Supplementary figure 1: Reference sequence of the SRY region (GenBank AC215855): 174 bp
5" predicted promoter (green). 1400 bp SRY coding exon (blue), and 381 bp 3'UTR (brown).
Priumers for PCR amplification of the four overlapping segments are underlined and labeled with
four different colors.

5’ CGTTTG TG TTTGTTAACGGCTAATAGAATTAGGTCATCTGTAGGCTCTG TGGTTTTAAGATCACACTCACATATA
Pximexl.F
TTCATATTGATAAAACAATTCATTAGTATCCG TCTG TGCTCCACCTGCATCCTTTCATTTATAGACC TAATARAATA
ATAATGACARAGTTTGTTTTGTATTATTTTAAGGAGGGGCAGAGCCTTCAGCGCTGGGGATTAGARGTAGGGCACAG
ARACAGTGTGTTATTACTCTGTTATCAGGTTTTGCTTGAGAGTGGATAGGCTGGTTGGGCTTTGGCTGACGGCCCAG
GACACGTTTGAGGGGAGGAGTTGGGGGCGGAGARATARGTATTTTATTACARARGTTGTAGTAACARRGCCTCTGCT
AGAATAACCTTGGARAAGTAAGATAATTTTCCCAACGCTTTATCTTCG CATTTTGCTACCACCCTCCTCTTCARCGG
TGCCATCTTARGCTTCTGCTATGTCCAGAGTATCCAARCAGCGATAARTTACAGTCTAGCAGGACAGCARCATACCGTT
CTCGGCTCTGGGAGAACCTCATCCCTACTTTG GACG ABCARTCCTEGETCACATITICGG AGTGAAACAAGAGGAAR
Primex2.F
TGGTAGAGAGAACGGCCAGG ACCGTGTCARACGACCCATGAATG CATTCATGG TG TGG TCTCG TG ATCACAGGCGCA
Primexrl.R
AGGTCGCTCTAGAGAATCCCCARCTGCAAARCTCAGAGATCAGCARGCGGCTGGGATGCCAGTGGAAARTGCTTACG
GAAGCCGAARAATTG CCATTCTTCGAGGAGGCACAGAGACTACGGGCTATG CATC ARG AGARATACCCGG ACTATAR
ATATCGACCTCGTCGGAAGGCCAARGATGCCACAGAARARGTGACARACCGCTTCCCGCAGACTCCTCTTCTACACTGT
GCGGGCAGGCGCACG TACACGTCGRCG AGTCG TTGRACCCTTTC ACATTCACGGACGACTGTACTGAGGCCACACAG
TCACAARCGGAGGAGCGGTTAARACCATTCGCAGCCCGCGAACACAGCTARTTCGGCGCTGCAI

Primex3.F
EAGCACCGCARCCCTGCGTG ACAATCGGG TAACG TTGGCTACGCAG ACATACGCAGACGTTCCCTTTCACTG TAATT
TACCCTCCGGACTTTCTCACGG TGATTTTCCTTG ATTTCCTTACTGGTGGCGGCAGAGTC

Primer2.R
-A'I'I'I'CT'I\:TGG AGCCCCAGCGTATCAACACCAGTGAAATTTTGAGTTCCARGGTCAGCTGTTTTTCTGTTAAT
GGARCAGTTTGTAATCTARTTTTAGTCTTCCAGAGGTTGTCCTTTAAATAGCGCTAAGCATATATTGATACACTAAT
ARTCGCCAGCATAGATCACAGAATTCTAACTCTTTATTTTAAATACTATAAGTCACAAARCATAGTGGAGAGAAGCAT
GCACAAAATTATGCTATGGAAAAATTG TTGCGTTTTGATGGGARACTGCGTAGCGTCTACAGTAGTCCCTTCTCGAC
P:r:i.m 4.F

GCGTCTTGGTARRCTGCACATAATTAARCGCATGGARATGTARARTTC

P:: imr 3.R
TTTCCTGTTGGATAGTTTATGTTACCTCCCCTCCCCGCTGTGAGARACCAGTCTTGCGGCCCTTTGCTATTCAATTC

TTTTACTCCGCACARARACTGAGAGCTTCGATGCGCTGTGAACCGGTTATATTCTCTATCTGGTARAAATAAARATGTTT
ATTTAARCTCGTGATCATTTTGATATCCTTATGAGACTCATAGTTAGTTTTGCCTGTTTTTCCCAGAACTTTCTTTTG
ACAATGGCAATGTACCTGTTTCCATTGCCGCCTARCTTTTAACTTTACGGAGGAARARAATAARCGAATGCTGAGAATA
TGAACTGCTGAGATTATGGGAGTGGGACACCC -3’

Primex4d.R



Supplementary fig 2: Alignment of 1,955 bp sequencesin SRY region from thei(Y q), and two normal Y chromosmes
(male control and reference sequence). Discrepancies are highlighted red and the consensus sequence is shown in blue.
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CGTT-GTGTTTGTTAACGGCTAATAGAATTAGGTXATCTGTAGGCTCTGTGGTTTTAAGATCACACTCACATATATTCAT Consensus

--------- g Sy B By e St 8
10 20 30 40 50 60 70 80
————————— gy g &

CGTTTGTGTTTGTTAACGGCTAATAGAATTAGGTCATCTGTAGGCTCTGTGGTTTTAAGATCACACTCACATATATTCAT Reference Seq
CGTT-GTGTTTGTTAACGGCTAATAGAATTAGGTACTCTGTAGGCTCTGTGGTTTTAAGATCACACTCACATATATTCAT iYQ Horse
CGTT-GTGTTTGTTAACGGCTAATAGAATTAGGTTATCTGTAGGCTCTGTGGTTTTAAGATCACACTCACATATATTCAT Male control

ATTGATAAAACAATTCATTAGTATCCGTCTGTGCTCCACCTGCATCCTTTCATTTATAGACCTAATAAAATAATAATGAC Consensus

————————— Sy S S &
90 100 110 120 130 140 150 160
--------- Syt B By e St 8

ATTGATAAAACAATTCATTAGTATCCGTCTGTGCTCCACCTGCATCCTTTCATTTATAGACCTAATAAAATAATAATGAC Reference Seq
ATTGATAAAACAATTCATTAGTATCCGTCTGTGCTCCACCTGCATCCTTTCATTTATAGACCTAATAAAATAATAATGAC 1YQ Horse
ATTGATAAAACAATTCATTAGTATCCGTCTGTGCTCCACCTGCATCCTTTCATTTATAGACCTAATAAAATAATAATGAC Male control

AAAGTTTGTTTTGTATTATTTTAAGGAGGGGCAGAGCCTTCAGCGCTGGGGATTAGAAGTAGGGCACAGAAACAGTGTGT Consensus

--------- Syt B By e St 8
170 180 190 200 210 220 230 240
————————— gy g S &

AAAGTTTGTTTTGTATTATTTTAAGGAGGGGCAGAGCCTTCAGCGCTGGGGATTAGAAGTAGGGCACAGAAACAGTGTGT Reference Seq
AAAGTTTGTTTTGTATTATTTTAAGGAGGGGCAGAGCCTTCAGCGCTGGGGATTAGAAGTAGGGCACAGAAACAGTGTGT 1YQ Horse
AAAGTTTGTTTTGTATTATTTTAAGGAGGGGCAGAGCCTTCAGCGCTGGGGATTAGAAGTAGGGCACAGAAACAGTGTGT Male control

TATTACTCTGTTATCAGGTTTTGCTTGAGAGTGGATAGGCTGGTTGGGCTTTGGCTGACGGCCCAGGACACGTTTGAGGG Consensus

————————— gy gy &
250 260 270 280 290 300 310 320
--------- gy gy Sy SIS &

TATTACTCTGTTATCAGGTTTTGCTTGAGAGTGGATAGGCTGGTTGGGCTTTGGCTGACGGCCCAGGACACGTTTGAGGG Reference Seq
TATTACTCTGTTATCAGGTTTTGCTTGAGAGTGGATAGGCTGGTTGGGCTTTGGCTGACGGCCCAGGACACGTTTGAGGG 1YQ Horse
TATTACTCTGTTATCAGGTTTTGCTTGAGAGTGGATAGGCTGGTTGGGCTTTGGCTGACGGCCCAGGACACGTTTGAGGG Male control

GAGGAGTTGGGGGCGGAGAAATAAGTATTTTATTACAAAAGTTGTAGTAACAAAGCCTCTGCTAGAATAACCTTGGAAAA Consensus

————————— e o S
330 340 350 360 370 380 390 400
————————— S S

GAGGAGTTGGGGGCGGAGAAATAAGTATTTTATTACAAAAGTTGTAGTAACAAAGCCTCTGCTAGAATAACCTTGGAAAA Reference Seq
GAGGAGTTGGGGGCGGAGAAATAAGTATTTTATTACAAAAGTTGTAGTAACAAAGCCTCTGCTAGAATAACCTTGGAAAA 1YQ Horse
GAGGAGTTGGGGGCGGAGAAATAAGTATTTTATTACAAAAGTTGTAGTAACAAAGCCTCTGCTAGAATAACCTTGGAAAA Male control
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GTAAGATAATTTTCCCAACGCTTTATCTTCGCATTTTGCTACCACCCTCCTCTTCAACGGTGCCATCTTAAGCTTCTGCT Consensus

--------- g St By By e St 8
410 420 430 440 450 460 470 480
————————— gy 5y &

GTAAGATAATTTTCCCAACGCTTTATCTTCGCATTTTGCTACCACCCTCCTCTTCAACGGTGCCATCTTAAGCTTCTGCT Reference Seq
GTAAGATAATTTTCCCAACGCTTTATCTTCGCATTTTGCTACCACCCTCCTCTTCAACGGTGCCATCTTAAGCTTCTGCT iYQ Horse
GTAAGATAATTTTCCCAACGCTTTATCTTCGCATTTTGCTACCACCCTCCTCTTCAACGGTGCCATCTTAAGCTTCTGCT Male control

ATGTCCAGAGTATCCAACAGCGATAATTACAGTCTAGCAGGACAGCAACATACCGTTCTCGGCTCTGGGAGAACCTCATC Consensus

————————— ey g S &
490 500 510 520 530 540 550 560
--------- Syt B B e St 8

ATGTCCAGAGTATCCAACAGCGATAATTACAGTCTAGCAGGACAGCAACATACCGTTCTCGGCTCTGGGAGAACCTCATC Reference Seq
ATGTCCAGAGTATCCAACAGCGATAATTACAGTCTAGCAGGACAGCAACATACCGTTCTCGGCTCTGGGAGAACCTCATC 1YQ Horse
ATGTCCAGAGTATCCAACAGCGATAATTACAGTCTAGCAGGACAGCAACATACCGTTCTCGGCTCTGGGAGAACCTCATC Male control

CCTACTTTGGACGAGCAATCCTGGCTCACATTTTCGGAGTGAAACAAGAGGAAATGGTAGAGAGAACGGCCAGGACCGTG Consensus

--------- Syt B B e St 8
570 580 590 600 610 620 630 640
————————— ey g S &

CCTACTTTGGACGAGCAATCCTGGCTCACATTTTCGGAGTGAAACAAGAGGAAATGGTAGAGAGAACGGCCAGGACCGTG Reference Seq
CCTACTTTGGACGAGCAATCCTGGCTCACATTTTCGGAGTGAAACAAGAGGAAATGGTAGAGAGAACGGCCAGGACCGTG 1Yg Horse
CCTACTTTGGACGAGCAATCCTGGCTCACATTTTCGGAGTGAAACAAGAGGAAATGGTAGAGAGAACGGCCAGGACCGTG Male control

TCAAACGACCCATGAATGCATTCATGGTGTGGTCTCGTGATCACAGGCGCAAGGTCGCTCTAGAGAATCCCCAACTGCAA Consensus

————————— gy S &
650 660 670 680 690 700 710 720
--------- gy Sy Uy SIS &

TCAAACGACCCATGAATGCATTCATGGTGTGGTCTCGTGATCACAGGCGCAAGGTCGCTCTAGAGAATCCCCAACTGCAA Reference Seq
TCAAACGACCCATGAATGCATTCATGGTGTGGTCTCGTGATCACAGGCGCAAGGTCGCTCTAGAGAATCCCCAACTGCAA 1YQ Horse
TCAAACGACCCATGAATGCATTCATGGTGTGGTCTCGTGATCACAGGCGCAAGGTCGCTCTAGAGAATCCCCAACTGCAA Male control

AACTCAGAGATCAGCAAGCGGCTGGGATGCCAGTGGAAAATGCTTACGGAAGCCGAAAAATTGCCATTCTTCGAGGAGGC Consensus

————————— e 0 S
730 740 750 760 770 780 790 800
————————— S S

AACTCAGAGATCAGCAAGCGGCTGGGATGCCAGTGGAAAATGCTTACGGAAGCCGAAAAATTGCCATTCTTCGAGGAGGC Reference Seq
AACTCAGAGATCAGCAAGCGGCTGGGATGCCAGTGGAAAATGCTTACGGAAGCCGAAAAATTGCCATTCTTCGAGGAGGC 1YQ Horse
AACTCAGAGATCAGCAAGCGGCTGGGATGCCAGTGGAAAATGCTTACGGAAGCCGAAAAATTGCCATTCTTCGAGGAGGC Male control
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ACAGAGACTACGGGCTATGCATCAAGAGAAATACCCGGACTATAAATATCGACCTCGTCGGAAGGCCAAGATGCCACAGA Consensus

————————— g g MU &
810 820 830 840 850 860 870 880
--------- gy gy Uy SIS &

ACAGAGACTACGGGCTATGCATCAAGAGAAATACCCGGACTATAAATATCGACCTCGTCGGAAGGCCAAGATGCCACAGA Reference Seq
ACAGAGACTACGGGCTATGCATCAAGAGAAATACCCGGACTATAAATATCGACCTCGTCGGAAGGCCAAGATGCCACAGA 1YQ Horse
ACAGAGACTACGGGCTATGCATCAAGAGAAATACCCGGACTATAAATATCGACCTCGTCGGAAGGCCAAGATGCCACAGA Male control

AAAGTGACAAACCGCTTCCCGCAGACTCCTCTTCTACACTGTGCGGGCAGGCGCACGTACACGTCGACGAGTGGTTGAAC Consensus

————————— e 0 S
890 900 910 920 930 940 950 960
————————— S S

AAAGTGACAAACCGCTTCCCGCAGACTCCTCTTCTACACTGTGCGGGCAGGCGCACGTACACGTCGACGAGTGGTTGAAC Reference Seq
AAAGTGACAAACCGCTTCCCGCAGACTCCTCTTCTACACTGTGCGGGCAGGCGCACGTACACGTCGACGAGTGGTTGAAC i1YQ Horse
AAAGTGACAAACCGCTTCCCGCAGACTCCTCTTCTACACTGTGCGGGCAGGCGCACGTACACGTCGACGAGTGGTTGAAC Male control

CCTTTCACATTCACGGACGACTGTACTGAGGCCACACAGTCACAAACGGAGGAGCGGTTAAACCATTCGCAGCCCGCGAA Consensus

--------- Syt B B e St 8
970 980 990 1000 1010 1020 1030 1040
————————— gy &

CCTTTCACATTCACGGACGACTGTACTGAGGCCACACAGTCACAAACGGAGGAGCGGTTAAACCATTCGCAGCCCGCGAA Reference Seq
CCTTTCACATTCACGGACGACTGTACTGAGGCCACACAGTCACAAACGGAGGAGCGGTTAAACCATTCGCAGCCCGCGAA 1YQ Horse
CCTTTCACATTCACGGACGACTGTACTGAGGCCACACAGTCACAAACGGAGGAGCGGTTAAACCATTCGCAGCCCGCGAA Male control

CACAGCTAATTCGGCGCTGCAACAGGAGCGTCACAGCAGCACCGCAACCCTGCGTGACAATCGGGTAACGTTGGCTACGC Consensus

————————— ey g S &
1050 1060 1070 1080 1090 1100 1110 1120
--------- Syt B B e St 8

CACAGCTAATTCGGCGCTGCAACAGGAGCGTCACAGCAGCACCGCAACCCTGCGTGACAATCGGGTAACGTTGGCTACGC Reference Seq
CACAGCTAATTCGGCGCTGCAACAGGAGCGTCACAGCAGCACCGCAACCCTGCGTGACAATCGGGTAACGTTGGCTACGC 1YQ Horse
CACAGCTAATTCGGCGCTGCAACAGGAGCGTCACAGCAGCACCGCAACCCTGCGTGACAATCGGGTAACGTTGGCTACGC Male control

AGACATACGCAGACGTTCCCTTTCACTGTAATTTACCCTCCGGACTTTCTCACGGTGATTTTCCTTGATTTCCTTACTGG Consensus

--------- ey B B e S 8
1130 1140 1150 1160 1170 1180 1190 1200
————————— gy g S &

AGACATACGCAGACGTTCCCTTTCACTGTAATTTACCCTCCGGACTTTCTCACGGTGATTTTCCTTGATTTCCTTACTGG Reference Seq
AGACATACGCAGACGTTCCCTTTCACTGTAATTTACCCTCCGGACTTTCTCACGGTGATTTTCCTTGATTTCCTTACTGG iYQ Horse
AGACATACGCAGACGTTCCCTTTCACTGTAATTTACCCTCCGGACTTTCTCACGGTGATTTTCCTTGATTTCCTTACTGG Male control
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1441
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1521
1520
1520

TGGCGGCAGAGTCCCTGTTCGGCTCTATTTTCGTATTTCTTCTGGAGCCCCAGCGTATCAACACCAGTGAAATTTTGAGT Consensus

————————— g g MU &
1210 1220 1230 1240 1250 1260 1270 1280
--------- gy gy Uy SIS &

TGGCGGCAGAGTCCCTGTTCGGCTCTATTTTCGTATTTCTTCTGGAGCCCCAGCGTATCAACACCAGTGAAATTTTGAGT Reference Seq
TGGCGGCAGAGTCCCTGTTCGGCTCTATTTTCGTATTTCTTCTGGAGCCCCAGCGTATCAACACCAGTGAAATTTTGAGT 1YQ Horse
TGGCGGCAGAGTCCCTGTTCGGCTCTATTTTCGTATTTCTTCTGGAGCCCCAGCGTATCAACACCAGTGAAATTTTGAGT Male control

TCCAAGGTCAGCTGTTTTTCTGTTAATGGAACAGTTTGTAATCTAATTTTAGTCTTCCAGAGGTTGTCCTTTAAATAGCG Consensus

————————— e 0 S
1290 1300 1310 1320 1330 1340 1350 1360
————————— S S

TCCAAGGTCAGCTGTTTTTCTGTTAATGGAACAGTTTGTAATCTAATTTTAGTCTTCCAGAGGTTGTCCTTTAAATAGCG Reference Seq
TCCAAGGTCAGCTGTTTTTCTGTTAATGGAACAGTTTGTAATCTAATTTTAGTCTTCCAGAGGTTGTCCTTTAAATAGCG 1YQ Horse
TCCAAGGTCAGCTGTTTTTCTGTTAATGGAACAGTTTGTAATCTAATTTTAGTCTTCCAGAGGTTGTCCTTTAAATAGCG Male control

CTAAGCATATATTGATACACTAATAATCGCCAGCATAGATCACAGAATTCTAACTCTTTATTTTAAATACTATAAGTCAC Consensus

--------- Syt B B e St 8
1370 1380 1390 1400 1410 1420 1430 1440
————————— gy &

CTAAGCATATATTGATACACTAATAATCGCCAGCATAGATCACAGAATTCTAACTCTTTATTTTAAATACTATAAGTCAC Reference Seq
CTAAGCATATATTGATACACTAATAATCGCCAGCATAGATCACAGAATTCTAACTCTTTATTTTAAATACTATAAGTCAC i1Y(Q Horse
CTAAGCATATATTGATACACTAATAATCGCCAGCATAGATCACAGAATTCTAACTCTTTATTTTAAATACTATAAGTCAC Male control

AAACATAGTGGAGAGAAGCATGCACAAAATTATGCTATGGAAAAATTGTTGCGTTTTGATGGGAAACTGCGTAGCGTCTA Consensus

————————— ey g S &
1450 1460 1470 1480 1490 1500 1510 1520
--------- Syt B B e St 8

AAACATAGTGGAGAGAAGCATGCACAAAATTATGCTATGGAAAAATTGTTGCGTTTTGATGGGAAACTGCGTAGCGTCTA Reference Seq
AAACATAGTGGAGAGAAGCATGCACAAAATTATGCTATGGAAAAATTGTTGCGTTTTGATGGGAAACTGCGTAGCGTCTA 1YQ Horse
AAACATAGTGGAGAGAAGCATGCACAAAATTATGCTATGGAAAAATTGTTGCGTTTTGATGGGAAACTGCGTAGCGTCTA Male control

CAGTAGTCCCTTCTCGACGG-TCTGTTCATTGGTCTTTCAGCTACCTTGCGCGTCTTGGTAAACTGCACATAATTAACGC Consensus

--------- ey B B e S 8
1530 1540 1550 1560 1570 1580 1590 1600
————————— gy g S &

CAGTAGTCCCTTCTCGACGG-TCTGTTCATTGGTCTTTCAGCTACCTTGCGCGTCTTGGTAAACTGCACATAATTAACGC Reference Seq
CAGTAGTCCCTTCTCGACGG-TCTGTTCATTGGTCTTTCAGCTACCTTGCGCGTCTTGGTAAACTGCACATAATTAACGC 1YQg Horse
CAGTAGTCCCTTCTCGACGGGTCTGTTCATTGGTCTTTCAGCTACCTTGCGCGTCTTGGTAAACTGCACATAATTAACGC Male control



1600
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1760
1759
1760

1840
1839
1840

1920
1919
1920

ATGGAAATGTAAATTCTTTCCTGTTGGATAGTTTATGTTACCTCCCCTCCCCGCTGTGAGAAACCAGTCTTGCGGCCCTT Consensus

————————— g g MU &
1610 1620 1630 1640 1650 1660 1670 1680
--------- gy gy Uy SIS &

ATGGAAATGTAAATTCTTTCCTGTTGGATAGTTTATGTTACCTCCCCTCCCCGCTGTGAGAAACCAGTCTTGCGGCCCTT Reference Seq
ATGGAAATGTAAATTCTTTCCTGTTGGATAGTTTATGTTACCTCCCCTCCCCGCTGTGAGAAACCAGTCTTGCGGCCCTT iYQ Horse
ATGGAAATGTAAATTCTTTCCTGTTGGATAGTTTATGTTACCTCCCCTCCCCGCTGTGAGAAACCAGTCTTGCGGCCCTT Male control

TGCTATTCAATTCTTTTACTCCGCACAAAACTGAGAGCTTCGATGCGCTGTGAACCGGTTATATTCTCTATCTGGTAAAA Consensus

————————— e 0 S
1690 1700 1710 1720 1730 1740 1750 1760
————————— S S

TGCTATTCAATTCTTTTACTCCGCACAAAACTGAGAGCTTCGATGCGCTGTGAACCGGTTATATTCTCTATCTGGTAAAA Reference Seq
TGCTATTCAATTCTTTTACTCCGCACAAAACTGAGAGCTTCGATGCGCTGTGAACCGGTTATATTCTCTATCTGGTAAAA 1YQ Horse
TGCTATTCAATTCTTTTACTCCGCACAAAACTGAGAGCTTCGATGCGCTGTGAACCGGTTATATTCTCTATCTGGTAAAA Male control

TAAAATGTTTATTTAACTCGTGATCATTTTGATATCCTTATGAGACTCATAGTTAGTTTTGCCTGTTTTTCCCAGAACTT Consensus
--------- Syt B B e St 8

1770 1780 1790 1800 1810 1820 1830 1840
————————— gy &
TAAAATGTTTATTTAACTCGTGATCATTTTGATATCCTTATGAGACTCATAGTTAGTTTTGCCTGTTTTTCCCAGAACTT Reference Seq
TAAAATGTTTATTTAACTCGTGATCATTTTGATATCCTTATGAGACTCATAGTTAGTTTTGCCTGTTTTTCCCAGAACTT i1YQ Horse
TAAAATGTTTATTTAACTCGTGATCATTTTGATATCCTTATGAGACTCATAGTTAGTTTTGCCTGTTTTTCCCAGAACTT Male control
TCTTTTGACAATGGCAATGTACCTGTTTCCATTGCCGCCTAACTTTTAACTTTACGGAGGAAAAAATAACGAATGCTGAG Consensus
————————— ey g S &

1850 1860 1870 1880 1890 1900 1910 1920
--------- Syt B B e St 8

TCTTTTGACAATGGCAATGTACCTGTTTCCATTGCCGCCTAACTTTTAACTTTACGGAGGAAAAAATAACGAATGCTGAG Reference Seq
TCTTTTGACAATGGCAATGTACCTGTTTCCATTGCCGCCTAACTTTTAACTTTACGGAGGAAAAAATAACGAATGCTGAG 1YQ Horse
TCTTTTGACAATGGCAATGTACCTGTTTCCATTGCCGCCTAACTTTTAACTTTACGGAGGAAAAAATAACGAATGCTGAG Male control

AATATGAACTGCTGAGATTATGGGAGTGG-ACACCC Consensus
--------- o

1930 1940 1950
————————— S TR NSRRI YU R ——
AATATGAACTGCTGAGATTATGGGAGTGGGACACCC Reference Seq
AATATGAACTGCTGAGATTATGGGAGTGG-ACACCC iYq Horse

AATATGAACTGCTGAGATTATGGGAGTGG-ACACCC Male control



