2989, mRNA,
complete cds. /PROD=transgelin 2
TAGLN2 /FL=gb:BC002616.1 BC002616 | 2.58 Up 0.044 9.076 0.294 10.443 0.032 210978 s at 1
ATCAY ESTs AL566774 2.58 Up 0.040 6.421 0.224 7.787 0.170 227365 at 19
SAT1 spermidinespermine N1-acetyltransferase BE326919 | 2.58 Up 0.005 6.847 0.029 8.213 0.095 230333 _at X
Homo sapiens S100 calcium-binding protein A11
(calgizzarin) (S100A11), mRNA. /PROD=S100 calcium/
binding protein A11 /FL=gbh:D38583.1
gbh:NM_005620.1 gh:BC001410.1 gh:D49355.1
S100A11 gh:D50374.1 NM_005620| 2.57 Up 0.041 7.026 0.106 8.387 0.266 200660_at 1
v-erb-b2 avian erythroblastic leukemia viral oncogene
ERBB3 homolog 3 AV681807 | 2.57 Up 0.018 4.794 0.183 6.157 0.021 226213 at 12
. lung type-I cell membrane-associated glycoprotein AU154455 | 2.56 Up 0.021 7.836 0.145 9.190 0.133 221898 at -
NTNG1 ESTs AV723308 | 2.55 Up 0.049 4.704 0.095 6.054 0.295 236088 at 1
secreted frizzled-related protein 4 /FL=gh:AF026692.1
SFRP4 gh:NM 003014.2 AW089415 | 2.55 Up 0.028 4.942 0.017 6.291 0.231 204051 s at 7
DAB1 ESTs AA700440 | 2.54 Up 0.016 7.450 0.076 8.793 0.157 228329 at 1
Homo sapiens PDZ domain-containing protein AIPC
(AIPC) mRNA, complete cds. /PROD=PDZ domain-
- containing protein AIPC /FL=gb:AF338650.1 AF338650 | 2.54 Up 0.003 4.594 0.021 5.936 0.072 209493 at -
Homo sapiens hypothetical protein FLJ10916
(FLJ10916), mRNA. /PROD=hypothetical protein
FLJ10916 FLJ10916 /FL=ghb:NM 018271.1 NM_018271| 2.51 Up 0.049 6.225 0.223 7.555 0.209 219044 at 2
chondroitin sulfate proteoglycan 4 (melanoma-
CSPG4 associated) BE857703 2.5 Up 0.017 3.773 0.174 5.095 0.026 214297 at 15
tissue inhibitor of metalloproteinase 3 (Sorsby fundus
dystrophy, pseudoinflammatory) /FL=gb:NM_000362.2
TIMP3 e e AW338933 2.5 Up 0.034 6.528 0.072 7.847 0.237 201148 s at 22
Homo sapiens mRNA; cDNA DKFZp434L0217 (from
MAEL clone DKFZp434L0217); partial cds AA446073 | 2.49 Up 0.017 4.265 0.157 5.583 0.069 229475 at 1
- ESTs AA934610 | 2.49 Up 0.036 7.262 0.175 8.577 0.189 227719 at -
Homo sapiens hypothetical protein similar to ankyrin
repeat-containing priotein AKR1 (FLJ10852), mRNA.
/PROD=hypothetical protein similar to ankyrinrepeat-
ZDHHC13 oEN Y el AR IR =N BIBEEL oy oep | g Up 0.009 | 4313 | 0077 | 5625 | 0102 | 219296 at 11
Homo sapiens transducin-like enhancer of split 3,
homolog of Drosophila E(spl) (TLE3), mRNA.
/PROD-=transducin-like enhancer of split 3, homolog
ofDrosophila E(spl) /FL=gb:NM_005078.1
TLE3 gh:M99438.1 NM_005078| 2.48 Up 0.017 4.661 0.079 5.974 0.152 206472 _s_at 15
FRMD3 ESTs AA746863 | 2.47 Up 0.050 5.372 0.147 6.676 0.264 242600 _at 9
- ESTs AA909218 | 2.47 Up 0.010 5.931 0.126 7.234 0.040 244802_at -
LOC401778| ESTs, Weakly similar to dJ667H12.2.1 (H.sapiens) Al184196 2.46 Up 0.015 2.736 0.071 4.036 0.146 231186 at 14
Balpag | O SERIENS GRS RLPIIDS, GOie CRIHIEEEE | vuprqen | pug Up 0026 | 7.811 | 0146 | 9.103 | 0156 | 225667 s at 2
DOCK2 ESTs Al991459 2.45 Up 0.011 3.456 0.022 4.746 0.132 235236_at 5
Homo sapiens potassium voltage-gated channel, KQT-
like subfamily, member 2 (KCNQZ2), mRNA.
/PROD=potassium voltage-gated channel, KQT-
KCNQ2 likesubfamily, member 2 /FL=gh:NM_004518.1 NM_004518| 2.44 Up 0.008 6.822 0.057 8.108 0.100 205737 _at 20




Homo sapiens cDNA: FLJ21410 fis, clone COL03938.

FAMB4A AK025063 | 2.41 Up 0.001 5.624 0.021 6.891 0.033 234331 s _at 2
ST8SIA4 ESTs AA352113 | 2.41 Up 0.030 3.882 0.092 5.151 0.204 242943 at 5
Homo sapiens hypothetical protein FLJ13385
(FLJ13385), mRNA. /PROD=hypothetical protein
- FLJ13385 /FL=gbh:NM_024853.1 NM_024853| 2.41 Up 0.026 4.884 0.208 6.152 0.033 220533 at -
Homo sapiens tumor necrosis factor, alpha-induced
protein 3 (TNFAIP3), mRNA. /PROD=tumor necrosis
factor, alpha-induced protein 3 /FL=gb:NM_006290.1
TNFAIP3 gbh:M59465.1 NM_006290| 2.4 Up 0.034 6.304 0.189 7.569 0.149 202644 s at 6
ESTs, Weakly similar to ALU_ HUMAN ALU
SUBFAMILY SX SEQUENCE CONTAMINATION
- WARNING ENTRY (H.sapiens) AI807950 2.39 Up 0.021 7.229 0.180 8.488 0.042 229849 at 7
Homo sapiens mRNA for KIAA0574 protein, partial
NDNL2 cds. /PROD=KIAA0574 protein AB011146 | 2.39 Up 0.010 5.065 0.062 6.325 0.114 213997 at 15
C2lorf57 ESTs Al146751 2.39 Up 0.002 7.175 0.062 8.434 0.007 242565 x_at 21
Human tissue inhibitor of metalloproteinase-3 mRNA,
complete cds. /PROD=tissue inhibitor of
metalloproteinase-3 /FL=gb:NM_000362.2
TIMP3 gh:U14394.1 gh:U67195.1 gh:U02571.1 U67195 2.39 Up 0.014 5.935 0.145 7.191 0.033 201149 s at 22
ESTs, Weakly similar to transformation-related protein
PARDGB (H.sapiens) AW151704 | 2.38 Up 0.006 3.362 0.041 4.615 0.088 235165 at 20
TLE3 KIAA1547 protein AW873621 | 2.36 Up 0.000 5.759 0.002 7.000 0.005 212770 at 15
ULBP2 ESTs AA831769 | 2.35 Up 0.023 4.171 0.074 5.406 0.177 238542 at 6
Homo sapiens formyltetrahydrofolate dehydrogenase
(FTHED), mRNA. /PROD=formyltetrahydrofolate
ALDH1L1 | dehvdrogenase [FL=gb:AF052732.1 gb:NM_012130.1| \\1 912100| 2.34 Up 0014 | 6955 | 0018 | 8180 | 0145 | 205208 at 3
Homo sapiens transmembrane 4 superfamily member
(tetraspan NET-2) (NET-2), mRNA.
/PROD=transmembrane 4 superfamily member
(tetraspanNET-2) /FL=gb:AF124522.1
TSPAN12 gh:NM 012338.1 NM_012338| 2.34 Up 0.035 8.178 0.053 9.403 0.231 219274 at 7
Homo sapiens S100 calcium-binding protein A14
(calgizzarin) (S100A14), mRNA. /PROD=S100 calcium/
- binding protein Al4 (calgizzarin) /FL=gb:NM_021039.1) \\\, 551030| 2.34 Up 0.019 | 6.108 | 0061 | 7.334 | 0159 | 208540 x at -
- ESTs Al632259 2.34 Up 0.012 4.835 0.043 6.059 0.131 238183 at -
CPNES8 ESTs Al765180 2.32 Up 0.011 6.532 0.039 7.746 0.119 228365 at 12
Homo sapiens adenosine deaminase, RNA-specific,
B1 (homolog of rat RED1) (ADARB1), transcript
variant DRABA2b, mRNA. /PROD=RNA-specific
adenosine deaminase B1, isoformDRABA2b
ADARB1 /FL=gb:U76421.1 gh:U82121.1 gb:NM 015833.1 |NM_015833| 2.32 Up 0.004 5.650 0.076 6.862 0.010 203865 _s_at 21
Homo sapiens, Similar to spindlin, clone MGC:40395
IMAGE:5247257, mRNA, complete cds.
SPIN3 UPRQIE=SLIET I SRlIelln AL A GO BC032490 | 2.32 Up 0.017 | 5550 | 0119 | 6.767 | 0.108 | 1554099 a at X
ESTs, Weakly similar to ALU1_HUMAN ALU
SUBFAMILY J SEQUENCE CONTAMINATION
- WARNING ENTRY (H.sapiens) BE894882 2.3 Up 0.039 3.902 0.025 5.104 0.245 235681 at 6
DMRTA2 DMRT-like family A2 BQ434940 | 2.29 Up 0.040 4.712 0.018 5.910 0.246 1558856_at 1
Homo sapiens glutamate receptor, metabotropic 3
(GRM3), mRNA. /PROD=glutamate receptor,
GRM3 metabotropic 3 precursor /FL=gb:NM_000840.1 NM_000840| 2.29 Up 0.022 4.074 0.043 5.266 0.176 205814 at 7
TNS1 tensin AL046979 2.28 Up 0.006 7.552 0.077 8.739 0.057 221748 s at 2




CA13 ESTs BF111998 | 2.28 Up 0.047 4.853 0.066 6.040 0.257 231270 at 8
ESTs, Moderately similar to T46402 hypothetical
PRPF40B protein DKFZp434H2121.1 (H.sapiens) AW027431 | 2.28 Up 0.045 6.490 0.152 7.679 0.211 230640 _at 12
Homo sapiens extracellular matrix protein periostin-bm
MRNA, complete cds. /PROD=extracellular matrix
POSTN protein periostin-bm /FL=gh:AY140646.1 AY140646 | 2.28 Up 0.001 2.907 0.007 4.096 0.044 | 1555778 a_at 13
Homo sapiens hephaestin (HEPH), mRNA.
/PROD=hephaestin /FL=gb:AB014598.1
HEPH gh:NM 014799.1 NM_014799| 2.28 Up 0.033 6.434 0.013 7.625 0.222 203903 s _at X
Homo sapiens phosphatidylcholine 2-acylhydrolase
(cPLA2) mRNA, complete cds.
/PROD=phosphatidylcholine 2-acylhydrolase
PLA2G4A /FL=gb:M72393.1 gh:M68874.1 M68874 2.27 Up 0.043 5.990 0.135 7.174 0.216 210145 at 1
Homo sapiens chromosome X open reading frame 6
(CXORF6), mRNA. /PROD=chromosome X open
CXorf6 reading frame 6 /FL=gh:U46023.1 gh:NM_005491.1 | NM_005491| 2.27 Up 0.017 7.407 0.052 8.590 0.148 205088 at X
Homo sapiens KIAA0680 gene product (KIAA0680),
MRNA. /PROD=KIAA0680 gene product
PHACTR2 [FL=gh:AB014580.1 ghb:NM_014721.1 NM_014721| 2.26 Up 0.027 6.057 0.112 7.235 0.164 204049 s _at 6
Homo sapiens H3 histone family, member K (H3FK),
MRNA. /PROD=H3 histone family, member K
HIST1H3H /FL=gb:NM 003536.1 NM_003536| 2.26 Up 0.034 5.321 0.185 6.496 0.120 206110 at 6
Homo sapiens activin A receptor, type | (ACVR1),
mMRNA. /PROD=activin A type | receptor precursor
ACVR1 [FL=gbh:L02911.1 gh:NM_001105.2 NM_001105| 2.25 Up 0.013 7.853 0.120 9.023 0.059 203935 _at 2
Homo sapiens mRNA for alpha2,3-sialyltransferase
ST3Gal VI, complete cds. /PROD=alpha2,3-
ST3GALG6 sialyltransferase ST3Gal VI /FL=gh:AB022918.1 AB022918 | 2.25 Up 0.006 5.679 0.088 6.848 0.002 210942 s at 3
SELM ESTs BF973568 | 2.25 Up 0.001 4.705 0.032 5.875 0.000 226051 at 22
Homo sapiens cDNA FLJ13733 fis, clone
PLACE3000147, highly similar to Homo sapiens
metalloproteinase with thrombospondin type 1 motifs
- ADAMTS1 (ADAMTS1) mRNA. AK023795 | 2.25 Up 0.005 3.983 0.080 5.155 0.025 222162 _s_at -
Homo sapiens glycine amidinotransferase (L-
arginine:glycine amidinotransferase) (GATM), mRNA.
/PROD=glycine amidinotransferase (L-
arginine:glycineamidinotransferase)
GATM /FL=gb:NM_001482.1 gh:BC004141.1 NM_001482| 2.24 Up 0.038 7.879 0.063 9.043 0.225 203178 at 15
Homo sapiens neural cell adhesion molecule 2
(NCAM2), mRNA. /PROD=neural cell adhesion
NCAM2 molecule 2 /FL=gb:NM_004540.1 gh:U75330.1 NM_004540| 2.24 Up 0.038 5.985 0.042 7.150 0.231 205669 at 21
- ESTs Al826125 2.23 Up 0.042 4.830 0.135 5.988 0.204 229866 _at -
- ESTs Al828648 2.23 Up 0.041 3.316 0.188 4.470 0.153 228504 at -
NPAL3 hypothetical protein dJ462023.2 T84558 2.21 Up 0.018 6.248 0.060 7.394 0.144 225875 s at 1
Homo sapiens deleted in bladder cancer chromosome
region candidate 1 (DBCCR1), mRNA. /PROD=deleted
in bladder cancer chromosome regioncandidate 1
DBC1 i e NM_014618| 2.21 Up 0.020 6.570 0.032 7.715 0.163 205818 at 9
FLJ21963 ESTs Al123815 2.21 Up 0.027 7.346 0.032 8.488 0.190 229222 _at 12
Cluster Incl. AA533284:nj66e12.s1 Homo sapiens
cDNA /clone=IMAGE-997486 /gh=AA533284
PRR5 /gi=2277380 /ug=Hs.79601 /len=613 AA533284 | 2.21 Up 0.019 6.147 0.096 7.293 0.131 47069 at 22
- ESTs AA608813 | 2.21 Up 0.011 6.771 0.088 7.915 0.079 240312_at X
EPHAS5 ESTs BE218107 2.2 Up 0.004 3.713 0.076 4.849 0.003 237939 at 4




Homo sapiens cell recognition molecule Caspr2
(KIAA0868), mMRNA. /PROD=cell recognition molecule
Caspr2 /[FL=gb:AF193613.1 gb:NM_014141.1

CNTNAP2 NM_014141] 2.2 Up 0.018 5.428 0.055 6.568 0.143 219302 _s_at 7
Homo sapiens zinc finger protein 145 (Kruppel-like,
expressed in promyelocytic leukemia) (ZNF145),
MRNA. /PROD=zinc finger protein 145 (Kruppel-like,
expressedin promyelocytic leukemia)
ZBTB16 /FL=gb:NM 006006.1 NM_006006| 2.2 Up 0.049 4.380 0.164 5.516 0.205 205883 at 11
Homo sapiens endothelin receptor type B (EDNRB),
transcript variant 1, mRNA. /PROD=endothelin
receptor type B, isoform 1 /FL=gb:D90402.1
EDNRB gh:NM 000115.1 gh:M74921.1 NM_000115| 2.2 Up 0.004 10.475 0.026 11.613 0.071 204273 at 13
Homo sapiens activated p21cdc42Hs kinase (ACK1),
MRNA. /PROD=activated p21cdc42Hs kinase
TNK2 /FL=gb:NM 005781.2 gh:L.13738.2 NM_005781| 2.19 Up 0.043 7.612 0.227 8.739 0.083 203839 s _at 3
CXXC4 ESTs R41728 2.19 Up 0.012 7.053 0.007 8.185 0.128 229774 at 4
Homo sapiens mRNA; cDNA DKFZp547G133 (from
CD226 clone DKFZp547G133) AL120332 2.19 Up 0.015 2.969 0.017 4.099 0.141 231980 at 18
Homo sapiens bone morphogenetic protein 6 (BMP6),
MRNA. /PROD=bone morphogenetic protein 6
BMP6 gl == ahilstiie L g oM BIMAE2 oy aonens | pag Up 0.010 | 4677 | 0113 | 5799 | 0005 | 206176 at 6
cell recognition molecule Caspr2 /FL=gb:AF193613.1
CNTNAP2 gh:NM 014141.1 AU144598 | 2.18 Up 0.035 7.098 0.196 8.223 0.089 219301 s at 7
Homo sapiens mRNA for MEGF4, partial cds.
SLIT1 /PROD=MEGF4 AB011537 | 2.18 Up 0.017 5.950 0.027 7.071 0.147 213601 at 10
- ESTs Al690169 2.17 Up 0.044 7.754 0.239 8.869 0.040 229544 at 3
PDPN lung type-I cell membrane-associated glycoprotein | AW590196 | 2.15 Up 0.016 6.896 0.138 7.999 0.038 226658 _at 1
- ESTs BE220053 | 2.15 Up 0.022 3.387 0.102 4.494 0.134 231626 at -
LRFN5 ESTs Al375083 2.13 Up 0.039 5.955 0.094 7.048 0.202 230644 at 14
SPSB1 Homo sapiens clone 24921 mRNA sequence. AF131840 | 2.12 Up 0.039 4.380 0.174 5.465 0.137 226075_at 1
CBLN4 ESTs AA868507 | 2.12 Up 0.041 4.627 0.224 5.712 0.035 242524 at 20
Homo sapiens cDNA FLJ37958 fis, clone
CTONG2009534, weakly similar to PROBABLE
CATION-TRANSPORTING ATPASE WO08D2.5 IN
ATP13A4 CHROMOSOME IV (EC 3.6.1.-). AK095277 | 2.11 Up 0.016 4.514 0.098 5.589 0.097 | 1559571 a_at 3
Homo sapiens, Similar to reticulon 1, clone MGC:8436,
MRNA, complete cds. /PROD=Similar to reticulon 1
RTN1 IR R o S AN e ([ e BC000314 | 2.11 Up 0.001 10.939 0.004 12.018 0.038 210222 s _at 14
NCLN ESTs BE503640 | 2.11 Up 0.026 4.601 0.170 5.678 0.050 230497 at 19
NPAL3 hypothetical protein dJ462023.2 T84558 2.1 Up 0.035 6.477 0.037 7.549 0.201 225876_at 1
- ESTs Al270986 2.1 Up 0.019 7.690 0.136 8.759 0.064 241600 _at 7
LOC147343 ESTs BF968243 2.1 Up 0.047 7.386 0.154 8.454 0.184 236110 at 18
Homo sapiens hypothetical protein (LOC51325),
MRNA. /PROD=hypothetical protein
C210rf66 /FL=gb:NM 016631.1 gh:AF208862.1 NM_016631| 2.1 Up 0.005 8.912 0.070 9.985 0.039 218515 at 21
Homo sapiens cDNA: FLJ23094 fis, clone LNG07379,
highly similar to HSTO00007 Homo sapiens mRNA full
Loesaey || e ESHEDNA Sene BRIRGINAEE 22RE88, || vmpemrs | aae Up 0.019 | 3629 | 0085 | 4691 | 0120 | 222150 s at 7
Human mRNA for phosphodiesterase | alpha,
complete cds. /PROD=phosphodiesterase | alpha
ENPP2 /FL=gb:D45421.1 gb:NM 006209.1 D45421 2.09 Up 0.006 5.696 0.047 6.762 0.069 210839 s at 8
C200rf133 ESTs BF032500 | 2.09 Up 0.014 4.345 0.098 5.410 0.084 235278 at 20




Homo sapiens protocadherin 17 (PCDH17), mRNA.
/PROD=protocadherin 17 /FL=gb:AF029343.1

- gbh:NM_014459.1 NM_014459| 2.09 Up 0.010 7.833 0.103 8.899 0.034 205656_at -
dual specificity phosphatase 10 /FL=gh:AB026436.1
DUSP10 el BOFADYZ gl 2.0 N36770 2.08 Up 0.006 6.867 0.048 7.922 0.068 221563 at 1
Homo sapiens hypothetical protein DKFZp566N034
(DKFZP566N034), mRNA. /FL=gb:NM_030923.1
TMEM163 gh:BC026170.1 NM_030923| 2.08 Up 0.038 7.318 0.213 8.376 0.006 | 1552626 a_at 2
ST8SIA4 ESTs AA552969 | 2.07 Up 0.011 3.871 0.108 4.922 0.014 230261 at 5
Homo sapiens growth arrest and DNA-damage-
inducible, alpha (GADD45A), mRNA. /PROD=growth
arrest and DNA-damage-inducible, alpha
GADD45A /FL=gb:M60974.1 gb:NM 001924.2 NM_001924| 2.06 Up 0.006 9.001 0.054 10.044 0.057 203725 _at 1
GLCE KIAA0836 protein W87398 2.06 Up 0.033 5.733 0.179 6.775 0.073 213552 at 15
Homo sapiens TMEFF2 mRNA, complete cds.
/FL=gbh:AB017269.1 gb:NM_016192.2 gh:AF179274.2
TMEFF2 gh:AF242222.1 AB017269 | 2.05 Up 0.003 3.551 0.009 4.585 0.060 223557 _s_at 2
Homo sapiens hypothetical protein FLJ21963
(FLJ21963), mRNA. /PROD=hypothetical protein
FLJ21963 FLJ21963 /FL=gh:NM 024560.1 NM_024560| 2.05 Up 0.031 7.209 0.150 8.247 0.112 219616 at 12
Homo sapiens mRNA; cDNA DKFZp686M2144 (from
- clone DKFZp686M2144). AL833564 | 2.05 Up 0.015 4.260 0.042 5.298 0.122 1563638_at 16
Homo sapiens Delta-like-1 protein (DLL1) mRNA,
complete cds. /PROD=Delta-like-1 protein
- [FL=gb:NM_005618.2 gh:AF196571.1 AF196571 | 2.05 Up 0.014 8.943 0.013 9.982 0.123 224215 s at -
- Human BAC clone GS1-99H8 AC004010 | 2.05 Up 0.048 6.037 0.220 7.072 0.081 222108 at -
Homo sapiens inhibin, beta B (activin AB beta
polypeptide) (INHBB), mRNA. /PROD=inhibin beta B
INHBB subunit precursor /FL=gh:NM_002193.1 NM_002193| 2.04 Up 0.017 7.314 0.086 8.339 0.104 205258 at 2
Homo sapiens hypothetical protein DKFZp586H0623
(DKFZp586H0623), mMRNA. /PROD=hypothetical
GALNT10 protein DKFZp586H0623 /FL=gb:NM_017540.1 |\, 17540| 2.04 Up 0.032 | 4565 | 0026 | 5595 | 0.187 | 207357 s at 5
Homo sapiens protein phosphatase 1, regulatory
(inhibitor) subunit 1A (PPP1R1A), mRNA.
/PROD=protein phosphatase 1, regulatory
(inhibitor)subunit 1A /FL=gb:NM_006741.1
PPP1R1A gh:U48707.1 NM_006741| 2.04 Up 0.023 4.740 0.152 5.765 0.039 205478 at 12
- ESTs N25986 2.04 Up 0.035 7.844 0.196 8.875 0.019 226272 _at -
: FILEN) AEIREENE, G EIE E28 W WY RSO | gemmn | pax Up 0041 | 6959 | 0102 | 7.989 | 0188 | 214671 s at -
Homo sapiens KIAA0468 gene product (KIAA0468),
MRNA. /PROD=KIAA0468 gene product
SDC3 [FL=gh:AB007937.1 gb:NM_014654.1 NM_014654| 2.03 Up 0.046 10.844 0.037 11.866 0.224 202898 at 1
TMEM16E ESTs AA843962 | 2.03 Up 0.049 3.867 0.123 4.890 0.199 229313 at 11
Homo sapiens pleckstrin homology-like domain, family
A, member 1 (PHLDA1), mRNA. /PROD=pleckstrin
homology-like domain, family A,member 1
PHLDA1 /FL=gb:NM 007350.1 NM_007350| 2.03 Up 0.008 7.456 0.077 8.479 0.053 217999 s at 12
PAX3 ESTs AA194168 | 2.02 Up 0.035 3.029 0.178 4.045 0.083 231666 at 2
PCDH17 ESTs N69091 2.02 Up 0.019 7.934 0.104 8.948 0.096 228863 at 13
ACVR2A ESTs Al149508 2.01 Up 0.037 7.042 0.066 8.047 0.186 228416 _at 2
CROT ESTs AW517412 | 2.01 Up 0.018 4.689 0.050 5.697 0.128 243283 at 7




Homo sapiens peroxisome proliferative activated
receptor, gamma, coactivator 1 (PPARGC1), mRNA.
/PROD=peroxisome proliferative activated
receptor,gamma, coactivator 1 /FL=gb:NM_013261.1
gb:AF186379.1 gh:AF159714.1 gh:AF106698.1

PPARGC1A NM_013261 2 Up 0.027 6.058 0.064 7.057 0.154 219195 at 4
RPS23 divalent cation tolerant protein CUTA AW043594 2 Up 0.041 8.913 0.150 9.911 0.145 227722_at 5
LOC645431 ESTs Al654093 2 Up 0.032 4.212 0.183 5.214 0.022 236835 _at 14
Homo sapiens squamous cell carcinoma-related
protein-1 mRNA, complete cds. /PROD=squamous cell
C18orf17 carcinoma-related protein-1 AF363068 2 Up 0.015 5.240 0.008 6.239 0.124 1570552_at 18
Human DNA sequence from clone RP4-530I15 on
chromosome 20. Contains the 3 end of the PTPN1
gene for protein tyrosine phosphatase, non-receptor
type 1 (EC 3.1.3.48), the gene for a novel protein
similar to placental protein DIFF40, an RPL36 (60S
C200rf175 Ribos Al056877 2 Up 0.021 3.579 0.138 4.575 0.047 227654 at 20
- ESTs AA946876 2 Up 0.047 6.046 0.092 7.049 0.206 244661 at -
guanine nucleotide binding protein (G protein), gamma
GNG3 3 AL538966 1.99 Up 0.047 6.770 0.222 7.760 0.008 222005 _s_at 11
Homo sapiens, Similar to interleukin 10 receptor, beta,
clone MGC:2210, mRNA, complete cds.
/PROD=Similar to interleukin 10 receptor, beta
IL10RB /FL=gb:NM_000628.1 gh:BC001903.1 BC001903 | 1.99 Up 0.041 7.223 0.080 8.213 0.191 209575 at 21
Homo sapiens complement-c1q tumor necrosis factor-
related protein; likely ortholog of mouse CORS26
(collagenous repeat-containing sequence of 26-kDa
protein) (CTRP3), mRNA. /PROD=complement-c1q
clgTREy || Wiriesesk EenHeREe pEiEhl ILE @ISO | prg pasees gag Up 0026 | 5471 | 0149 | 6.458 | 0065 | 220988 s at 5
JpHa | ESTS, Weakly similar to ORF YKL201c (S.cerevisiae) | proi3474 | 198 Up 0.044 | 5022 | 0156 | 6.004 | 0145 | 206918 at 14
Homo sapiens visinin-like 1 (VSNL1), mRNA.
/PROD=visinin-like 1 /FL=gb:AF039555.1 gh:U14747.1
VSNL1 gbh:AB001104.1 gb:NM_003385.1 NM_003385| 1.97 Up 0.007 3.413 0.082 4.391 0.001 203798 s at 2
C6orf192 SRY (sex determining region Y)-box 22 AV729072 | 1.97 Up 0.043 8.522 0.107 9.498 0.180 226301 at 6
- ESTs Al611973 1.97 Up 0.006 6.498 0.025 7.477 0.075 238603 at 15
SH3-domain binding protein 5 (BTK-associated)
SH3BP5 [FL=gb:NM_004844.1 gh:AB005047.1 AL562152 1.96 Up 0.048 6.536 0.030 7.505 0.217 201810 _s_at 3
ESTs, Weakly similar to ALU1_HUMAN ALU
SUBFAMILY J SEQUENCE CONTAMINATION
- WARNING ENTRY (H.sapiens) AV735100 | 1.95 Up 0.039 4.370 0.141 5.335 0.138 239585 at -
Homo sapiens hypothetical protein FLJ20637
(FLJ20637), mRNA. /PROD=hypothetical protein
HERCG6 FLJ20637 /FL=gb:NM_017912.1 NM_017912| 1.94 Up 0.040 3.996 0.072 4.954 0.183 219352 at 4
Human growth hormone-dependent insulin-like growth
factor-binding protein mRNA, complete cds.
IGFBP3 /FL=gh:M31159.1 gh:BC000013.1 M31159 1.94 Up 0.048 4.450 0.154 5.406 0.152 210095 s at 7
MESDA4 ESTs AL542291 1.93 Up 0.015 4.654 0.112 5.606 0.035 242372 _s_at 1
Homo sapiens absent in melanoma 2 (AIM2), mRNA.
/PROD=absent in melanoma 2 /FL=gbh:AF024714.1
AIM2 gb:NM 004833.1 NM_004833| 1.93 Up 0.023 4.184 0.099 5.131 0.106 206513 at 1
TNS1 tensin AL046979 1.93 Up 0.018 6.815 0.019 7.764 0.127 221747 at 2




Homo sapiens prostaglandin-endoperoxide synthase 1
(prostaglandin GH synthase and cyclooxygenase)
(PTGS1), mRNA. /PROD=prostaglandin-endoperoxide
synthase 1(prostaglandin GH synthase and
cyclooxygenase) /FL=gb:NM_000962.1 gh:M59979.1

PTGS1 NM_000962| 1.93 Up 0.025 4.804 0.148 5.749 0.030 205127 at 9
Homo sapiens mRNA for XIIL, complete cds.
/PROD=XIIL /FL=gh:NM_005503.1 gh:AB014719.1
APBA2 gb:AF047348.1 AB014719 | 1.93 Up 0.029 8.108 0.029 9.058 0.164 209871 s at 15
Homo sapiens proprotein convertase subtilisinkexin
type 1 (PCSK1), mRNA. /PROD=proprotein
convertase subtilisinkexin type 1 /FL=gb:NM_000439.2
PCSK1 gbh:M90753.1 NM_000439| 1.92 Up 0.014 2.844 0.012 3.783 0.114 205825 _at 5
- Drosophila Kelch like protein /FL=gb:NM_019117.1 | BF215673 | 1.91 Up 0.026 7.451 0.143 8.387 0.053 214591 at -
ERELAg || U SSE IR, EopEe e FLE ol | peees | g Up 0.024 | 3632 | 0059 | 4568 | 0135 | 209740 s at X
METTLe | HOmo sapiens cDNA: FLJ23532 fis, clone LNGOGILL. | 557185 [ 1.9 Up 0.029 | 4249 | 0099 | 5172 | 0126 | 232102 at 3
palladin /FL=gb:AF151909.1 gh:AF077041.1
PALLD gh:NM 016081.1 AU157932 1.9 Up 0.018 9.769 0.124 10.695 0.017 200907_s_at 4
KIAA0040 gene product /FL=gh:D25539.1
KIAA0040 gb:NM 014656.1 T79953 1.89 Up 0.002 4.753 0.023 5.673 0.030 203143 s at 1
- ESTs Al041183 1.89 Up 0.005 5.785 0.035 6.707 0.052 237270 _at 3
Homo sapiens mRNA for secreted modular calcium-
binding protein (smocl gene). /PROD=secreted
smoci | Medular calcium-binding protein /FL=gb:NM_022137.11 " 1549900 | 1.89 Up 0.018 | 11.316 | 0081 | 12233 | 0095 | 222784 at 14
Homo sapiens zinc finger protein 144 (Mel-18)
(ZNF144), mRNA. /PROD=zinc finger protein 144 (Mel{
18) /FL=gh:BC004858.1 gh:D13969.1
PCGF2 gh:NM 007144.1 NM_007144| 1.89 Up 0.047 6.888 0.202 7.803 0.035 203793 x_at 17
MCTP1 ESTs BG250585 | 1.88 Up 0.037 5.940 0.173 6.849 0.047 235740 _at 5
LOC650392 Homo sapiens, clone IMAGE:5264670, mRNA. BC036550 | 1.88 Up 0.019 8.972 0.111 9.886 0.066 | 1569872 a_at 16
Homo sapiens vascular endothelial junction-associated
molecule (VE-JAM), mRNA. /PROD=vascular
endothelial junction-associatedmolecule
JAM2 e e s e NM_021219| 1.88 Up 0.009 9.782 0.024 10.693 0.085 219213 at 21
Homo sapiens GC-rich sequence DNA-binding factor
candidate (GCFC), mRNA. /PROD=GC-rich sequence
DNA-binding factor candidate /FL=gb:AF153208.1
C21orf66 gh:NM 013329.1 NM_013329| 1.88 Up 0.038 6.675 0.179 7.585 0.036 221158 at 21
Homo sapiens mRNA for STAT induced STAT inhibitor
2, complete cds. /PROD=STAT induced STAT inhibitor-
2 [FL=gh:AF037989.1 gh:NM_003877.1
SOCS?2 e e AB004903 | 1.87 Up 0.046 6.591 0.201 7.494 0.002 203372_s_at 12
. glutathione peroxidase 3 (plasma) AW149846 | 1.87 Up 0.019 6.001 0.111 6.904 0.061 214091 s at -
Cluster Incl. AF083105:Homo sapiens HMG box factor
SOX-13 mRNA, complete cds /cds=(111,2783)
sox13 |/9P=AF083105 /gi=3982828 Jug=Hs.201671 len=3583| ,-nq3105 | 186 Up 0022 | 5396 | 0084 | 6201 | 0.104 38918 _at 1




Homo sapiens special AT-rich sequence binding
protein 1 (binds to nuclear matrixscaffold-associating
DNAs) (SATB1), mRNA. /PROD=special AT-rich
sequence binding protein 1(binds to nuclear
matrixscaffold-associating DNAS) /FL=gb:M97287.1

SATB1 gb:NM 002971. NM_002971| 1.86 Up 0.022 9.154 0.098 10.053 0.096 203408 s _at 3
Homo sapiens mRNA; cDNA DKFZp667D095 (from
SLC7A2 clone DKFZp667D095) AA876372 | 1.86 Up 0.030 5.717 0.096 6.612 0.126 225516 at 8
interferon-induced, hepatitis C-associated microtubular
IFl44 aggregate protein (44kD) BE049439 | 1.85 Up 0.036 4.058 0.120 4.944 0.126 214059 at 1
Homo sapiens, TP53 target gene 1, clone MGC:3578,
MRNA, complete cds. /PROD=TP53 target gene 1
TP53AP1 e e BC002709 | 1.85 Up 0.034 7.403 0.061 8.292 0.157 209917 s at 7
Homo sapiens mRNA full length insert cDNA clone
- EUROIMAGE 51148. AL360257 1.85 Up 0.024 5.838 0.092 6.728 0.105 233482_at 15
TTC3 tetratricopeptide repeat domain 3 /FL=gbh:D84294.1 | AU131711 | 1.85 Up 0.017 9.061 0.096 9.951 0.066 208664 s_at 21
Homo sapiens disabled (Drosophila) homolog 1
(DAB1), mRNA. /PROD=disabled (Drosophila)
DAB1 homolog 1 /FL=gh:AF263547.1 gb:NM_021080.1 | NM_021080( 1.84 Up 0.042 6.080 0.186 6.959 0.021 220611 at 1
ankylosis, progressive (mouse) homolog
ANKH [FL=gh:AF274753.1 AA854943 | 1.84 Up 0.004 5.937 0.045 6.820 0.037 223092_at 5
Homo sapiens mRNA; cDNA DKFZp547J124 (from
COL20A1 clone DKFZp547J124) BF344604 | 1.84 Up 0.043 5.179 0.037 6.062 0.184 232733 s _at 20
Homo sapiens mRNA; cDNA DKFZp586B0918 (from
GNG12 clone DKFZp586B0918) BG111761 | 1.83 Up 0.035 10.487 0.140 11.358 0.090 212294 at 1
ESTs, Moderately similar to A-kinase anchor protein
C2orf27 DAKAP550 (D.melanogaster) AW665278 | 1.83 Up 0.029 3.715 0.076 4.589 0.133 230336_at 2
Homo sapiens mRNA; cDNA DKFZp564K0322 (from
clone DKFZp564K0322); complete cds
CCDC8 /FL=gb:AL136609.1 Al970823 1.83 Up 0.012 6.386 0.068 7.256 0.065 223495 at 19
KIAA1904 Homo sapiens, clone IMAGE:5456037, mRNA. BC041596 | 1.83 Up 0.025 4.974 0.092 5.844 0.107 | 1560713 a_at 22
Homo sapiens BAC clone RP11-505D17 from 7p22-
- p21 AC006042 | 1.83 Up 0.038 7.305 0.118 8.177 0.130 225700 _at -
Homo sapiens mRNA for KIAAO705 protein, complete
MAGI2 | CdS-/PROD=KIAAQ7OS protein /FL=gb:ABO14605.1 | b5y 4605 | 182 Up 0027 | 8612 | 0129 | 9477 | 0064 | 209737 at 7
Homo sapiens KIAA0854 protein (KIAA0854), mRNA.
/PROD=KIAA0854 protein /FL=gb:NM_014943.1
ZHX2 gbh:AB020661.1 NM_014943| 1.82 Up 0.050 8.394 0.015 9.256 0.199 203556_at 8
Homo sapiens early growth response 2 (Krox-20
(Drosophila) homolog) (EGR2), mRNA. /PROD=early
growth response 2 protein /FL=gb:NM_000399.2
EGR2 gb:AF139463.1 gbh:J04076.1 NM_000399| 1.82 Up 0.032 7.530 0.158 8.392 0.016 205249 at 10
KFZp313A24! ESTs Al742358 1.82 Up 0.042 3.433 0.172 4.295 0.063 230005 _at 11
AMMECR1 ESTs W84774 1.82 Up 0.014 3.203 0.082 4.068 0.062 236760 _at X
- ESTs BF509345 | 1.81 Up 0.030 5.763 0.153 6.618 0.002 217514 at -
type 1 tumor necrosis factor receptor shedding
ARTS-1 aminopeptidase regulator BE551138 1.8 Up 0.030 3.506 0.038 4.357 0.145 214012_at 5
early growth response 1 /FL=gh:M62829.1
EGR1 gh:NM 001964.1 AV733950 1.8 Up 0.008 6.867 0.075 7.711 0.017 201693 s at 5
BMP2 bone morphogenetic protein 2 /FL=gb:NM_001200.1 [ AA583044 1.8 Up 0.014 3.448 0.024 4.297 0.100 205289 at 20
ATP13A4 hypothetical protein DKFZp76111011 BG059633 | 1.79 Up 0.010 6.295 0.025 7.134 0.080 1557136_at 3
Homo sapiens cDNA: FLJ22190 fis, clone HRC01053.
PALLD Ao oIkl e HO AL ot (OLSTiEALL AK025843 | 1.79 Up 0.011 7.745 0.074 8.587 0.049 200906_s_at 4




Homo sapiens solute carrier family 22 (organic cation
transporter), member 1-like (SLC22A1L), mRNA.
/PROD=organic cation transporter-like 2
/FL=gb:AB012083.1 gh:AF037064.1 gh:AF030302.1
gb:NM_002555.1 gh:AF059663.1 gh:AF028738.1

SLC22A18 gb:AF070479.1 NM_002555| 1.79 Up 0.039 6.220 0.027 7.063 0.169 204981 at 11
Homo sapiens palladin (KIAA0992), mRNA.
/PROD=palladin /FL=gb:AF151909.1 gh:AF077041.1
PALLD gh:NM 016081.1 NM_016081| 1.78 Up 0.015 10.067 0.068 10.900 0.076 200897 s _at 4
ELk3 | Homo sapiens cDNA: FLJ22425fis, clone HRCOB686 | 575374 | 178 Up 0.039 | 7307 | 0100 | 8142 | 0137 | 221773 at 12
Homo sapiens cDNA FLJ12451 fis, clone
NT2RM1000377, highly similar to Homo sapiens dual
DUSP10 specificity phosphatase MKP5 (MKP5) mRNA. AK022513 | 1.77 Up 0.002 6.531 0.036 7.357 0.018 215501 s at 1
Human putative mono-ADP-ribosyltransferase
(htMART) mRNA, complete cds. /PROD=mono-ADP-
apry | lespliiEisEess Fegbast.d gl QUILELL | yponen | 1o Up 0.028 | 4820 | 0095 | 5644 | 0105 | 210147 at 4
Homo sapiens H3 histone family, member D (H3FD),
MRNA. /PROD=H3 histone family, member D
HIST1H3E /FL=gb:NM 003532.1 NM_003532| 1.77 Up 0.034 4.774 0.052 5.594 0.146 214616 at 6
Homo sapiens MAGUK protein p55T; Protein
Associated with Lins 2 (LOC51678), mRNA.
/PROD=MAGUK protein p55T; Protein Associated with
MPP6 Lins2 /FL=gb:NM_016447.1 gh:AF162130.2 NM_016447| 1.77 Up 0.005 5.752 0.037 6.575 0.045 205429 s at 7
Homo sapiens heme-binding protein (HEBP), mRNA.
/PROD=heme-binding protein /FL=gb:NM_015987.1
HEBP1 AL e DA L NM_015987| 1.77 Up 0.013 7.238 0.096 8.059 0.010 218450 at 12
C2lorf57 chromosome 21 open reading frame 57 BF026326 1.77 Up 0.046 8.046 0.155 8.874 0.098 227421_at 21
. SRY (sex determining region Y)-box 8 BF527050 1.77 Up 0.022 10.221 0.112 11.046 0.058 226913 s at -
- ESTs Al768826 1.77 Up 0.047 6.429 0.048 7.250 0.177 229202_at -
Homo sapiens UDP-glucose dehydrogenase (UGDH),
MRNA. /PROD=UDP-glucose dehydrogenase
UGDH i e i NM_003359| 1.76 Up 0.003 8.263 0.046 9.076 0.008 203343 at 4
pLAGgL1 | P'elomorphic adenoma gene-like 1 /FL=gb:U726213 | prp/7a5s [ 176 Up 0.016 | 2.766 | 0036 | 3583 | 0.100 | 209318 x at 6
ESTs, Weakly similar to B32688 beta-galactosidase-
LOC89944 related protein (H.sapiens) R48779 1.76 Up 0.018 7.276 0.014 8.091 0.110 213713 s at 11
PHLDA1 | HOmo sapiens cDNA: FLJ22528 Tis, clone HRC12825.| 556181 | 1.76 Up 0.029 | 9255 | 0115 | 10073 | 0082 | 225842 at 12
Homo sapiens mRNA; cDNA DKFZp547J125 (from
C210rf86 clone DKFZp547J125) AV705934 | 1.76 Up 0.034 7.816 0.137 8.631 0.073 226995 at 21
Homo sapiens lung type-I cell membrane-associated
glycoprotein (T1A-2), transcript variant 2, mRNA.
/PROD-=lung type-I cell membrane-
associatedglycoprotein, isoform 2 precursor
PDPN [FL=gb:NM_006474.1 gh:AF030428.1 NM_006474| 1.75 Up 0.041 6.974 0.153 7.782 0.074 204879 at 1
Homo sapiens glutathione peroxidase 3 (plasma)
(GPX3), mRNA. /PROD=plasma glutathione
peroxidase 3 precursor /FL=gb:NM_002084.2
GPX3 gbh:D00632.1 gh:AF217787.1 NM_002084| 1.75 Up 0.000 6.720 0.007 7.530 0.004 201348 at 5
GPR123 ESTs Al884909 1.75 Up 0.022 6.846 0.120 7.655 0.022 239221 at 10
TSPAN18 p53-induced protein Al161133 1.75 Up 0.034 4.825 0.025 5.635 0.152 228819 at 11




Homo sapiens reticulon 1 (RTN1), mRNA.
/PROD=reticulon 1 /FL=gb:L10333.1 gbh:L10334.1

RTN1 gh:NM 021136.1 NM_021136| 1.75 Up 0.035 11.182 0.063 11.987 0.141 203485 at 14
Homo sapiens fucosyltransferase 8 (alpha (1,6)
fucosyltransferase) (FUT8), mRNA.
/PROD=fucosyltransferase 8 (alpha
(1,6)fucosyltransferase) /FL=gb:D89289.1
FUT8 gb:NM 004480.1 NM_004480| 1.75 Up 0.012 8.653 0.059 9.457 0.067 203988 s _at 14
ESTs, Highly similar to TO0391 hypothetical protein
LOC650392 KIAA0612 (H.sapiens) BE464483 | 1.75 Up 0.048 7.694 0.066 8.502 0.172 227984 at 16
Homo sapiens cell adhesion molecule with homology
to LICAM (close homologue of L1) (CHL1), mRNA.
/PROD=cell adhesion molecule with homology to
L1CAM(close homologue of L1) /FL=gb:AF002246.1
CHL1 gh:NM 006614.1 NM_006614| 1.74 Up 0.032 9.235 0.034 10.038 0.143 204591 at 3
ficolin (collagenfibrinogen domain-containing) 3
EIF4E3 (Hakata antigen) BE465037 | 1.74 Up 0.042 6.536 0.009 7.333 0.168 225940 at 3
- ESTs BF724270 1.74 Up 0.007 5.422 0.002 6.224 0.069 238520 _at 6
Homo sapiens hypothetical protein (FLJ20330),
MRNA. /PROD=hypothetical protein
GFOD1 /FL=gb:NM 018988.1 NM_018988| 1.74 Up 0.007 6.015 0.026 6.815 0.062 219821 s at 6
CALB1 calbindin 1, (28kD) /FL=ghb:NM_004929.2 AW014927 | 1.74 Up 0.020 3.846 0.014 4.648 0.115 205625 _s_at 8
Homo sapiens, Similar to G protein gamma 3 linked
gene, clone MGC:4694, mRNA, complete cds.
/PROD=Similar to G protein gamma 3 linked gene
BSCL2 /FL=gb:BC004911.1 BC004911 | 1.74 Up 0.017 9.524 0.083 10.325 0.064 208906_at 11
Homo sapiens mRNA; cDNA DKFZp434G0827 (from
TMEM132C clone DKFZp434G0827). AL122107 1.74 Up 0.044 5.440 0.082 6.240 0.152 232313 at 12
Homo sapiens mRNA; cDNA DKFZp547J125 (from
- clone DKFZp547J125) AW131553 | 1.74 Up 0.003 6.313 0.015 7.109 0.037 228908 s at -
Homo sapiens, clone MGC:15062 IMAGE:2959567,
MRNA, complete cds. /PROD=Unknown (protein for
PCNXL2 MGC:15062) /FL=gh:BC008300.1 BC008300 | 1.73 Up 0.033 5.442 0.142 6.237 0.041 | 1554256 a_at 1
G-protein gamma-12 subunit /FL=gb:NM_018841.1
GNG12 gh:AF119663.1 N32508 1.73 Up 0.048 8.184 0.164 8.978 0.075 222834 s _at 1
Homo sapiens B-cell CLLIymphoma 11A (zinc finger
protein) (BCL11A), mRNA. /PROD=B-cell
CLLlymphoma 11A (zinc finger protein)
BCL11A [FL=gb:NM_022893.1 ghb:NM_018014.1 NM_022893| 1.73 Up 0.029 4.921 0.136 5.710 0.022 219497 s at 2
Homo sapiens mRNA; cDNA DKFZp434B2119 (from
ACPL2 clone DKFZp434B2119); partial cds AW069729 | 1.73 Up 0.031 10.198 0.119 10.990 0.077 226925 at 3
GALNT13 ESTs R38990 1.72 Up 0.019 3.218 0.036 3.998 0.104 236536_at 2
Homo sapiens latexin protein (LXN), mRNA.
/PROD-=latexin protein /FL=gb:NM_020169.1
LXN gbh:AF282626.1 gh:BC005346.1 NM_020169| 1.72 Up 0.016 2.757 0.032 3.540 0.096 218729 at 3
- ESTs BF940127 1.72 Up 0.048 4.071 0.165 4.851 0.063 243903 at -
Homo sapiens B-cell translocation gene 1, anti-
proliferative (BTG1), mRNA. /PROD=B-cell
BTG1 translocation protein 1 /FL=gh:NM_001731.1 NM_001731| 1.71 Up 0.008 9.586 0.053 10.362 0.046 200921 s at 12
Homo sapiens PRO2160 mRNA, complete cds.
MEG3 /PROD=PR0O2160 /FL=gbh:AF119863.1 AF119863 1.71 Up 0.025 6.044 0.123 6.815 0.012 210794 s at 14
Homo sapiens phosphodiesterase 9A (PDESA),
MRNA. /PROD=phosphodiesterase 9A
PDEYA e NM_002606| 1.71 Up 0.015 8.361 0.079 9.134 0.056 205593 s at 21
SPOCD1 ESTs BF689253 1.7 Up 0.047 5.203 0.020 5.966 0.170 235417 at 1




ARHGEF7

Homo sapiens mRNA; cDNA DKFZp76102123 (from
clone DKFZp76102123).

AL831814

1.7

Up

0.011

2.763

0.069

3.529

0.040

1562270 _at

13

GPC1

Homo sapiens glypican 1 (GPC1), mRNA.
/PROD=glypican 1 precursor /FL=gb:NM 002081.1

NM_002081

1.69

Up

0.049

9.117

0.138

9.876

0.107

202756_s_at

CDC42EP3

Cdc42 effector protein 3 /[FL=gh:AF164118.1
gb:NM_006449.1 gh:AF094521.1 gb:AF104857.1
gbh:AL136842.1

Al754416

1.69

Up

0.040

6.618

0.085

7.372

0.130

209286 _at

NMRAL1

Homo sapiens, HSCARG protein, clone MGC:11351,
MRNA, complete cds. /PROD=HSCARG protein
/FL=gb:NM_020677.1 gh:BC002927.1

BC002927

1.69

Up

0.021

7.871

0.108

8.631

0.027

223206_s_at

16

SDC4

Homo sapiens syndecan 4 (amphiglycan, ryudocan)
(SDC4), mRNA. /PROD=syndecan 4 (amphiglycan,
ryudocan) /FL=ghb:NM 002999.1

NM_002999

1.69

Up

0.016

5.695

0.095

6.448

0.019

202071 _at

20

ATP5J

ESTs, Weakly similar to ALU7_HUMAN ALU
SUBFAMILY SQ SEQUENCE CONTAMINATION
WARNING ENTRY (H.sapiens)

BF195118

1.69

Up

0.010

10.005

0.045

10.758

0.061

229127 at

Homo sapiens clone 23700 mRNA sequence

Al097640

1.68

Up

0.002

8.367

0.032

9.114

0.012

213484 _at

N

ST3GALG6

alpha2,3-sialyltransferase

Al989567

1.68

0.006

5.478

0.027

6.227

0.050

213355 _at

MST150

Homo sapiens putative small membrane protein NID67
MRNA, complete cds. /PROD=putative small
membrane protein NID67 /FL=gh:AF313413.1

AF313413

1.68

Up

0.028

8.559

0.058

9.312

0.114

223276 _at

ADAMTS6

ESTs

N71063

1.68

Up

0.012

6.612

0.061

7.362

0.056

237411 at

MTUS1

Homo sapiens mRNA; cDNA DKFZp586D1519 (from
clone DKFZp586D1519).

AL096842

1.68

Up

0.037

8.342

0.136

9.086

0.057

212096_s_at

BLM

Homo sapiens Bloom syndrome (BLM), mRNA.
/PROD=Bloom syndrome protein /FL=gb:U39817.1
gbh:NM_000057.1

NM_000057

1.68

Up

0.024

7.590

0.094

8.336

0.069

205733 _at

15

ANTXR1

Homo sapiens tumor endothelial marker 8 (TEMB)
MRNA, partial sequence.

AF279145

1.67

Up

0.041

9.405

0.029

10.144

0.152

224694 at

KIAA1706

KIAA1706 protein

BE501865

1.67

0.030

6.691

0.120

7.428

0.053

225631 _at

TRIM69

Homo sapiens mRNA full length insert cDNA clone
EUROIMAGE 1621663

AA969929

1.67

Up

0.031

4.821

0.072

5.559

0.112

232792_at

15

SYT3

Homo sapiens mRNA; cDNA DKFZp7610132 (from
clone DKFZp7610132); complete cds.
/PROD=hypothetical protein /FL=gb:AL136594.1

AL136594

1.67

Up

0.031

4.334

0.123

5.074

0.049

223901 _at

19

TTC3

Homo sapiens mRNA for TPRD, complete cds.
/PROD=TPRD /FL=gb:D83077.1

D83077

1.67

Up

0.005

11.238

0.011

11.979

0.049

210645 s_at

21

Human DNA sequence from clone RP4-646B12 on
chromosome 1g42.11-42.3. Contains an FTH1 (ferritin,
heavy polypeptide 1) (FTHL6) pseudogene, the gene
for a novel Ras family protein, ESTs, STSs, GSSs and
a putative CpG island /FL=gh:AF282258.1
gb:NM_0212

AL096776

1.67

Up

0.003

5.916

0.020

6.655

0.032

223168 _at

PCNXL2

Homo sapiens KIAA0435 gene product (KIAA0435),
MRNA. /PROD=KIAA0435 gene product
[FL=gh:AB007895.1 gb:NM_014801.1

NM_014801

1.66

Up

0.043

5.744

0.095

6.479

0.125

205689 _at

GNAI1

Homo sapiens mRNA; cDNA DKFZp564K1216 (from
clone DKFZp564K1216); complete cds.
/PROD=hypothetical protein /FL=gb:NM_002069.1
gbh:AL049933.1 gh:AF055013.1

AL049933

1.66

Up

0.006

5.823

0.020

6.550

0.053

209576 _at

FLJ45557

ESTs

Al377320

1.66

0.038

2.669

0.142

3.402

0.037

244435 _at

10

EGLN3

Homo sapiens hypothetical protein FLJ21620
(FLJ21620), mRNA. /PROD=hypothetical protein
FLJ21620 /FL=gb:NM_022073.1

NM_022073

1.66

Up

0.037

4.381

0.067

5.112

0.128

219232 s at

14




Homo sapiens enolase 3, (beta, muscle) (ENO3),
MRNA. /PROD=enolase 3, (beta, muscle)

ENO3 /FL=gb:NM_001976.1 NM_001976| 1.66 Up 0.004 5.752 0.029 6.484 0.032 204483 at 17
Homo sapiens mRNA for KIAA0927 protein, partial
SEZ6L cds. /PROD=KIAAQ0927 protein AB023144 | 1.66 Up 0.026 9.610 0.116 10.344 0.033 213609 s at 22
Homo sapiens, clone MGC:3460, mRNA, complete
cds. /PROD=Unknown (protein for MGC:3460)
TMEM164 /FL=gb:BC002716.1 BC002716 | 1.66 Up 0.018 6.693 0.078 7.428 0.064 223202_s_at X
GPR157 | HOmo sapiens cDNA: FLJ23230 fis, clone CARO7143. | 1 o653 | 1.65 Up 0032 | 5483 | 0084 | 6210 | 0104 | 227970 at 1
Homo sapiens amphiphysin Il mMRNA, complete cds.
/PROD=amphiphysin 1l /FL=gb:AF068917.1
BIN1 gb:AF001383.1 AF001383 | 1.65 Up 0.006 6.514 0.037 7.239 0.045 210201 x_at 2
GLCCI1 ESTs AA058770 | 1.65 Up 0.017 9.693 0.091 10.413 0.028 227525 at 7
caspase 1, apoptosis-related cysteine protease
(interleukin 1, beta, convertase) /FL=gb:U13697.1
CASP1 gh:NM 001223.1 Al719655 1.65 Up 0.038 3.942 0.143 4.666 0.028 206011 at 11
pleckstrin homology-like domain, family A, member 1
PHLDA1 /FL=gb:NM 007350.1 AA576961 | 1.65 Up 0.019 9.281 0.085 10.002 0.053 217996 at 12
pleckstrin homology-like domain, family A, member 1
PHLDA1 /FL=gb:NM 007350.1 Al795908 1.65 Up 0.011 8.963 0.053 9.682 0.056 217997 at 12
Homo sapiens tetratricopeptide repeat domain 3
(TTC3), mRNA. /PROD-=tetratricopeptide repeat
TTC3 domain 3 /FL=gbh:D84295.1 gh:NM_003316.1 NM_003316| 1.65 Up 0.002 11.348 0.019 12.070 0.024 208073 x_at 21
Homo sapiens tensin (TNS), mRNA. /PROD=7145
- [FL=gh:NM_018274.2 NM_018274| 1.65 Up 0.022 7.068 0.108 7.790 0.015 221246 x_at -
Homo sapiens mRNA; cDNA DKFZp43401221 (from
clone DKFZp43401221); partial cds.
PABPC5 /PROD=hypothetical protein AL122118 1.65 Up 0.016 3.685 0.064 4.411 0.066 233136_at X
COL4A6 collagen, type IV, alpha 6 Al889941 1.65 Up 0.031 2.988 0.024 3.706 0.127 213992 at X
Homo sapiens mRNA for TGF-betallR alpha, complete
- 9. PROD=IEHEERIIR R A=, | pegees | qpa Up 0.027 | 5600 | 0087 | 6314 | 0082 | 208944 at -
Homo sapiens chromosome 21 open reading frame 59
(C210RF59), mRNA. /PROD=hypothetical protein
FLJ20467 /FL=gb:BC000709.1 gh:NM_017835.1
- gbh:AF282851.1 gb:NM_021254.1 NM_017835| 1.64 Up 0.024 9.478 0.096 10.187 0.055 218123 at -
Homo sapiens spermidinespermine N1-
acetyltransferase (SAT), mRNA.
/PROD=spermidinespermine N1-acetyltransferase
SAT1 [FL=gh:M77693.1 gh:BC002503.1 gh:NM_002970.1 [ NM_002970| 1.64 Up 0.049 9.249 0.039 9.962 0.159 203455 s at X
Homo sapiens mRNA; cDNA DKFZp434A0530 (from
clone DKFZp434A0530); complete cds.
/PROD=hypothetical protein /FL=gb:AF164118.1
gb:NM_006449.1 gh:AF094521.1 gb:AF104857.1
CDC42EP3 gh:AL136842.1 AL136842 1.63 Up 0.021 7.214 0.042 7.920 0.096 209288 s at 2
DAAM2 KIAA0381 protein BF513244 | 1.63 Up 0.042 5.090 0.013 5.797 0.149 212793 at 6
Homo sapiens mRNA for KIAA1706 protein, partial
KIAA1706 cds. /PROD=KIAA1706 protein AB051493 | 1.63 Up 0.038 6.915 0.137 7.619 0.037 225630_at 7
ESTs, Weakly similar to TO8731 hypothetical protein
DOKG6 DKFZp566A0946.1 (H.sapiens) AW173080 | 1.63 Up 0.043 3.523 0.068 4.227 0.135 241729 at 18
Homo sapiens cDNA FLJ11477 fis, clone
HEMBA1001746, weakly similar to Homo sapiens
squamous cell carcinoma antigen recognized by T cell
C18orf4 (SART-2) mRNA. AK021539 | 1.63 Up 0.027 8.999 0.114 9.701 0.026 232235 at 18




similar to aspartate beta hydroxylase (ASPH)

ASPHD2 /[FL=gb:NM 020437.1 BE550881 | 1.63 Up 0.002 7.178 0.013 7.883 0.025 227014 at 22
Homo sapiens mRNA for P53TG1-C, complete cds.
- /PROD=P53TG1-C /FL=gbh:AB007457.1 ABO007457 | 1.63 Up 0.030 7.555 0.083 8.263 0.095 210886 _x_at -
Homo sapiens plastin 3 (T isoform) (PLS3), mRNA.
/PROD=plastin 3 precursor /FL=gb:NM_005032.2
PLS3 gh:M22299.1 NM_005032| 1.63 Up 0.028 11.500 0.063 12.204 0.102 201215 at X
Homo sapiens hypothetical protein FLJ10948
(FLJ10948), mRNA. /PROD=hypothetical protein
ECHDC2 FLJ10948 /FL=gb:NM_018281.1 NM_018281| 1.62 Up 0.010 5.610 0.052 6.304 0.044 218552 at 1
Human PSF-2 mRNA, complete cds. /FL=gbh:Z222936.1
gh:BC002751.1 gh:NM_000544.2 gh:M74447.1
TAP2 gbh:222935.1 M74447 1.62 Up 0.030 5.793 0.055 6.485 0.109 204769 s _at 6
Homo sapiens atrophin-1 interacting protein 1; activin
receptor interacting protein 1 (KIAA0705), mRNA.
/PROD=atrophin-1 interacting protein 1;
activinreceptor interacting protein 1
MAGI2 [FL=gb:NM_012301.1 gh:AF038563.1 NM_012301| 1.62 Up 0.038 6.341 0.042 7.037 0.133 207702_s_at 7
LOC402573 ESTs BF940911 | 1.62 Up 0.040 5.657 0.033 6.349 0.139 229913 at 7
ANKRD15 Human mRNA for KIAA0172 gene, partial cds. D79994 1.62 Up 0.005 9.068 0.042 9.765 0.029 213005 s _at 9
. ESTs, Weakly similar to Unknown (H.sapiens) Al360832 1.62 Up 0.046 5.363 0.003 6.056 0.155 242766 _at -
SYT11 KIAA0080 protein /FL=gb:BC004291.1 AA626780 | 1.61 Up 0.033 10.381 0.128 11.066 0.008 209197 at 1
Homo sapiens C2H2-type zinc-finger protein mRNA,
complete cds. /PROD=C2H2-type zinc-finger protein
BCL11A /FL=gb:AF080216.1 AF080216 | 1.61 Up 0.031 5.275 0.056 5.966 0.113 210347 s at 2
CREB5 ESTs Al819043 1.61 Up 0.009 9.092 0.056 9.778 0.032 229228 at 7
LOC283666 ESTs AW006185 | 1.61 Up 0.016 8.618 0.067 9.306 0.055 226682_at 15
Human DNA sequence from clone RP11-127L20 on
chromosome 10. Contains ESTs, STSs, GSSs and
CpG islands. Contains the gene for a novel glutathione
. S-transferase and five novel genes AL162742 1.61 Up 0.048 4.891 0.110 5.582 0.113 227163 at -
NBPF1 ESTs Al634549 1.6 Up 0.018 6.253 0.090 6.935 0.025 230712_at 1
KIAA1211 KIAA1211 protein Al991996 1.6 Up 0.034 7.401 0.024 8.082 0.126 227231 at 4
Homo sapiens ninjurin 2 (NINJ2), mRNA.
/PROD=ninjurin 2 /FL=gb:NM_016533.1
NINJ2 gbh:AF205633.1 NM_016533| 1.6 Up 0.010 4.271 0.053 4.953 0.043 219594 at 12
Homo sapiens epithelial protein lost in neoplasm beta
(EPLIN), mRNA. /PROD=epithelial protein lost in
neoplasm beta /FL=gh:BC001247.1 gb:AL136911.1
LIMA1 gbh:NM_016357.1 gh:AF198454.1 NM_016357| 1.6 Up 0.004 10.564 0.038 11.245 0.018 217892 s at 12
Homo sapiens mRNA full length insert cDNA clone
- EUROIMAGE 29093. AL355741 1.6 Up 0.017 4.270 0.011 4.946 0.090 1559521 at 21
Homo sapiens mRNA; cDNA DKFZp564L176 (from
- clone DKFZp564L176). AL049332 1.6 Up 0.036 3.730 0.117 4.412 0.064 215425 at -
- matrix Gla protein AA166696 1.6 Up 0.045 8.066 0.149 8.747 0.003 224570 _s_at -
Homo sapiens hypothetical protein FLJ20173
(FLJ20173), mRNA. /PROD=hypothetical protein
- FLJ20173 /FL=gb:NM_017698.1 NM_017698| 1.6 Up 0.030 7.186 0.052 7.861 0.108 220486 _x_at -
Homo sapiens angiomotin mRNA, complete cds.
- /PROD=angiomotin /FL=gbh:AF286598.1 AF286598 1.6 Up 0.043 3.887 0.141 4.562 0.032 209521 s at -
Homo sapiens cDNA FLJ11334 fis, clone
- PLACE1010629 AW?292739 1.6 Up 0.007 5.412 0.054 6.086 0.014 233021 at -
biphenyl hydrolase-like (serine hydrolase; breast
MRAS epithelial mucin-associated antigen) BF343625 1.59 Up 0.027 8.837 0.099 9.506 0.053 225185 _at 3




Homo sapiens rTS beta protein (HSRTSBETA),
MRNA. /PROD=rTS beta protein /[FL=gh:BC001285.1

ENOSF1 gh:NM 017512.1 NM_017512| 1.59 Up 0.013 7.804 0.052 8.477 0.059 204143 s at 18
Homo sapiens ES1 (zebrafish) protein, human
homolog of (C210RF33), mRNA. /PROD=ES1
(zebrafish) protein, human homolog of
/FL=gbh:BC002370.1 gh:U53003.1 gh:D86061.1
C210rf33 gh:NM 004649.1 gh:BC003587.1 NM_004649| 1.59 Up 0.026 10.022 0.064 10.695 0.090 202217 at 21
- HIV-1 rev binding protein 2 AV682252 | 1.59 Up 0.004 4.208 0.027 4.875 0.033 226142 at -
ESTs, Weakly similar to ALU1_HUMAN ALU
SUBFAMILY J SEQUENCE CONTAMINATION
- WARNING ENTRY (H.sapiens) Al052102 1.58 Up 0.013 4.589 0.046 5.252 0.060 238826 _x_at 2
Homo sapiens mRNA for FLJO0007 protein, partial
FCHSD1 cds. /PROD=FLJ00007 protein AKO000007 | 1.58 Up 0.046 4.468 0.031 5.124 0.143 226699 at 5
KNDC1 ESTs N45097 1.58 Up 0.022 6.218 0.012 6.878 0.098 230359 at 10
RPL38 ribosomal protein L38 AW303136 | 1.58 Up 0.025 7.826 0.098 8.488 0.040 221943 x_at 17
Homo sapiens mRNA for KIAA1050 protein, partial
MYT1 cds. /PROD=KIAA1050 protein AB028973 | 1.58 Up 0.033 9.791 0.111 10.452 0.053 212406 _s_at 20
- ESTs BF941526 | 1.58 Up 0.018 4.123 0.060 4.779 0.068 231621 at -
PLEKHH2 ESTs Al913749 1.57 Up 0.040 5.657 0.056 6.312 0.123 227148 at 2
SKIL ESTs BF725121 | 1.57 Up 0.030 5.977 0.001 6.627 0.116 217591 at 3
Homo sapiens PAK-interacting exchange factor beta
(P85SPR), mRNA. /PROD=PAK-interacting exchange
ARHGEF7 B [BEELIE =EN BISBebi galbeetie s i ey | a5 Up 0.016 | 10791 | 0.079 | 11.438 | 0.023 | 202548 s at 13
. Human clone 23786 mMRNA sequence. U79244 1.57 Up 0.025 2.837 0.094 3.487 0.046 1556927 at 14
ZNF606 ESTs Al817719 1.57 Up 0.028 5.158 0.017 5.810 0.109 229707 _at 19
Human mRNA for hCREM (cyclic AMP-responsive
element modulator) type 2 protein, complete cds.
/PROD=hCREM 2alpha-a protein /FL=gbh:D14826.1
- gb:AF069065.1 D14826 1.57 Up 0.049 8.205 0.085 8.860 0.124 209967 _s_at -
Homo sapiens RTS (RTS) gene, complete cds,
- alternatively spliced AF305057 | 1.57 Up 0.003 6.650 0.023 7.298 0.023 213645 at -
Homo sapiens mRNA; cDNA DKFZp686A197 (from
- clone DKFZp686A197). AL832770 1.57 Up 0.032 7.807 0.046 8.453 0.110 | 1559477 s at -
- ESTs Al912179 1.56 Up 0.024 5.820 0.006 6.463 0.102 230149 at 4
alpha-methylacyl-CoA racemase /FL=gb:NM_014324.1
AMACR AL RO, Fle SR IS Al796120 1.56 Up 0.031 5.969 0.000 6.615 0.117 209424 s at 5
Homo sapiens cDNA FLJ38400 fis, clone
FLJ42709 FEBRA2008159. AK095719 | 1.56 Up 0.039 3.131 0.017 3.769 0.128 | 1556695 a_at 5
Homo sapiens RAGE mRNA for advanced glycation
endproducts receptor, complete cds.
/PROD=advanced glycation endproducts receptor
AGER /FL=gb:NM_001136.1 gh:AB036432.1 AB036432 | 1.56 Up 0.003 4.229 0.002 4.872 0.036 210081 at 6
CANIR || NEE ERERRS ERlty AL, ERns GRS rmprars . a3 Up 0.028 | 8242 | 0043 | 8888 | 0103 | 213812 s at 12
Homo sapiens pleckstrin homology-like domain, family
A, member 1 (PHLDA1), mRNA. /PROD=pleckstrin
homology-like domain, family A,member 1
PHLDA1 /FL=gb:NM 007350.1 NM_007350| 1.56 Up 0.029 6.580 0.106 7.222 0.034 217998 at 12
Homo sapiens, clone IMAGE:3937015, mRNA, partial
CABLES1 cds Al889160 1.56 Up 0.012 6.254 0.020 6.891 0.068 225532_at 18




Homo sapiens killer cell immunoglobulin-like receptor,
two domains, short cytoplasmic tail, 5 (KIR2DS5),
MRNA. /PROD=killer cell immunoglobulin-like
receptor, twodomains, short cytoplasmic tail, 5
[FL=gb:L76672.1 gb:NM_014513.1

KIR3DL1 NM_014513| 1.56 Up 0.045 5.381 0.113 6.027 0.086 208203 x_at 19
ESTs, Weakly similar to ALU6_ HUMAN ALU
SUBFAMILY SP SEQUENCE CONTAMINATION
ERCC1 WARNING ENTRY (H.sapiens) BG111047 | 1.56 Up 0.016 7.275 0.001 7.913 0.080 228131 at 19
Homo sapiens cDNA FLJ30366 fis, clone
RP5-1054A22. BRACE2007786. AW014122 | 1.56 Up 0.006 4.456 0.008 5.100 0.048 1561393 _at 20
Homo sapiens hypothetical protein FLJ20116
(FLJ20116), mRNA. /PROD=hypothetical protein
C200rf42 FLJ20116 /FL=gb:NM 017671.1 NM_017671| 1.56 Up 0.023 4.416 0.067 5.057 0.073 218796 at 20
Human mRNA for GARS protein, complete cds.
GART /PROD=GARS protein /FL=gbh:D32051.1 D32051 1.56 Up 0.000 6.833 0.012 7.474 0.006 210005 at 21
Homo sapiens synaptojanin 1 (SYNJ1), mRNA.
/PROD=synaptojanin 1 /FL=gb:NM_003895.1
SYNJ1 gb:AF009040.1 NM_003895| 1.56 Up 0.021 6.576 0.093 7.215 0.006 207594 s at 21
ESTs, Weakly similar to 138428 T-complex protein 10A
TCP10L (H.sapiens) Al336920 1.56 Up 0.007 4.856 0.053 5.494 0.012 230394 at 21
GNRHR2 RNA binding motif protein 8A BG289199 | 1.55 Up 0.013 9.497 0.062 10.127 0.038 213852 at 1
Homo sapiens KIAA0793 gene product (KIAA0793),
MRNA. /PROD=KIAAQ0793 gene product
FARP2 /FL=gh:AB018336.1 ghb:NM_014808.1 NM_014808| 1.55 Up 0.048 4.683 0.130 5.313 0.060 204511 at 2
Cllorf54 ESTs AW469495 | 1.55 Up 0.011 4.255 0.032 4.888 0.060 238946 at 11
Homo sapiens kangai 1 (suppression of tumorigenicity
6, prostate; CD82 antigen (R2 leukocyte antigen,
antigen detected by monoclonal and antibody 1A4))
(KAI1), mRNA. /PROD=kangai 1 /FL=gb:U20770.1
CD82 e R (oI UOLEATI oA i (MO2ei L2 NM_002231]| 1.55 Up 0.026 8.881 0.104 9.513 0.008 203904 x_at 11
Homo sapiens mRNA for KIAAO875 protein, partial
FBX021 cds. /PROD=KIAA0875 protein /FL=gh:AF174601.1 | AB020682 | 1.55 Up 0.006 9.215 0.044 9.848 0.023 212231 at 12
Homo sapiens mRNA for KIAA0393 protein, partial
LOC440248 cds. /PROD=KIAA0393 protein AB002391 | 1.55 Up 0.021 8.475 0.018 9.110 0.092 217317 s at 15
TLE3 KIAA1547 protein AlI567426 1.55 Up 0.047 5.017 0.124 5.645 0.066 212769 at 15
Homo sapiens plasmolipin (LOC51090), mRNA.
/PROD=plasmolipin /FL=gb:NM_015993.1
PLLP gbh:AF137386.1 NM_015993| 1.55 Up 0.045 7.080 0.045 7.712 0.131 204519 s at 16
Human AML1 mRNA for AML1b protein (alternatively
spliced product), complete cds. /PROD=AML1b protein
RUNX1 e e D43968 1.55 Up 0.019 4.341 0.082 4.977 0.033 209360_s_at 21
DIP2A ESTs AW027812 | 1.55 Up 0.003 7.839 0.027 8.470 0.021 227199 at 21
SOS1 ESTs AW?241962 | 1.54 Up 0.039 4.230 0.001 4.850 0.126 230337_at 2
Foxp1 | Homo sapiens cDNA: FLJ232451is, clone COLO293L. | o595 | 1.54 Up 0.046 | 7.078 | 0077 | 7704 | 0115 | 204838 at 3
Homo sapiens transporter protein; system N1 Na+ and
H+-coupled glutamine transporter (G17), mRNA.
/PROD-=transporter protein; system N1 Na+ andH+-
coupled glutamine transporter /FL=gb:U49082.1
SLC38A3 gb:AF244548.1 gb:NM 006841.1 NM_006841| 1.54 Up 0.045 5.651 0.071 6.276 0.118 205972_at 3




Homo sapiens aminomethyltransferase (glycine
cleavage system protein T) (AMT), mRNA.
/PROD=aminomethyltransferase (glycine cleavage
systemprotein T) /FL=gb:D13811.1 gb:NM_000481.1

AMT NM_000481| 1.54 Up 0.041 6.261 0.044 6.882 0.123 204294 at 3
Homo sapiens mRNA for KIAA1200 protein, partial
PLEKHH1 cds. /PROD=KIAA1200 protein AB033026 | 1.54 Up 0.029 6.193 0.074 6.820 0.079 225727 at 14
Homo sapiens mRNA; cDNA DKFZp434N0650 (from
clone DKFZp434N0650); complete cds.
C21orf56 /PROD=hypothetical protein /FL=gb:AL136871.1 AL136871 1.54 Up 0.032 8.332 0.097 8.952 0.061 223360_at 21
REPS2 ESTs AW962020 | 1.54 Up 0.015 2.719 0.053 3.339 0.057 242571 at X
Homo sapiens hypothetical protein FLJ12691
(FLJ12691), mRNA. /PROD=hypothetical protein
GALNT14 FLJ12691 /FL=gb:NM_024572.1 NM_024572| 1.53 Up 0.003 4.117 0.033 4.728 0.003 219271 at 2
Homo sapiens hypothetical protein FLJ32447
FLJ32447 (FLJ32447), mRNA. /FL=gh:NM_153038.1 NM_153038| 1.53 Up 0.010 3.216 0.056 3.825 0.023 1553485 _at 2
Homo sapiens B-cell CLLIymphoma 11A (zinc finger
protein) (BCL11A), mRNA. /PROD=hypothetical
protein FLJ10173 /FL=gb:NM_022893.1
BCL11A gh:NM 018014.1 NM_018014| 1.53 Up 0.025 5.212 0.035 5.822 0.091 219498 s at 2
Homo sapiens cDNA FLJ12738 fis, clone
NT2RP2000420, moderately similar to ZINC FINGER
ZNF167 PROTEIN 165. AK022800 | 1.53 Up 0.034 4.793 0.107 5.409 0.044 234292 s _at 3
Human mRNA for KIAA0202 gene, partial cds.
39333 /FL=gh:BC001329.1 D86957 1.53 Up 0.015 9.040 0.002 9.656 0.076 208999 at 5
Homo sapiens diacylglycerol kinase, iota (DGKI),
mRNA. /PROD=diacylglycerol kinase, iota
RPL41 [FL=gh:AF061936.1 gh:NM_004717.1 NM_004717| 1.53 Up 0.035 6.430 0.010 7.044 0.118 206806_at 12
ARHGEF7 ESTs AW139757 | 1.53 Up 0.018 5.668 0.010 6.285 0.083 229642_at 13
Human transforming growth factor-beta 3 (TGF-beta3)
MRNA, complete cds. /[FL=gb:NM_003239.1
TGFB3 gb:J03241.1 J03241 1.53 Up 0.031 6.300 0.020 6.913 0.109 209747 at 14
Homo sapiens uveal autoantigen mRNA, complete
UACA cds. /PROD=uveal autoantigen /FL=gh:AF322916.1 | AF322916 | 1.53 Up 0.018 6.689 0.082 7.299 0.005 223279 s _at 15
Homo sapiens NADH dehydrogenase (ubiquinone)
flavoprotein 3 (10kD) (NDUFV3), mRNA.
/PROD=NADH dehydrogenase (ubiquinone)
NDUFV3 flavoprotein 3(10kD) /FL=gb:NM_021075.1 NM_021075| 1.53 Up 0.046 9.744 0.102 10.358 0.092 226616 _s_at 21
LOC150223 KIAA0144 gene product BE218514 | 1.53 Up 0.034 6.013 0.102 6.626 0.055 227042_at 22
Homo sapiens galactosyltransferase beta3Gal-T6
MRNA, complete cds. /PROD=galactosyltransferase
beta3Gal-T6 /FL=ghb:NM_006577.2 gh:AF288208.1
B3GNT2 QAL L2 AF288208 [ 1.52 Up 0.030 6.834 0.076 7.436 0.074 222870 _s_at 2
Homo sapiens alpha-methylacyl-CoA racemase
MRNA, complete cds. /PROD=alpha-methylacyl-CoA
racemase /FL=gb:NM_014324.1 gh:AF047020.1
AMACR gh:AF158378.1 AF047020 | 1.52 Up 0.003 5.735 0.007 6.336 0.031 209426 _s_at 5
Homo sapiens MMS19 (MET18 S. cerevisiae)-like
(MMS19L), mRNA. /PROD=MMS19 (MET18 S.
MMS19L cerevisiae)-like /[FL=ghb:NM_022362.1 NM_022362| 1.52 Up 0.011 8.918 0.043 9.521 0.048 202167 _s_at 10
Human mRNA for KNP-1b, complete cds. /PROD=KNP/
C210rf33 Ib /FL=gb:D86062.1 D86062 1.52 Up 0.050 8.636 0.029 9.241 0.138 210667 _s_at 21
ESTs, Moderately similar to ALU4_HUMAN ALU
SUBFAMILY SB2 SEQUENCE CONTAMINATION
IFNAR1 WARNING ENTRY (H.sapiens) AA811138 | 1.52 Up 0.044 8.669 0.062 9.270 0.115 225661 at 21




Homo sapiens mRNA for KIAAO767 protein, partial

DIP cds. /PROD=KIAAQ767 protein AB018310 | 1.52 Up 0.026 7.695 0.092 8.301 0.037 212856 at 22
- hypothetical protein FLJ20605 AW057543 | 1.52 Up 0.025 6.930 0.072 7.532 0.064 227417 at -
Homo sapiens, Similar to spindlin, clone MGC:40395
IMAGE:5247257, mRNA, complete cds.
SPIN3 IPRIQIB=SIIIEI D SRel AL A SO BC032490 | 1.52 Up 0.019 | 3507 | 0073 | 4111 | 0042 | 1554098 at X
Homo sapiens MDS014 (MDS014) mRNA, complete
cds. /PROD=MDS014 /FL=gb:AF198620.1
gb:AF182415.1 gb:AF161463.1 gh:AF127761.1
RBMS8A gh:NM_005105.1 gh:AF231511.1 AF182415 | 1.51 Up 0.032 7.879 0.098 8.476 0.048 217856 at 1
Homo sapiens C-terminal modulator protein (CTMP),
MRNA. /PROD=C-terminal modulator protein
THEM4 /FL=gb:NM 053055.1 NM_053055| 1.51 Up 0.044 6.419 0.071 7.015 0.109 1553118 _at 1
LZTR2 ESTs BF382808 | 1.51 Up 0.032 4.588 0.096 5.182 0.052 241607 at 1
Homo sapiens cDNA FLJ11900 fis, clone
KLHL23 HEMBA1007341. AK021962 | 1.51 Up 0.045 5.968 0.042 6.561 0.123 233214 at 2
Homo sapiens, Similar to hypothetical protein
FLJ10849, clone MGC:5557, mRNA, complete cds.
/PROD=Similar to hypothetical protein FLJ10849
/FL=gh:BC001329.1 BC001329 | 1.51 Up 0.048 8.847 0.134 9.444 0.022 209000_s_at 5
Homo sapiens transforming growth factor, beta-
induced, 68kD (TGFBI), mRNA. /PROD=transforming
growth factor, beta-induced, 68kD
/FL=gb:NM_000358.1 gh:M77349.1 gh:BC000097.1
TGFBI gh:BC004972.1 NM_000358| 1.51 Up 0.043 5.278 0.119 5.869 0.045 201506_at 5
Homo sapiens progressive ankylosis-like protein (ANK)
MRNA, complete cds. /PROD=progressive ankylosis-
ANKH like protein /FL=gb:AF274753.1 AF274753 | 1.51 Up 0.007 4.590 0.008 5.181 0.051 223094 s at 5
phosphodiesterase 4D, cAMP-specific (dunce
(Drosophila)-homolog phosphodiesterase E3)
PDE4D [FL=gh:L20969.1 gh:NM_006203.1 gh:U02882.1 R40917 1.51 Up 0.011 6.362 0.061 6.953 0.006 204491 at 5
Homo sapien interleukin-1 beta convertase (IL1BCE)
MRNA, complete cds. /PROD=interleukin 1-beta
CASP1 convertase /FL=gbh:M87507.1 M87507 1.51 Up 0.017 5.928 0.022 6.517 0.076 209970 x_at 11
prvT2 | HMTL (hNRNP methyltransferase, S. cerevisiae)-like 11 5958357 | 151 Up 0.036 | 6.899 | 0099 | 7.494 | 0060 | 228722 at 2l
IRF2BP2 matrix Gla protein AW?242432 15 Up 0.043 9.198 0.101 9.779 0.074 224569 s at 1
LRRC34 ESTs, Weakly similar to R32611 1 (H.sapiens) AW975772 1.5 Up 0.001 3.588 0.021 4.171 0.002 236917 at 3
CAMK2D ESTs AA017093 15 Up 0.026 3.725 0.024 4.311 0.094 217569 x_at 4
Human keratinocyte growth factor receptor mRNA,
complete cds. /PROD=keratinocyte growth factor
receptor /FL=gb:M80634.1 gh:NM_022969.1
FGFR2 gh:M97193.1 M80634 15 Up 0.041 6.844 0.009 7.427 0.122 203639 _s_at 10
Homo sapiens, acyl-Coenzyme A dehydrogenase
family, member 8, clone MGC:4966, mRNA, complete
cds. /IPROD=acyl-Coenzyme A dehydrogenase family,
ACADS e e i BC001964 | 1.5 Up 0.007 | 8824 | 0020 | 9.408 | 0.043 | 221669 s at 11
Homo sapiens LPS-induced TNF-alpha factor (PIG7),
MRNA. /PROD=LPS-induced TNF-alpha factor
/FL=gbh:AF010312.1 gh:U77396.1 gh:AB034747.1
LITAF gh:NM 004862.1 NM_004862| 1.5 Up 0.047 8.907 0.093 9.491 0.093 200706_s_at 16
Homo sapiens mRNA; cDNA DKFZp547J047 (from
SBK1 clone DKFZp547J047) BF447901 1.5 Up 0.012 7.497 0.045 8.079 0.047 226549 at 16




Homo sapiens, clone IMAGE:2958115, mRNA, partial

MRPS6 cds AL555227 15 Up 0.022 9.996 0.064 10.581 0.062 224919 at 21
Homo sapiens mRNA; cDNA DKFZp566M043 (from
PRMT2 clone DKFZp566M043). AL050065 15 Up 0.017 4.213 0.045 4.795 0.062 216069 at 21
Human DNA sequence from clone RP1-261G23 on
chromosome 6p12.2-21.1 Contains ESTs, STSs, GSSH|
and CpG islands. Contains the KIAA0110 gene, two
novel genes, a novel pseudogene similar to OPA-
interacting protein (OIP1), a putative novel gene, and
- the... AL136131 15 Up 0.045 3.921 0.129 4.510 0.010 230695 s _at -
- ESTs AW874263 15 Up 0.042 5.018 0.053 5.601 0.110 244008 at -
Homo sapiens LIM protein SLIMMER mRNA, complete
cds. /PROD=LIM protein SLIMMER
FHL1 /FL=gb:AF063002.1 gh:AF098518.1 AF063002 1.5 Up 0.033 10.539 0.006 11.126 0.109 210299 s at X
Homo sapiens mRNA; cDNA DKFZp434A196 (from
clone DKFZp434A196); complete cds.
ESPN /PROD=hypothetical protein /FL=gh:AL136880.1 AL136880 1.49 Up 0.018 5.793 0.070 6.373 0.033 223549 s at 1
CDK3 ESTs Al885421 1.49 Up 0.005 6.602 0.041 7.178 0.011 229468 at 17
APBA2BP ESTs BF245284 | 1.49 Up 0.031 5.963 0.033 6.541 0.099 238746 _at 20
Human DNA sequence from clone RP4-61404 on
chromosome 20g11.1-12 Contains the 3 part of the
MMP24 (matrix metalloproteinase 24 (membrane-
inserted)) gene, the ITGB4BP (integrin beta 4 binding
protein) gene, the 3 end of a novel gene, the 3 end of
C200rf120 ano Al214830 1.49 Up 0.047 4.056 0.127 4.627 0.018 233962_at 20
Homo sapiens GARS-AIRS-GART mRNA, partial cds.
GART /PROD=GARS-AIRS-GART AF008655 | 1.49 Up 0.006 7.961 0.043 8.538 0.013 217445 s at 21
Homo sapiens phosphoribosylglycinamide
formyltransferase, phosphoribosylglycinamide
synthetase, phosphoribosylaminoimidazole synthetase
(GART), mRNA. /PROD=phosphoribosylglycinamide
formyltransferase,phosphoribosylglycinamide
GART S TEEER (e il 905 NM _000819| 1.49 Up 0.002 | 9427 | 0016 | 10000 | 0.019 | 212378 at 21
CEBPZ zinc finger protein 36 (KOX 18) BF439451 | 1.48 Up 0.015 6.870 0.040 7.436 0.057 229746 _x_at 2
LHFPL3 ESTs Al939602 1.48 Up 0.002 10.344 0.021 10.907 0.009 236761 at 7
EMX20S ESTs BF592111 | 1.48 Up 0.030 4.995 0.032 5.558 0.095 230963 at 10
Homo sapiens frizzled (Drosophila) homolog 10
(FZD10), mRNA. /PROD-=frizzled (Drosophila)
FZD10 homolog 10 /FL=gb:AB027464.1 gb:NM 007197.1 |NM_007197| 1.48 Up 0.033 2.911 0.098 3.477 0.036 219764 at 12
Homo sapiens, Similar to KIAA0184 protein, clone
MGC:45463 IMAGE:4708615, mRNA, complete cds.
/PROD=Similar to KIAA0184 protein
DIP2A /FL=gb:BC033718.1 BC033718 | 1.48 Up 0.008 3.717 0.026 4.287 0.042 | 1555301 a_at 21
. protein phosphatase 4 regulatory subunit 2 AIS82773 1.48 Up 0.015 5.422 0.042 5.990 0.058 214373 at -
H.sapiens mRNA for plasma membrane calcium
ATPrEp | MPEER IPROPRHESNE WA ENE CHEN AIPESE | e qum Up 0.002 | 4563 | 0002 | 5124 | 0023 | 216120 s at 3
Cluster Incl. Al1524138:th09f03.x1 Homo sapiens
cDNA, 3 end /clone=IMAGE-2117789 /clone_end=3
TFEB /gb=AI524138 /gi=4438273 Jug=Hs.23391 /len=834 | 554135 | 147 Up 0.033 | 5855 | 0012 | 6409 | 0.102 50221 at 6
adenylyl cyclase-associated protein 2
CAP2 /FL=gb:NM 006366.1 gh:U02390.1 N90755 1.47 Up 0.005 9.660 0.015 10.213 0.035 212554 at 6
KIAA1324 | ESTS: Weakly similar to KIAAL324 protein (H.sapiens)| prgasses | 147 Up 0.049 | 5015 | 0101 | 5573 | 0078 | 244317 at 7




Human glioma pathogenesis-related protein (GliPR)
MRNA, complete cds. /PROD=glioma pathogenesis-

GLIPR1 related protein /FL=gb:NM_006851.1 gh:U16307.1 U16307 1.47 Up 0.008 3.766 0.036 4.323 0.037 204221 x_at 12
Homo sapiens clone IMAGE:119716, mRNA
MBNL?2 seguence. AF339768 | 1.47 Up 0.017 3.712 0.008 4.263 0.073 232369 at 13
Homo sapiens neuro-oncological ventral antigen 1
(NOVAL), transcript variant 3, mMRNA. /PROD=neuro-
Nova1 | oncological ventralantigen 1 /FL=gb:NM_006491.1 1\ 506491| 1.47 Up 0.004 | 7.905 | 0035 | 8461 | 0006 | 207437 at 14
Homo sapiens TALE homeobox protein Meis2e
(LOC56908), mRNA. /PROD=TALE homeobox protein
MEIS2 MEEE AL o] 2R oM AREREL o) s 4 Up 0.017 | 10.860 | 0.001 | 11.413 | 0.072 | 207480 s at 15
Homo sapiens chromosome 21 open reading frame 18
(C210RF18), mRNA. /PROD=chromosome 21 open
SETD4 reading frame 18 /FL=gb:NM_017438.1 NM_017438| 1.47 Up 0.040 6.655 0.088 7.211 0.073 219482 at 21
NADH dehydrogenase (ubiquinone) flavoprotein 3
NDUFV3 (10kD) Al129346 1.47 Up 0.036 6.112 0.099 6.665 0.043 226209 at 21
Homo sapiens, Similar to ubiquitin-conjugating enzyme
E2G 2 (homologous to yeast UBC7), clone MGC:1589,
MRNA, complete cds. /PROD=Similar to ubiquitin-
conjugating enzyme E2G 2(homologous to yeast
UBC7) /FL=gb:NM_003343.1 gh:BC001738.1
UBE2G2 gh:AF032456.1 BC001738 | 1.47 Up 0.000 9.239 0.001 9.791 0.007 209042 _s_at 21
- ESTs AW300953 | 1.47 Up 0.043 5.966 0.045 6.518 0.110 235571 at -
Homo sapiens cDNA FLJ12199 fis, clone
PELI1 MAMMAZ1000880 AU147506 | 1.46 Up 0.008 3.760 0.013 4.310 0.048 232213 at 2
FLJ30851 ESTs BF108666 | 1.46 Up 0.048 7.010 0.085 7.554 0.089 230435 _at 2
NMNAT3 | ESTS, Weakly similarto KIAAQ479 protein (H.sapiens) | 249913 | 1.46 Up 0.009 | 5296 | 0023 | 5846 | 0048 | 228090 at 3
Homo sapiens EphB3 (EPHB3) mRNA. /PROD=EphB3
EPHB3 /[FL=gb:NM 004443.1 NM_004443| 1.46 Up 0.005 8.519 0.026 9.064 0.031 204600_at 3
ARHGAP19 Human clone 23719 mRNA sequence AV717623 | 1.46 Up 0.017 10.011 0.071 10.558 0.011 212738 at 10
TTC12 ESTs Al971251 1.46 Up 0.024 4.366 0.086 4.910 0.011 244571 s at 11
Homo sapiens mRNA; cDNA DKFZp4341099 (from
clone DKFZp4341099); complete cds.
C160rf50 /PROD=hypothetical protein /FL=gb:AL136907.1 AL136907 1.46 Up 0.048 4.593 0.118 5.144 0.040 223905 at 16
Homo sapiens latent transforming growth factor beta
binding protein 4 (LTBP4), mRNA. /PROD=latent
transforming growth factor beta bindingprotein 4
LTBP4 /FL=gb:NM 003573.1 NM_003573| 1.46 Up 0.035 5.596 0.033 6.146 0.101 204442 x_at 19
UBE2G2 Homo sapiens EST from clone 37208, full insert. AL355686 1.46 Up 0.046 5.376 0.018 5.918 0.119 232755 at 21
Homo sapiens hypothetical protein FLJ11871
(FLJ11871), mRNA. /PROD=hypothetical protein
- FLJ11871 /FL=gb:NM_025117.1 NM_025117| 1.46 Up 0.022 4.774 0.054 5.317 0.061 220914 at -
macrophage stimulating 1 (hepatocyte growth factor-
MSTP9 like) AA911235 | 1.45 Up 0.042 5.842 0.059 6.381 0.098 213380 _x_at 1
LRRC8B KIAA0231 protein R41498 1.45 Up 0.008 4.720 0.034 5.258 0.037 212976 at 1
Homo sapiens cDNA FLJ12839 fis, clone
C3orfl4 NT2RP2003237 AW262022 | 1.45 Up 0.004 4.764 0.016 5.304 0.030 232242 _at 3
TRIM59 ESTs N90779 1.45 Up 0.024 6.337 0.053 6.874 0.067 227801 at 3
GRIA2 ESTs BE219628 | 1.45 Up 0.044 9.235 0.032 9.772 0.112 236538 at 4
EIF3S9 ESTs AW129967 | 1.45 Up 0.012 5.077 0.012 5.613 0.058 236274 at 7
ESTs, Weakly similar to CA36_HUMAN COLLAGEN
COL28A1 AR V) CRAL IPRECUIRSOIR (Aelpieis), AI217375 | 1.45 Up 0012 | 6549 | 0004 | 7.081 | 0059 | 242345 at 7




Homo sapiens hypothetical protein FLJ21616
(FLJ21616), mRNA. /PROD=hypothetical protein

HMBOX1 FLJ21616 /FL=gb:NM_024567.1 NM_024567| 1.45 Up 0.024 7.761 0.077 8.300 0.037 219269 at 8
MTUS1 KIAA1288 protein Al695017 1.45 Up 0.049 7.244 0.065 7777 0.104 212093 s at 8
Homo sapiens hypothetical protein MGC10946
(MGC10946), mRNA. /PROD=hypothetical protein
C120rf39 MGC10946 /FL=gb:NM_030572.1 gh:BC004336.1 | NM_030572| 1.45 Up 0.038 4.536 0.024 5.070 0.105 221067 _s_at 12
Homo sapiens ATP synthase, H+ transporting,
mitochondrial FO complex, subunit F6 (ATP5J),
MRNA. /PROD=ATP synthase, H+ transporting,
mitochondrial /FL=gb:M37104.1 gb:NM_001685.1
ATP5J gh:M73031.1 gb:AL110183.1 NM_001685| 1.45 Up 0.004 11.442 0.011 11.974 0.034 202325 _s_at 21
LOC389073 ESTs AL535414 1.44 Up 0.024 10.124 0.051 10.652 0.066 241998 at 2
ESTs, Highly similar to A46297 beta-1,6-N-
GCNT2 acetylglucosaminyltransferase (H.sapiens) BF059748 1.44 Up 0.031 6.228 0.005 6.751 0.093 230788 _at 6
ESTs, Highly similar to NOS3_HUMAN NITRIC-OXIDE
NOS3 SYNTHASE, ENDOTHELIAL (H.sapiens) Al827483 1.44 Up 0.028 3.995 0.054 4.526 0.073 229252 at 7
Homo sapiens engrailed homolog 2 (EN2), mRNA.
EN2 /PROD=engrailed homolog 2 /FL=gb:NM_001427.2 | NM_001427( 1.44 Up 0.002 3.291 0.010 3.818 0.019 207060_at 7
FAM27A ESTs AI950007 1.44 Up 0.031 6.691 0.094 7.216 0.007 227563 at 9
Homo sapiens meningioma-expressed antigen 5s
splice variant mMRNA, complete cds.
/PROD=meningioma-expressed antigen 5s splice
MGEAS5 variant /FL=gb:AF307332.1 AF307332 | 1.44 Up 0.021 6.060 0.000 6.584 0.077 223494 at 10
NINJ2 ESTs T68304 1.44 Up 0.036 3.359 0.070 3.887 0.075 242267 x_at 12
Homo sapiens hypothetical protein FLJ21562
(FLJ21562), mRNA. /PROD=hypothetical protein
C130rf18 FLJ21562 /FL=gb:NM_025113.1 NM_025113| 1.44 Up 0.000 7.148 0.003 7.677 0.000 219471 at 13
potassium voltage-gated channel, subfamily H (eag-
KCNH5 related), member 5 AW628656 | 1.44 Up 0.047 2.993 0.076 3.524 0.092 242502_at 14
Homo sapiens potassium channel splice variant
HEAG2b (KCNH5) mRNA, complete cds; alternatively
spliced. /PROD=potassium channel splice variant
KCNH5 HEAG2b /FL=gb:AF493798.1 AF493798 | 1.44 Up 0.021 3.631 0.034 4.160 0.070 | 1555304 a_at 14
LOC201229 Homo sapiens, clone IMAGE:4797785, mRNA. BC042947 | 1.44 Up 0.047 3.515 0.117 4.046 0.019 1560703 _at 17
Homo sapiens lectin, galactoside-binding, soluble, 3
binding protein (galectin 6 binding protein)
(LGALS3BP), mRNA. /PROD=galectin 6 binding
protein /FL=ghb:BC002403.1 gh:L13210.1
LGALS3BP gbh:NM_005567.2 gh:BC002998.1 NM_005567| 1.44 Up 0.027 8.616 0.088 9.142 0.006 200923 at 17
. butyrate response factor 1 (EGF-response factor 1) | BG250310 | 1.44 Up 0.019 10.155 0.044 10.682 0.059 211962 s at -
Homo sapiens, Similar to interleukin 12 receptor, beta
- 1, clone IMAGE:4839274, mRNA. BC029569 | 1.44 Up 0.018 3.082 0.067 3.609 0.028 1569855 at -
Homo sapiens mRNA; cDNA DKFZp586G2122 (from
clone DKFZp586G2122); complete cds.
MOSC2 /PROD=hypothetical protein /FL=gbh:AL136931.1 AL136931 1.43 Up 0.036 7.219 0.099 7.738 0.019 221636 _s_at 1
TBC1D9 KIAAQ882 protein Al348094 1.43 Up 0.043 7.091 0.021 7.608 0.108 212956 at 4
HISPPD2A ESTs AV708945 | 1.43 Up 0.044 4.972 0.080 5.491 0.080 235452 at 15
C0OQ9 ESTs AW273049 | 1.43 Up 0.028 5.191 0.023 5.706 0.085 235822_at 16
Homo sapiens rTS beta protein (HSRTSBETA),
MRNA. /PROD=rTS beta protein /[FL=gb:BC001285.1
ENOSF1 gh:NM 017512.1 NM_017512| 1.43 Up 0.031 8.039 0.050 8.558 0.079 204142 _at 18
MRCL3 ESTs H98113 1.43 Up 0.047 3.368 0.012 3.883 0.116 230733 _at 18
Homo sapiens mRNA; cDNA DKFZp761P0615 (from
NCLN clone DKFZp761P0615). AL390161 1.43 Up 0.012 3.650 0.045 4.167 0.035 232416 _at 19
TOMMA40 apolipoprotein E Al358867 1.43 Up 0.040 9.863 0.106 10.380 0.014 212884 x_at 19




Human lipopolysaccharide binding protein (LBP)

LBP mRNA, complete cds. /FL=gh:M35533.1 M35533 1.43 Up 0.015 4.782 0.029 5.295 0.056 211652 s _at 20
phosphoribosylglycinamide formyltransferase,
phosphoribosylglycinamide synthetase,
phosphoribosylaminoimidazole synthetase
GART /FL=gb:NM_000819.1 BE966876 | 1.43 Up 0.033 8.913 0.097 9.432 0.001 212379 at 21
Homo sapiens, clone MGC:3182, mRNA, complete
cds. /PROD=Unknown (protein for MGC:3182)
- /FL=gh:BC000265.1 BC000265 | 1.43 Up 0.019 8.829 0.061 9.343 0.039 209435 s at -
. mrg=mas-related (human, Genomic, 2416 nt) S78653 1.43 Up 0.033 3.504 0.056 4.017 0.077 234820 at -
Homo sapiens mRNA; cDNA DKFZp761J1324 (from
SOX2 clone DKFZp761J1324) AW026426 | 1.42 Up 0.031 8.729 0.057 9.236 0.071 231898 x_at 3
- ESTs AWO015083 | 1.42 Up 0.046 11.471 0.011 11.982 0.113 238850_at 5
Homo sapiens peroxisomal D3,D2-enoyl-CoA
isomerase (PECI), mRNA. /PROD=peroxisomal D3,D2;
enoyl-CoA isomerase /FL=gh:AF244138.1
gbh:BC002668.1 gh:AF069301.1 gh:AF153612.1
PECI gbh:AL136642.1 gb:NM_006117.1 NM_006117| 1.42 Up 0.030 11.391 0.052 11.901 0.075 218025 s at 6
CNKSR3 ESTs BG165333 | 1.42 Up 0.014 7.806 0.057 8.314 0.019 227481 at 6
Homo sapiens cDNA FLJ11948 fis, clone
INVS HEMBB1000770 AU146536 | 1.42 Up 0.027 2.585 0.085 3.093 0.012 232759 at 9
Homo sapiens cytochrome P450, subfamily 11C
(mephenytoin 4-hydroxylase), polypeptide 9
(CYP2C9), mRNA. /PROD=cytochrome P450,
CYP2C9 subfamily IIC, polypeptide 9 /FL=gh:NM_000771.2 | NM_000771| 1.42 Up 0.038 3.933 0.060 4.437 0.082 220017 x_at 10
Homo sapiens, Similar to RIKEN cDNA 1110054P19
gene, clone MGC:2782, mRNA, complete cds.
/PROD=Similar to RIKEN cDNA 1110054P19 gene
KRTAP4-12 e BC004180 | 1.42 Up 0.045 2.928 0.077 3.432 0.079 224269 at 17
PIGL ESTs AA722878 | 1.42 Up 0.005 9.512 0.028 10.015 0.024 226610 _at 17
COL6A1 collagen, type VI, alpha 1 AA292373 | 1.42 Up 0.034 9.219 0.043 9.727 0.085 213428 s at 21
Homo sapiens apolipoprotein L, 5 (APOL5), mRNA.
/PROD=apolipoprotein L, 5 /FL=gbh:AY014878.1
APOLS5 gh:NM 030642.1 NM_030642| 1.42 Up 0.014 3.793 0.057 4.300 0.022 220478 at 22
- ESTs Al822140 1.42 Up 0.050 2.597 0.033 3.108 0.113 241538 at -
Cluster Incl. M58297:Human zinc finger protein 42
(MZF-1) mRNA, complete cds /cds=(1090,2547)
- /gh=M58297 /gi=189043 /ug=Hs.169832 /len=2678 M58297 1.42 Up 0.031 7.311 0.080 7.816 0.042 40569 at -
Homo sapiens mRNA for tomoregulin, complete cds.
- /PROD=tomoregulin /FL=gh:AB004064.1 AB004064 | 1.42 Up 0.015 4.205 0.057 4.707 0.027 224321 at -
Human heart protein with four and a half LIM domains
(FHL-1) mRNA, complete cds. /FL=gb:U60115.1
FHL1 gh:NM_001449.1 gh:U29538.1 U29538 1.42 Up 0.029 9.669 0.084 10.178 0.029 201539 s at X
Human glycoprotein mRNA, complete cds.
/PROD=glycoprotein /FL=gb:M80927.1
CHI3L1 gh:NM 001276.1 M80927 1.41 Up 0.009 3.162 0.023 3.656 0.040 209395 at 1
OSBPL6 ESTs Al094626 1.41 Up 0.043 7.084 0.092 7.578 0.053 238575 at 2
sphingomyelin phosphodiesterase 2, neutral
SMPD2 membrane (neutral sphingomyelinase) Al739480 1.41 Up 0.004 4.186 0.025 4.684 0.020 214206_at 6
Cluster Incl. U79256:Human clone 23719 mRNA
sequence /cds=UNKNOWN /gh=U79256 /gi=1710209
ARHGAP19 /ug=Hs.80305 /len=1196 U79256 1.41 Up 0.024 9.270 0.078 9.765 0.004 37577 _at 10




Homo sapiens surfactant, pulmonary-associated
protein D (SFTPD), mRNA. /PROD=surfactant,
pulmonary-associated protein D /FL=gb:NM_003019.1

SFTPD NM_003019| 1.41 Up 0.011 3.220 0.013 3.711 0.051 214199 at 10
Homo sapiens KIAA0337 gene product (KIAA0337),
MRNA. /PROD=KIAA0337 gene product
ARHGEF17 /FL=gh:AB002335.1 ghb:NM_014786.1 NM_014786| 1.41 Up 0.007 7.489 0.037 7.990 0.020 203756_at 11
- ESTs Al702438 1.41 Up 0.004 3.318 0.007 3.812 0.030 231460 at 12
JDP2 zinc finger protein 143 (clone pHZ-1) AA716425 | 1.41 Up 0.013 6.069 0.045 6.567 0.037 226267_at 14
Homo sapiens chromosome 21 open reading frame 88
(C210rf88), MRNA. /FL=gb:AF426266.1
C210rf88 gh:NM 153754.1 NM_153754| 1.41 Up 0.048 4.089 0.094 4.587 0.062 1553850 at 21
Homo sapiens mRNA expressed in neuron, clone
SETD4 IMAGE:546180. AB004853 | 1.41 Up 0.041 7.266 0.006 7.760 0.103 213989 x_at 21
. Homo sapiens chromosome 21 segment HS21C048 | AL163248 1.41 Up 0.036 8.722 0.079 9.219 0.056 215596 s at -
Human mitogen induced nuclear orphan receptor
(MINOR) mRNA, complete cds. /PROD=mitogen
. induced nuclear orphan receptor /FL=gbh:U12767.1 U12767 1.41 Up 0.011 4.727 0.051 5.223 0.007 209959 at -
Homo sapiens mRNA; cDNA DKFZp686P0879 (from
- clone DKFZp686P0879). AL833644 1.41 Up 0.049 4.544 0.094 5.039 0.063 1564317 _at -
. PC4 and SFRS1 interacting protein 1 Al252087 1.41 Up 0.032 6.827 0.084 7.321 0.034 232681 at -
- CGI-30 protein N51673 1.41 Up 0.034 6.637 0.077 7.131 0.052 225280 _x_at -
- ESTs AW294729 | 1.41 Up 0.014 9.271 0.054 9.765 0.024 230144 at X
AHSA2 KIAAQ729 protein Al831431 1.4 Up 0.045 4.906 0.054 5.393 0.092 230148 at 2
ROPN1 AKAP-binding sperm protein ropporin Al340264 1.4 Up 0.039 3.557 0.012 4.046 0.100 231535 x_at 3
HIST1H4H H4 histone family, member H BE740761 1.4 Up 0.048 4.753 0.111 5.243 0.008 232035 _at 6
Homo sapiens mRNA for KIAA0O583 protein, partial
cds. /PROD=KIAA0583 protein /FL=gh:NM_004747.1
DLG5 gh:U61843.1 AB011155 1.4 Up 0.036 10.222 0.054 10.711 0.079 201681 s at 10
SLITRK1 ESTs Al565671 1.4 Up 0.044 2.589 0.083 3.077 0.066 236734 at 13
LOC400590 ESTs Al610396 1.4 Up 0.017 5.867 0.038 6.355 0.053 241910 x_at 17
NETO1 ESTs R15431 1.4 Up 0.020 5.813 0.010 6.297 0.070 236440 at 18
Homo sapiens mRNA; cDNA DKFZp547B197 (from
NETO1 clone DKFZp547B197). AL834354 1.4 Up 0.031 6.639 0.020 7.121 0.085 | 1562713 a_at 18
C200rf3 chromosome 20open reading frame 3 T03538 1.4 Up 0.019 4.390 0.058 4.874 0.033 227857_at 20
Hepp | Homo sapiens cDNA: FLJ22807 fis, clone KAIA2887 | 135757 | 139 Up 0.030 | 6.819 | 0082 | 7208 | 0019 | 226160 at 1
TMEM56 ESTs Al004375 1.39 Up 0.039 3.895 0.048 4.373 0.084 234980 at 1
Homo sapiens anti-Fas-induced apoptosis (TOSO)
MRNA, complete cds. /PROD=anti-Fas-induced
IL24 apoptosis /FL=gb:NM_005449.1 gh:AF057557.1 AF057557 [ 1.39 Up 0.044 4.400 0.037 4.877 0.097 221602_s_at 1
Homo sapiens hypothetical protein FLJ20519
(FLJ20519), mRNA. /PROD=hypothetical protein
Clorf56 FLJ20519 /FL=gb:NM_017860.1 NM_017860| 1.39 Up 0.034 6.383 0.041 6.855 0.079 221222 s _at 1
MGCa2367 |FSTS Weakly similar to 138346 elastic titin (H.sapiens)| prassens [ 139 Up 0048 | 4960 | 0057 | 5435 | 0001 | 229320 at 2
Homo sapiens cDNA FLJ39845 fis, clone
UBE1C SPLEN2014452. BM353142 | 1.39 Up 0.017 3.416 0.003 3.892 0.063 | 1556339 a_at 3
Homo sapiens PR domain containing 14 (PRDM14),
MRNA. /PROD=PR domain containing 14
PRDM14 [FL=gh:AF319458.1 gh:NM_024504.1 NM_024504| 1.39 Up 0.005 4.743 0.035 5.214 0.002 220714 at 8
LCN10 ESTs Al823802 1.39 Up 0.025 4.852 0.069 5.328 0.033 238071 at 9
Homo sapiens opioid-binding proteincell adhesion
molecule-like (OPCML), mRNA. /PROD=opioid-
binding cell adhesion molecule precursor
OPCML [FL=gh:L34774.1 gh:NM_002545.2 NM_002545| 1.39 Up 0.029 4.770 0.013 5.249 0.083 206215 at 11




FXYD6

Homo sapiens FXYD domain-containing ion transport
regulator 6 (FXYD6), mRNA. /PROD=FXYD domain-
containing ion transport regulator6
[FL=gb:NM_022003.1 gh:AL136699.1

NM_022003

1.39

Up

0.030

12.061

0.083

12.532

0.009

217897 at

11

PRMT5

Homo sapiens cDNA FLJ35958 fis, clone
TESTI2012394.

AK093277

1.39

Up

0.018

3.583

0.014

4.058

0.064

1556899 at

14

GOT2

Homo sapiens glutamic-oxaloacetic transaminase 2,
mitochondrial (aspartate aminotransferase 2) (GOT2),
nuclear gene encoding mitochondrial protein, mRNA.
/PROD=aspartate aminotransferase 2 precursor
/FL=gb:NM_002080.1 gh:BC000525.1 gh:M22632.1

NM_002080

1.39

Up

0.037

9.136

0.086

9.613

0.041

200708 _at

16

U2AF1

Homo sapiens U2(RNU2) small nuclear RNA auxillary
factor 1 (non-standard symbol) (U2AF1), mRNA.
/PROD=UZ2 small nuclear RNA auxillary factor 1

[FL=gh:M96982.1 gh:NM_006758.1 gh:BC001177.1
gh:BC001923.1

NM_006758

1.39

Up

0.036

11.002

0.080

11.473

0.045

202858 _at

21

ESTs, Moderately similar to ALUS_HUMAN ALU
SUBFAMILY SX SEQUENCE CONTAMINATION
WARNING ENTRY (H.sapiens)

BF448531

1.39

Up

0.012

4.189

0.038

4.667

0.037

217615 at

ESTs

BF514509

1.39

Up

0.016

3.879

0.009

4.354

0.061

239049 _at

Human DNA sequence from clone RP4-551D2 on
chromosome 20g13.2-13.33. Contains the gene for a
novel Cadherin domain protein, a novel gene, the
PPP1R6 gene for protein phosphatase 1 regulatory
subunit 6, the 5 end of the SYCP2 gene for
synaptonemal...

AL109928

1.39

Up

0.034

6.972

0.082

7.445

0.037

204554 _at

Homo sapiens cDNA FLJ34680 fis, clone
LIVER2003524.

AI800806

1.38

Up

0.001

2.491

0.013

2.955

0.003

1560373_a_at

KLF15

Homo sapiens kidney-enriched Kruppel-like factor
(KKLF), mRNA. /PROD=kidney-enriched Kruppel-like
factor /FL=gb:NM_014079.1 gh:AB029254.1

NM_014079

1.38

Up

0.000

5.662

0.003

6.126

0.003

221302_at

TRAF3IP2

DKFZP586G0522 protein /FL=gh:AL050289.1
gb:BC002823.1 gh:AF272151.1 gb:NM_015524.1
gb:AF274303.1

AW296296

1.38

Up

0.027

3.423

0.003

3.886

0.078

202987 at

LOC283089

Homo sapiens cDNA FLJ37330 fis, clone
BRAMY?2019509.

AK094649

1.38

Up

0.013

3.635

0.050

4.102

0.020

1563916_at

10

STAT2

ESTs, Weakly similar to ALU1_HUMAN ALU
SUBFAMILY J SEQUENCE CONTAMINATION
WARNING ENTRY (H.sapiens)

H98105

1.38

Up

0.007

8.734

0.010

9.195

0.036

225636 _at

12

LOC440104

matrix metalloproteinase 19

AW139191

1.38

Up

0.027

7.429

0.008

7.889

0.077

227106 _at

12

Cl3orf21

ESTs, Moderately similar to SERP1 (H.sapiens)

Al420319

1.38

Up

0.029

6.495

0.002

6.963

0.082

228044 _at

13

RCCD1

ESTs, Weakly similar to S71752 giant protein p619
(H.sapiens)

AWO007826

1.38

Up

0.004

7.359

0.020

7.825

0.020

226488 _at

15

CDH3

Homo sapiens cadherin 3, type 1, P-cadherin
(placental) (CDH3), mRNA. /PROD=cadherin 3, type 1,
P-cadherin (placental) /FL=gb:NM 001793.1

NM_001793

1.38

Up

0.046

4.526

0.092

4.990

0.047

203256 _at

16

FUK

ESTs, Weakly similar to C26D10.4 (C.elegans)

AWO080798

1.38

Up

0.031

7.179

0.048

7.643

0.068

226072_at

16

CDC42EP4

Homo sapiens Cdc42 effector protein 4; binder of Rho
GTPases 4 (CEP4), mRNA. /PROD=Cdc42 effector
protein 4; binder of Rho GTPases4
/FL=gb:NM_012121.2 gh:AF099664.1 gh:AB042237.1

NM_012121

1.38

Up

0.025

9.147

0.074

9.609

0.003

218062 x_at

17

HM13

Homo sapiens full length insert cDNA YN52F10.

AF075033

1.38

Up

0.001

3.906

0.016

4.371

0.001

1557148 at

20

PRKCBP1

Homo sapiens mRNA for KIAA1125 protein, partial
cds. /IPROD=KIAA1125 protein /FL=gh:BC001004.1

AB032951

1.38

Up

0.005

8.760

0.018

9.225

0.028

209048 s_at

20




IL10RB hypothetical protein PRO2706 BF526978 | 1.38 Up 0.007 7.181 0.040 7.643 0.003 227125 at 21
FAM109B ESTs AA522720 | 1.38 Up 0.006 3.843 0.032 4.311 0.020 226504 at 22
- ESTs Al961651 1.38 Up 0.016 4.353 0.056 4.822 0.022 236969 at -
Human DNA sequence from clone RP4-540A13 on
chromosome Xg22.1-22.3. Contains the gene for a
novel protein similar to RAB9 (member RAS oncogene
family), ESTs, STSS and GSSs /FL=gb:NM_016370.1
- gbh:AB036693.1 AL139228 1.38 Up 0.009 6.566 0.009 7.031 0.044 222918 at -
- ESTs BF185219 | 1.38 Up 0.028 5.413 0.033 5.875 0.071 238037_at -
Homo sapiens kidney-specific membrane protein NX-
17 mRNA, complete cds. /PROD=kidney-specific
TMEM27 AN (SRl S U AL A A2 AF229179 | 1.38 Up 0.004 | 4282 | 0021 | 4745 | 0021 | 223784 at X
Homo sapiens BCL2-like 11 (apoptosis facilitator)
(BCL2L11), mRNA. /PROD=BCL2-like 11 (apoptosis
BCL2L11 e e e e e R Nl se Ry, Up 0.006 | 3919 | 0023 | 4373 | 0026 | 208536 s at 2
Homo sapiens nuclear receptor subfamily 3, group C,
member 2 (NR3C2), mRNA. /PROD=nuclear receptor
subfamily 3, group C, member 2 /FL=gb:NM_000901.1
NR3C2 gh:M16801.1 NM_000901| 1.37 Up 0.045 5.070 0.005 5.520 0.098 205259 at 4
KFZp586C07 ESTs Al417267 1.37 Up 0.010 4.403 0.032 4.860 0.034 227183 at 5
Homo sapiens H3 histone family, member H (H3FH),
MRNA. /PROD=H3 histone family, member H
HIST1H3G /FL=gb:NM 003534.1 NM_003534| 1.37 Up 0.040 6.245 0.065 6.703 0.068 208496 x_at 6
Homo sapiens erythrocyte membrane protein band 4.1
like 2 (EPB41L2), mRNA. /PROD=erythrocyte
membrane protein band 4.1-like 2
EPB41L2 [FL=gb:NM_001431.1 gh:AF027299.1 NM_001431| 1.37 Up 0.037 8.970 0.039 9.421 0.080 201719 s at 6
C6orf201 ESTs AA121544 | 1.37 Up 0.020 4.184 0.064 4.633 0.005 242739 at 6
GNA14 ESTs BG537516 | 1.37 Up 0.012 4.752 0.049 5.211 0.009 243580 at 9
TMEM25 ESTs AL561294 1.37 Up 0.048 6.030 0.047 6.485 0.093 238514 at 11
GAL galanin AL556409 1.37 Up 0.049 3.987 0.039 4.439 0.096 214240 at 11
Homo sapiens mRNA for KIAA0638 protein, partial
PHLDB1 cds. /PROD=KIAA0638 protein AB014538 | 1.37 Up 0.020 8.294 0.006 8.743 0.064 212134 at 11
- ESTs Al669535 1.37 Up 0.012 8.443 0.003 8.902 0.050 228977 at 13
Cluster Incl. AB014609:Homo sapiens mRNA for
KIAAQ709 protein, complete cds /cds=(116,4555)
MRC2 /gh=AB014609 /gi=3327231 /ug=Hs.7835 /len=5641 | AB014609 | 1.37 Up 0.046 10.374 0.064 10.831 0.078 37408 _at 17
Homo sapiens, clone MGC:4164, mRNA, complete
cds. /PROD=Unknown (protein for MGC:4164)
MMP28 /FL=gh:BC002631.1 BC002631 | 1.37 Up 0.033 6.492 0.024 6.947 0.082 224207 x_at 17
Homo sapiens, Similar to UDP-N-acetyl-alpha-D-
galactosamine:polypeptide N-
acetylgalactosaminyltransferase 9 (GalNAc-T9), clone
MGC:43305 IMAGE:5265475, mRNA, complete cds.
/PROD=Similar toUDP-N-acetyl-alpha-D-
CSNK2A1 galactosamine:polypeptideN-acetylgalactos BC037341 | 1.37 Up 0.033 5.289 0.054 5.746 0.067 1554079_at 20
Human DNA sequence from clone RP1-221C16 on
chromosome 6. Contains two genes for novel histone 4
family members, two genes for novel histone 1 family
members, three genes for novel histone 2B family
- members, a gene for a novel histone 2A family me... | 5| 353759 | 1.37 Up 0022 | 7727 | 0027 | 8181 | 0.062 | 222067 x_at -
- Homo sapiens, clone IMAGE:5167209, mRNA. BC031683 | 1.37 Up 0.024 4.717 0.047 5.171 0.054 | 1559927 a_at -




Homo sapiens cDNA: FLJ21679 fis, clone COL09221.

PLXNA2 AK025332 | 1.36 Up 0.010 3.738 0.003 4.176 0.044 232474 at 1
KIAA1754 |HOMo sapiens mRNA for KIAAL754 protein, partial cds| 455706 | 136 Up 0.045 | 7.045 | 0003 | 7.488 | 0097 | 225582 at 10
DOCK1 ESTs AlI939580 1.36 Up 0.003 5.683 0.025 6.122 0.003 237311 at 10
MAML2 ESTs AW847318 | 1.36 Up 0.041 7.497 0.093 7.945 0.001 235106_at 11
C140rf83 ESTs BF059021 | 1.36 Up 0.023 4.706 0.068 5.153 0.008 238820_at 14
JMJID2B KIAAQ876 protein BE256900 | 1.36 Up 0.040 7.149 0.004 7.593 0.092 212495 at 19
Homo sapiens interferon (alpha, beta and omega)
receptor 1 (IFNAR1), mRNA. /PROD=interferon (alpha,
beta and omega) receptor 1 /FL=gb:J03171.1
IFNAR1 gh:NM 000629.1 NM_000629| 1.36 Up 0.013 5.548 0.045 5.991 0.021 204191 at 21
NIPSNAP, C. elegans, homolog 1 /FL=gb:BC002371.1
NIPSNAP1 ghb:NM 003634.1 AW083371 | 1.36 Up 0.004 8.805 0.029 9.246 0.007 201708 s at 22
- ESTs AW975585 | 1.36 Up 0.017 5.702 0.060 6.151 0.001 243656_at -
Homo sapiens cDNA FLJ33615 fis, clone
- BRAMY2018396. Al740788 1.36 Up 0.013 5.543 0.026 5.986 0.044 1556794 at -
caspase 8, apoptosis-related cysteine protease
- [FL=gh:U58143.1 BF439983 | 1.36 Up 0.020 4.944 0.030 5.387 0.055 213373 s at -
- ESTs Al125646 1.36 Up 0.022 5.726 0.046 6.166 0.049 228157 at -
Human DNA sequence from clone 696P19 on
chromosome 6p12.3-21.2. Contains the gene for
TFEB, an NPM1 (Nucleophosmin, Numatrin)
pseudogene and the MDFI gene for MyoD family
inhibitor (myogenic repressor I-MF). Contains ESTS,
- STSs, GSSs and two putat... AL035588 1.36 Up 0.012 6.148 0.028 6.587 0.040 221866 at -
collagen, type 1V, alpha 5 (Alport syndrome)
COL4A5 /FL=gb:NM 000495.2 AWO052179 | 1.36 Up 0.031 8.129 0.078 8.569 0.014 213110 s at X
- Homo sapiens, clone IMAGE:4831124, mRNA. BC039113 | 1.35 Up 0.023 3.798 0.013 4.234 0.066 1569738_at 1
Homo sapiens, Similar to synaptotagmin 11, clone
MGC:10881, mRNA, complete cds. /PROD=Similar to
SYT11 synaptotagmin 11 /FL=gh:BC004291.1 BC004291 | 1.35 Up 0.020 9.946 0.028 10.381 0.056 209198 s at 1
Homo sapiens activating NK receptor (KALI), mRNA.
/PROD-=activating NK receptor precursor
SLAMF6 /FL=gb:NM 052931.2 NM_052931| 1.35 Up 0.015 3.554 0.047 3.985 0.024 | 1552497 a_at 1
Homo sapiens HNK-1 sulfotransferase (HNK-1ST),
MRNA. /PROD=HNK-1 sulfotransferase
CHST10 e e NM_004854| 1.35 Up 0.046 9.664 0.007 10.102 0.097 204065 at 2
MXD1 ESTs Al188653 1.35 Up 0.027 6.943 0.045 7.372 0.055 226275 at 2
KIAAQ746 KIAAQ746 protein AW340510 | 1.35 Up 0.024 4.192 0.019 4.630 0.066 230232_at 4
- ESTs AW468723 | 1.35 Up 0.019 3.540 0.004 3.976 0.060 231347 at 4
Homo sapiens cDNA FLJ10746 fis, clone
NT2RP3001679. /FL=gb:NM_016353.1
ZDHHC2 gbh:AB023584.1 AK001608 | 1.35 Up 0.022 9.456 0.001 9.892 0.066 222731 at 8
RASGEF1A ESTs BF446578 | 1.35 Up 0.004 3.063 0.016 3.493 0.023 230563 at 10
Homo sapiens cDNA FLJ13608 fis, clone
NUMB PLACE1010628 AU158026 | 1.35 Up 0.027 3.130 0.066 3.565 0.031 230462_at 14
Homo sapiens heparan sulfate D-glucosaminyl 3-O-
sulfotransferase-4 (30ST4) mRNA, partial cds.
/PROD=heparan sulfate D-glucosaminyl3-O-
HS3ST4 sulfotransferase-4 AF105378 | 1.35 Up 0.017 3.604 0.041 4.038 0.039 228206_at 16
FBS1 ESTs AW134523 | 1.35 Up 0.024 5.082 0.066 5.513 0.019 238771 at 16
- ESTs AW511308 | 1.35 Up 0.030 8.824 0.047 9.256 0.060 228900 at 17
Homo sapiens hypothetical protein FLJ33761
C18orf17 (FLJ33761), mRNA. /FL=gh:NM_153211.1 NM_153211| 1.35 Up 0.043 4.947 0.047 5.375 0.079 | 1552307 a_at 18




- ESTs AA683356 | 1.35 Up 0.015 3.312 0.051 3.746 0.015 243192 at -
Human DNA sequence from clone RP11-352D3 on
chromosome 20 Contains a 60S ribosomal protein L21
- (RPL21) pseudogene, ESTs, STSs and GSSs AL356414 1.35 Up 0.024 3.857 0.061 4.288 0.030 216479 at -
Homo sapiens magphinin alpha (TRO) mRNA,
complete cds. /PROD=magphinin alpha
- [FL=gh:AF349719.1 AF349719 | 1.35 Up 0.025 8.354 0.068 8.783 0.009 211700 _s_at -
Human DNA sequence from clone 718J7 on
chromosome 20g13.31-13.33. Contains part of a gene
for a novel protein, the PCK1 gene for soluble
phosphoenolpyruvate carboxykinase 1, ESTs, an STS,
GSSs and a putative CpG island /FL=gb:NM_020182.1
- gb:AF224278. AL035541 1.35 Up 0.025 7.382 0.068 7.810 0.010 222449 at -
- ESTs Al939629 1.34 Up 0.002 4.169 0.004 4.596 0.018 241282 at 2
Homo sapiens transcriptional regulatory protein p54
MRNA, complete cds. /PROD=transcriptional
NAB1 regulatory protein p54 /FL=gh:AF045451.1 AF045451 | 1.34 Up 0.041 9.016 0.028 9.443 0.085 209272_at 2
Homo sapiens mRNA for KIAA0121 protein, partial
VGLL4 cds. /PROD=KIAA0121 protein D50911 1.34 Up 0.048 9.838 0.073 10.259 0.061 212399 s at 3
Homo sapiens cDNA FLJ14113 fis, clone
PDCD6 MAMMAZ1001715. AK024175 | 1.34 Up 0.027 4.622 0.060 5.041 0.036 222152 at 5
C6orf137 Homo sapiens germline mRNA sequence AL038824 1.34 Up 0.016 6.838 0.030 7.261 0.046 213676_at 6
Homo sapiens hypothetical protein FLJ12700
(FLJ12700), mRNA. /PROD=hypothetical protein
ZNF767 FLJ12700 /FL=gb:NM_024910.1 NM_024910| 1.34 Up 0.037 5.890 0.060 6.317 0.059 219627 at 7
Coorf11g | Homo sapiens cDNA: FLJ22437 fis, clone HRC09230 | 5937687 | 134 Up 0035 | 6755 | 0066 | 7.174 | 0046 | 232218 at 9
- ESTs BE670974 | 1.34 Up 0.034 3.019 0.070 3.438 0.038 243996 at 9
nudix (nucleoside diphosphate linked moiety X)-type
SEC61A2 motif 5 /FL=gb:NM 014142.1 AW237290 | 1.34 Up 0.040 7.700 0.077 8.125 0.042 222824 at 10
Homo sapiens caspase 7, apoptosis-related cysteine
protease (CASP7), mRNA. /PROD=caspase 7,
apoptosis-related cysteine protease /FL=gb:U67319.1
gbh:U67320.1 gb:NM_001227.1 gh:U37448.1
CASP7 gh:U40281.1 NM_001227| 1.34 Up 0.014 7.626 0.029 8.051 0.041 207181 s at 10
EDNRB Homo sapiens, clone IMAGE:5266257, mRNA Al208948 1.34 Up 0.026 3.856 0.054 4.275 0.043 | 1568791 s at 13
ATP11A ATPase, Class VI, type 11A AWO068936 | 1.34 Up 0.044 7.839 0.062 8.256 0.065 230875 _s_at 13
Homo sapiens, Similar to ATP-dependent RNA
DDX52 helicase, clone IMAGE:4296354, mRNA. BC012557 | 1.34 Up 0.017 2.735 0.054 3.156 0.011 1570415 at 17
Homo sapiens alpha2,8-sialyltransferase (HSU91641),
MRNA. /PROD=alpha2,8-sialyltransferase
ST8SIAS /FL=gb:NM_013305.1 gh:U91641.1 NM_013305| 1.34 Up 0.044 7.457 0.016 7.880 0.091 206258 at 18
Human lysosomal acid alpha-mannosidase mRNA,
complete cds. /PROD=lysosomal acid alpha-
mannosidase /FL=gb:U05572.1 gh:BC000736.1
MAN2B1 gbh:U68567.1 gb:NM_000528.1 gh:U60266.1 U68567 1.34 Up 0.031 8.041 0.076 8.463 0.008 209166 _s_at 19
Homo sapiens neighbor of A-kinase anchoring protein
95 (NAKAP95), mRNA. /PROD=neighbor of A-kinase
anchoring protein 95 /FL=gb:AF199414.1
AKAPSL gh:BC000713.1 gh:NM_014371.1 ghb:AB025905.1 |NM_014371| 1.34 Up 0.022 8.107 0.029 8.527 0.056 218064 s at 19
DIDO1 ESTs BE222450 | 1.34 Up 0.038 4.594 0.064 5.020 0.058 238920 at 20
TIAM1 Human clone 23612 mRNA sequence. U90902 1.34 Up 0.027 9.160 0.046 9.587 0.056 213135 at 21
Homo sapiens Down syndrome critical region gene 2
(DSCR2), mRNA. /PROD=Down syndrome critical
pecRe || B0 EEE 2UALSsRCREsan lalili, WSS orn seemay | s Up 0.045 | 9183 | 0084 | 9603 | 0038 | 203405 at 21




Homo sapiens MOST-1 protein (MOST-1), mRNA.
/PROD=MOST-1 protein /FL=ghb:NM_020237.1

- gbh:AF220264.1 NM_020237| 1.34 Up 0.038 3.311 0.026 3.736 0.081 208266 at -
Human white homolog (white) mRNA, complete cds.
- /PROD=white homolog /FL=gbh:U34919.1 U34919 1.34 Up 0.000 5.067 0.006 5.491 0.003 211113 s at -
Human DNA sequence from clone 179E13 on
chromosome 6g22.1-22.33. Contains an RPS4 (40S
Ribosomal protein S4) pseudogene, ESTS, an STS
- and GSSs AL035603 1.34 Up 0.033 4.084 0.059 4.508 0.052 217107 at -
Homo sapiens cDNA FLJ38974 fis, clone
- NT2RI2003667. /FL=gb:AB053318.1 AK096293 | 1.34 Up 0.035 3.610 0.051 4.031 0.063 1554108_at -
Homo sapiens D-cadherin precursor, mRNA, complete
: g2 PROIDED-EER R OIS RS ARSIty ymeenes | g Up 0.049 | 4199 | 0068 | 4618 | 0068 | 221682 s at -
- Homo sapiens clone FLB3043. AF113678 | 1.34 Up 0.030 3.446 0.024 3.863 0.070 233456 at -
ESTs, Weakly similar to A39402 potassium channel
kcnca | ProteinlliAform 1, shaker-type - rat (R.nOVeQIcus) | proggggy | 133 Up 0.042 | 4776 | 0033 | 5186 | 0080 | 235467 s at 1
Homo sapiens KIAA0677 gene product (KIAAO677),
MRNA. /PROD=KIAA0677 gene product
JMJID2A R e NM_014663| 1.33 Up 0.044 7.707 0.066 8.116 0.060 203205 at 1
BTG family, member 2 /FL=gb:U72649.1
BTG2 gb:NM 006763.1 BG339064 | 1.33 Up 0.013 8.002 0.041 8.410 0.024 201235 s at 1
Homo sapiens chondroitin sulfate proteoglycan 5
(neuroglycan C) (CSPG5), mRNA. /PROD=chondroitin
sulfate proteoglycan 5 (neuroglycanC)
CSPG5 e NM_006574| 1.33 Up 0.029 10.199 0.009 10.612 0.071 205344 at 3
Homo sapiens NAG-7 protein (NAG-7), mRNA.
/PROD=NAG-7 protein /FL=gb:AF086709.2
LOH3CR2A gh:NM 013343.1 NM_013343| 1.33 Up 0.043 4.048 0.052 4.455 0.070 220244 at 3
NKX1-1 H.sapiens HPX-153 homeobox mRNA. X76978 1.33 Up 0.034 5.505 0.077 5.919 0.016 1565537 _at 4
- ESTs Al707896 1.33 Up 0.011 3.459 0.004 3.870 0.043 229383 at 4
Homo sapiens mRNA; cDNA DKFZp761L0516 (from
clone DKFZp761L0516); complete cds.
/PROD=hypothetical protein /FL=gb:L.14778.1
PPP3CA gb:J05480.1 gh:NM_000944.1 gh:AL353950.1 AL353950 1.33 Up 0.014 9.580 0.044 9.988 0.023 202429 s at 4
SMAS H.sapiens SMA5 mRNA. X83301 1.33 Up 0.001 7.168 0.004 7.581 0.015 215043 s at 5
LOC202181 hypothetical protein FLJ11561 Al027731 1.33 Up 0.031 5.239 0.041 5.645 0.061 231375 at 5
acetyl-Coenzyme A acetyltransferase 2 (acetoacetyl
ACAT2 Coenzyme A thiolase) BF224073 | 1.33 Up 0.048 7.638 0.088 8.050 0.032 222011 s at 6
GTPBP10 ESTs BF509768 | 1.33 Up 0.017 4.770 0.006 5.184 0.055 239773 at 7
Homo sapiens F-box only protein 24 (FBX0O24),
MRNA. /PROD=F-box only protein 24
FBX024 /[FL=gb:NM 012172.1 NM_012172| 1.33 Up 0.016 3.731 0.038 4.139 0.036 221157 s at 7
MPDZ multiple PDZ domain protein AA917899 | 1.33 Up 0.022 9.901 0.006 10.317 0.062 213306_at 9
CEP78 hypothetical protein FLJ12643 AA248753 | 1.33 Up 0.047 7.578 0.039 7.985 0.083 | 1557985 s at 9
Homo sapiens homeo box C6 (HOXC6), mRNA.
HOXC4 /PROD=homeo box C6 /FL=ghb:NM_004503.1 NM_004503| 1.33 Up 0.027 3.315 0.017 3.726 0.067 206858 s at 12
RANBP10 Homo sapiens cDNA FLJ20679 fis, clone KAIA414. | AK000686 [ 1.33 Up 0.022 4.811 0.051 5.222 0.035 | 1558773 s at 16
Homo sapiens cDNA FLJ13098 fis, clone
NT2RP3002244. /FL=gb:NM_018119.1
POLR3E gbh:BC000285.1 AK023160 | 1.33 Up 0.044 6.913 0.060 7.320 0.065 222490 at 16
Homo sapiens, Similar to KIAA0193 gene product,
SCRN2 clone IMAGE:3535762, mRNA, partial cds AWO006952 | 1.33 Up 0.001 7.252 0.015 7.664 0.003 228730_s_at 17




SALL3 sal (Drosophila)-like 3 R21486 1.33 Up 0.021 8.631 0.057 9.040 0.021 232847 at 18
ESTs, Weakly similar to T42682 hypothetical protein
ZNF342 DKFZp434G1221.1 (H.sapiens) AA761573 | 1.33 Up 0.005 3.949 0.021 4.356 0.021 238607_at 19
Homo sapiens agouti (mouse)-signaling protein (ASIP),
MRNA. /PROD=agouti (mouse)-signaling protein
ASIP [FL=gb:NM_001672.1 NM_001672| 1.33 Up 0.039 3.512 0.011 3.924 0.083 214498 at 20
Homo sapiens, clone MGC:3081, mRNA, complete
cds. /PROD=Unknown (protein for MGC:3081)
POFUT2 /FL=gb:BC000626.1 BC000626 | 1.33 Up 0.036 7.348 0.035 7.762 0.072 209578 s at 21
Homo sapiens, similar to hypothetical protein
SLC25A18 FLJ20378, clone IMAGE:3899499, mRNA. BC016954 | 1.33 Up 0.021 4.653 0.008 5.068 0.060 1569793 _at 22
Homo sapiens genomic DNA, chromosome 21g22.2,
PCR fragment from BAC clone:KB739C11, CBR1-
- HLCS region AP000693 | 1.33 Up 0.018 7.839 0.048 8.255 0.030 213000 _at -
- Homo sapiens, clone IMAGE:4815702, mRNA. BC022468 | 1.33 Up 0.036 4.244 0.001 4.659 0.081 1570651 _at -
Homo sapiens cDNA FLJ12016 fis, clone
- HEMBB1001707. AU146860 | 1.33 Up 0.023 3.453 0.062 3.867 0.016 1557555 _at -
Homo sapiens fibroblast growth factor receptor 2
(bacteria-expressed kinase, keratinocyte growth factor
receptor, craniofacial dysostosis 1, Crouzon syndrome,
Pfeiffer syndrome, Jackson-Weiss syndrome)
- (FGFR2), transcript variant 3, mRNA. /PROD=fibro |\, 195976| 1.33 Up 0.034 | 6.447 | 0031 | 6.857 | 0071 | 208234 x at -
- ESTs Al934828 1.33 Up 0.028 8.738 0.050 9.148 0.050 227116 at -
Homo sapiens estrogen-related receptor gamma
(ESRRG), mRNA. /PROD=estrogen-related receptor
ESRRG gamma /FL=gb:NM_001438.1 gb:AF058291.1 |\, o1438| 1.32 Up 0014 | 5724 | 0045 | 6.127 | 0019 | 207981 s at 1
a disintegrin and metalloproteinase domain 15
ADAM15 (metargidin) BM973999 | 1.32 Up 0.022 6.896 0.023 7.294 0.055 | 1555896 a_at 1
- ESTs AA017429 | 1.32 Up 0.006 4.511 0.019 4.909 0.023 236884 at 1
ACSL3 ESTs BF221850 | 1.32 Up 0.001 6.216 0.003 6.619 0.015 242726 _at 2
Homo sapiens cDNA FLJ11615 fis, clone
NCK1 HEMBA1004024 AU145144 | 1.32 Up 0.046 4.965 0.085 5.368 0.030 233274 at 3
Homo sapiens mRNA; cDNA DKFZp434E0535 (from
- clone DKFZp434E0535); partial cds W16989 1.32 Up 0.004 2.623 0.027 3.024 0.003 233491 at 5
Human glucagon-like peptide-1 receptor mRNA,
complete cds. /PROD=glucagon-like peptide-1
receptor /FL=gb:U10037.1 gb:NM_002062.1
GLP1R gh:U01104.1 gh:U01157.1 U01104 1.32 Up 0.028 5.621 0.017 6.022 0.067 208390 _s_at 6
Homo sapiens huntingtin-interacting protein 1 (HIP1)
HIP1 mRNA, exon 1 and partial cds Al240850 1.32 Up 0.012 3.010 0.034 3.408 0.028 | 1560317 s at 7
- ESTs Al627858 1.32 Up 0.037 4.855 0.005 5.250 0.078 236105 at 8
- Homo sapiens, clone IMAGE:5192035, mRNA. BC043559 | 1.32 Up 0.008 4.950 0.001 5.350 0.036 1562733 _at 9
Homo sapiens golgi-specific brefeldin A resistance
factor 1 (GBF1), mRNA. /PROD=golgi-specific
brefeldin A resistance factor 1 /FL=gb:NM_004193.1
GBF1 gb:AF068755.1 NM_004193| 1.32 Up 0.017 7.711 0.011 8.111 0.052 201439 at 10
Homo sapiens, Similar to KIAA0940 protein, clone
MGC:26333 IMAGE:4838004, mRNA, complete cds.
/PROD=Similar to KIAA0940 protein
CPEB3 /FL=gb:BC036444.1 BC036444 | 1.32 Up 0.012 2.758 0.006 3.153 0.044 | 1555250 a_at 10
Homo sapiens fibroblast growth factor 9 (glia-activating
factor) (FGF9), mRNA. /PROD=fibroblast growth factor
9 (glia-activatingfactor) /FL=gb:D14838.1
FGF9 gh:NM 002010.1 NM_002010| 1.32 Up 0.011 4.695 0.020 5.094 0.036 206404 at 13




Homo sapiens intestinal GIcNAc-6-sulfotransferase
(CHST5) mRNA, complete cds, alternatively spliced.
/PROD-=intestinal GIcNAc-6-sulfotransferase

CHST5 /FL=gb:AF246718.1 AF246718 | 1.32 Up 0.045 4.847 0.085 5.246 0.022 223942 x_at 16
NXPH3 neurexophilin 3 T10030 1.32 Up 0.026 6.391 0.030 6.794 0.059 228210 at 17
FBXO15 ESTs BE464323 | 1.32 Up 0.029 4.216 0.060 4.622 0.037 231472 _at 18
Homo sapiens X-ray repair complementing defective
repair in Chinese hamster cells 1 (XRCC1), mRNA.
/PROD=X-ray repair cross complementing protein 1
XRCC1 /FL=gb:NM_006297.1 gh:M36089.1 NM_006297| 1.32 Up 0.002 7.561 0.006 7.965 0.016 203655 at 19
Homo sapiens clone 17.6 immunoglobulin-like
transcript 5 protein mRNA, complete cds.
/PROD=immunoglobulin-like transcript 5 protein
LILRB3 /FL=gh:AF009634.1 gh:AF009640.1 gh:AF009636.1 | AF009634 | 1.32 Up 0.023 6.292 0.043 6.691 0.044 210784 x_at 19
BRWD1 Homo sapiens mRNA for partial 3UTR, sequence 3 | AA807344 | 1.32 Up 0.024 6.459 0.007 6.863 0.064 231960 at 21
Homo sapiens BTB and CNC homology 1, basic
leucine zipper transcription factor 1 (BACH1), mRNA.
/PROD=BTB and CNC homology 1, basic leucine
zippertranscription factor 1 /FL=gb:AB002803.1
BACH1 gb:NM 001186.1 NM_001186| 1.32 Up 0.026 8.169 0.029 8.567 0.059 204194 at 21
Homo sapiens hypothetical protein FLI35746
- (FLJ35746), mRNA. /FL=gh:NM_173600.1 NM_173600| 1.32 Up 0.015 2.863 0.048 3.266 0.017 1553436_at -
Homo sapiens mRNA; cDNA DKFZp434H0512 (from
clone DKFZp434H0512); partial cds.
- /PROD=hypothetical protein AL137620 1.32 Up 0.026 3.879 0.066 4.277 0.006 234429 at -
GPRASP2 Homo sapiens, clone IMAGE:4800131, mRNA. BC022066 | 1.32 Up 0.030 5.873 0.067 6.269 0.020 1555902 _at X
Homo sapiens gap junction protein, beta 5 (connexin
31.1) (GJB5), mRNA. /PROD=gap junction protein,
beta 5 (connexin 31.1) /FL=gb:AF052693.1
GJB5 D s NM_005268| 1.31 Up 0.007 4.107 0.028 4.496 0.018 206156 at 1
Homo sapiens microfibrillar-associated protein 2
(MFAP2), transcript variant 1, mRNA.
/PROD=microfibrillar-associated protein 2 precursor
MFAP2 e e NM_017459| 1.31 Up 0.040 6.116 0.079 6.504 0.012 203417 at 1
- ESTs AW614589 | 1.31 Up 0.007 7.789 0.017 8.176 0.028 235362_at 1
ESTs, Moderately similar to KIAA1200 protein
PLEKHH2 (H.sapiens) AW451832 | 1.31 Up 0.019 4.103 0.031 4.498 0.045 239568 at 2
FLJ16124 Homo sapiens, clone IMAGE:5267179, mRNA. BC038723 | 1.31 Up 0.024 3.003 0.023 3.396 0.057 1559939 at 2
Homo sapiens amphiphysin Il mMRNA, complete cds.
/PROD=amphiphysin Il /FL=gb:AF004015.1
BIN1 gh:U87558.1 U87558 1.31 Up 0.012 5.803 0.033 6.187 0.026 210202_s_at 2
ADPRH ESTs BF510789 | 1.31 Up 0.034 4.397 0.070 4.789 0.026 238505 _at 3
THRB ESTs BF431989 | 1.31 Up 0.024 5.231 0.036 5.616 0.049 229657 at 3
SCD5 hypothetical protein FLJ21032 AL571375 1.31 Up 0.024 12.200 0.057 12.593 0.024 224901 at 4
Homo sapiens similar to J KAPPA-RECOMBINATION
SIGNAL BINDING PROTEIN (M. musculus)
RBPSUH (LOC65437), mMRNA AL513759 1.31 Up 0.010 10.349 0.010 10.738 0.038 211974 x_at 4
Homo sapiens chromosome 9 open reading frame 9
(C90RF9), mRNA. /PROD=chromosome 9 open
C9orf9 reading frame 9 /FL=gh:NM_018956.1 NM_018956| 1.31 Up 0.032 6.923 0.068 7.311 0.022 220050_at 9
FEEEa || oW SEpETS ARG RLPAUALS, GOIE HIERLIEE | pepnes | qag Up 0.049 | 8839 | 0082 | 9234 | 0039 | 212593 s at 10




Homo sapiens peroxisome receptor 1 (PXR1), mRNA.
/PROD=peroxisome receptor 1 /FL=gh:U19721.1

PEX5 ghb:NM 000319.1 NM_000319| 1.31 Up 0.035 9.027 0.015 9.418 0.074 203244 at 12
Homo sapiens histone acetyltransferase (HBOA),
MRNA. /PROD=histone acetyltransferase
MYST?2 i T NM_007067| 1.31 Up 0.003 10.148 0.014 10.540 0.017 200049 at 17
SBSN ESTs Al814274 1.31 Up 0.019 4.104 0.051 4.491 0.018 235272 _at 19
- Homo sapiens, clone IMAGE:4753714, mRNA. BC033363 | 1.31 Up 0.011 5.048 0.034 5.443 0.025 1556048_at -
Homo sapiens P41 mRNA, complete cds. /PROD=P41
- /FL=gh:AF334589.1 AF334589 | 1.31 Up 0.004 2.928 0.022 3.323 0.008 224136 at -
ankylosis, progressive (mouse) homolog
- [FL=gh:AF274753.1 T99215 1.31 Up 0.049 4.383 0.002 4.776 0.090 223093 at -
Homo sapiens gastric cancer-related protein GCYS-20
(gcys-20) mRNA, complete cds. /PROD=gastric cancer
- (e PlieliElln (VA0 i AL R P A0 AF219140 | 1.31 Up 0.002 | 3001 | 0017 | 3483 | 0001 | 224249 at -
- ESTs Al935334 1.31 Up 0.028 2.584 0.057 2.975 0.034 235385 _at -
Human DNA sequence from clone GS1-304P7 on
chromosome 1g25.1-31.1. Contains a zinc finger
. protein pseudogene, STSs and GSSs AL096803 1.31 Up 0.009 3.626 0.032 4.016 0.021 234378 _at -
. Homo sapiens CAGL114 mRNA, patrtial cds. U80756 1.31 Up 0.042 5.761 0.025 6.151 0.079 216845 x_at -
Homo sapiens Chromosome 16 BAC clone CIT987SK-
- A-152E5 AC004382 | 1.31 Up 0.026 9.597 0.036 9.984 0.053 212228 s at -
ESTs, Moderately similar to neuronal thread protein
- AD7c-NTP (H.sapiens) AA343057 1.3 Up 0.033 6.580 0.070 6.961 0.008 234997 x_at 1
LOC389043 Homo sapiens, clone IMAGE:5271346, mRNA B1464448 1.3 Up 0.013 3.908 0.043 4.285 0.004 1560912 _at 2
Homo sapiens hypothetical protein FLJ12584
(FLJ12584), mRNA. /PROD=hypothetical protein
ARMC9 FLJ12584 /FL=ghb:NM_025139.1 gh:BC004514.1 NM_025139| 1.3 Up 0.014 7.359 0.009 7.733 0.044 219637 at 2
succinate dehydrogenase complex, subunit A,
LOC440993 flavoprotein (Fp) BF509179 1.3 Up 0.023 4.997 0.045 5.374 0.038 229820 _at 3
LYZL4 ESTs, Weakly similar to Lysozyme (H.sapiens) Al989932 1.3 Up 0.035 5.516 0.050 5.890 0.051 231306_at 3
- ESTs Al188104 1.3 Up 0.007 8.487 0.027 8.860 0.015 242705 x_at 4
FAMA46A hypothetical protein FLJ20037 AW?246673 1.3 Up 0.046 6.608 0.073 6.988 0.044 221766 _s_at 6
Homo sapiens, H2B histone family, member A, clone
MGC:5132, mRNA, complete cds. /PROD=H2B
eTpEg | s il msmer A AL ol BC000893 | 1.3 Up 0.008 | 9544 | 0030 | 9919 | 0015 | 209806 at 6
Homo sapiens KBO7 protein mRNA, partial cds.
RANBP9 /PROD=KBO07 protein AF064606 1.3 Up 0.034 7.834 0.033 8.207 0.062 216125 s at 6
Homo sapiens GHRHRpsv mRNA for growth hormone
releasing hormone receptor pituitary splice variant,
complete cds. /PROD=growth hormone releasing
hormone receptorpituitary splice variant
GHRHR /FL=gb:AB058895.1 AB058895 1.3 Up 0.034 3.762 0.049 4.139 0.052 211544 s at 7
Homo sapiens protein phosphatase 3 (formerly 2B),
catalytic subunit, gamma isoform (calcineurin A
gamma) (PPP3CC), mRNA. /PROD=protein
phosphatase 3 (formerly 2B), catalyticsubunit, gamma
isoform (calcineurin A gamma) /FL=gb:NM_005605.1
PPP3CC gh:AY007249.1 NM_005605| 1.3 Up 0.022 6.525 0.053 6.902 0.021 207000_s_at 8
SMU1 ESTs AA805653 1.3 Up 0.017 4.399 0.013 4.782 0.048 228180 at 9
PSIP1 ESTs R43279 1.3 Up 0.026 5.135 0.063 5.517 0.002 222286_at 9
EHD1 @ SEDEE T CRASIROIL MRNA SENEE | aommrsn | ag Up 0012 | 8051 | 0035 | 8425 | 0.021 | 222221 x at 11




Homo sapiens, KIAA1536 protein, clone MGC:4414,
MRNA, complete cds. /PROD=KIAA1536 protein
/FL=gh:BC003177.1 gh:AL136895.1

CALCOCO1 BC003177 1.3 Up 0.012 8.128 0.027 8.512 0.033 209002_s_at 12
Cluster Incl. Al129310:qc48a05.x1 Homo sapiens
cDNA, 3 end /clone=IMAGE-1712816 /clone_end=3
Ci3orf1g | /9P=AI129310/9i=3597824 Jug=Hs.234923 len=811 | 159310 | 1.3 Up 0038 | 6769 | 0069 | 7.148 | 0030 | 44790 s at 13
DIO30S ESTs Al560757 1.3 Up 0.005 3.904 0.024 4.284 0.011 239727 at 14
Homo sapiens colon cancer-associated antigen AgSK1
2HT-ECS mRNA, complete cds. /PROD=colon cancer-
associated antigen AQSK1-2HT-ECS
FLJ22795 /FL=gb:AF316855.1 AF316855 1.3 Up 0.002 7.022 0.005 7.405 0.014 223327 _x_at 15
SNX1 Homo sapiens clone 25129 mRNA sequence Al052536 1.3 Up 0.033 7.826 0.071 8.205 0.007 213364 s at 15
Homo sapiens forkhead box B1 (FOXB1), mRNA.
/PROD=forkhead box B1 /FL=gb:AF071554.1
FOXB1 gh:NM 012182.1 NM_012182| 1.3 Up 0.036 3.452 0.022 3.830 0.071 208513 at 15
Homo sapiens mRNA; cDNA DKFZp434E192 (from
clone DKFZp434E192); partial cds.
ZCCHC14 /PROD=hypothetical protein AL117532 1.3 Up 0.023 4.285 0.022 4.665 0.054 215426 at 16
Human Chromosome 16 BAC clone CIT987SK-A-
C160rf45 362G6 BE299456 1.3 Up 0.000 9.622 0.002 10.000 0.002 212736 _at 16
CDRT4 ESTs AV702789 1.3 Up 0.033 5.364 0.067 5.743 0.023 228482_at 17
Homo sapiens fibrousheathin Il (FSP-2), mRNA.
/PROD=fibrousheathin 1l /FL=gb:NM_012189.1
CABYR gbh:AF088868.1 NM_012189| 1.3 Up 0.032 4.763 0.069 5.141 0.007 219928 s at 18
NUMBL ESTs BE350811 1.3 Up 0.026 7.849 0.047 8.229 0.041 242195 x_at 19
ESTs, Weakly similar to TO8675 hypothetical protein
FAM98C DKFZp564F0522.1 (H.sapiens) AW341315 1.3 Up 0.018 5.160 0.017 5.539 0.049 231328 s at 19
Homo sapiens, clone IMAGE:3636023, mRNA, partial
MyH14 | Cds-/PROD=Unknown (protein for IMAGE:3636023) | pnh4306 | 1.3 Up 0023 | 5791 | 0034 | 6.166 | 0048 | 232977 x at 19
Homo sapiens transcription factor BACH1t (BACH1)
MRNA, partial cds, alternatively spliced.
BACH1 /PROD=transcription factor BACH1t AF317902 1.3 Up 0.030 3.832 0.006 4.216 0.068 234315 at 21
Homo sapiens C210RF51 (C210RF51) mRNA,
C21orfs1 |COMPlete cds. /PROD=C210RFS1 [FL=gb:AY033%02.1) )\y533900 | 1.3 Up 0.046 | 7.275 | 0080 | 7.658 | 0.029 | 1554432 x at 21
Human terminal transferase mRNA, complete cds.
/PROD=terminal transferase /FL=gb:M11722.1
- gbh:NM_004088.1 M11722 1.3 Up 0.039 4.324 0.043 4.708 0.065 210487 at -
ESTs, Moderately similar to ALU7_HUMAN ALU
SUBFAMILY SQ SEQUENCE CONTAMINATION
- WARNING ENTRY (H.sapiens) R38704 1.3 Up 0.050 3.115 0.039 3.497 0.080 236181 at -
- ESTs AV724325 1.3 Up 0.042 2.861 0.043 3.243 0.069 238673 at -
- ESTs BE671576 1.3 Up 0.011 3.715 0.039 4.092 0.006 237811 at -
Homo sapiens SERPINA11 type a mRNA, complete
cds. /PROD=SERPINA11 type a /FL=gb:NM_175739.1
- gb:AY185496.1 AY 185496 1.3 Up 0.001 6.010 0.011 6.387 0.006 | 1553499 s at -
GPR177 ESTs Al393695 1.29 Up 0.035 4.850 0.033 5.223 0.064 235664 at 1
ESTs, Weakly similar to ALUB_HUMAN !l ALU
TAF1B CLASS B WARNING ENTRY !l! (H.sapiens) AA780048 | 1.29 Up 0.042 6.419 0.014 6.792 0.078 235878 at 2




Homo sapiens, Similar to postmeiotic segregation
increased (S. cerevisiae) 1, clone MGC:14544
IMAGE:4097623, mRNA, complete cds.
/PROD=Similar to postmeiotic segregation increased

PMS1 (S.cerevisiae) 1 /FL=gh:BC008410.1 BC008410 | 1.29 Up 0.022 3.080 0.052 3.445 0.018 1554742 _at 2
Homo sapiens GL004 protein (GL004), mRNA.
/PROD=GL004 protein /FL=gb:NM_020194.1
C20rf33 gh:AF226049.1 NM_020194| 1.29 Up 0.013 9.725 0.032 10.089 0.028 219137 s at 2
Homo sapiens hypothetical protein FLJ20473
(FLJ20473), mRNA. /PROD=hypothetical protein
SLC41A3 FLJ20473 /FL=gb:NM_017836.1 NM_017836| 1.29 Up 0.001 8.212 0.013 8.580 0.002 219175 s at 3
Homo sapiens interleukin 17B (IL17B), mRNA.
/PROD=interleukin 17B /FL=gb:AF152098.1
gb:AF110385.1 gh:AF218727.1 gh:NM_014443.1
IL17B gbh:AF212311.1 gb:AF184969.1 NM_014443| 1.29 Up 0.008 4.586 0.012 4.958 0.032 220273 at 5
RUFY1 hypothetical protein FLJ22251 BE677830 | 1.29 Up 0.050 3.182 0.033 3.549 0.079 229179 at 5
Homo sapiens mRNA for KIAA1170 protein, partial
FAM40B cds. /PROD=KIAA1170 protein AB032996 | 1.29 Up 0.041 4.743 0.056 5.116 0.054 231880_at 7
KIAA1718 KIAA1718 protein AW?294022 | 1.29 Up 0.002 4.143 0.011 4.509 0.013 225142 at 7
ZNF462 hypothetical protein DKFZp762N2316 T89120 1.29 Up 0.020 8.317 0.052 8.686 0.009 226575 at 9
Homo sapiens mRNA for K-sam-1103, complete cds.
FGFR2 /PROD=K-sam-1103 /FL=gh:AB030078.1 AB030078 | 1.29 Up 0.018 6.253 0.021 6.621 0.045 211401 s at 10
Homo sapiens growth differentiation factor 10
(GDF10), mRNA. /PROD=growth differentiation factor
GDF10 10 precursor /FL=gb:NM_004962.2 NM_004962| 1.29 Up 0.041 2.671 0.074 3.034 0.014 206159 at 10
Human inwardly rectifying K+ channel (ROMK1)
MRNA, complete cds. /PROD=inwardly rectifying K+
KCNJ1 channel /FL=gh:U03884.1 gh:U12543.1 U03884 1.29 Up 0.049 2.982 0.057 3.345 0.061 210402_at 11
Homo sapiens, hematopoietic protein 1, clone
MGC:2204, mRNA, complete cds.
/PROD=hematopoietic protein 1 /FL=gb:NM_005337.1
NCKAP1L gh:BC001604.1 gh:M58285.1 BC001604 | 1.29 Up 0.005 4.428 0.020 4.796 0.017 209734 at 12
Homo sapiens mRNA; cDNA DKFZp5641153 (from
WNK1 clone DKFZp5641153). AL049278 1.29 Up 0.037 2.955 0.069 3.319 0.021 216022_at 12
IL17D ESTs BE856748 | 1.29 Up 0.013 7.668 0.042 8.035 0.003 227401 at 13
LOC645431 ESTs Al820076 1.29 Up 0.015 5.064 0.005 5.437 0.045 242889 x_at 14
ESTs, Moderately similar to KIAA0703 protein
KIAA0703 (H.sapiens) BE219325 | 1.29 Up 0.047 4.060 0.078 4.430 0.028 236171 at 16
PBXknotted 1 homeobox 1 /FL=gb:NM_004571.1
PKNOX1 gh:U68727.1 AL570914 1.29 Up 0.028 7.439 0.036 7.812 0.053 204195 s at 21
Homo sapiens H2B histone family, member S
(H2BFS), mRNA. /PROD=H2B histone family, member
H2BFS S /FL=gh:NM_017445.1 NM_017445| 1.29 Up 0.001 8.672 0.004 9.040 0.009 208579 x_at 21
Homo sapiens HMT1 (hnRNP methyltransferase, S.
cerevisiae)-like 1 (HRMT1L1), mRNA. /PROD=HMT1
(hnRNP methyltransferase, S.cerevisiae)-like 1
PRMT2 i NM_001535| 1.29 Up 0.033 9.753 0.067 10.121 0.015 202098 s _at 21
Homo sapiens HSC3 (HSC3), mRNA.
DNAJB7 [FL=gh:AF085232.1 gh:NM_145174.1 NM_145174| 1.29 Up 0.034 2.468 0.006 2.838 0.070 1552675 _at 22
ESTs, Moderately similar to ALUC_HUMAN Il ALU
MTMR3 CLASS C WARNING ENTRY !ll (H.sapiens) AL038191 1.29 Up 0.019 2.850 0.004 3.219 0.051 240271 at 22
Homo sapiens cytochrome c-like antigen (CYCL),
MmRNA. /PROD=cytochrome c-like antigen
- [FL=gh:NM_021031.1 NM_021031| 1.29 Up 0.050 7.062 0.016 7.432 0.084 220452 x_at -




Homo sapiens, clone IMAGE:4812401, mRNA, partial

- cds. BC028378 | 1.29 Up 0.013 3.424 0.036 3.794 0.022 1560117 _at -
- ESTs AA516469 | 1.29 Up 0.040 2.889 0.020 3.257 0.074 236375 _at -
Homo sapiens cDNA FLJ35343 fis, clone
- PROST2015932. AK092662 | 1.29 Up 0.004 4.457 0.004 4.826 0.023 1557669 _at -
Human DNA sequence from clone RP5-1184F4 on
chromosome 20g11.1-11.23. Contains the 3 end of
gene KIAA0978, two genes for novel proteins similar to
nucleolar protein 4 (NOL4) (NOLP), and one or two
- ISV QRES, CREIS (2, SUSE, CESERilEe | ygprmy | 129 Up 0.036 | 5689 | 0050 | 6.053 | 0051 | 230954 at -
LOC440602 Homo sapiens, clone IMAGE:5787371, mRNA. BC042100 | 1.28 Up 0.024 4.464 0.046 4.825 0.034 1561335 _at 1
Homo sapiens mRNA; cDNA DKFZp586J211 (from
TTC22 clone DKFZp586J211) Al923972 1.28 Up 0.010 3.233 0.028 3.592 0.023 215107 _s_at 1
Homo sapiens glutathione S-transferase M5 (GSTMb),
MRNA. /PROD=glutathione S-transferase M5
GSTM5 /[FL=gb:NM_000851.1 gh:L02321.1 NM_000851| 1.28 Up 0.012 5.347 0.039 5.701 0.001 205752 _s_at 1
Homo sapiens cDNA FLJ11378 fis, clone
BSDC1 HEMBA1000456. AK021440 | 1.28 Up 0.017 8.666 0.022 9.018 0.040 222200 _s_at 1
Homo sapiens hypothetical protein FLJ10415
(FLJ10415), mRNA. /PROD=hypothetical protein
ANKZF1 FLJ10415 /FL=gb:NM_018089.1 gh:BC000238.1 NM_018089| 1.28 Up 0.015 7.124 0.017 7.483 0.041 218274 s at 2
Homo sapiens oocyte-specific histone H1 (osH1),
MRNA. /PROD=00cyte-specific histone H1
H1FOO /FL=gh:NM_153833.1 gh:AY158091.1 NM_153833| 1.28 Up 0.043 4.078 0.077 4.437 0.003 1553064 at 3
C3orfl7 ESTs H18856 1.28 Up 0.049 3.138 0.042 3.493 0.070 243775 at 3
LYRM2 KIAAQ957 protein Al652464 1.28 Up 0.030 7.073 0.000 7.429 0.063 227797 x_at 6
Homo sapiens carboxypeptidase A3 (LOC51200),
MRNA. /PROD=carboxypeptidase A3
CPA4 [FL=gh:NM_016352.1 gh:AF095719.1 NM_016352| 1.28 Up 0.012 4.796 0.034 5.154 0.022 205832_at 7
inhibitor of kappa light polypeptide gene enhancer in B-
rae | SE MR e (= = A RIIEIE A Gl ROS0EEL | ipeeeas | g0 Up 0.014 | 8493 | 0042 | 8854 | 0010 | 209341 s at 8
C8orf50 Homo sapiens, clone IMAGE:5295006, mRNA. BC043205 | 1.28 Up 0.028 3.614 0.022 3.967 0.057 1556436_at 8
Homo sapiens clone 25187 and 25188 mRNA
NTNG2 sequences, partial cds Al348745 1.28 Up 0.007 6.289 0.010 6.641 0.027 233072_at 9
Homo sapiens, Similar to RIKEN cDNA 1110007C09
gene, clone MGC:11115, mRNA, complete cds.
/PROD=Similar to RIKEN cDNA 1110007C09 gene
C9orf89 /FL=gb:BC004500.1 BC004500 | 1.28 Up 0.041 8.008 0.037 8.360 0.063 223398 at 9
Human interleukin 1-beta converting enzyme isoform
epsilon (IL1BCE) mRNA, complete cds.
/PROD-=Interleukin 1-beta converting enzyme
CASP1 isoformepsilon /FL=gb:U13700.1 U13700 1.28 Up 0.027 5.983 0.051 6.337 0.032 211368 s at 11
HBG1 myosin, light polypeptide 4, alkali; atrial, embryonic Al133353 1.28 Up 0.023 3.443 0.027 3.794 0.048 213515 x_at 11
FAM113B ESTs BF056901 | 1.28 Up 0.028 4.473 0.010 4.829 0.059 228298 at 12
BIVM yfpelieies] preei FLEes AFLgldin, QA8 | vemean | 1o Up 0.009 | 7.976 | 0021 | 8336 | 0027 | 220761 at 13
Homo sapiens KIAAQ0996 protein (KIAA0996), mMRNA.
/PROD=KIAA0996 protein /FL=gh:AB023213.1
DZIP1 gh:NM 014934.1 NM_014934| 1.28 Up 0.039 8.062 0.050 8.417 0.053 204557 s _at 13
Homo sapiens, Similar to gamma-aminobutyric acid
(GABA-A) receptor, subunit beta 3, clone
GABRB3 IMAGE:5169477, mRNA. BC038837 | 1.28 Up 0.008 2.916 0.030 3.272 0.010 | 1569689 s at 15
Homo sapiens mRNA; cDNA DKFZp547G044 (from
CORO2B clone DKFZp547G044). AL442084 1.28 Up 0.021 3.180 0.046 3.533 0.024 216802_at 15




Homo sapiens mitogen-activated protein kinase kinase
kinase 14 (MAP3K14), mRNA. /PROD=mitogen-
activated protein kinase kinase kinasel4

MAP3K14 /[FL=gb:NM 003954.1 NM_003954| 1.28 Up 0.007 5.619 0.031 5.979 0.003 205192 at 17
ABCA1Q ESTs AW?241915 | 1.28 Up 0.044 3.322 0.078 3.681 0.007 237969 at 17
NSF Homo sapiens, clone IMAGE:4250282, mRNA. BC017896 | 1.28 Up 0.023 3.594 0.025 3.946 0.048 | 1569181 x_ at 17
C18orf4 ESTs AU119545 | 1.28 Up 0.020 6.547 0.031 6.906 0.042 244852 _at 18
RBM39 ESTs AW749121 | 1.28 Up 0.028 3.305 0.051 3.657 0.030 238357_at 20
Homo sapiens phorbolin (similar to apolipoprotein B
MRNA editing protein) (DJ742C19.2), mRNA.
/PROD=phorbolin (similar to apolipoprotein B
mRNAediting protein) /FL=gb:NM_004900.1
APOBEC3B gh:U61083.1 NM_004900| 1.28 Up 0.013 5.172 0.040 5.531 0.007 206632_s_at 22
- ESTs R59540 1.28 Up 0.031 3.731 0.054 4.091 0.037 231314 at -
Homo sapiens cDNA: FLJ23203 fis, clone
- ADKA02487. AK026856 | 1.28 Up 0.042 3.959 0.051 4.316 0.056 216794 at -
Homo sapiens, clone MGC:14336 IMAGE:4298391,
MRNA, complete cds. /PROD=Unknown (protein for
- MGC:14336) /FL=gh:BC007806.1 BC007806 | 1.28 Up 0.049 4.690 0.080 5.045 0.017 1555429 at -
Homo sapiens cDNA FLJ13899 fis, clone
- THYRO1001745 AU159465 | 1.28 Up 0.027 4.101 0.011 4.455 0.058 233336_at -
- ESTs AA418028 | 1.28 Up 0.044 2.990 0.063 3.344 0.045 243813 at -
- ESTs AA479155 | 1.28 Up 0.001 3.740 0.001 4.093 0.012 239094 at -
- ESTs Al343931 1.28 Up 0.015 5.124 0.010 5.476 0.042 239389 at -
Homo sapiens cDNA FLJ13575 fis, clone
AMMECR1 PLACE1008630. /FL=gb:NM_015365.1 AK023637 | 1.28 Up 0.025 8.561 0.040 8.912 0.041 204976 _s_at X
Homo sapiens G antigen 7 (GAGE7), mRNA.
/PROD=G antigen 7 /FL=gb:NM_021123.1
GAGE2 gh:AF058988.1 NM_021123| 1.28 Up 0.024 3.058 0.012 3.409 0.054 208235 x_at X
OR5AY1 Homo sapiens, clone IMAGE:5271034, mRNA. BC036260 | 1.27 Up 0.041 3.166 0.040 3.514 0.061 1557484 at 1
ESTs, Moderately similar to ALU7_HUMAN ALU
SUBFAMILY SQ SEQUENCE CONTAMINATION
MTHFR WARNING ENTRY (H.sapiens) AL138431 1.27 Up 0.045 6.645 0.075 6.992 0.017 239035 _at 1
- leucine zipper protein 1 AV741657 | 1.27 Up 0.026 6.560 0.050 6.904 0.025 221831 at 1
- Homo sapiens, clone IMAGE:5218705, mRNA BG025779 | 1.27 Up 0.037 4.878 0.067 5.219 0.001 1559220 at 3
Human MHC class Il HLA-DR2-Dw12 mRNA DQw1-
beta, complete cds. /[FL=ghb:NM_002123.1
gh:M16276.1 gh:M60028.1 gh:M17564.1 gh:M81141.1
HLA-DQB1 gh:M81140.1 M16276 1.27 Up 0.010 2.614 0.027 2.964 0.024 209480 at 6
- Homo sapiens, clone IMAGE:5213378, mRNA. BC039680 | 1.27 Up 0.045 3.196 0.046 3.543 0.061 1559835 _at 9
TrLLy1 | ESTS: Weakly similar to KIAAD938 protein (H.sapiens) |\ ngg7347 | 1.7 Up 0.030 | 5136 | 0040 | 5481 | 0047 | 242545 at 9
Homo sapiens glycine dehydrogenase
(decarboxylating; glycine decarboxylase, glycine
cleavage system protein P) (GLDC), mRNA.
/PROD=glycine dehydrogenase (decarboxylating;
glycinedecarboxylase, glycine cleavage system protein
GLDC P) /[FL=gb:NM _000170.1 gb: NM_000170| 1.27 Up 0.037 9.932 0.038 10.275 0.056 204836_at 9
Homo sapiens Kruppel-like factor 4 (gut) (KLF4),
MRNA. /PROD=Kruppel-like factor 4 (gut)
/FL=gb:AF105036.1 gh:U70663.1 gh:AF022184.1
KLF4 gb:NM 004235.1 NM_004235| 1.27 Up 0.031 3.779 0.037 4.118 0.049 220266 _s_at 9
Homo sapiens plasminogen activator, urokinase
(PLAU), mRNA. /PROD=plasminogen activator,
PLAU urokinase /FL=gb:NM_002658.1 gh:M15476.1 NM_002658| 1.27 Up 0.027 5.903 0.054 6.251 0.021 205479 s at 10




Homo sapiens cDNA FLJ11455 fis, clone

TTC17 HEMBA1001497 AU144301 | 1.27 Up 0.019 4911 0.033 5.257 0.035 232646 _at 11
Homo sapiens chromosome 11 open reading frame 16
(C110RF16), mRNA. /PROD=chromosome 11 open
Cllorfl6 reading frame 16 /FL=gh:NM 020643.1 NM_020643| 1.27 Up 0.020 6.070 0.011 6.413 0.048 220344 at 11
KIAA1545 KIAA1545 protein AA527531 | 1.27 Up 0.044 7.538 0.071 7.887 0.029 225704 at 12
Homo sapiens NPD009 mRNA, complete cds.
/PROD=NPDO009 /FL=gh:NM_020686.1
ABAT gh:AF237813.1 AF237813 1.27 Up 0.050 11.194 0.021 11.536 0.077 209459 s at 16
Homo sapiens BFPZNF179 mRNA for brain finger
protein, complete cds. /PROD=Dbrain finger protein
ZNF179 /FL=gb:AB026054.1 AB026054 | 1.27 Up 0.021 6.210 0.029 6.558 0.041 223603 _at 17
- ESTs AW?242668 | 1.27 Up 0.047 9.350 0.055 9.692 0.053 230889 at 18
Homo sapiens mRNA full length insert cDNA clone
SLC39A3 EUROIMAGE 46506. AL365407 1.27 Up 0.012 3.340 0.038 3.689 0.002 232713 at 19
ZNF787 Homo sapiens, clone IMAGE:5269796, mRNA. BC0O37737 | 1.27 Up 0.035 3.744 0.046 4.092 0.048 1557888_at 19
Homo sapiens Charot-Leyden crystal protein (CLC),
MRNA. /PROD=Charot-Leyden crystal protein
CLC /FL=gb:NM 001828.3 gh:L01664.1 NM_001828| 1.27 Up 0.046 3.465 0.026 3.810 0.072 206207_at 19
Homo sapiens ubiquitin-conjugating enzyme E2L 3
(UBE2L3), mRNA. /PROD=ubiquitin-conjugating
UBE2L3 enzyme E2L 3 /FL=gh:NM 003347.1 NM_003347| 1.27 Up 0.041 8.718 0.020 9.065 0.069 200676 _s_at 22
- Homo sapiens, clone IMAGE:4795989, mRNA. BC018087 | 1.27 Up 0.033 3.871 0.058 4.222 0.030 1561910 at -
Homo sapiens HT033 mRNA, complete cds.
- /PROD=HTO033 /FL=gh:AF247168.1 gh:AF267856.1 | AF267856 1.27 Up 0.014 8.841 0.042 9.191 0.001 209007_s_at -
Homo sapiens SMA3 (SMA3), mRNA. /PROD=SMA3
- /FL=gb:NM_006780.1 NM_006780| 1.27 Up 0.008 7.384 0.028 7.732 0.012 206565 x_at -
- Homo sapiens, clone IMAGE:4799216, mRNA. BC036427 | 1.27 Up 0.009 2.576 0.024 2.919 0.021 1569937 _at -
Homo sapiens transcription factor ISGF-3 mRNA,
- complete cds. M97935 1.27 Up 0.007 7.820 0.017 8.161 0.024 |MISGF3A/M979] -
Homo sapiens magphinin beta (TRO) mRNA, complete
TRO R R e e i - o, Up 0020 | 7451 | 0044 | 7791 | 0021 | 211701 s at X
Homo sapiens collagen, type XI, alpha 1 (COL11A1),
MRNA. /PROD=collagen, type Xl, alpha 1
COL11A1 /FL=gb:J04177.1 gb:NM 001854.1 NM_001854| 1.26 Up 0.005 8.917 0.023 9.247 0.001 204320_at 1
Homo sapiens KIAA0570 gene product (KIAA0570),
MRNA. /PROD=KIAA0570 gene product
USP34 /FL=gb:NM 014709.1 gh:AB011142.1 NM_014709| 1.26 Up 0.006 6.809 0.006 7.142 0.025 207365 x_at 2
Homo sapiens, methionine adenosyltransferase Il,
alpha, clone MGC:2907, mRNA, complete cds.
/PROD=methionine adenosyltransferase Il, alpha
MAT2A e BC001686 | 1.26 Up 0.029 10.289 0.054 10.621 0.021 200768 s_at 2
Homo sapiens sema domain, immunoglobulin domain
(Ig), transmembrane domain (TM) and short
cytoplasmic domain, (semaphorin) 4F (SEMAA4F),
MRNA. /PROD=semaphorin W /FL=gb:AB022317.1
SEMAA4F gb:NM 004263.1 NM_004263| 1.26 Up 0.030 5.795 0.058 6.124 0.001 208124 s at 2
FLJ16124 Homo sapiens, clone IMAGE:5264239, mRNA. BC033059 | 1.26 Up 0.008 3.370 0.018 3.698 0.023 1569900 at 2
ESTs, Moderately similar to unnamed protein product
RPP14 (H.sapiens) BF439230 1.26 Up 0.039 7.391 0.069 7.728 0.003 227005 at 3
Homo sapiens muscle RAS oncogene homolog
(MRAS), mRNA. /PROD=muscle RAS oncogene
homolog /FL=gb:NM_012219.1 gh:AF043938.1
MRAS gbh:AF022080.1 NM_012219| 1.26 Up 0.027 6.887 0.051 7.218 0.021 206538 at 3




Homo sapiens macrophage stimulating 1 (hepatocyte
growth factor-like) (MST1), mRNA.
/PROD=macrophage stimulating 1 (hepatocyte
growthfactor-like) /FL=gb:L11924.1 gh:M74178.1

MST1 gh:NM 020998.1 NM_020998| 1.26 Up 0.026 6.356 0.054 6.686 0.007 205614 x_at 3
Homo sapiens KIAA0914 gene product (KIAA0914),
MRNA. /PROD=KIAA0914 gene product
FAM13A1l /FL=gb:NM 014883.1 gh:AB020721.1 NM_014883| 1.26 Up 0.007 8.426 0.028 8.764 0.006 202973 x_at 4
Homo sapiens protein phosphatase 3 (formerly 2B),
catalytic subunit, alpha isoform (calcineurin A alpha)
(PPP3CA), mRNA. /PROD=protein phosphatase 3
(formerly 2B), catalyticsubunit, alpha isoform
(calcineurin A alpha) /FL=gb:L.14778.1 gh:J05480.1
PPP3CA gh:N NM_000944| 1.26 Up 0.032 7.651 0.061 7.986 0.009 202425 x_at 4
Homo sapiens hypothetical protein FLJ22031
(FLJ22031), mRNA. /PROD=hypothetical protein
FRAS1 FLJ22031 /FL=gh:NM 025074.1 NM_025074| 1.26 Up 0.014 3.352 0.039 3.682 0.003 220910 at 4
EAnAgag || TR SRpES GRNAT RLIPEREES, GEne RANESEML | corporen | 005 Up 0.009 | 7.647 | 0006 | 7.977 | 0030 | 217047 s at 4
Homo sapiens RU2AS (RU2) mRNA, complete cds.
KAAG1 /PROD=RU2AS /FL=gb:AF181722.1 AF181722 | 1.26 Up 0.023 4.072 0.052 4.410 0.001 224157 at 6
Homo sapiens actin related protein 23 complex,
subunit 1A (41 kD) (ARPC1B), mRNA. /PROD=actin
related protein 23 complex, subunit 1A(41 kD)
ARPC1B R m IR L eI SN2 P AN L ST A0 NM_005720| 1.26 Up 0.014 8.051 0.009 8.390 0.039 201954 at 7
Homo sapiens transcriptional intermediary factor 1
(TIF1), mRNA. /PROD=transcriptional intermediary
factor 1 alpha /FL=gh:AF119042.1 gb:NM_003852.1
TRIM24 gb:NM 015905.1 gh:AF009353.1 NM_015905| 1.26 Up 0.026 9.889 0.035 10.226 0.043 204391 x_at 7
Homo sapiens taste receptor, type 2, member 4
(TAS2R4), mRNA. /PROD-=taste receptor T2R4
TAS2R5 /[FL=gb:NM 016944.1 NM_016944| 1.26 Up 0.041 3.199 0.031 3.534 0.062 221392 at 7
Homo sapiens KIAA0644 gene product (KIAA0644),
MRNA. /PROD=KIAA0644 gene product
KIAA0644 /FL=gb:AB014544.1 gh:NM 014817.1 NM_014817| 1.26 Up 0.046 9.881 0.070 10.210 0.022 205151 s at 7
Homo sapiens cDNA FLJ30529 fis, clone
LOC440896 BRAWH2001052. AKO055091 | 1.26 Up 0.000 3.108 0.003 3.445 0.001 | 1556883 a_at 9
Human hypothetical 18.1 kDa protein (CDKN2A)
el | R EemplEts Ees iRl BRBSa L glaiBBvaTdl | eeers | g o Up 0.004 | 8076 | 0020 | 8412 | 0.009 | 209644 x at 9
CDK9 cyclin-dependent kinase 9 (CDC2-related kinase) Al040910 1.26 Up 0.002 3.248 0.013 3.578 0.009 228901 _at 9
LOC642826 ESTs Al684591 1.26 Up 0.008 4.877 0.009 5.211 0.028 231106 at 10
Homo sapiens actin binding LIM protein 1 (ABLIM),
transcript variant ABLIM-s, mRNA. /PROD=actin-
binding LIM protein 1, isoform s /FL=gh:D31883.1
ABLIM1 gh:NM 006720.1 NM_006720| 1.26 Up 0.023 9.069 0.022 9.403 0.046 200965 _s_at 10
API5 ESTs AW135003 [ 1.26 Up 0.015 3.926 0.041 4.257 0.007 229692 at 11
- ESTs Al675757 1.26 Up 0.005 4.732 0.020 5.062 0.014 231232 _at 12
EPSTI1 Homo sapiens, clone IMAGE:5295605, mRNA B1559356 1.26 Up 0.039 5.493 0.009 5.831 0.068 1556296 _at 13
TRIM9 ESTs BF057241 | 1.26 Up 0.023 7.961 0.048 8.300 0.019 230280_at 14
Homo sapiens, Similar to hypothetical protein
FLJ21916, clone MGC:16812 IMAGE:3891744,
MRNA, complete cds. /PROD=Similar to hypothetical
OTUB2 protein FLJ21916 /FL=gh:BC009615.1 BC009615 | 1.26 Up 0.027 4.750 0.054 5.081 0.014 1555682_at 14




Homo sapiens cDNA FLJ12715 fis, clone
NT2RP1001185, highly similar to Human isovaleryl-

IVD coA dehydrogenase (IVD) mRNA. AKO022777 | 1.26 Up 0.043 7.999 0.068 8.335 0.022 216958 s at 15
Homo sapiens cDNA FLJ36052 fis, clone
IL21R TESTI2018221. AK093371 | 1.26 Up 0.001 5.882 0.009 6.213 0.007 | 1559443 s at 16
KFZp761P02] ESTs Al458550 1.26 Up 0.019 5.303 0.016 5.639 0.044 244037 at 17
PDK2 pyruvate dehydrogenase kinase, isoenzyme 2 AlI870615 1.26 Up 0.015 7.361 0.039 7.690 0.013 213724 s at 17
LOC284294 Homo sapiens, clone IMAGE:4823205, mRNA. BC036306 | 1.26 Up 0.007 3.216 0.015 3.546 0.024 1561455 at 18
Homo sapiens eukaryotic translation elongation factor
1 alpha 2 (EEF1A2), mRNA. /PROD=eukaryotic
translation elongation factor 1 alpha2
EEF1A2 /FL=gh:BC000432.1 gh:NM_001958.1 NM_001958| 1.26 Up 0.023 8.837 0.044 9.174 0.027 204540 _at 20
USP16 ubiquitin specific protease 16 Al435036 1.26 Up 0.017 9.650 0.008 9.989 0.044 228822 _s_at 21
- o el EDINAL LIRLARNS, el QLA | vvpems | 101 Up 0.037 | 4287 | 0036 | 4626 | 0056 | 216429 at -
: =@ SEDEE ERNAT LIRS R, Blane HERUS | rrpmeng | s Up 0.013 | 4245 | 0023 | 4583 | 0032 | 215590 x at -
Homo sapiens BAM mRNA, complete cds.
- /PROD=BAM /FL=gb:AF455755.1 AF455755 | 1.26 Up 0.009 4.203 0.032 4.537 0.009 1555372 _at -
Homo sapiens SH2 domain protein 2A (SH2D2A),
MRNA. /PROD=SH2 domain protein 2A
SH2D2A [FL=gh:AF097744.1 gh:NM_003975.1 NM_003975| 1.25 Up 0.019 4.511 0.045 4.835 0.008 207351 s _at 1
Clorf56 small protein effector 1 of Cdc42 Al125622 1.25 Up 0.028 4.401 0.054 4.722 0.011 230468 s at 1
IRF2BP2 matrix Gla protein BG485163 | 1.25 Up 0.025 8.026 0.034 8.347 0.039 224572 s _at 1
Cluster Incl. J04177:Human alpha-1 type XI collagen
(COL11A1) mRNA, complete cds /cds=(161,5581)
COL11A1 /gh=J04177 /gi=179729 /ug=Hs.82772 /len=6158 J04177 1.25 Up 0.046 9.714 0.036 10.034 0.061 37892 _at 1
Cluster Incl. D87469:Human mRNA for KIAA0279
gene, partial cds /cds=(0,7226) /gb=D87469
CELSR2 /gi=1665820 /ug=Hs.57652 /len=8924 D87469 1.25 Up 0.040 8.743 0.052 9.061 0.039 36499 at 1
Homo sapiens cDNA FLJ12362 fis, clone
PGAP1 MAMMA1002360 AU148008 | 1.25 Up 0.038 3.363 0.011 3.690 0.064 233479 at 2
Homo sapiens brain and reproductive organ-expressed
(TNFRSF1A modulator) (BRE), mRNA. /PROD=Dbrain
and reproductive organ-expressed
(TNFRSF1Amodulator) /FL=gh:BC001251.1
BRE gb:L38616.1 gb:NM_004899.1 NM_004899| 1.25 Up 0.011 8.657 0.002 8.978 0.033 205550 _s_at 2
- o el Dl i Issi EDINA Sl VIBSAOL. | nepesees | 105 Up 0.024 | 4531 | 0051 | 4852 | 0005 | 1556281 at 3
Homo sapiens hypothetical protein (LOC51316),
MRNA. /PROD=hypothetical protein
PLACS8 [FL=gh:NM_016619.1 gh:AF208846.1 NM_016619| 1.25 Up 0.010 3.086 0.023 3.412 0.024 219014 at 4
Homo sapiens NY-REN-55 antigen mRNA, partial cds.
NEK1 /PROD=NY-REN-55 antigen AF155113 [ 1.25 Up 0.015 2.941 0.021 3.257 0.033 216213 at 4
CEagmn || O SERIES EDN LIRS s, BOTS COLBEL || rgaas | aus Up 0.036 | 7.474 | 0027 | 7791 | 0.056 | 231840 x at 5
MGC42090 ESTs AA017245 | 1.25 Up 0.005 2.990 0.021 3.318 0.007 236705 at 7
GATA4 ESTs AW181962 | 1.25 Up 0.046 2.934 0.022 3.261 0.069 243692 at 8
Homo sapiens mRNA; cDNA DKFZp686L1637 (from
C8orf42 clone DKFZp686L1637). AL833531 1.25 Up 0.002 3.443 0.015 3.766 0.007 1563693 _at 8
Homo sapiens cDNA FLJ20601 fis, clone KAT07215,
highly similar to AF063613 Homo sapiens 2-
RAB14 5oligoadenylate synthetase 3 R13458 1.25 Up 0.037 3.956 0.020 4.278 0.060 232666_at 9
SYT15 chrl0 synaptotagmin Al971263 1.25 Up 0.026 6.294 0.007 6.619 0.053 1560878_at 10




ESTs, Weakly similar to IRX2_HUMAN IROQUOIS-
CLASS HOMEODOMAIN PROTEIN IRX-2 (H.sapiens)

MKX AW298102 | 1.25 Up 0.023 3.173 0.039 3.490 0.030 236014 at 10
Homo sapiens androgen-regulated short-chain
dehydrogenasereductase 1 (ARSDR1) mRNA,
complete cds. /PROD=androgen-regulated short-
chaindehydrogenasereductase 1 /FL=gb:NM_016026.1
RDH11 D AF167438 [ 1.25 Up 0.034 10.779 0.048 11.096 0.036 217776 _at 14
Homo sapiens mRNA; cDNA DKFZp313J2410 (from
TEX9 clone DKFZp313J2410). AL832050 1.25 Up 0.027 2.966 0.054 3.287 0.002 1562259 at 15
C150rf17 FLJO0005 protein AU152410 | 1.25 Up 0.025 8.521 0.021 8.841 0.048 224804 s _at 15
ANKDD1A ESTs Al742584 1.25 Up 0.015 4.906 0.017 5.225 0.036 237316_at 15
GJA7 ESTs AA430014 | 1.25 Up 0.032 9.418 0.025 9.745 0.055 228776 _at 17
RPIP8 RaP?2 interacting protein 8 Al197870 1.25 Up 0.034 6.756 0.034 7.080 0.051 213439 x at 17
Homo sapiens mRNA for KIAA1543 protein, partial
KIAA1543 cds. /PROD=KIAA1543 protein AB040976 | 1.25 Up 0.033 4.684 0.056 5.011 0.026 226494 at 19
GNAS ESTs AA251879 | 1.25 Up 0.046 3.172 0.012 3.499 0.071 239037_at 20
SMT3 (suppressor of mif two 3, yeast) homolog 1
SUMO3 /FL=gb:BC000036.1 ghb:NM 006936.1 BG338532 | 1.25 Up 0.013 9.617 0.035 9.941 0.011 200739 _s_at 21
- Homo sapiens, clone IMAGE:4827393, mRNA. BC034606 | 1.25 Up 0.047 4.053 0.011 4.376 0.072 1561481 at 21
- chromobox homolog 6 N54506 1.25 Up 0.009 9.771 0.030 10.096 0.009 229733 s _at 22
Homo sapiens brain my038 protein mRNA, complete
: EeS PRIDRETD YOS PEE (RGOS | copeermns | 1o Up 0014 | 6425 | 0027 | 6.753 | 0029 | 223802 s at -
Human DNA sequence from clone RP3-322L4 on
chromosome 6. Contains the SOX4 gene for SRY (sex
determining region Y)-box 4, a pseudogene similar to
predicted fly, worm and yeast genes, ESTs, STSs,
- GSSs and four CpG islands /FL=gb:NM_003107.1 | ) 136179 | 1.25 Up 0.005 | 11672 | 0005 | 11.998 | 0.022 | 201417 at -
- Homo sapiens, clone IMAGE:4830073, mRNA. BC042538 | 1.25 Up 0.036 4.771 0.051 5.094 0.037 1562869 at -
Homo sapiens PRO1847 mRNA, complete cds.
- /PROD=PR01847 /FL=gbh:AF119855.1 AF119855 | 1.25 Up 0.005 9.045 0.007 9.365 0.021 209895 at -
Homo sapiens cDNA FLJ36444 fis, clone
- THYMU2012902. BU856247 | 1.25 Up 0.045 3.891 0.026 4.211 0.065 1560435_at -
- ESTs BF509849 | 1.25 Up 0.005 3.256 0.019 3.576 0.012 237674 at -
Homo sapiens DC16 mRNA, complete cds.
- /PROD=DC16 /FL=gb:AF201944.1 gh:AF250321.1 [ AF250321 | 1.25 Up 0.010 5.393 0.025 5.712 0.020 221533 at -
Homo sapiens, clone MGC:4255, mRNA, complete
cds. /PROD=Unknown (protein for MGC:4255)
HDAC6 /FL=gb:BC005872.1 BC005872 | 1.25 Up 0.039 3.699 0.066 4.025 0.002 211722 s at X
Homo sapiens cytosolic ovarian carcinoma antigen 1
(COVA1L), mRNA. /PROD=cytosolic ovarian carcinoma
COVA1 Sl & SR NI BB GAFANEEL L o s 005 Up 0.046 | 7.664 | 0024 | 7.989 | 0068 | 204643 s at X
Cluster Incl. S72904:APK1 antigen=MAb KI recognized
[human, ovarian carcinoma cell line OVCAR-3, mRNA,
2444 nt] /cds=(219,1010) /gh=S72904 /gi=633925
COVAl /ug=Hs.155185 /len=2425 S72904 1.25 Up 0.036 6.672 0.062 6.994 0.011 32042 _at X
myeloid cell leukemia sequence 1 (BCL2-related)
MCL1 /FL=gb:AF118124.1 gb:NM 021960.1 Al275690 1.24 Up 0.017 11.022 0.042 11.338 0.000 200797 _s_at 1
FEpaRys | NEe SR LR [TeRu A Bens HEEENS) | pooreer qon Up 0.047 | 3166 | 0045 | 3471 | 0051 | 1559911 at 1




Homo sapiens cDNA FLJ12585 fis, clone
NT2RM4001191, highly similar to Homo sapiens clone
24963 mRNA sequence. /[FL=ghb:NM_015910.1

LOC51057 AK022647 | 1.24 Up 0.046 6.869 0.016 7.184 0.069 231770 x_at 2
Homo sapiens, clone IMAGE:5272141, mRNA, partial
- cds. BC031304 | 1.24 Up 0.039 3.252 0.062 3.563 0.011 | 1556490 a_at 2
Homo sapiens AKAP-binding sperm protein ropporin
(DKFZp434B1222), mRNA. /PROD=AKAP-binding
sperm protein ropporin /FL=gb:NM_017578.1
ROPN1 gh:AF231410.1 NM_017578| 1.24 Up 0.023 4.139 0.022 4.447 0.042 220425 x_at 3
- ESTs Al125824 1.24 Up 0.009 3.424 0.007 3.731 0.028 237734 s _at 3
Homo sapiens, clone MGC:3124, mRNA, complete
cds. /PROD=Unknown (protein for MGC:3124)
KLHDC3 e e BC001793 | 1.24 Up 0.049 9.235 0.041 9.540 0.056 208784 s _at 6
C6orf137 Homo sapiens germline mRNA sequence F09448 1.24 Up 0.003 5.935 0.001 6.240 0.016 213678_at 6
Homo sapiens tripartite motif protein TRIM4 isoform
beta (TRIM4) mRNA, complete cds; alternatively
TRIM4 spliced /FL=gb:AF220024.1 BE501464 | 1.24 Up 0.019 8.319 0.005 8.626 0.043 223384 s _at 7
Homo sapiens general transcription factor I11C,
polypeptide 4 (90kD) (GTF3C4), mRNA.
/PROD=general transcription factor IlIC, polypeptide
GTF3C4 4(90kD) /FL=gh:NM _012204.1 gh:AF142328.1 NM_012204| 1.24 Up 0.002 7.494 0.004 7.799 0.011 219198 at 9
Homo sapiens mRNA for KIAA1010 protein, partial
DNMBP cds. /PROD=KIAA1010 protein AB023227 | 1.24 Up 0.017 8.031 0.010 8.341 0.039 212838 at 10
SR | O SERIEIS GRNAS AL, GOIE CRIHBIER. | vrperen | qon Up 0.007 | 5278 | 0011 | 5593 | 0023 | 232597 x at 12
ERGIC2 CDA14 H03165 1.24 Up 0.027 6.322 0.052 6.636 0.011 226418 at 12
Homo sapiens purinergic receptor P2X, ligand-gated
ion channel, 4 (P2RX4), mRNA. /PROD=purinergic
receptor P2X, ligand-gated ionchannel, 4
P2RX4 [FL=gb:NM_002560.1 gh:U83993.1 NM_002560| 1.24 Up 0.004 7.636 0.007 7.949 0.019 204088 at 12
ESD ESTs Al916961 1.24 Up 0.002 4.779 0.009 5.088 0.013 240808 at 13
Homo sapiens cDNA FLJ11419 fis, clone
GPC6 HEMBA1000985 AU144140 | 1.24 Up 0.033 3.811 0.054 4.119 0.018 233090_at 13
Homo sapiens KIAA0391 gene product (KIAA0391),
MRNA. /PROD=KIAA0391 gene product
KIAA0391 [FL=gh:AB002389.1 gh:NM_014672.1 NM_014672| 1.24 Up 0.001 6.046 0.004 6.358 0.008 202714 s at 14
Homo sapiens chromosome 16 open reading frame 5
(C160rf5), mRNA. /PROD=chromosome 16 open
reading frame 5 /FL=gb:NM_013399.1 gh:BC002882.1
C160rf5 gbh:AF131218.1 gh:AL136698.1 NM_013399| 1.24 Up 0.042 7.528 0.049 7.838 0.044 218183 at 16
TNRC6A | HOMO sapiens cDNA: FLJ21624 Tis, clone COLOBOO0G. | o577 | 1,24 Up 0032 | 4635 | 0052 | 4942 | 0022 | 233836 at 16
Homo sapiens Crk-associated substrate p130Cas
MRNA, complete cds. /PROD=Crk-associated
substrate p130Cas /FL=gh:AF218451.1
BCAR1 gbh:NM_014567.1 gb:AB040024.1 AF218451 | 1.24 Up 0.036 6.876 0.044 7.181 0.039 223116 _at 16
DLL3 delta (Drosophila)-like 3 AW341182 | 1.24 Up 0.002 5.990 0.011 6.305 0.007 230568 x_at 19
Homo sapiens SMT3 (suppressor of mif two 3, yeast)
homolog 1 (SMT3H1), mMRNA. /PROD=SMT3
(suppressor of mif two 3, yeast)